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NOVEL GENES, COMPOSITIONS, KITS, AND METHODS FOR 
IDENTIFICATION, ASSESSMENT, PREVENTION, 
AND THERAPY OF CERVICAL CANCER 

5 RELATED APPLICATIONS 

The present application claims priority to U.S. provisional application serial no. 

60/169,681, filed on December 8, 1999, U.S. provisional application serial no. 

60/171,350, filed on December 21 , 1999, U.S. provisional application serial no. 

60/189,315, filed on March 14, 2000, U.S. provisional application serial no. 60/203,791, 
1 0 filed on May 1 2, 2000, and U.S. provisional application serial no. 60/2 1 0,600, filed on 

June 9, 2000, all of which are expressly incorporated by reference. 

FIELD OF THE INVENTION 
The field of the invention is cervical cancer, including diagnosis, 
1 5 characterization, management, and therapy of cervical cancer. 

BACKGROUND OF THE INVENTION 
The increased number of cancer cases reported in the United States, and, indeed, 
around the world, is a major concern. Currently there are only a handful of treatments 
20 available for specific types of cancer, and these provide no absolute guarantee of 
success. In order to be most effective, these treatments require not only an early 
detection of the malignancy, but a reliable assessment of the severity of the malignancy. 

Cancer of the cervix is one of the most common malignancies in women and 
remains a significant public health problem throughout the world. In the United States 
25 alone, invasive cervical cancer accounts for approximately 1 9% of all gynecological 
cancers. In 1996, it is estimated that there will be 14,700 newly diagnosed cases and 
4900 deaths attributed to this disease (American Cancer Society, Cancer Facts & Figures 
1996, Atlanta, Ga.: American Cancer Society, 1996). In many developing countries, 
where mass screening programs are not widely available, the clinical problem is more 
30 serious. Worldwide, the number of new cases is estimated to be 47 1 ,000 with a four- 
year survival rate of only 40% (Munoz et al., 1989, Epidemiology of Cervical Cancer In: 
"Human Papillomavirus", New York, Oxford Press, pp 9-39; National Institutes of 
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Health, Consensus Development Conference Statement on Cervical Cancer, Apr. 1-3, 
1996). 

The precursor to cervical cancer is dysplasia, also known in the art as cervical 
intraepithelial neoplasia (CIN) or squamous intraepithelial lesions (SIL). While it is not 
5 understood how normal cells become transformed, the concept of a continuous spectrum 
of histopathological change from normal, stratified epithelium through CIN to invasive 
cancer has been widely accepted for many years. A large body of epidemiological and 
molecular biological evidence has established human papillomavirus (HPV) infection as 
a causative factor in cervical cancer. HPV is found in 85% or more of squamous cell 
1 0 invasive lesions, which represent the most common histologic type seen in cervical 
carcinoma. Additional cofactors have also been identified, including oncogenes that 
have been activated by point mutations and chromosomal translocations or deletions. 

In light of this, cervical cancer remains a highly preventable form of cancer 
when pre-invasive lesions are detected early. Cytological examination of Papanicolaou- 
1 5 stained cervical smears (also referred to as Pap smears) is currently the principle method 
for detecting cervical cancer. Not surprisingly, the effectiveness of Pap smear screening 
varies depending not only upon the quality of the sample being used, but also upon 
subjective parameters that are inherent to the analysis. In addition, despite the historical 
success of the test, concerns have arisen regarding its ability to reliably predict the 
20 behavior of some pre-invasive lesions (Ostor et ah, 1 993, Int. J. Gynecol. Pathol. 12: 
186-192; and Genest et at., 1993, Human Pathol. 24: 730-736). 

It would be therefore be desirable to provide specific methods and reagents for 
the diagnosis, staging, prognosis, monitoring, and treatment of diseases associated with 
cervical cancer, or to indicate a predisposition to such for preventative measures. 

25 

SUMMARY OF THE INVENTION 
The invention relates to novel genes associated with cervical cancer as well as 
methods of assessing whether a patient is afflicted with cervical cancer. "Cervical 
cancer " as used herein includes pre-malignant conditions, e.g., CIN and SIL. The 
30 methods of the present invention comprise the step of comparing the level of expression 
of a novel marker in a patient sample, wherein the marker is listed within Tables 1-4, 
and the normal level of expression of the marker in a control, e.g., a sample from a 
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patient without cervical cancer. A significant difference between the level of expression 
of the marker in the patient sample and the normal level is an indication that the patient 
is afflicted with cervical cancer or has a pre-malignant condition {e.g., CIN and/or SIL). 
In one method, the markers) are preferably selected such that the positive 

5 predictive value of the method is at least about 1 0%. Also preferred are embodiments of 
the method wherein the marker is differentially-expressed by at least two-fold in at least 
about 20% of any of the following conditions: stage 0 cervical cancer patients, stage 1 
cervical cancer patients, stage II cervical cancer patients, stage III cervical cancer 
patients, stage IV cervical cancer patients, grade I cervical cancer patients, grade II 

1 0 cervical cancer patients, grade III cervical cancer patients, squamous cell (epidermoid) 
cervical cancer patients, cervical adenocarcinoma patients, cervical adenosquamous 
carcinoma patients, small-cell cervical carcinoma patients, malignant cervical cancer 
patients, patients with primary carcinomas of the cervix, patients with primary malignant 
lymphomas of the cervix and patients with secondary malignant lymphomas of the 

1 5 cervix, and all other types of cancers, malignancies and transformations associated with 
the cervix. 

In one embodiment of the methods of the present invention, the sample 
comprises cells obtained from the patient. The cells may be found in a cervical smear 
collected, for example, by a cervical brush. In another embodiment, the patient sample 
20 is a cervical-associated body fluid. Such fluids include, for example, blood fluids, 
lymph, ascitic fluids, gynecological fluids, urine, and fluids collected by peritoneal 
rinsing. 

In accordance with the methods of the present invention, the presence and/or 
level of expression of the marker in a sample can be assessed, for example, by detecting 
25 the presence in the sample of : 

• a protein corresponding to the marker or a fragment of the protein {e.g. 
using a reagent, such as an antibody, an antibody derivative, or an antibody 
fragment, which binds specifically with the protein or a fragment of the 
protein) 

30 • a metabolite which is produced directly {i.e., catalyzed) or indirectly by a 

protein corresponding to the marker 
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• a transcribed polynucleotide (e.g. an mRNA or a cDNA), or fragment 
thereof, having at least a portion with which the marker is substantially 
homologous (e.g. by contacting a mixture of transcribed polynucleotides 
obtained from the sample with a substrate having one or more of the markers 

5 listed within Tables 1-4 fixed thereto at selected positions) 

• a transcribed polynucleotide or fragment thereof, wherein the 
polynucleotide anneals with the marker under stringent hybridization 
conditions. 

The methods of the present invention are particularly useful for identifying 
1 0 patients with a pre-malignant condition such as CIN and/or SIL. The methods are also 
useful for further diagnosing patients having an identified cervical mass or symptoms 
associated with cervical cancer. The methods of the present invention can further be of 
particular use with patients having an enhanced risk of developing cervical cancer (e.g., 
patients having a familial history of cervical cancer and patients identified as having a 
1 5 mutant oncogene). The methods of the present invention may further be of particular 
use in monitoring the efficacy of treatment of a cervical cancer patient (e.g. the efficacy 
of chemotherapy). 

The methods of the present invention may be performed using a plurality (e.g. 2, 
3, 5, or 10 or more) of markers. According to a method involving a plurality of markers, 

20 the level of expression in the sample of each of a plurality of markers independently 
selected from the markers listed in Tables 1-4 is compared with the normal level of 
expression of each of the plurality of markers in samples of the same type obtained from 
control humans not afflicted with cervical cancer. A significantly enhanced level of 
expression in the sample of one or more of the markers listed in Tables 1-4, or some 

25 combination thereof, relative to that marker's corresponding normal levels, is an 

indication that the patient is afflicted with cervical cancer. The markers of Tables 1-4 
may also be used in combination with known cervical cancer markers in the methods of 
the present invention. 

In a preferred method of assessing whether a patient is afflicted with cervical 

30 cancer (e.g., new detection ("screening"), detection of recurrence, reflex testing), the 
method comprises comparing: 
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a) the level of expression of a marker in a patient sample, wherein at least 
one marker is selected from the markers of Tables 1-4, and 

b) the normal level of expression of the marker in a control non-cervical 
cancer sample. 

5 A significant difference between the level of expression of the marker in the patient 
sample and the normal level is an indication that the patient is afflicted with cervical 
cancer. 



The invention further relates to a method of assessing the efficacy of a therapy 
10 for inhibiting cervical cancer in a patient. This method comprises comparing: 

a) expression of a marker in a first sample obtained from the patient prior 
to providing at least a portion of the therapy to the patient, wherein the 
marker is selected from the group consisting of the markers listed within 
Tables 1-4, and 

1 5 b) expression of the marker in a second sample obtained from the patient 

following provision of the portion of the therapy. 
A significantly lower level of expression of the marker in the second sample, relative to 
the first sample, is an indication that the therapy is efficacious for inhibiting cervical 
cancer in the patient. 

20 It will be appreciated that in this method the "therapy" may be any therapy for 

treating cervical cancer including, but not limited to, chemotherapy, radiation therapy 
and surgical removal of tissue, e.g., a cervical tumor. Thus, the methods of the 
invention may be used to evaluate a patient before, during and after therapy, for 
example, to evaluate the reduction in tumor burden. 

25 The present invention therefore further comprises a method for monitoring the 

progression of cervical cancer in a patient, the method comprising: 

a) detecting in a patient sample at a first time point, the expression of a marker, 
wherein the marker is selected from the group consisting of the markers listed in Tables 
1-4; 

30 b) repeating step a) at a subsequent time point in time; and 

c) comparing the level of expression detected in steps a) and b), and therefrom 
monitoring the progression of cervical cancer in the patient. 
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The invention also includes a method of selecting a composition for inhibiting 
cervical cancer in a patient. This method comprises the steps of: 

a) obtaining a sample comprising cancer cells from the patient; 

b) separately maintaining aliquots of the sample in the presence of a 
5 plurality of test compositions; 

c) comparing expression of a marker listed within Tables 1-4 in each of 
the aliquots; and 

d) selecting one of the test compositions which induces a lower level of 
expression of the marker in the aliquot containing that test composition, 

1 0 relative to other test compositions. 

In addition, the invention includes a method of inhibiting cervical cancer in a 
patient. This method comprises the steps of: 

a) obtaining a sample comprising cancer cells from the patient; 

b) separately maintaining aliquots of the sample in the presence of a 
1 5 plurality of test compositions; 

c) comparing expression of a marker listed within Tables 1-4 in each of 
the aliquots; and 

d) administering to the patient at least one of the test compositions which 
induces a lower level of expression of the marker in the aliquot 

20 containing that test composition, relative to other test compositions. 

The invention also includes a kit for assessing whether a patient is afflicted with 
cervical cancer. This kit comprises reagents for assessing expression of a marker listed 
within Tables 1-4. 

In another aspect, the invention relates to a kit for assessing the suitability of 
25 each of a plurality of compounds for inhibiting a cervical cancer in a patient. The kit 
comprises a reagent for assessing expression of a marker listed within Tables 1-4, and 
may also comprise a plurality of compounds. 

In another aspect, the invention relates to a kit for assessing the presence of 
cervical cancer cells. This kit comprises an antibody, wherein the antibody binds 
30 specifically with a protein corresponding to a marker listed within Tables 1 -4. The kit 
may also comprise a plurality of antibodies, wherein the plurality binds specifically with 
a protein corresponding to a different marker listed within Tables 1-4. 
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The invention also includes a kit for assessing the presence of cervical cancer 
cells, wherein the kit comprises a nucleic acid probe. The probe binds specifically with 
a transcribed polynucleotide corresponding to a marker listed within Tables 1-4. The kit 
may also comprise a plurality of probes, wherein each of the probes binds specifically 
5 with a transcribed, polynucleotide corresponding to a different marker listed within 
Tables 1-4. 

The invention further relates to a method of making an isolated hybridoma which 
produces an antibody useful for assessing whether a patient is afflicted with cervical 
cancer. The method comprises isolating a protein or protein fragment corresponding to 
1 0 a marker listed within Tables 1 -4, immunizing a mammal using the isolated protein or 
protein fragment, isolating splenocytes from the immunized mammal, fusing the isolated 
splenocytes with an immortalized cell line to form hybridomas, and screening individual 
hybridomas for production of an antibody which specifically binds with the protein or 
protein fragment to isolate the hybridoma. The invention also includes an antibody 
1 5 produced by this method. 

The invention further includes a method of assessing the cervical carcinogenic 
potential of a test compound. This method comprises the steps of: 

a) maintaining separate aliquots of cervical cells in the presence and 
absence of the test compound; and 
20 b) comparing expression of a marker in each of the aliquots. 

The marker is selected from those listed within Tables 1-4. A significantly 
enhanced level of expression of the marker in the aliquot maintained in the presence of 
(or exposed to) the test compound, relative to the aliquot maintained in the absence of 
the test compound, is an indication that the test compound possesses cervical 
25 carcinogenic potential. 

Additionally, the invention includes a kit for assessing the cervical carcinogenic 
potential of a test compound. The kit comprises cervical cells and a reagent for 
assessing expression of a marker in each of the aliquots. The marker is selected from 
those listed within Tables 1-4. 
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The invention further relates to a method of treating a patient afflicted with 
cervical cancer. This method comprises providing to cells of the patient an antisense 
oligonucleotide complementary to a polynucleotide corresponding to a marker listed 
within Tables 1-4. 

5 The invention includes a method of inhibiting cervical cancer in a patient at risk 

for developing cervical cancer. This method comprises inhibiting expression or 
overexpression of a gene corresponding to a marker listed within Tables 1-4. 

It will be appreciated that the methods and kits of the present invention may also 
include known cancer markers including known cervical cancer markers. It will further 

1 0 be appreciated that the methods and kits may be used to identify cancers other than 
cervical cancer. 



DETAILED DESCRIPTION OF THE INVENTION 
The invention relates to newly discovered genes associated with the cancerous 

1 5 state of cervical cells. It has been discovered that the level of expression of these 

individual genes, also referred to as markers, and combinations of these genes correlates 
with the presence of cervical cancer or a pre-malignant condition in a patient. Methods 
are provided for detecting the presence of cervical cancer in a sample, the absence of 
cervical cancer in a sample, the stage of cervical cancer, and with other characteristics of 

20 cervical cancer that are relevant to prevention, diagnosis, characterization and therapy of 
cervical cancer in a patient. As used herein, "cervical cancer" includes pre-malignant 
conditions including CIN and SIL. 

Definitions 

25 As used herein, each of the following terms has the meaning associated with it in 

this section. 

The articles "a" and "an" are used herein to refer to one or to more than one (i.e. 
to at least one) of the grammatical object of the article. By way of example, "an 
element" means one element or more than one element. 
30 A "marker" is a naturally-occurring polymer corresponding to at least one of the 

novel nucleic acids listed within Tables 1-4. For example, markers include, without 
limitation, sense and anti-sense strands of genomic DNA (i.e. including any introns 



WO 01/42467 



-9- 



PCT/US0O/33312 



occurring therein), RNA generated by transcription of genomic DNA (i.e. prior to 
splicing), RNA generated by splicing of RNA transcribed from genomic DNA, and 
proteins generated by translation of spliced RNA (i.e. including proteins both before and 
after cleavage of normally cleaved regions such as transmembrane signal sequences). 
5 As used herein, "marker" may also include a cDNA made by reverse transcription of an 
RNA generated by transcription of genomic DNA (including spliced RNA). 

As used herein a "polynucleotide corresponds to" another (a first) polynucleotide 
if it is related to the first polynucleotide by any of the following relationships: The 
second polynucleotide comprises the first polynucleotide and the second polynucleotide 

10 encodes a gene product; 2) The second polynucleotide is 5' or 3' to the first 
polynucleotide in cDNA, RNA, genomic DNA, or fragment of any of these 
polynucleotides. For example, a second polynucleotide may be a fragment of a gene 
that includes the first and second polynucleotides. The first and second polynucleotides 
are related in that they are components of the gene coding for a gene product, such as a 

1 5 protein or antibody. However, it is not necessary that the second polynucleotide 
comprises or overlaps with the first polynucleotide to be encompassed within the 
definition of "corresponding to" as used herein. For example, the first polynucleotide 
may be a fragment of a 3' untranslated region of the second polynucleotide. The first 
and second polynucleotide may be fragments of a gene coding for a gene product. The 

20 second polynucleotide may be an exon of the gene while the first polynucleotide may be 
an intron of the gene; 3) The second polynucleotide is the complement of the first 
polynucleotide. 

The term "probe" refers to any molecule which is capable of selectively binding 
to a specifically intended target molecule, for example a marker of the invention. 

25 Probes can be either synthesized by one skilled in the art, or derived from appropriate 
biological preparations. For purposes of detection of the target molecule, probes may be 
specifically designed to be labeled, as described herein. Examples of molecules that can 
be utilized as probes include, but are not limited to, RNA, DNA, proteins, antibodies, 
and organic monomers. 

30 A "cervical-associated" body fluid is a fluid which, when in the body of a 

patient, contacts or passes through cervical cells or into which cells or proteins shed 
from cervical cells are capable of passing. Exemplary cervical-associated body fluids 
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include blood fluids, lymph, ascites, gynecological fluids, cystic fluid, urine, and fluids 

collected by peritoneal rinsing. 

The "normal" level of expression of a marker is the level of expression of the 

marker in cervical cells of a patient, e.g. a human, not afflicted with cervical cancer. 
5 "Over-expression" and "under-expression" pf a marker refer to expression of the 

marker of a patient at a greater or lesser level, respectively, than normal level of 

expression of the marker (e.g. at least two-fold greater or lesser level). 

As used herein, the term "promoter/regulatory sequence" means a nucleic acid 

sequence which is required for expression of a gene product operably linked to the 
10 promoter/regulatory sequence. In some instances, this sequence may be the core 

promoter sequence and in other instances, this sequence may also include an enhancer 

sequence and other regulatory elements which are required for expression of the gene 

product. The promoter/regulatory sequence may, for example, be one which expresses 

the gene product in a tissue-specific manner. 
1 5 A "constitutive" promoter is a nucleotide sequence which, when operably linked 

with a polynucleotide which encodes or specifies a gene product, causes the gene 

product to be produced in a living human cell under most or all physiological conditions 

of the cell. 

An "inducible" promoter is a nucleotide sequence which, when operably linked 
20 with a polynucleotide which encodes or specifies a gene product, causes the gene 

product to be produced in a living human cell substantially only when an inducer which 
corresponds to the promoter is present in the cell. 

A "tissue-specific" promoter is a nucleotide sequence which, when operably 
linked with a polynucleotide which encodes or specifies a gene product, causes the gene 
25 product to be produced in a living human cell substantially only if the cell is a cell of the 
tissue type corresponding to the promoter. 

A "transcribed polynucleotide" is a polynucleotide (e.g. an RNA, a cDNA, or an 
analog of one of an RNA or cDNA) which is complementary to or homologous with all 
or a portion of a mature RNA made by transcription of a genomic DNA corresponding 
30 to a marker of the invention and normal post-transcriptional processing (e.g. splicing), if 
any, of the transcript. 
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"Complementary" refers to the broad concept of sequence complementarity 
between regions of two nucleic acid strands or between two regions of the same nucleic 
acid strand. It is known that an adenine residue of a first nucleic acid region is capable 
of forming specific hydrogen bonds ("base pairing") with a residue of a second nucleic 
5 acid region which is antiparallel to the first region if the residue is thymine or uracil. 
Similarly, it is known that a cytosine residue of a first nucleic acid strand is capable of 
base pairing with a residue of a second nucleic acid strand which is antiparallel to the 
first strand if the residue is guanine. A first region of a nucleic acid is complementary to 
a second region of the same or a different nucleic acid if, when the two regions are 

10 arranged in an antiparallel fashion, at least one nucleotide residue of the first region is 
capable of base pairing with a residue of the second region. Preferably, the first region 
comprises a first portion and the second region comprises a second portion, whereby, 
when the first and second portions are arranged in an antiparallel fashion, at least about 
50%, and preferably at least about 75%, at least about 90%, or at least about 95% of the 

1 5 nucleotide residues of the first portion are capable of base pairing with nucleotide 
residues in the second portion. More preferably, all nucleotide residues of the first 
portion are capable of base pairing with nucleotide residues in the second portion. 

"Homologous" as used herein, refers to nucleotide sequence similarity between 
two regions of the same nucleic acid strand or between regions of two different nucleic 

20 acid strands. When a nucleotide residue position in both regions is occupied by the 

same nucleotide residue, then the regions are homologous at that position. A first region 
is homologous to a second region if at least one nucleotide residue position of each 
region is occupied by the same residue. Homology between two regions is expressed in 
terms of the proportion of nucleotide residue positions of the two regions that are 

25 occupied by the same nucleotide residue. By way of example, a region having the 
nucleotide sequence 5'-ATTGCC-3' and a region having the nucleotide sequence 5'- 
TATGGC-3' share 50% homology. Preferably, the first region comprises a first portion 
and the second region comprises a second portion, whereby, at least about 50%, and 
preferably at least about 75%, at least about 90%, or at least about 95% of the nucleotide 

30 residue positions of each of the portions are occupied by the same nucleotide residue. 
More preferably, all nucleotide residue positions of each of the portions are occupied by 
the same nucleotide residue. 
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A marker is "fixed" to a substrate if it is covalently or non-covalently associated 
with the substrate such the substrate can be rinsed with a fluid (e.g. standard saline 
citrate, pH 7.4) without a substantial fraction of the marker dissociating from the 
substrate. 

5 As used herein, a "naturally-occurring" nucleic acid molecule refers to an RNA 

or DNA molecule having a nucleotide sequence that occurs in nature (e.g. encodes a 
natural protein). 

Expression of a marker in a patient is "significantly" higher than the normal level 
of expression of a marker if the level of expression of the marker is greater than the 

10 normal level by an amount greater than the standard error of the assay employed to 
assess expression, and preferably at least twice, and more preferably three, four, five or 
ten times that amount. Alternately, expression of the marker in the patient can be 
considered "significantly" higher or lower than the normal level of expression if the 
level of expression is at least about two, and preferably at least about three, four, or five 

1 5 times, higher or lower, respectively, than the normal level of expression of the marker. 

Cervical cancer is "inhibited" if at least one symptom of the cancer is alleviated, 
terminated, slowed, or prevented. As used herein, cervical cancer is also "inhibited" if 
recurrence or metastasis of the cancer is reduced, slowed, delayed, or prevented. 

A kit is any manufacture (e.g. a package or container) comprising at least one 

20 reagent, e.g. a probe, for specifically detecting a marker of the invention, the 

manufacture being promoted, distributed, or sold as a unit for performing the methods of 
the present invention. 

Description 

25 The present invention is based, in part, on identification of novel markers which 

are expressed at a higher level in cervical cancer cells than they are in normal (i.e. non- 
cancerous) cervical cells. The markers of the invention correspond to nucleic acid and 
polypeptide molecules which can be detected in one or both of normal and cancerous 
cervical cells. The presence, absence, or level of expression of one or more of these 

30 markers in cervical cells is herein correlated with the cancerous state of the tissue. The 
invention thus includes compositions, kits, and methods for assessing the cancerous state 
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of cervical cells (e.g. cells obtained from a human, cultured human cells, archived or 
preserved human cells and in vivo cells). 

The compositions, kits, and methods of the invention have the following uses, 
among others: 

5 1) assessing whether a patient is afflicted with cervical cancer, including 

assessing whether the patient has a pre-malignant condition, e.g., CIN and/or SIL; 

2) assessing the stage of cervical cancer in a human patient; 

3) assessing the grade of cervical cancer in a patient; 

4) assessing the benign or malignant nature of cervical cancer in a patient; 
10 5) assessing the histological type of neoplasm (e.g. squamous cell, small 

cell, etc.) associated with cervical cancer in a patient; 

6) making an isolated hybridoma which produces an antibody useful for 

assessing whether a patient is afflicted with cervical cancer; 

7) assessing the presence of cervical cancer cells; 

1 5 8) assessing the efficacy of one or more test compounds for inhibiting 

cervical cancer in a patient; 

9) assessing the efficacy of a therapy for inhibiting cervical cancer in a 

patient; 

1 0) monitoring the progression of cervical cancer in a patient; 

20 11) selecting a composition or therapy for inhibiting cervical cancer in a 

patient; 

1 2) treating a patient afflicted with cervical cancer; 

1 3) inhibiting cervical cancer in a patient; 

14) assessing the cervical carcinogenic potential of a test compound; 
25 and 

1 5) inhibiting cervical cancer in a patient at risk for developing 
cervical cancer. 



The invention thus includes a method of assessing whether a patient is afflicted 
30 with cervical cancer which includes assessing whether the patient has a pre-malignant 
condition. This method comprises comparing the level of expression of a marker in a 
patient sample and the normal level of expression of the marker in a control, e.g., a non- 
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cervical cancer sample. A significant difference between the level of expression of the 
marker in the patient sample and the normal level is an indication that the patient is 
afflicted with cervical cancer. The marker is selected from the group consisting of the 
markers listed within Tables 1-4. 

5 The polynucleotides set forth in Tables 1 -4 represent previously unidentified 

nucleotide sequences. These nucleotide sequences were identified through subtracted 
library experiments described herein. Also provided by this invention are 
polynucleotides that correspond to the polynucleotides of Tables 1-4. In one 
embodiment, these polynucleotides are obtained by identification of a larger fragment or 

10 full-length coding sequence of these polynucleotides. Gene delivery vehicles, host cells, 
compositions and databases (all describe herein) containing these polynucleotides are 
also provided by this invention. 

The invention also encompasses polynucleotides which differ from that of the 
polynucleotides described above, but which produce the same phenotypic effect, such as 

1 5 an allelic variant. These altered, but phenotypically equivalent polynucleotides are 
referred to as "equivalent nucleic acids" This invention also encompasses 
polynucleotides characterized by changes in non-coding regions that do not alter the 
polypeptide produced therefrom when compared to the polynucleotide herein. This 
invention further encompasses polynucleotides, which hybridize to the polynucleotides 

20 of the subject invention under conditions of moderate or high stringency. Alternatively, 
the polynucleotides are at least 85%, or at least 90%, or more preferably, greater or 
equal to 95% identical as determined by a sequence alignment program when run under 
default parameters. 

Any marker or combination of markers listed within Tables 1-4, as well as any 
25 known markers in combination with the markers set forth within Tables 1-4, may be 
used in the compositions, kits, and methods of the present invention. In general, it is 
preferable to use markers for which the difference between the level of expression of the 
marker in cervical cancer cells and the level of expression of the same marker in normal 
cervical cells is as great as possible. Although this difference can be as small as the 
30 limit of detection of the method for assessing expression of the marker, it is preferred 
that the difference be at least greater than the standard error of the assessment method, 
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and preferably a difference of at least 2-, 3-, 4-, 5-, 6-, 7-, 8-, 9-, 10-, 15-, 20-, 25-, 100-, 
500-, 1000-fold or greater. 

It will be appreciated that patient samples containing cervical cells may be used 
in the methods of the present invention. In these embodiments, the level of expression 
5 of the marker can be assessed by assessing the amount (e.g. absolute amount or 
concentration) of the marker in a cervical cell sample, e.g., cervical smear, obtained 
from a patient. The cell sample can, of course, be subjected to a variety of well-known 
post-collection preparative and storage techniques (e.g. storage, freezing, ultrafiltration, 
concentration, evaporation, centrifugation, etc.) prior to assessing the amount of the 

10 marker in the sample. Likewise cervical smears may also be subjected to post-collection 
preparative and storage techniques, e.g., fixation. 

It will also be appreciated that certain markers correspond to proteins or 
fragments thereof, which are secreted from cervical cells (i.e. one or both of normal and 
cancerous cells) to the extracellular space surrounding the cells. These markers are 

1 5 preferably used in certain embodiments of the compositions, kits, and methods of the 
invention, owing to the fact that the protein or fragment thereof, corresponding to each 
of these markers can be detected in a cervical-associated body fluid sample. In addition, 
preferred in vivo techniques for detection of a protein or fragment thereof, corresponding 
to a marker of the invention include introducing into a subject a labeled antibody 

20 directed against the protein or fragment of the protein. For example, the antibody can be 
labeled with a radioactive marker whose presence and location in a subject can be 
detected by standard imaging techniques. 

Although not every marker corresponding to a secreted protein is indicated as 
such herein, it is a simple matter for the skilled artisan to determine whether any 

25 particular marker corresponds to a secreted protein. In order to make this determination, 
the protein corresponding to a marker is expressed in a test cell (e.g. a cell of a cervical 
cell line), extracellular fluid is collected, and the presence or absence of the protein in 
the extracellular fluid is assessed (e.g. using a labeled antibody which binds specifically 
with the protein). 
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The following is an example of a method which can be used to detect secretion 
of a protein corresponding to a marker of the invention. About 8 x 10* 293T cells are 
incubated at 37°C in wells containing growth medium (Dulbecco's modified Eagle's 
medium {DMEM} supplemented with 10% fetal bovine serum) under a 5% 

5 (v/v) C0 2 , 95% air atmosphere to about 60-70% confluence. The cells are then 
transfected using a standard transfection mixture comprising 2 micrograms of DNA 
comprising an expression vector encoding the protein and 10 microliters of 
LipofectAMINE™ (GIBCO/BRL Catalog no. 18342-012) per well. The transfection 
mixture is maintained for about 5 hours, and then replaced with fresh growth medium 

10 and maintained in an air atmosphere. Each well is gently rinsed twice with DMEM 
which does not contain methionine or cysteine (DMEM-MC; ICN Catalog no. 16-424- 
54). About 1 milliliter of DMEM-MC and about 50 microcuries of Trans- S™ reagent 
(ICN Catalog no. 5 1006) are added to each well. The wells are maintained under the 
5% C0 2 atmosphere described above and incubated at 37°C for a selected period. 

1 5 Following incubation, 1 50 microliters of conditioned medium is removed and 

centrifuged to remove floating cells and debris. The presence of the protein in the 
supernatant is an indication that the protein is secreted. 

Examples of cervical-associated body fluids include blood fluids (e.g. whole 
blood, blood serum, blood having platelets removed therefrom, etc.), lymph, ascitic 

20 fluids, gynecological fluids (e.g. cervix, fallopian, and uterine secretions, menses, 
vaginal douching fluids, fluids used to rinse cervical cell samples, etc.), cystic fluid, 
urine, and fluids collected by peritoneal rinsing (e.g. fluids applied and collected during 
laparoscopy or fluids instilled into and withdrawn from the peritoneal cavity of a human 
patient). 

25 Many cervical-associated body fluids can have cervical cells therein, particularly 

when the cervical cells are cancerous, and, more particularly, when the cervical cancer is 
metastasizing. Cell-containing fluids which can contain cervical cancer cells include, 
but are not limited to, peritoneal ascites, fluids collected by peritoneal rinsing, fluids 
collected by uterine rinsing, uterine fluids such as uterine exudate and menses, pleural 

30 fluid, and cervical exudates. Thus, the compositions, kits, and methods of the invention 
can be used to detect expression of markers corresponding to proteins or fragments 
thereof, having at least one portion which is displayed on the surface of cells which 
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express it. Although the proteins having at least one cell-surface portion are not set forth 
herein, it is a simple matter for the skilled artisan to determine whether the protein 
corresponding to any particular marker comprises a cell-surface protein. For example, 
immunological methods may be used to detect such proteins on whole cells, or well 
5 known computer-based sequence analysis methods (e.g. the SIGNALP program; Nielsen 
et ai, 1997, Protein Engineering 10: 1-6) may be used to predict the presence of at least 
one extracellular domain (i.e. including both secreted proteins and proteins having at 
least one cell-surface domain). Expression of a marker corresponding to a protein or 
fragment thereof, having at least one portion which is displayed on the surface of a cell 

1 0 which expresses it may be detected without necessarily lysing the cell (e.g. using a 
labeled antibody which binds specifically with a cell-surface domain of the protein). 

Expression of a marker of the invention may be assessed by any of a wide 
variety of well known methods for detecting expression of a transcribed molecule or 
protein. Non-limiting examples of such methods include immunological methods for 

15 detection of secreted, cell-surface, cytoplasmic, or nuclear proteins, protein purification 
methods, protein function or activity assays, nucleic acid hybridization methods, nucleic 
acid reverse transcription methods, and nucleic acid amplification methods. In situ 
hybridization (ISH) and immunohistochemistry (IHC) methods are preferred. 

In another preferred embodiment, expression of a marker is assessed using an 

20 antibody (e.g. a radio-labeled, chromophore-labeled, fluorophore-labeled, or enzyme- 
labeled antibody), an antibody derivative (e.g. an antibody conjugated with a substrate 
or with the protein or ligand of a protein-ligand pair {e.g. biotin-streptavidin} ), or an 
antibody fragment (e.g. a single-chain antibody, an isolated antibody hypervariable 
domain, etc.) which binds specifically with a protein or fragment thereof, corresponding 

25 to the marker, such as the protein encoded by the open reading frame corresponding to 
the marker or such a protein which has undergone all or a portion of its normal post- 
translational modification. 

In yet another preferred embodiment, expression of a marker is assessed by 
preparing mRNA/cDNA (i.e. a transcribed polynucleotide) from cells in a patient 

30 sample, and by hybridizing the mRNA/cDNA with a reference polynucleotide which is a 
complement of a polynucleotide comprising the marker, and fragments thereof cDNA 
can, optionally, be amplified using any of a variety of polymerase chain reaction 
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methods prior to hybridization with the reference polynucleotide. Expression of one or 
more markers can likewise be detected using quantitative PCR to assess the level of 
expression of the markers). Alternatively, any of the many known methods of detecting 
mutations or variants {e.g. single nucleotide polymorphisms, deletions, etc.) of a marker 
5 of the invention may be used to detect occurrence of a marker in a patient. 

In a related embodiment, a mixture of transcribed polynucleotides obtained from 
the sample is contacted with a substrate having fixed thereto a polynucleotide 
complementary to or homologous with at least a portion (e.g. at least 7, 10, 1 5, 20, 25, 
30, 40, 50, 100, 500, or more nucleotide residues) of a marker of the invention. If 
1 0 polynucleotides complementary to or homologous with are differentially detectable on 
the substrate (e.g. detectable using different chromophores or fluorophores, or fixed to 
different selected positions), then the levels of expression of a plurality of markers can 
be assessed simultaneously using a single substrate (e.g. a "gene chip" microarray of 
polynucleotides fixed at selected positions). When a method of assessing marker 
1 5 expression is used which involves hybridization of one nucleic acid with another, it is 
preferred that the hybridization be performed under stringent hybridization conditions. 

Because the compositions, kits, and methods of the invention rely on detection of 
a difference in expression levels of one or more markers of the invention, it is preferable 
that the level of expression of the marker is significantly greater than the minimum 
20 detection limit of the method used to assess expression in at least one of normal cervical 
cells and cancerous cervical cells. 

It is understood that by routine screening of additional patient samples using one 
or more of the markers of the invention, it will be realized that certain of the markers are 
over- (or under-)expressed in cancers of various types, including specific cervical 
25 cancers, as well as other cancers such as ovarian cancer, breast cancer, etc. For 
example, it will be confirmed that some of the markers of the invention are over- 
expressed in most (i.e. 50% or more) or substantially all (re. 80% or more) of cervical 
cancer. Furthermore, it will be confirmed that certain of the markers of the invention are 
associated with cervical cancer of various stages (i.e. stage 0, 1, II, III, and IV cervical 
30 cancers, as well as subclassifications IA1, IA2, IB, IB1, IB2, IIA, IIB, IIIA, IIIB, IVA, 
and IVB, using the FIGO Stage Grouping system for primary carcinoma of the cervix 
(see Gynecologic Oncology, 1991, 41:199 and Cancer, 1992, 69:482)), of various 
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histologic subtypes {e.g. squamous cell carcinomas and squamous cell carcinoma 
variants such as verrucous carcinoma, lymphoepithelioma-like carcinoma, papillary 
squamous neoplasm and spindle cell squamous cell carcinoma (see Cervical Cancer and 
Preinvasive Neoplasia, 1996, pp. 90-91), serous, mucinous, endometroid, and clear cell 

5 subtypes, as well as subclassifications and alternate classifications adenocarcinoma, 
papillary adenocarcinoma, papillary cystadenocarcinoma, surface papillary carcinoma, 
malignant adenofibroma, cystadenofibroma, adenocarcinoma, cystadenocarcinoma, 
adenoacanthoma, endometrioid stromal sarcoma, mesodermal {Mullerian} mixed tumor, 
malignant carcinoma, Brenner tumor, mixed epithelial tumor, and undifferentiated 

1 0 carcinoma, using the WHO/FIGO system for classification of malignant cervical tumors; 
Scully, Atlas of Tumor Pathology, 3d series, Washington DC), and various grades (i.e. 
grade I {well differentiated} , grade II {moderately well differentiated}, and grade III 
{poorly differentiated from surrounding normal tissue} ). In addition, as a greater 
number of patient samples are assessed for expression of the markers of the invention 

1 5 and the outcomes of the individual patients from whom the samples were obtained are 
correlated, it will also be confirmed that altered expression of certain of the markers of 
the invention are strongly correlated with malignant cancers and that altered expression 
of other markers of the invention are strongly correlated with benign tumors. The 
compositions, kits, and methods of the invention are thus useful for characterizing one 

20 or more of the stage, grade, histological type, and benign/malignant nature of cervical 
cancer in patients. 

When the compositions, kits, and methods of the invention are used for 
characterizing one or more of the stage, grade, histological type, and benign/malignant 
nature of cervical cancer in a patient, it is preferred that the marker or panel of markers 

25 of the invention is selected such that a positive result is obtained in at least about 20%, 
and preferably at least about 40%, 60%, or 80%, and more preferably in substantially all 
patients afflicted with a cervical cancer of the corresponding stage, grade, histological 
type, or benign/malignant nature. Preferably, the marker or panel of markers of the 
invention is selected such that a positive predictive value (PPV) of greater than about 

30 10% is obtained for the general population (more preferably coupled with an assay 
specificity greater than 99.5%). 
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When a plurality of markers of the invention are used in the compositions, kits, 
and methods of the invention, the level of expression of each marker in a patient sample 
can be compared with the normal level of expression of each of the plurality of markers 
in non-cancerous samples of the same type, either in a single reaction mixture {i.e. using 

5 reagents, such as different fluorescent probes, for each marker) or in individual reaction 
mixtures corresponding to one or more of the markers. In one embodiment, a 
significantly enhanced level of expression of more than one of the plurality of markers 
in the sample, relative to the corresponding normal levels, is an indication that the 
patient is afflicted with cervical cancer. When a plurality of markers is used, it is 

10 preferred that 2, 3, 4, 5, 8, 10, 12, 15, 20, 30, or 50 or more individual markers be used, 
wherein fewer markers are preferred. 

In order to maximize the sensitivity of the compositions, kits, and methods of the 
invention (i.e. by interference attributable to cells of non-cervical origin in a patient 
sample), it is preferable that the marker of the invention used therein be a marker which 

15 has a restricted tissue distribution, e.g., normally not expressed in non-cervical tissue. 
Only a small number of markers are known to be associated with cervical 
cancers (e.g. bcl-2, 1 5A8 antigen, cdc6, Mcm5, and EGFR). These markers are not, of 
course, included among the markers of the invention, although they may be used 
together with one or more markers of the invention in a panel of markers, for example. 

20 It is well known that certain types of genes, such as oncogenes, tumor suppressor- genes, 
growth factor-like genes, protease-like genes, and protein kinase-like genes are often 
involved with development of cancers of various types. Thus, among the markers of the 
invention, use of those which correspond to proteins which resemble known proteins 
encoded by known oncogenes and tumor suppressor genes, and those which correspond 

25 to proteins which resemble growth factors, proteases, and protein kinases are preferred. 

Known oncogenes and tumor suppressor genes include, for example, abl, abr, 
akt2, ape, bcl2a, bcl2J3, bcl3, bcr, brcal, brca2, cbl, ccndl, cdc42, cdk4, crk- II, 
csflrlfms, dbl, dec, dpc4lsmad4, e-cad, e2fllrbap, egfr/erbb-I, elkl, elk3, eph, erg, etsl , 
ets2,fer,fgrlsrc2,flillergb2Jos,fpslfes,fral,fr^^ hck, hek, her2lerbb- 2lneu, 

30 her3lerbb-3, her4lerbb-4, hrasl, hst2, hstfl, igfbp2 f ink4a, ink4b, int2lfgf3,jun,junb, 
jund, kip2, kit, kras2a, kras2b, Ick, lyn, mas, max, mcc, mdm2, met, mlhl, mmpl 0, mos, 
msh2, msh3, msh6, myb, myba, mybb, myc, mycll, myen, nfl, nf2, nme2, nras, p53, 
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pdgfb,phb, piml,pmsl,pms2,ptc,pten, rafl, rapla, rbl, rel, ret, rosl, ski, srcJ , tall, 
tg/br2 i tgfb3, tgfbr3, thral, thrb y tiaml, timp3, tjpl, tp53, trk, vav, vhl, vil2, wafl, wntl, 
wnt2,wtl, and yesl (Hesketh, 1997, In: The Oncogene and Tumour Suppressor Gene 
Facts Book, 2nd Ed., Academic Press; Fishel et ai, 1994, Science 266:1403-1405). 

5 Known growth factors include platelet-derived growth factor alpha, platelet- 

derived growth factor beta (simian sarcoma viral {v-sis} oncogene homolog), 
thrombopoietin (myeloproliferative leukemia virus oncogene ligand, megakaryocyte 
growth and development factor), erythropoietin, B cell growth factor, macrophage 
stimulating factor 1 (hepatocyte growth factor-like protein), hepatocyte growth factor 

10 (hepapoietin A), insulin-like growth factor 1 (somatomedia C), hepatoma-derived 

growth factor, amphiregulin (schwannoma-derived growth factor), bone morphogenetic 
proteins 1, 2, 3, 3 beta, and 4, bone morphogenetic protein 7 (osteogenic protein 1), bone 
morphogenetic protein 8 (osteogenic protein 2), connective tissue growth factor, 
connective tissue activation peptide 3, epidermal growth factor (EGF), teratocarcinoma- 

1 5 derived growth factor 1 , endothelin, endothelin 2, endothelin 3, stromal cell-derived 
factor 1 , vascular endothelial growth factor (VEGF), VEGF-B, VEGF-C, placental 
growth factor (vascular endothelial growth factor-related protein), transforming growth 
factor alpha, transforming growth factor beta 1 and its precursors, transforming growth 
factor beta 2 and its precursors, fibroblast growth factor 1 (acidic), fibroblast growth 

20 factor 2 (basic), fibroblast growth factor 5 and its precursors, fibroblast growth factor 6 
and its precursors, fibroblast growth factor 7 (keratinocyte growth factor), fibroblast 
growth factor 8 (androgen-induced), fibroblast growth factor 9 (glia-activating factor), 
pleiotrophin (heparin binding growth factor 8, neurite growth-promoting factor 1), 
brain-derived neurotrophic factor, and recombinant glial growth factor 2. 

25 Known proteases include interleukin-1 beta convertase and its precursors, Mch6 

and its precursors, Mch2 isoform alpha, Mch4, Cpp32 isoform alpha, Lice2 gamma 
cysteine protease, Ich-lS, Ich-IL, Ich-2 and its precursors, TY protease, matrix 
metalloproteinase 1 (interstitial collagenase), matrix metalloproteinase 2 (gelatinase A, 
72kD gelatinase, 72kD type IV collagenase), matrix metalloproteinase 7 (matrilysin), 

30 matrix metalloproteinase 8 (neutrophil collagenase), matrix metalloproteinase 12 

(macrophage elastase), matrix metalloproteinase 13 (collagenase 3), metallopeptidase 1, 
cysteine-rich metalloprotease (disintegrin) and its precursors, subtilisin-like protease Pc8 
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and its precursors, chymotrypsin, snake venom-like protease, cathepsin 1, cathepsin D 
(lysosomal aspartyl protease), stromelysin, aminopeptidase N, plasminogen, tissue 
plasminogen activator, plasminogen activator inhibitor type II, and urokinase-type 
plasminogen activator. 
5 Known protein kinases include DAP kinase, serine/threonine protein kinases 

NIK, PK428, Krs-2, SAK, and EMK, interferon-inducible double stranded RNA 
dependent protein kinase, FAST kinase, AIM1, IPLl-like midbody-associated protein 
kinase- 1, NIMA-Iike protein kinase 1 (NLK1), the cyclin-dependent kinases (cdkl-10), 
checkpoint kinase Chkl, Nek3 protein kinase, BMK1 beta kinase, Clkl, Clk2, Clk3, 
1 0 extracellular signal-regulated kinases 1 , 3, and 6, cdc28 protein kinase 1, cdc28 protein 
kinase 2, pLK, Mytl, c-Jun N-terminal kinase 2, Cam kinase 1, the MAP kinases, 
insulin-stimulated protein kinase 1 , beta-adrenergic receptor kinase 2, ribosomal protein 
S6 kinase, kinase suppressor of ras-1 (KSR1), putative serine/threonine protein kinase 
Prk, PkB kinase, cAMP-dependent protein kinase, cGMP-dependent protein kinase, type 
1 5 II cGMP-dependent protein kinase, protein kinases Dyrk2, Dyrk3, and Dyrk4, Rho- 
associated coiled-coil containing protein kinase pl60ROCK, protein tyrosine kinase t- 
Rorl, Ste20-related kinases, cell adhesion kinase beta, protein kinase 3, stress-activated 
protein kinase 4, protein kinase Zpk, serine kinase hPAK65, dual specificity mitogen- 
activated protein kinases 1 and 2, casein kinase I gamma 2, p21 -activated protein kinase 
20 Pakl , lipid-activated protein kinase PRK2, focal adhesion kinase, dual-specificity 
tyrosine-phosphorylation regulated kinase, myosin light chain kinase, serine kinases 
SRPK2, TESK1, and VRK2, B lymphocyte serine/threonine protein kinase, stress- 
activated protein kinases JNK1 and JNK2, phosphorylase kinase, protein tyrosine kinase 
Tec, Jak2 kinase, protein kinase Ndr, MEK kinase 3, SHB adaptor protein (a Src 
25 homology 2 protein), agammaglobulinaemia protein-tyrosine kinase (Atk), protein 
kinase ATR, guanylate kinase 1, thrombopoeitin receptor and its precursors, DAG 
kinase epsilon, and kinases encoded by oncogenes or viral oncogenes such as v-fgr 
(Gardner-Rasheed), v-abl (Abelson murine leukemia viral oncogene homolog 1), v-arg 
(Abelson murine leukemia viral oncogene homolog, Abelson-related gene), v-fes and v- 
30 fps (feline sarcoma viral oncogene and Fujinami avian sarcoma viral oncogene 
homologs), proto-oncogene c-cot, oncogene pimA , and oncogene mas J. 
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It is recognized that the compositions, kits, and methods of the invention will be 
of particular utility to patients having an enhanced risk of developing cervical cancer 
and their medical advisors. Patients recognized as having an enhanced risk of 
developing cervical cancer include, for example, patients having a familial history of 

5 cervical cancer, patients identified as having a mutant oncogene (i.e. at least one allele), 
and patients determined through any other established medical criteria to be at risk for 
cancer or other malignancy. 

The level of expression of a marker in normal (i.e. non-cancerous) human 
cervical tissue can be assessed in a variety of ways. In one embodiment, this normal 

10 level of expression is assessed by assessing the level of expression of the marker in a 
portion of cervical cells which appears to be non-cancerous and by comparing this 
normal level of expression with the level of expression in a portion of the cervical cells 
which is suspected of being cancerous. For example, the normal level of expression of a 
marker may be assessed using a non-affected portion of the cervix and this normal level 

1 5 of expression may be compared with the level of expression of the same marker in an 
affected portion of the cervix. Alternately, and particularly as further information 
becomes available as a result of routine performance of the methods described herein, 
population-average values for normal expression of the markers of the invention may be 
used. In other embodiments, the 'normal' level of expression of a marker may be 

20 determined by assessing expression of the marker in a patient sample obtained from a 
non-cancer-afflicted patient, from a patient sample obtained from a patient before the 
suspected onset of cervical cancer in the patient, from archived patient samples, and the 
like. 

The invention includes compositions, kits, and methods for assessing the 
25 presence of cervical cancer cells in a sample (e.g. an archived tissue sample or a sample 
obtained from a patient). These compositions, kits, and methods are substantially the 
same as those described above, except that, where necessary, the compositions, kits, and 
methods are adapted for use with samples other than patient samples. For example, 
when the sample to be used is a parafinized, archived human tissue sample, it can be 
30 necessary to adjust the ratio of compounds in the compositions of the invention, in the 
kits of the invention, or the methods used to assess levels of marker expression in the 
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sample. Such methods are well known in the art and within the skill of the ordinary 
artisan. 

The invention includes a kit for assessing the presence of cervical cancer cells 
(e.g. in a sample such as a patient sample). The kit comprises a plurality of reagents, 

5 each of which is capable of binding specifically with a nucleic acid or polypeptide 
corresponding to a marker of the invention. Suitable reagents for binding with a 
polypeptide corresponding to a marker of the invention include antibodies, antibody 
derivatives, antibody fragments, and the like. Suitable reagents for binding with a 
nucleic acid (e.g. a genomic DNA, an mRNA, a spliced mRNA, a cDNA, or the like) 

1 0 include complementary nucleic acids. For example, the nucleic acid reagents may 
include oligonucleotides (labeled or non-labeled) fixed to a substrate, labeled 
oligonucleotides not bound with a substrate, pairs of PCR primers, molecular beacon 
probes, and the like. 

The kit of the invention may optionally comprise additional components useful 

1 5 for performing the methods of the invention. By way of example, the kit may comprise 
fluids (e.g. SSC buffer) suitable for annealing complementary nucleic acids or for 
binding an antibody with a protein with which it specifically binds, one or more sample 
compartments, an instructional material which describes performance of a method of the 
invention, a sample of normal cervical cells, a sample of cervical cancer cells, and the 

20 like. 

The invention also includes a method of making an isolated hybridoma which 
produces an antibody useful for assessing whether a patient is afflicted with cervical 
cancer. In this method, a protein corresponding to a marker of the invention is isolated 
(e.g. by purification from a cell in which it is expressed or by transcription and 

25 translation of a nucleic acid encoding the protein in vivo or in vitro using known 

methods). A vertebrate, preferably a mammal such as a mouse, rat, rabbit, or sheep, is 
immunized using the isolated protein or protein fragment. The vertebrate may 
optionally (and preferably) be immunized at least one additional time with the isolated 
protein or protein fragment, so that the vertebrate exhibits a robust immune response to 

30 the protein or protein fragment. Splenocytes are isolated from the immunized vertebrate 
and fused with an immortalized cell line to form hybridomas, using any of a variety of 
methods well known in the art. Hybridomas formed in this manner are then screened 
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using standard methods to identify one or more hybridomas which produce an antibody 
which specifically binds with the protein or protein fragment. The invention also 
includes hybridomas made by this method and antibodies made using such hybridomas. 
The invention also includes a method of assessing the efficacy of a test 
5 compound for inhibiting cervical cancer cells. As described above, differences in the 
level of expression of the markers of the invention correlate with the cancerous state of 
cervical cells. Although it is recognized that changes in the levels of expression of 
certain of the markers of the invention likely result from the cancerous state of cervical 
cells, it is likewise recognized that changes in the levels of expression of other of the 

1 0 markers of the invention induce, maintain, and promote the cancerous state of those 

cells. Thus, compounds which inhibit cervical cancer in a patient will cause the level of 
expression of one or more of the markers of the invention to change to a level nearer the 
normal level of expression for that marker (i.e. the level of expression for the marker in 
non-cancerous cervical cells). 

1 5 This method thus comprises comparing expression of a marker in a first cervical 

cell sample and maintained in the presence of the test compound and expression of the 
marker in a second cervical cell sample and maintained in the absence of the test 
compound. A significant decrease in the level of expression of a marker listed within 
Tables 1-4 is an indication that the test compound inhibits cervical cancer. The cervical 

20 cell samples may, for example, be aliquots of a single sample of normal cervical cells 
obtained from a patient, pooled samples of normal cervical cells obtained from a patient, 
cells of a normal cervical cell line, aliquots of a single sample of cervical cancer cells 
obtained from a patient, pooled samples of cervical cancer cells obtained from a patient, 
cells of a cervical cancer cell line, or the like. In one embodiment, the samples are 

25 cervical cancer cells obtained from a patient and a plurality of compounds known to be 
effective for inhibiting various cervical cancers are tested in order to identify the 
compound which is likely to best inhibit the cervical cancer in the patient. 

This method may likewise be used to assess the efficacy of a therapy for 
inhibiting cervical cancer in a patient. In this method, the level of expression of one or 

30 more markers of the invention in a pair of samples (one subjected to the therapy, the 
other not subjected to the therapy) is assessed. As with the method of assessing the 
efficacy of test compounds, if the therapy induces a significant decrease in the level of 



WO 01/42467 PCT/US00/33312 

-26- 

expression of a marker listed within Tables 1-4, or blocks induction of a marker listed 
within Tables 1-4, then the therapy is efficacious for inhibiting cervical cancer. As 
above, if samples from a selected patient are used in this method, then alternative 
therapies can be assessed in vitro in order to select a therapy most likely to be 

5 efficacious for inhibiting cervical cancer in the patient. 

As described herein, cervical cancer in patients is associated with an increase in 
the level of expression of one or more markers listed within Tables 1 -4. While, as 
discussed above, some of these changes in expression level result from occurrence of the 
cervical cancer, others of these changes induce, maintain, and promote the cancerous 

1 0 state of cervical cancer cells. Thus, cervical cancer characterized by an increase in the 
level of expression of one or more markers listed within Tables 1-4 can be controlled or 
suppressed by inhibiting expression of those markers. 

Expression of a marker listed within Tables 1-4 can be inhibited in a number of 
ways generally known in the art. For example, an antisense oligonucleotide can be 

1 5 provided to the cervical cancer cells in order to inhibit transcription, translation, or both, 
of the marker(s). Alternately, a polynucleotide encoding an antibody, an antibody 
derivative, or an antibody fragment, and operably linked with an appropriate 
promoter/regulator region, can be provided to the cell in order to generate intracellular 
antibodies which will inhibit the function or activity of the protein corresponding to the 

20 marker(s). Using the methods described herein, a variety of molecules, particularly 

including molecules sufficiently small that they are able to cross the cell membrane, can 
be screened in order to identify molecules which inhibit expression of the marker(s). 
The compound so identified can be provided to the patient in order to inhibit expression 
of the marker(s) in the cervical cancer cells of the patient. 

25 As described above, the cancerous state of human cervical cells is correlated 

with changes in the levels of expression of the markers of the invention. Thus, 
compounds which induce increased expression of one or more of the markers listed 
within Tables 1-4 can induce cervical cell carcinogenesis. The invention thus includes a 
method for assessing the human cervical cell carcinogenic potential of a test compound. 

30 This method comprises maintaining separate aliquots of human cervical cells in the 
presence and absence of the test compound. Expression of a marker of the invention in 
each of the aliquots is compared. A significant increase in the level of expression of a 
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marker listed within Tables 1-4 in the aliquot maintained in the presence of the test 
compound (relative to the aliquot maintained in the absence of the test compound) is an 
indication that the test compound possesses human cervical cell carcinogenic potential. 
The relative carcinogenic potentials of various test compounds can be assessed by 
5 comparing the degree of enhancement or inhibition of the level of expression of the 
relevant markers, by comparing the number of markers for which the level of expression 
is enhanced or inhibited, or by comparing both. 

Various aspects of the invention are described in further detail in the following 

subsections. 

10 

I. Isolated Nucleic Acid Molecules 

One aspect of the invention pertains to novel isolated nucleic acid molecules that 
correspond to a marker of the invention, including nucleic acids which encode a 
polypeptide corresponding to a marker of the invention or a portion of such a 

1 5 polypeptide. Isolated nucleic acids of the invention also include nucleic acid molecules 
sufficient for use as hybridization probes to identify nucleic acid molecules that 
correspond to a marker of the invention, including nucleic acids which encode a 
polypeptide corresponding to a marker of the invention, and fragments of such nucleic 
acid molecules, e.g., those suitable for use as PGR primers for the amplification or 

20 mutation of nucleic acid molecules. As used herein, the term "nucleic acid molecule" is 
intended to include DNA molecules (e.g., cDNA or genomic DNA) and RNA molecules 
(e.g., mRNA) and analogs of the DNA or RNA generated using nucleotide analogs. The 
nucleic acid molecule can be single-stranded or double-stranded, but preferably is 
double-stranded DNA. 

25 An "isolated" nucleic acid molecule is one which is separated from other nucleic 

acid molecules which are present in the natural source of the nucleic acid molecule. 
Preferably, an "isolated" nucleic acid molecule is free of sequences (preferably protein- 
encoding sequences) which naturally flank the nucleic acid (i.e., sequences located at the 
5' and 3' ends of the nucleic acid) in the genomic DNA of the organism from which the 

30 nucleic acid is derived. For example, in various embodiments, the isolated nucleic acid 
molecule can contain less than about 5 kB, 4 kB, 3 kB, 2 kB, 1 kB, 0.5 kB or 0.1 kB of 
nucleotide sequences which naturally flank the nucleic acid molecule in genomic DNA 



WO 01/42467 PCT/US00/33312 

-28- 

of the cell from which the nucleic acid is derived. Moreover, an "isolated" nucleic acid 
molecule, such as a cDNA molecule, can be substantially free of other cellular material, 
or culture medium when produced by recombinant techniques, or substantially free of 
chemical precursors or other chemicals when chemically synthesized. 

5 A nucleic acid molecule of the present invention, e.g., a nucleic acid encoding a 

protein corresponding to a marker listed in Tables 1-4, can be isolated using standard 
molecular biology techniques and the sequence information described herein. Using all 
or a portion of such nucleic acid sequences, nucleic acid molecules of the invention can 
be isolated using standard hybridization and cloning techniques (e.g., as described in 

10 Sambrook et al y ed., Molecular Cloning: A Laboratory Manual, 2nd ed, Cold Spring 
Harbor Laboratory Press, Cold Spring Harbor, NY, 1989). 

A process for identifying a larger fragment or the full-length coding sequence of 
a marker of the present invention is thus also provided. Any conventional recombinant 
DNA techniques applicable for isolating polynucleotides may be employed. One such 

1 5 method involves the 5'-RACE-PCR technique, in which the poly-A mRNA that contains 
the coding sequence of particular interest is first reverse transcribed with a 3 '-primer 
comprising a sequence disclosed herein. The newly synthesized cDNA strand is then 
tagged with an anchor primer with a known sequence, which preferably contains a 
convenient cloning restriction site attached at the 5'end. The tagged cDNA is then 

20 amplified with the 3 '-primer (or a nested primer sharing sequence homology to the 
internal sequences of the coding region) and the 5 '-anchor primer. The amplification 
may be conducted under conditions of various levels of stringency to optimize the 
amplification specificity. 5'-RACE-PCR can be readily performed using commercial 
kits (available from, e.g., BRL Life Technologies Inc., Clotech) according to the 

25 manufacturer's instructions. 

Isolating the complete coding sequence of a gene can also be carried out in a 
hybridization assay using a suitable probe. The probe preferably comprises at least 10 
nucleotides, and more preferably exhibits sequence homology to the polynucleotides of 
the markers of the present invention. Other high throughput screens for cDNAs, such as 

30 those involving gene chip technology, can also be employed in obtaining the complete 
cDNA sequence. 
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In addition, databases exist that reduce the complexity of ESTs by assembling 
contiguous EST sequences into tentative genes. For example, TIGR has assembled 
human ESTs into a database called THC for tentative human consensus sequences. The 
THC database allows for a more definitive assignment compared to ESTs alone. 

5 Software programs exist (TIGR assembler and TIGEM EST assembly machine and 
contig assembly program (see Huang, X . , 1996, Genomes 33:21-23)) that allow for 
assembling ESTs into contiguous sequences from any organism. 

Alternatively, mRNA from a sample preparation is used to construct cDNA 
library in the ZAP Express vector following the procedure described in Velculescu et 

10 a/., 1997, Science 270:484. The ZAP Express cDNA synthesis kit (Stratagene) is used 
accordingly to the manufacturer's protocol. Plates containing 250 to 2000 plaques are 
hybridized as described in Rupert et al, 1988, MoL Cell. Bio. 8:3104 to oligonucleotide 
probes with the same conditions previously described for standard probes except that the 
hybridization temperature is reduced to a room temperature. Washes are performed in 

1 5 6X standard-saline-citrate 0. 1 % SDS for 30 minutes at room temperature. The probes 
are labeled with 32 P-ATP trough use of T4 polynucleotide kinase. 

A partial cDNA (3' fragment) can be isolated by 3' directed PCR reaction. This 
procedure is a modification of the protocol described in Polyak et al, 1 997, Nature 
389:300. Briefly, the procedure uses SAGE tags in PCR reaction such that the resultant 

20 PCR product contains the SAGE tag of interest as well as additional cDNA, the length 
of which is defined by the position of the tag with respect to the 3' end of the cDNA. 
The cDNA product derived from such a transcript driven PCR reaction can be used for 
many applications. 

RNA from a source to express the cDNA corresponding to a given tag is first 
25 converted to double-stranded cDNA using any standard cDNA protocol. Similar 
conditions used to generate cDN A for SAGE library construction can be employed 
except that a modified oligo-dT primer is used to derive the first strand synthesis. For 
example, the oligonucleotide of composition 5'-B-TCC GGC GCG CCG TTT TCC 
CAG TCA CGA(30)-3\ contains a poly-T stretch at the 3' end for hybridization and 
30 priming from poly- A tails, an Ml 3 priming site for use in subsequent PCR steps, a 5' 
Biotin label (B) for capture to strepavidin-coated magnetic beads, and an AscI restriction 
endonuclease site for releasing the cDNA from the strepavidin-coated magnetic beads. 
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Theoretically, any sufficiently-sized DNA region capable of hybridizing to a PCR 
primer can be used as well as any other 8 base pair recognizing endonuclease. 

cDNA constructed utilizing this or similar modified oligo-dT primer is then 
processed as described in U.S. Patent No. 5,695,937 up until adapter ligation where only 
5 one adapter is ligated to the cDNA pool. After adapter ligation, the cDNA is released 
from the streptavidin-coated magnetic beads and is then used as a template for cDNA 
amplification. 

Various PCR protocols can be employed using PCR priming sites within the 3' 
modified oligo-dT primer and the SAGE tag. The SAGE tag-derived PCR primer 

1 0 employed can be of varying length dictated by 5' extension of the tag into the adaptor 
sequence. cDNA products are now available for a variety of applications. 

This technique can be further modified by: (1) altering the length and/or content 
of the modified oligo-dT primer; (2) ligating adaptors other than that previously 
employed within the SAGE protocol; (3) performing PCR from template retained on the 

1 5 streptavidin-coated magnetic beads; and (4) priming first strand cDNA synthesis with 
non-oligo-dT based primers. 

Gene trapper technology can also be used. The reagents and manufacturer's 
instructions for this technology are commercially available from Life Technologies, Inc., 
Gaithsburg, Maryland. Briefly, a complex population of single-stranded phagemid 

20 DNA containing directional cDNA inserts is enriched for the target sequence by 

hybridization in solution to a biotinylated oligonucleotide probe complementary to the 
target sequence. The hybrids are captured on streptavidin-coated paramagnetic beads. 
A magnet retrieves the paramagnetic beads from the solution, leaving nonhybridized 
single-stranded DNAs behind. Subsequently, the captured single-stranded DNA target 

25 is released from the biotinylated oligonucleotide. After release, the cDNA clone is 
further enriched by using a nonbiotinylated target oligonucleotide to specifically prime 
conversion of the single-stranded DNA. Following transformation and plating, typically 
20% to 100% of the colonies represent the cDNA clone of interest. To identify the 
desired cDNA clone, the colonies may be screened by colony hybridization using the 

30 32 P-labeled oligonucleotide, or alternatively by DNA sequencing and alignment of all 
sequences obtained from numerous clones to determine a consensus sequence. 
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A nucleic acid molecule of the invention can be amplified using cDNA, mRNA, 
or genomic DNA as a template and appropriate oligonucleotide primers according to 
standard PCR amplification techniques. The nucleic acid so amplified can be cloned 
into an appropriate vector and characterized by DNA sequence analysis. Furthermore, 
5 oligonucleotides corresponding to all or a portion of a nucleic acid molecule of the 
invention can be prepared by standard synthetic techniques, e.g., using an automated 
DNA synthesizer. 

In another preferred embodiment, an isolated nucleic acid molecule of the 
invention comprises a nucleic acid molecule which has a nucleotide sequence 

10 complementary to the nucleotide sequence of a nucleic acid corresponding to a marker 
of the invention or to the nucleotide sequence of a nucleic acid encoding a protein which 
corresponds to a marker of the invention. A nucleic acid molecule which is 
complementary to a given nucleotide sequence is one which is sufficiently 
complementary to the given nucleotide sequence that it can hybridize to the given 

1 5 nucleotide sequence thereby forming a stable duplex. 

Moreover, a nucleic acid molecule of the invention can comprise only a portion 
of a nucleic acid sequence, wherein the full length nucleic acid sequence comprises a 
marker of the invention or which encodes a polypeptide corresponding to a marker of 
the invention. Such nucleic acids can be used, for example, as a probe or primer. The 

20 probe/primer typically is used as one or more substantially purified oligonucleotides. 
The oligonucleotide typically comprises a region of nucleotide sequence that hybridizes 
under stringent conditions to at least about 7, preferably about 15, more preferably about 
25, 50, 75, 100, 125, 150, 175, 200, 250, 300, 350, or 400 or more consecutive 
nucleotides of a nucleic acid of the invention. 

25 Probes based on the sequence of a nucleic acid molecule of the invention can be 

used to detect transcripts or genomic sequences corresponding to one or more markers 
of the invention. The probe comprises a label group attached thereto, e.g., a 
radioisotope, a fluorescent compound, an enzyme, or an enzyme co-factor. Such probes 
can be used as part of a diagnostic test kit for identifying cells or tissues which mis- 

30 express the protein, such as by measuring levels of a nucleic acid molecule encoding the 
protein in a sample of cells from a subject, e.g., detecting mRNA levels or determining 
whether a gene encoding the protein has been mutated or deleted. 
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The invention further encompasses nucleic acid molecules that differ, due to 
degeneracy of the genetic code, from the nucleotide sequence of nucleic acids encoding 
a protein which corresponds to a marker of the invention, and thus encode the same 
protein. 

5 In addition to the nucleotide sequences described in the Tables, it will be 

appreciated by those skilled in the art that DNA sequence polymorphisms that lead to 
changes in the amino acid sequence can exist within a population (e.g., the human 
population). Such genetic polymorphisms can exist among individuals within a 
population due to natural allelic variation. An allele is one of a group of genes which 

10 occur alternatively at a given genetic locus. In addition, it will be appreciated that DNA 
polymorphisms that affect RNA expression levels can also exist that may affect the 
overall expression level of that gene (e.g., by affecting regulation or degradation). 

As used herein, the phrase "allelic variant" refers to a nucleotide sequence which 
occurs at a given locus or to a polypeptide encoded by the nucleotide sequence. 

1 5 As used herein, the terms "gene" and "recombinant gene" refer to nucleic acid 

molecules comprising an open reading frame encoding a polypeptide corresponding to a 
marker of the invention. Such natural allelic variations can typically result in 0.1-0.5% 
variance in the nucleotide sequence of a given gene. Alternative alleles can be identified 
by sequencing the gene of interest in a number of different individuals. This can be 

20 readily carried out by using hybridization probes to identify the same genetic locus in a 
variety of individuals. Any and all such nucleotide variations and resulting amino acid 
polymorphisms or variations that are the result of natural allelic variation and that do not 
alter the functional activity are intended to be within the scope of the invention. 

In another embodiment, an isolated nucleic acid molecule of the invention is at 

25 least 7, 15, 20, 25, 30, 40, 60, 80, 100, 150, 200, 250, 300, 350, 400, 450, 550, 650, 700, 
800, 900, 1000, 1200, 1400, 1600, 1800, 2000, 2200, 2400, 2600, 2800, 3000, 3500, 
4000, 4500, or more nucleotides in length and hybridizes under stringent conditions to a 
nucleic acid corresponding to a marker of the invention or to a nucleic acid encoding a 
protein corresponding to a marker of the invention. As used herein, the term "hybridizes 

30 under stringent conditions" is intended to describe conditions for hybridization and 
washing under which nucleotide sequences at least 75% (80%, 85%, preferably 90%) 
identical to each other typically remain hybridized to each other. Such stringent 
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conditions are known to those skilled in the art and can be found in sections 6.3.1-6.3.6 
of Current Protocols in Molecular Biology, John Wiley & Sons, N.Y. (1989). A 
preferred, non-limiting example of stringent hybridization conditions for annealing two 
single-stranded DNA each of which is at least about 100 bases in length and/or for 
5 annealing a single-stranded DNA and a single-stranded RNA each of which is at least 
about 100 bases in length, are hybridization in 6X sodium chloride/sodium citrate (SSC) 
at about 45°C, followed by one or more washes in 0.2X SSC, 0. 1 % SDS at 50-65°C. 
Further preferred hybridization conditions are taught in Lockhart, et ai, Nature 
Biotechnology, Volume 14, 1996 August: 1675-1 680; Breslauer, et al, Proc. Natl. Acad. 
10 Sci. USA, Volume 83, 1986 June: 3746-3750; Van Ness, et al, Nucleic Acids Research, 
Volume 19, No. 19, 1991 September: 5143-5151; McGraw, et ai, BioTechniques, 
Volume 8, No. 6 1990: 674-678; and Milner, et ai, Nature Biotechnology, Volume 15, 
1997 June: 537-541, all expressly incorporated by reference. 

In addition to naturally-occurring allelic variants of a nucleic acid molecule of 
1 5 the invention that can exist in the population, the skilled artisan will farther appreciate 
that sequence changes can be introduced by mutation thereby leading to changes in the 
amino acid sequence of the encoded protein, without altering the biological activity of 
the protein encoded thereby. For example, one can make nucleotide substitutions 
leading to amino acid substitutions at "non-essential" amino acid residues. A "non- 
20 essential" amino acid residue is a residue that can be altered from the wild-type 

sequence without altering the biological activity, whereas an "essential" amino acid 
residue is required for biological activity. For example, amino acid residues that are not 
conserved or only semi-conserved among homologs of various species may be non- 
essential for activity and thus would be likely targets for alteration. Alternatively, amino 
25 acid residues that are conserved among the homologs of various species (e.g. , murine 
and human) may be essential for activity and thus would not be likely targets for 
alteration. 

Accordingly, another aspect of the invention pertains to nucleic acid molecules 
encoding a polypeptide of the invention that contain changes in amino acid residues that 
30 are not essential for activity. Such polypeptides differ in amino acid sequence from the 
naturally-occurring proteins which correspond to the markers of the invention, yet retain 
biological activity. In one embodiment, such a protein has an amino acid sequence that 
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is at least about 40% identical, 50%, 60%, 70%, 80%, 90%, 95%, or 98% identical to the 
amino acid sequence of one of the proteins which correspond to the markers of the 
invention. 

An isolated nucleic acid molecule encoding a variant protein can be created by 
5 introducing one or more nucleotide substitutions, additions or deletions into the 

nucleotide sequence of nucleic acids of the invention, such that one or more amino acid 
residue substitutions, additions, or deletions are introduced into the encoded protein. 
Mutations can be introduced by standard techniques, such as site-directed mutagenesis 
and PCR-mediated mutagenesis. Preferably, conservative amino acid substitutions are 

1 0 made at one or more predicted non-essential amino acid residues. A "conservative 
amino acid substitution" is one in which the amino acid residue is replaced with an 
amino acid residue having a similar side chain. Families of amino acid residues having 
similar side chains have been defined in the art. These families include amino acids 
with basic side chains (e.g., lysine, arginine, histidine), acidic side chains (e.g., aspartic 

1 5 acid, glutamic acid), uncharged polar side chains (e.g. , glycine, asparagine, glutamine, 
serine, threonine, tyrosine, cysteine), non-polar side chains (e.g., alanine, valine, leucine, 
isoleucine, proline, phenylalanine, methionine, tryptophan), beta-branched side chains 
(e.g., threonine, valine, isoleucine) and aromatic side chains (e.g., tyrosine, 
phenylalanine, tryptophan, histidine). Alternatively, mutations can be introduced 

20 randomly along all or part of the coding sequence, such as by saturation mutagenesis, 
and the resultant mutants can be screened for biological activity to identify mutants that 
retain activity. Following mutagenesis, the encoded protein can be expressed 
recombinantly and the activity of the protein can be determined. 

The present invention encompasses antisense nucleic acid molecules, i.e., 

25 molecules which are complementary to a sense nucleic acid of the invention, e.g., 
complementary to the coding strand of a double-stranded cDNA molecule 
corresponding to a marker of the invention or complementary to an mRNA sequence 
corresponding to a marker of the invention. Accordingly, an antisense nucleic acid of 
the invention can hydrogen bond to (i.e. anneal with) a sense nucleic acid of the 

30 invention. The antisense nucleic acid can be complementary to an entire coding strand, 
or to only a portion thereof, e.g., all or part of the protein coding region (or open reading 
frame). An antisense nucleic acid molecule can also be antisense to all or part of a non- 
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coding region of the coding strand of a nucleotide sequence encoding a polypeptide of 
the invention. The non-coding regions ("5' and 3' untranslated regions") are the 5' and 3" 
sequences which flank the coding region and are not translated into amino acids. 

An antisense oligonucleotide can be, for example, about 5, 10, 15, 20, 25, 30, 35, 

5 40, 45, or 50 or more nucleotides in length. An antisense nucleic acid of the invention 
can be constructed using chemical synthesis and enzymatic ligation reactions using 
procedures known in the art. For example, an antisense nucleic acid (e.g., an antisense 
oligonucleotide) can be chemically synthesized using naturally occurring nucleotides or 
variously modified nucleotides designed to increase the biological stability of the 

1 0 molecules or to increase the physical stability of the duplex formed between the 
antisense and sense nucleic acids, e.g., phosphorothioate derivatives and acridine 
substituted nucleotides can be used. Examples of modified nucleotides which can be 
used to generate the antisense nucleic acid include 5-fluorouracil, 5-bromouracil, 5- 
chlorouracil, 5-iodouracil, hypoxanthine, xanthine, 4-acetylcytosine, 5- 

1 5 (carboxyhydroxylmethyl) uracil, 5-carboxymethylaminomethyl-2-thiouridine, 5- 

carboxymethylaminomethyluracil, dihydrouracil, beta-D-galactosylqueosine, inosine, 
N6-isopentenyladenine, 1-methylguanine, 1 -methylinosine, 2,2-dimethylguanine, 2- 
methyladenine, 2-methylguanine, 3-methylcytosine, 5-methylcytosine, N6-adenine, 7- 
methylguanine, 5-methylaminomethyluracil, 5-methoxyaminomethyl-2-thiouracil, beta- 

20 D-mannosylqueosine, 5'-methoxycarboxymethyluracil, 5-methoxyuracil, 2-methylthio- 
N6-isopentenyladenine, uracil-5-oxyacetic acid (v), wybutoxosine, pseudouracil, 
queosine, 2-thiocytosine, 5-methyl-2-thiouracil, 2-thiouracil, 4-thiouracil, 5- 
methyluracil, uracil-5-oxyacetic acid methylester, uracil-5-oxyacetic acid (v), 5-methyl- 
2-thiouracil, 3-(3-amino-3-N-2-carboxypropyl) uracil, (acp3)w, and 2,6-diaminopurine. 

25 Alternatively, the antisense nucleic acid can be produced biologically using an 
expression vector into which a nucleic acid has been sub-cloned in an antisense 
orientation (i.e., RNA transcribed from the inserted nucleic acid will be of an antisense 
orientation to a target nucleic acid of interest, described further in the following 
subsection). 

30 The antisense nucleic acid molecules of the invention are typically administered 

to a subject or generated in situ such that they hybridize with or bind to cellular mRNA 
and/or genomic DNA encoding a polypeptide corresponding to a selected marker of the 
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invention to thereby inhibit expression of the marker, e.g., by inhibiting transcription 
and/or translation. The hybridization can be by conventional nucleotide 
complementarity to form a stable duplex, or, for example, in the case of an antisense 
nucleic acid molecule which binds to DNA duplexes, through specific interactions in the 

5 major groove of the double helix. Examples of a route of administration of antisense 
nucleic acid molecules of the invention includes direct injection at a tissue site or 
infusion of the antisense nucleic acid into a cervix-associated body fluid. Alternatively, 
antisense nucleic acid molecules can be modified to target selected cells and then 
administered systemically. For example, for systemic administration, antisense 

10 molecules can be modified such that they specifically bind to receptors or antigens 

expressed on a selected cell surface, e.g., by linking the antisense nucleic acid molecules 
to peptides or antibodies which bind to cell surface receptors or antigens. The antisense 
nucleic acid molecules can also be delivered to cells using the vectors described herein. 
To achieve sufficient intracellular concentrations of the antisense molecules, vector 

1 5 constructs in which the antisense nucleic acid molecule is placed under the control of a 
strong pol 11 or pol III promoter are preferred. 

An antisense nucleic acid molecule of the invention can be an a-anomeric 
nucleic acid molecule. An a-anomeric nucleic acid molecule forms specific double- 
stranded hybrids with complementary RNA in which, contrary to the usual a-units, the 

20 strands run parallel to each other (Gaultier et ai, 1 987, Nucleic Acids Res. 1 5 :6625- 
6641). The antisense nucleic acid molecule can also comprise a 2'-o- 
methylribonucleotide (Inoue el al, 1987, Nucleic Acids Res. 15:6131-6148) or a 
chimeric RNA-DNA analogue (Inoue et al, 1987, FEBS Lett. 215:327-330). 

The invention also encompasses ribozymes. Ribozymes are catalytic RNA 

25 molecules with ribonuclease activity which are capable of cleaving a single-stranded 
nucleic acid, such as an mRNA, to which they have a complementary region. Thus, 
ribozymes {e.g., hammerhead ribozymes as described in Haselhoff and Gerlach, 1988, 
Nature 334:585-591) can be used to catalytically cleave mRNA transcripts to thereby 
inhibit translation of the protein encoded by the mRNA. A ribozyme having specificity 

30 for a nucleic acid molecule encoding a polypeptide corresponding to a marker of the 
invention can be designed based upon the nucleotide sequence of a cDNA 
corresponding to the marker. For example, a derivative of a Tetrahymena L-19 IVS 
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RNA can be constructed in which the nucleotide sequence of the active site is 
complementary to the nucleotide sequence to be cleaved (see Cech et al U.S. Patent No. 
4,987,071; and Cech et al U.S. Patent No. 5,1 16,742). Alternatively, an mRNA 
encoding a polypeptide of the invention can be used to select a catalytic RNA having a 

5 specific ribonuclease activity from a pool of RNA molecules (see, e.g. , Bartel and 
Szostak, 1 993 , Science 26 1 : 1 4 1 1 - 1 4 1 8). 

The invention also encompasses nucleic acid molecules which form triple helical 
structures. For example, expression of a polypeptide of the invention can be inhibited 
by targeting nucleotide sequences complementary to the regulatory region of the gene 

1 0 encoding the polypeptide (e.g. , the promoter and/or enhancer) to form triple helical 
structures that prevent transcription of the gene in target cells. See generally Helene 
(1991) Anticancer Drug Des. 6(6):569-84; Helene (1992) Ann. N.Y. Acad Sci. 660:27- 
36; and Maher (1992) Bioassays 14(12):807-15. 

In various embodiments, the nucleic acid molecules of the invention can be 

1 5 modified at the base moiety, sugar moiety or phosphate backbone to improve, e.g. 9 the 
stability, hybridization, or solubility of the molecule. For example, the deoxyribose 
phosphate backbone of the nucleic acids can be modified to generate peptide nucleic 
acids (see Hyrup et al, 1996, Bioorganic & Medicinal Chemistry 4(1): 5-23). As used 
herein, the terms "peptide nucleic acids" or "PNAs" refer to nucleic acid mimics, e.g., 

20 DNA mimics, in which the deoxyribose phosphate backbone is replaced by a 

pseudopeptide backbone and only the four natural nucleobases are retained. The neutral 
backbone of PNAs has been shown to allow for specific hybridization to DNA and RNA 
under conditions of low ionic strength. The synthesis of PN A oligomers can be 
performed using standard solid phase peptide synthesis protocols as described in Hyrup 

25 et al. (1996), supra; Perry-O^eefe et al. (1996) Proc. Natl. Acad Sci. USA 93:14670- 
675. 

PNAs can be used in therapeutic and diagnostic applications. For example, 
PNAs can be used as antisense or antigene agents for sequence-specific modulation of 
gene expression by, e.g., inducing transcription or translation arrest or inhibiting 
30 replication. PNAs can also be used, e.g., in the analysis of single base pair mutations in 
a gene by, e.g., PNA directed PCR clamping; as artificial restriction enzymes when used 
in combination with other enzymes, e.g., SI nucleases (Hyrup (1996), supra; or as 
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probes or primers for DNA sequence and hybridization (Hyrup, 1996, supra; Perry - 
O'Keefee/a/., 1996, Proc. Natl Acad Sci. USA 93:14670-675). 

In another embodiment, PNAs can be modified, e.g., to enhance their stability or 
cellular uptake, by attaching lipophilic or other helper groups to PNA, by the formation 
5 of PNA-DNA chimeras, or by the use of liposomes or other techniques of drug delivery 
known in the art. For example, PNA-DNA chimeras can be generated which can 
combine the advantageous properties of PNA and DNA. Such chimeras allow DNA 
- recognition enzymes, e.g., RNASE H and DNA polymerases, to interact with the DNA 
portion while the PNA portion would provide high binding affinity and specificity. 

10 PNA-DNA chimeras can be linked using linkers of appropriate lengths selected in terms 
of base stacking, number of bonds between the nucleobases, and orientation (Hyrup, 
1996, supra). The synthesis of PNA-DNA chimeras can be performed as described in 
Hyrup (1996), supra, and Finn et al (1996) Nucleic Acids Res. 24(17):3357-63. For 
example, a DNA chain can be synthesized on a solid support using standard 

15 phosphoramidite coupling chemistry and modified nucleoside analogs. Compounds 

such as 5 , -(4-methoxytrityl)amino-5 , -deoxy-thymidine phosphoramidite can be used as a 
link between the PNA and the 5' end of DNA (Mag et al, 1 989, Nucleic Acids Res. 
1 7:5973-88). PNA monomers are then coupled in a step-wise manner to produce a 
chimeric molecule with a 5' PNA segment and a 3' DNA segment (Finn et al, 1996, 

20 Nucleic Acids Res. 24( 1 7):3357-63). Alternatively, chimeric molecules can be 
synthesized with a 5* DNA segment and a 3' PNA segment (Peterser et al, 1975, 
Bioorganic Med. Chem. Lett. 5:1119-11 124). 

In other embodiments, the oligonucleotide can include other appended groups 
such as peptides {e.g., for targeting host cell receptors in vivo), or agents facilitating 

25 transport across the cell membrane (see, e.g., Letsinger et al, 1989, Proc. Natl. Acad. 
Sci. USA 86:6553-6556; Lemaitre etal, 1987, Proc. Natl Acad. Sci. USA 84:648-652; 
PCT Publication No. WO 88/09810) or the blood-brain barrier (see, e.g., PCT 
Publication No. WO 89/10134). In addition, oligonucleotides can be modified with 
hybridization-triggered cleavage agents (see, e.g., Krol et al, 1988, Bio/Techniques 

30 6:958-976) or intercalating agents (see, e.g., Zon, 1988, Pharm. Res. 5:539-549). To 
this end, the oligonucleotide can be conjugated to another molecule, e.g., a peptide, 
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hybridization triggered cross-linking agent, transport agent, hybridization-triggered 
cleavage agent, etc. 

The invention also includes molecular beacon nucleic acids having at least one 
region which is complementary to a nucleic acid of the invention, such that the 

5 molecular beacon is useful for quantitating.the presence of the nucleic acid of the 

invention in a sample. A "molecular beacon" nucleic acid is a nucleic acid comprising a 
pair of complementary regions and having a fluorophore and a fluorescent quencher 
associated therewith. The fluorophore and quencher are associated with different 
portions of the nucleic acid in such an orientation that when the complementary regions 

1 0 are annealed with one another, fluorescence of the fluorophore is quenched by the 
quencher. When the complementary regions of the nucleic acid are not annealed with 
one another, fluorescence of the fluorophore is quenched to a lesser degree. Molecular 
beacon nucleic acids are described, for example, in U.S. Patent 5,876,930. 

15 II. Isolated Proteins and Antibodies 

One aspect of the invention pertains to novel isolated proteins which correspond 
to individual markers of the invention, and biologically active portions thereof, as well 
as polypeptide fragments suitable for use as immunogens to raise antibodies directed 
against a polypeptide corresponding to a marker of the invention. In one embodiment, 

20 the native polypeptide corresponding to a marker can be isolated from cells or tissue 
sources by an appropriate purification scheme using standard protein purification 
techniques. In another embodiment, polypeptides corresponding to a marker of the 
invention are produced by recombinant DNA techniques. Alternative to recombinant 
expression, a polypeptide corresponding to a marker of the invention can be synthesized 

25 chemically using standard peptide synthesis techniques. 

An "isolated" or "purified" protein or biologically active portion thereof is 
substantially free of cellular material or other contaminating proteins from the cell or 
tissue source from which the protein is derived, or substantially free of chemical 
precursors or other chemicals when chemically synthesized. The language 

30 "substantially free of cellular material" includes preparations of protein in which the 
protein is separated from cellular components of the cells from which it is isolated or 
recombinantly produced. Thus, protein that is substantially free of cellular material 
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includes preparations of protein having less than about 30%, 20%, 10%, or 5% (by dry 
weight) of heterologous protein (also referred to herein as a "contaminating protein"). 
When the protein or biologically active portion thereof is recombinantly produced, it is 
also preferably substantially free of culture medium, i.e., culture medium represents less 
5 than about 20%, 10%, or 5% of the volume of the protein preparation. When the protein 
is produced by chemical synthesis, it is preferably substantially free of chemical 
precursors or other chemicals, i.e., it is separated from chemical precursors or other 
chemicals which are involved in the synthesis of the protein. Accordingly such 
preparations of the protein have less than about 30%, 20%, 10%, 5% (by dry weight) of 

1 0 chemical precursors or compounds other than the polypeptide of interest. 

Biologically active portions of a polypeptide corresponding to a marker of the 
invention include polypeptides comprising amino acid sequences sufficiently identical to 
or derived from the amino acid sequence of the protein corresponding to the marker 
(e.g., the amino acid sequence listed in the GenBank and IMAGE Consortium database 

1 5 records described herein), which include fewer amino acids than the full length protein, 
and exhibit at least one activity of the corresponding full-length protein. Typically, 
biologically active portions comprise a domain or motif with at least one activity of the 
corresponding protein. A biologically active portion of a protein of the invention can be 
a polypeptide which is, for example, 10, 25, 50, 100 or more amino acids in length. 

20 Moreover, other biologically active portions, in which other regions of the protein are 
deleted, can be prepared by recombinant techniques and evaluated for one or more of the 
functional activities of the native form of a polypeptide of the invention. 

Preferred polypeptides are encoded by the nucleotide sequences in Tables 1-4. 
Other useful proteins are substantially identical (e.g., at least about 40%, preferably 

25 50%, 60%, 70%, 80%, 90%, 95%, or 99%) to one of these sequences and retain the 
functional activity of the protein of the corresponding naturally-occurring protein yet 
differ in amino acid sequence due to natural allelic variation or mutagenesis. 

To determine the percent identity of two amino acid sequences or of two nucleic 
acids, the sequences are aligned for optimal comparison purposes (e.g., gaps can be 

30 introduced in the sequence of a first amino acid or nucleic acid sequence for optimal 
alignment with a second amino or nucleic acid sequence). The amino acid residues or 
nucleotides at corresponding amino acid positions or nucleotide positions are then 
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compared. When a position in the first sequence is occupied by the same amino acid 
residue or nucleotide as the corresponding position in the second sequence, then the 
molecules are identical at that position. The percent identity between the two sequences 
is a function of the number of identical positions shared by the sequences {i.e., % 
5 identity = # of identical positions/total # of positions (e.g. ,. overlapping positions) xl 00). 
In one embodiment the two sequences are the same length. 

The determination of percent identity between two sequences can be 
accomplished using a mathematical algorithm. A preferred, non-limiting example of a 
mathematical algorithm utilized for the comparison of two sequences is the algorithm of 
1 0 Karlin and Altschul (1 990) Proc. Natl. Acad. Sci. USA 87:2264-2268, modified as in 
Karlin and Altschul (1993) Proc. Natl. Acad. Sci. USA 90:5873-5877. Such an 
algorithm is incorporated into the NBLAST and XBLAST programs of Altschul, et al. 
(1990) J. Mol. Biol. 215:403-410. BLAST nucleotide searches can be performed with 
the NBLAST program, score = 100, wordlength = 12 to obtain nucleotide sequences 
1 5 homologous to a nucleic acid molecules of the invention. BLAST protein searches can 
be performed with the XBLAST program, score = 50, wordlength - 3 to obtain amino 
acid sequences homologous to a protein molecules of the invention. To obtain gapped 
alignments for comparison purposes, Gapped BLAST can be utilized as described in 
Altschul et al. (1997) Nucleic Acids Res. 25:3389-3402. Alternatively, PSI-Blast can be 
20 used to perform an iterated search which detects distant relationships between 
molecules. When utilizing BLAST, Gapped BLAST, and PSI-Blast programs, the 
default parameters of the respective programs (e.g., XBLAST and NBLAST) can be 
used. See http://www.ncbi.nlm.nih.gov. Another preferred, non-limiting example of a 
mathematical algorithm utilized for the comparison of sequences is the algorithm of 
25 Myers and Miller, (1988) CABIOS 4:1 1-17. Such an algorithm is incorporated into the 
ALIGN program (version 2.0) which is part of the GCG sequence alignment software 
package. When utilizing the ALIGN program for comparing amino acid sequences, a 
PAM120 weight residue table, a gap length penalty of 12, and a gap penalty of 4 can be 
used. Yet another useful algorithm for identifying regions of local sequence similarity 
30 and alignment is the FASTA algorithm as described in Pearson and Lipman ( 1 988) 
Proc. Natl. Acad. Sci. USA 85:2444-2448. When using the FASTA algorithm for 
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comparing nucleotide or amino acid sequences, a PAM120 weight residue table can, for 
example, be used with a fc-tuple value of 2. 

The percent identity between two sequences can be determined using techniques 
similar to those described above, with or without allowing gaps. In calculating percent 

5 identity, only exact matches are counted. 

The invention also provides chimeric or fusion proteins corresponding to a 
marker of the invention. As used herein, a "chimeric protein" or "fusion protein" 
comprises all or part (preferably a biologically active part) of a polypeptide 
corresponding to a marker of the invention operably linked to a heterologous 

1 0 polypeptide (/. e. , a polypeptide other than the polypeptide corresponding to the marker). 
Within the fusion protein, the term "operably linked" is intended to indicate that the 
polypeptide of the invention and the heterologous polypeptide are fused in-frame to each 
other. The heterologous polypeptide can be fused to the amino-terminus or the 
carboxyl-terminus of the polypeptide of the invention. 

1 5 One useful fusion protein is a GST fusion protein in which a polypeptide 

corresponding to a marker of the invention is fused to the carboxyl terminus of GST 
sequences. Such fusion proteins can facilitate the purification of a recombinant 
polypeptide of the invention. 

In another embodiment, the fusion protein contains a heterologous signal 

20 sequence at its amino terminus. For example, the native signal sequence of a 

polypeptide corresponding to a marker of the invention can be removed and replaced 
with a signal sequence from another protein. For example, the gp67 secretory sequence 
of the baculovirus envelope protein can be used as a heterologous signal sequence 
(Ausubel et al, ed., Current Protocols in Molecular Biology, John Wiley & Sons, NY, 

25 1 992). Other examples of eukaryotic heterologous signal sequences include the 

secretory sequences of melittin and human placental alkaline phosphatase (Stratagene; 
La Jolla, California). In yet another example, useful prokaryotic heterologous signal 
sequences include the phoA secretory signal (Sambrook et al, supra) and the protein A 
secretory signal (Pharmacia Biotech; Piscataway, New Jersey). 

30 In yet another embodiment, the fusion protein is an immunoglobulin fusion 

protein in which all or part of a polypeptide corresponding to a marker of the invention 
is fused to sequences derived from a member of the immunoglobulin protein family. 
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The immunoglobulin fusion proteins of the invention can be incorporated into 
pharmaceutical compositions and administered to a subject to inhibit an interaction 
between a ligand (soluble or membrane-bound) and a protein on the surface of a cell 
(receptor), to thereby suppress signal transduction in vivo. The immunoglobulin fusion 

5 protein can be used to affect the bioavailability of a cognate ligand of a polypeptide of 
the invention. Inhibition of ligand/receptor interaction can be useful therapeutically, 
both for treating proliferative and differentiative disorders and for modulating (e.g. 
promoting or inhibiting) cell survival. Moreover, the immunoglobulin fusion proteins of 
the invention can be used as immunogens to produce antibodies directed against a 

1 0 polypeptide of the invention in a subject, to purify ligands and in screening assays to 
identify molecules which inhibit the interaction of receptors with ligands. 

Chimeric and fusion proteins of the invention can be produced by standard 
recombinant DNA techniques. In another embodiment, the fusion gene can be 
synthesized by conventional techniques including automated DNA synthesizers. 

1 5 Alternatively, PCR amplification of gene fragments can be carried out using anchor 
primers which give rise to complementary overhangs between two consecutive gene 
fragments which can subsequently be annealed and re-amplified to generate a chimeric 
gene sequence (see, e.g., Ausubel ei aL, supra). Moreover, many expression vectors are 
commercially available that already encode a fusion moiety (e.g., a GST polypeptide). 

20 A nucleic acid encoding a polypeptide of the invention can be cloned into such an 

expression vector such that the fusion moiety is linked in-frame to the polypeptide of the 
invention. 

A signal sequence can be used to facilitate secretion and isolation of the secreted 
protein or other proteins of interest. Signal sequences are typically characterized by a 

25 core of hydrophobic amino acids which are generally cleaved from the mature protein 
during secretion in one or more cleavage events. Such signal peptides contain 
processing sites that allow cleavage of the signal sequence from the mature proteins as 
they pass through the secretory pathway. Thus, the invention pertains to the described 
polypeptides having a signal sequence, as well as to polypeptides from which the signal 

30 sequence has been proteolytically cleaved (i.e. , the cleavage products). In one 

embodiment, a nucleic acid sequence encoding a signal sequence can be operably linked 
in an expression vector to a protein of interest, such as a protein which is ordinarily not 
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secreted or is otherwise difficult to isolate. The signal sequence directs secretion of the 
protein, such as from a eukaryotic host into which the expression vector is transformed, 
and the signal sequence is subsequently or concurrently cleaved. The protein can then 
be readily purified from the extracellular medium by art recognized methods. 
5 Alternatively, the signal sequence can be linked to the protein of interest using a 
sequence which facilitates purification, such as with a GST domain. 

The present invention also pertains to variants of the polypeptides corresponding 
to individual markers of the invention. Such variants have an altered amino acid 
sequence which can function as either agonists (mimetics) or as antagonists. Variants 

10 can be generated by mutagenesis, e.g., discrete point mutation or truncation. An agonist 
can retain substantially the same, or a subset, of the biological activities of the naturally 
occurring form of the protein. An antagonist of a protein can inhibit one or more of the 
activities of the naturally occurring form of the protein by, for example, competitively 
binding to a downstream or upstream member of a cellular signaling cascade which 

15 includes the protein of interest. Thus, specific biological effects can be elicited by 
treatment with a variant of limited function. Treatment of a subject with a variant 
having a subset of the biological activities of the naturally occurring form of the protein 
can have fewer side effects in a subject relative to treatment with the naturally occurring 
form of the protein. 

20 Variants of a protein of the invention which function as either agonists 

(mimetics) or as antagonists can be identified by screening combinatorial libraries of 
mutants, e.g., truncation mutants, of the protein of the invention for agonist or antagonist 
activity. In one embodiment, a variegated library of variants is generated by 
combinatorial mutagenesis at the nucleic acid level and is encoded by a variegated gene 

25 library. A variegated library of variants can be produced by, for example, enzymatically 
ligating a mixture of synthetic oligonucleotides into gene sequences such that a 
degenerate set of potential protein sequences is expressible as individual polypeptides, 
or alternatively, as a set of larger fusion proteins (e.g., for phage display). There are a 
variety of methods which can be used to produce libraries of potential variants of the 

30 polypeptides of the invention from a degenerate oligonucleotide sequence. Methods for 
synthesizing degenerate oligonucleotides are known in the art (see, e.g., Narang, 1983, 
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Tetrahedron 39:3;Itakura et al t 1984, /Iwiw. Rev. Biochem. 53:323; Itakura et al t 1984, 
Science 198:1056; Ike et al., 1983 Nucleic Acid Res. 11:477). 

In addition, libraries of fragments of the coding sequence of a polypeptide 
corresponding to a marker of the invention can be used to generate a variegated 
5 population of polypeptides for screening and subsequent selection of variants. For 
example, a library of coding sequence fragments can be generated by treating a double 
stranded PCR fragment of the coding sequence of interest with a nuclease under 
conditions wherein nicking occurs only about once per molecule, denaturing the double 
stranded DNA, renaturing the DNA to form double stranded DNA which can include 
10 sense/antisense pairs from different nicked products, removing single stranded portions 
from reformed duplexes by treatment with SI nuclease, and ligating the resulting 
fragment library into an expression vector. By this method, an expression library can be 
derived which encodes amino terminal and internal fragments of various sizes of the 
protein of interest. 

1 5 Several techniques are known in the art for screening gene products of 

combinatorial libraries made by point mutations or truncation, and for screening cDNA 
libraries for gene products having a selected property. The most widely used 
techniques, which are amenable to high through-put analysis, for screening large gene 
libraries typically include cloning the gene library into replicable expression vectors, 

20 transforming appropriate cells with the resulting library of vectors, and expressing the 
combinatorial genes under conditions in which detection of a desired activity facilitates 
isolation of the vector encoding the gene whose product was detected. Recursive 
ensemble mutagenesis (REM), a technique which enhances the frequency of functional 
mutants in the libraries, can be used in combination with the screening assays to identify 

25 variants of a protein of the invention (Arkin and Yourvan, 1992, Proc. Natl Acad. Sci. 
USA 59:781 1-7815; Delgrave et al, 1993, Protein Engineering 6(3)327- 331). 

An isolated polypeptide corresponding to a marker of the invention, or a 
fragment thereof, can be used as an immunogen to generate antibodies using standard 
techniques for polyclonal and monoclonal antibody preparation. The full-length 

30 polypeptide or protein can be used or, alternatively, the invention provides antigenic 
peptide fragments for use as immunogens. The antigenic peptide of a protein of the 
invention comprises at least 8 (preferably 10, 15, 20, or 30 or more) amino acid residues 
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of the amino acid sequence of one of the polypeptides of the invention, and encompasses 
an epitope of the protein such that an antibody raised against the peptide forms a specific 
immune complex with a marker of the invention to which the protein corresponds. 
Preferred epitopes encompassed by the antigenic peptide are regions that are located on 
5 the surface of the protein, e.g., hydrophilic regions. Hydrophobicity sequence analysis, 
hydrophilicity sequence analysis, or similar analyses can be used to identify hydrophilic 
regions. 

An immunogen typically is used to prepare antibodies by immunizing a suitable 
(i.e. immunocompetent) subject such as a rabbit, goat, mouse, or other mammal or 

10 vertebrate. An appropriate immunogenic preparation can contain, for example, 

recombinantly-expressed or chemically-synthesized polypeptide. The preparation can 
further include an adjuvant, such as Freund's complete or incomplete adjuvant, or a 
similar immunostimulatory agent. 

Accordingly, another aspect of the invention pertains to antibodies directed 

15 against a polypeptide of the invention. The terms "antibody" and "antibody substance" 
as used interchangeably herein refer to immunoglobulin molecules and immunologically 
active portions of immunoglobulin molecules, Le. 9 molecules that contain an antigen 
binding site which specifically binds an antigen, such as a polypeptide of the invention, 
e.g., an epitope of a polypeptide of the invention. A molecule which specifically binds 

20 to a given polypeptide of the invention is a molecule which binds the polypeptide, but 
does not substantially bind other molecules in a sample, e.g., a biological sample, which 
naturally contains the polypeptide. Examples of immunologically active portions of 
immunoglobulin molecules include F(ab) and F(ab') 2 fragments which can be generated 
by treating the antibody with an enzyme such as pepsin. The invention provides 

25 polyclonal and monoclonal antibodies. The term "monoclonal antibody" or 

"monoclonal antibody composition", as used herein, refers to a population of antibody 
molecules that contain only one species of an antigen binding site capable of 
immunoreacting with a particular epitope. 

Polyclonal antibodies can be prepared as described above by immunizing a 

30 suitable subject with a polypeptide of the invention as an immunogen. Preferred 
polyclonal antibody compositions are ones that have been selected for antibodies 
directed against a polypeptide or polypeptides of the invention. Particularly preferred 
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polyclonal antibody preparations are ones that contain only antibodies directed against a 
polypeptide or polypeptides of the invention. Particularly preferred immunogen 
compositions are those that contain no other human proteins such as, for example, 
immunogen compositions made using a non-human host cell for recombinant expression 
5 of a polypeptide of the invention. In such a manner, the only human epitope or epitopes 
recognized by the resulting antibody compositions raised against this immunogen will 
be present as part of a polypeptide or polypeptides of the invention. 

The antibody titer in the immunized subject can be monitored over time by 
standard techniques, such as with an enzyme linked immunosorbent assay (ELISA) 

10 using immobilized polypeptide. If desired, the antibody molecules can be harvested or 
isolated from the subject (e.g., from the blood or serum of the subject) and further 
purified by well-known techniques, such as protein A chromatography to obtain the IgG 
fraction. Alternatively, antibodies specific for a protein or polypeptide of the invention 
can be selected or (e.g., partially purified) or purified by, e.g., affinity chromatography. 

1 5 For example, a recombinantly expressed and purified (or partially purified) protein of 
the invention is produced as described herein, and covalently or non-covalently coupled 
to a solid support such as, for example, a chromatography column. The column can then 
be used to affinity purify antibodies specific for the proteins of the invention from a 
sample containing antibodies directed against a large number of different epitopes, 

20 thereby generating a substantially purified antibody composition, i.e., one that is 
substantially free of contaminating antibodies. By a substantially purified antibody 
composition is meant, in this context, that the antibody sample contains at most only 
30% (by dry weight) of contaminating antibodies directed against epitopes other than 
those of the desired protein or polypeptide of the invention, and preferably at most 20%, 

25 yet more preferably at most 1 0%, and most preferably at most 5% (by dry weight) of the 
sample is contaminating antibodies. A purified antibody composition means that at least 
99% of the antibodies in the composition are directed against the desired protein or 
polypeptide of the invention. 

At an appropriate time after immunization, e.g., when the specific antibody titers 

30 are highest, antibody-producing cells can be obtained from the subject and used to 

prepare monoclonal antibodies by standard techniques, such as the hybridoma technique 
originally described by Kohler and Milstein (1975) Nature 256:495-497, the human B 
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cell hybridoma technique (see Kozbor et al, 1983, Immunol Today 4:72), the EBV- 
hybridoma technique (see Cole et al, pp. 77-96 In Monoclonal Antibodies and Cancer 
Therapy, Alan R. Liss, Inc., 1985) or trioma techniques. The technology for producing 
hybridomas is well known (see generally Current Protocols in Immunology, Coligan et 
5 al ed., John Wiley & Sons, New York, 1994). Hybridoma cells producing a 

monoclonal antibody of the invention are detected by screening the hybridoma culture 
supernatants for antibodies that bind the polypeptide of interest, e.g., using a standard 
ELISA assay. 

Alternative to preparing monoclonal antibody-secreting hybridomas, a 

10 monoclonal antibody directed against a polypeptide of the invention can be identified 
and isolated by screening a recombinant combinatorial immunoglobulin library (e.g., an 
antibody phage display library) with the polypeptide of interest. Kits for generating and 
screening phage display libraries are commercially available (e.g., the Pharmacia 
Recombinant Phage Antibody System, Catalog No. 27-9400-01 ; and the Stratagene 

1 5 Sur/ZAP Phage Display Kit, Catalog No. 240612). Additionally, examples of methods 
and reagents particularly amenable for use in generating and screening antibody display 
library can be found in, for example, U.S. Patent No. 5,223,409; PCT Publication No. 
WO 92/18619; PCT Publication No. WO 91/17271; PCT Publication No. WO 
92/20791; PCT Publication No. WO 92/15679; PCT Publication No. WO 93/01288; 

20 PCT Publication No. WO 92/01047; PCT Publication No. WO 92/09690; PCT 

Publication No. WO 90/02809; Fuchs et al. (1991) Bio/Technology 9:1370-1372; Hay et 
al. (1992) Hum. Antibod. Hybridomas 3:81-85; Huse et al. (1989) Science 246:1275- 
1281; Griffiths et al (1993) EMBOJ. 12:725-734. 

Additionally, recombinant antibodies, such as chimeric and humanized 

25 monoclonal antibodies, comprising both human and non-human portions, which can be 
made using standard recombinant DNA techniques, are within the scope of the 
invention. A chimeric antibody is a molecule in which different portions are derived 
from different animal species, such as those having a variable region derived from a 
murine mAb and a human immunoglobulin constant region. (See, e.g., Cabilly et al., 

30 U.S. Patent No. 4,8 16,567; and Boss et al., U.S. Patent No. 4,816,397, which are 

incorporated herein by reference in their entirety.) Humanized antibodies are antibody 
molecules from non-human species having one or more complementarily determining 
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regions (CDRs) from the non-human species and a framework region from a human 
immunoglobulin molecule. (See, e.g., Queen, U.S. Patent No. 5,585,089, which is 
incorporated herein by reference in its entirety.) Such chimeric and humanized 
monoclonal antibodies can be produced by recombinant DNA techniques known in the 
5 art, for example using methods described in PCT Publication No. WO 87/02671 ; 

European Patent Application 184,187; European Patent Application 171,496; European 
Patent Application 173,494; PCT Publication No. WO 86/01533; U.S. Patent No. 
4,816,567; European Patent Application 125,023; Better et al (1988) Science 240:1041- 
1043;Liue/a/. (1987) Proc. Natl. Acad Set USA 84:3439-3443; Liu et al. (1987)J. 

10 Immunol 139:3521- 3526; Sun et al (1987) Proc. Natl Acad. Scl USA 84:214-218; 
Nishimura et al (1987) Cancer Res. 47:999-1005; Wood et al (1985) Nature 314:446- 
449; and Shaw e/ a/. (1988) J. Natl. Cancer Inst. 80:1553-1559); Morrison (1985) 
Science 229:1202-1207; Oi et al (1986) Bio/Techniques 4:214; U.S. Patent 5,225,539; 
Jones et al (1986) Nature 321:552-525; Verhoeyan et al (1988) Science 239:1534; and 

15 Beidlere/a/. (1988)7. Immunol 141:4053-4060. 

Antibodies of the invention may be used as therapeutic agents in treating 
cancers. In a preferred embodiment, completely human antibodies of the invention are 
used for therapeutic treatment of human cancer patients, particularly those having 
cervical cancer. Such antibodies can be produced, for example, using transgenic mice 

20 which are incapable of expressing endogenous immunoglobulin heavy and light chains 
genes, but which can express human heavy and light chain genes. The transgenic mice 
are immunized in the normal fashion with a selected antigen, e.g., all or a portion of a 
polypeptide corresponding to a marker of the invention. Monoclonal antibodies directed 
against the antigen can be obtained using conventional hybridoma technology. The 

25 human immunoglobulin transgenes harbored by the transgenic mice rearrange during B 
cell differentiation, and subsequently undergo class switching and somatic mutation. 
Thus, using such a technique, it is possible to produce therapeutically useful IgG, IgA 
and IgE antibodies. For an overview of this technology for producing human antibodies, 
see Lonberg and Huszar (1995) Int. Rev. Immunol 13:65-93). For a detailed discussion 

30 of this technology for producing human antibodies and human monoclonal antibodies 
and protocols for producing such antibodies, see, e.g., U.S. Patent 5,625,126; U.S. 
Patent 5,633,425; U.S. Patent 5,569,825; U.S. Patent 5,661,016; and U.S. Patent 
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5,545,806. In addition, companies such as Abgenix, Inc. (Freemont, CA), can be 
engaged to provide human antibodies directed against a selected antigen using 
technology similar to that described above. 

Completely human antibodies which recognize a selected epitope can be 
5 generated using a technique referred to as "guided selection." In this approach a 

selected non-human monoclonal antibody, e.g., a murine antibody, is used to guide the 
selection of a completely human antibody recognizing the same epitope (Jespers et ai, 
1 994, Bio/technology 1 2:899-903). 

An antibody directed against a polypeptide corresponding to a marker of the 

1 0 invention (e.g. , a monoclonal antibody) can be used to isolate the polypeptide by 
standard techniques, such as affinity chromatography or immunoprecipitation. 
Moreover, such an antibody can be used to detect the marker (e.g., in a cellular lysate or 
cell supernatant) in order to evaluate the level and pattern of expression of the marker. 
The antibodies can also be used diagnostically to monitor protein levels in tissues or 

1 5 body fluids (e.g. in an ovary-associated body fluid) as part of a clinical testing 

procedure, e.g., to, for example, determine the efficacy of a given treatment regimen. 
Detection can be facilitated by coupling the antibody to a detectable substance. 
Examples of detectable substances include various enzymes, prosthetic groups, 
fluorescent materials, luminescent materials, bioluminescent materials, and radioactive 

20 materials. Examples of suitable enzymes include horseradish peroxidase, alkaline 
phosphatase, p-galactosidase, or acetylcholinesterase; examples of suitable prosthetic 
group complexes include streptavidin/biotin and avidin/biotin; examples of suitable 
fluorescent materials include umbelliferone, fluorescein, fluorescein isothiocyanate, 
rhodamine, dichlorotriazinylamine fluorescein, dansyl chloride or phycoerythrin; an 

25 example of a luminescent material includes luminol; examples of bioluminescent 
materials include luciferase, luciferin, and aequorin, and examples of suitable 

. . . . 125 T 131 35 0 3 

radioactive material include I, I, S or H. 

Further, an antibody (or fragment thereof) can be conjugated to a therapeutic 
moiety such as a cytotoxin, a therapeutic agent or a radioactive metal ion. A cytotoxin 
30 or cytotoxic agent includes any agent that is detrimental to cells. Examples include 
taxol, cytochalasin B, gramicidin D, ethidium bromide, emetine, mitomycin, etoposide, 
tenoposide, vincristine, vinblastine, colchicin, doxorubicin, daunorubicin, dihydroxy 
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anthracin dione, mitoxantrone, mithramycin, actinomycin D, 1-dehydrotestosterone, 
glucocorticoids, procaine, tetracaine, lidocaine, propranolol, and puromycin and analogs 
or homologs thereof. Therapeutic agents include, but are not limited to, antimetabolites 
{e.g., methotrexate, 6-mercaptopurine, 6-thioguanine, cytarabine, 5-fluorouracil 
5 decarbazine), alkylating agents (e.g. , mechlorethamine, thioepa chlorambucil, 

melphalan, carmustine (BSNU) and lomustine (CCNU), cyclothosphamide, busulfan, 
dibromomannitol, streptozotocin, mitomycin C, and cis-dichlorodiamine platinum (II) 
(DDP) cisplatin), anthracyclines (e.g., daunorubicin (formerly daunomycin) and 
doxorubicin), antibiotics (e.g., dactinomycin (formerly actinomycin), bleomycin, 
10 mithramycin, and anthramycin (AMC)), and anti-mitotic agents (e.g., vincristine and 
vinblastine). 

The conjugates of the invention can be used for modifying a given biological 
response, the drug moiety is not to be construed as limited to classical chemical 
therapeutic agents. For example, the drug moiety may be a protein or polypeptide 

1 5 possessing a desired biological activity. Such proteins may include, for example, a toxin 
such as abrin, ricin A, pseudomonas exotoxin, or diphtheria toxin; a protein such as 
tumor necrosis factor, .alpha.-interferon, .beta.-interferon, nerve growth factor, platelet 
derived growth factor, tissue plasminogen activator; or, biological response modifiers 
such as, for example, lymphokines, interleukin-1 ("IL-1"), interleukin-2 ("IL-2"), 

20 interleukin-6 ( M IL-6 M ), granulocyte macrophase colony stimulating factor ("GM-CSF"), 
granulocyte colony stimulating factor ("G-CSF"), or other growth factors. 

Techniques for conjugating such therapeutic moiety to antibodies are well 
known, see, e.g., Arnon et ah, "Monoclonal Antibodies For Immunotargeting Of Drugs 
In Cancer Therapy", in Monoclonal Antibodies And Cancer Therapy, Reisfeld et al. 

25 (eds.), pp. 243-56 (Alan R. Liss, Inc. 1985); Hellstrom et al., "Antibodies For Drug 
Delivery", in Controlled Drug Delivery (2nd Ed.), Robinson et al. (eds.), pp. 623-53 
(Marcel Dekker, Inc. 1987); Thorpe, "Antibody Carriers Of Cytotoxic Agents In Cancer 
Therapy: A Review", in Monoclonal Antibodies *84: Biological And Clinical 
Applications, Pinchera et al. (eds.), pp. 475-506 (1985); "Analysis, Results, And Future 

30 Prospective Of The Therapeutic Use Of Radiolabeled Antibody In Cancer Therapy", in 
Monoclonal Antibodies For Cancer Detection And Therapy, Baldwin et al. (eds.), pp. 
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303-16 (Academic Press 1985), and Thorpe et al., "The Preparation And Cytotoxic 
Properties Of Antibody-Toxin Conjugates", Immunol. Rev., 62:1 19-58 (1982). 

Alternatively, an antibody can be conjugated to a second antibody to form an 
antibody heteroconjugate as described by Segal in U.S. Patent No. 4,676,980. 

5 Accordingly, in one aspect, the invention provides substantially purified 

antibodies or fragments thereof, and non-human antibodies or fragments thereof, which 
antibodies or fragments specifically bind to a polypeptide comprising an amino acid 
sequence selected from the group consisting of the amino acid sequences of the present 
invention, an amino acid sequence encoded by the cDNA of the present invention, a 

10 fragment of at least 15 amino acid residues of an amino acid sequence of the present 
invention, an amino acid sequence which is at least 95% identical to the amino acid 
sequence of the present invention (wherein the percent identity is determined using the 
ALIGN program of the GCG software package with a PAM120 weight residue table, a 
gap length penalty of 12, and a gap penalty of 4) and an amino acid sequence which is 

1 5 encoded by a nucleic acid molecule which hybridizes to a nucleic acid molecule 
consisting of the nucleic acid molecules of the present invention, or a complement 
thereof, under conditions of hybridization of 6X SSC at 45°C and washing in 0.2 X 
SSC, 0.1% SDS at 65°C. In various embodiments, the substantially purified antibodies 
of the invention, or fragments thereof, can be human, non-human, chimeric and/or 

20 humanized antibodies. 

In another aspect, the invention provides non-human antibodies or fragments 
thereof, which antibodies or fragments specifically bind to a polypeptide comprising an 
amino acid sequence selected from the group consisting of: the amino acid sequence of 
the present invention, an amino acid sequence encoded by the cDNA of the present 

25 invention, a fragment of at least 1 5 amino acid residues of the amino acid sequence of 
the present invention, an amino acid sequence which is at least 95% identical to the 
amino acid sequence of the present invention (wherein the percent identity is determined 
using the ALIGN program of the GCG software package with a PAM120 weight residue 
table, a gap length penalty of 12, and a gap penalty of 4) and an amino acid sequence 

30 which is encoded by a nucleic acid molecule which hybridizes to a nucleic acid 
molecule consisting of the nucleic acid molecules of the present invention, or a 
complement thereof, under conditions of hybridization of 6X SSC at 45°C and washing 
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in 0.2 X SSC, 0.1% SDS at 65°C. Such non-human antibodies can be goat, mouse, 
sheep, horse, chicken, rabbit, or rat antibodies. Alternatively, the non-human antibodies 
of the invention can be chimeric and/or humanized antibodies. In addition, the non- 
human antibodies of the invention can be polyclonal antibodies or monoclonal 
5 antibodies. 

In still a further aspect, the invention provides monoclonal antibodies or 
fragments thereof, which antibodies or fragments specifically bind to a polypeptide 
comprising an amino acid sequence selected from the group consisting of the amino acid 
sequences of the present invention, an amino acid sequence encoded by the cDNA of the 

1 0 present invention, a fragment of at least 1 5 amino acid residues of an amino acid 
sequence of the present invention, an amino acid sequence which is at least 95% 
identical to an amino acid sequence of the present invention (wherein the percent 
identity is determined using the ALIGN program of the GCG software package with a 
PAM120 weight residue table, a gap length penalty of 12, and a gap penalty of 4) and an 

1 5 amino acid sequence which is encoded by a nucleic acid molecule which hybridizes to a 
nucleic acid molecule consisting of the nucleic acid molecules of the present invention, 
or a complement thereof, under conditions of hybridization of 6X SSC at 45°C and 
washing in 0.2 X SSC, 0.1% SDS at 65°C. The monoclonal antibodies can be human, 
humanized, chimeric and/or non-human antibodies. 

20 The substantially purified antibodies or fragments thereof may specifically bind 

to a signal peptide, a secreted sequence, an extracellular domain, a transmembrane or a 
cytoplasmic domain or cytoplasmic membrane of a polypeptide of the invention. In a 
particularly preferred embodiment, the substantially purified antibodies or fragments 
thereof, the non-human antibodies or fragments thereof, and/or the monoclonal 

25 antibodies or fragments thereof, of the invention specifically bind to a secreted sequence 
or an extracellular domain of the amino acid sequences of the present invention. 

Any of the antibodies of the invention can be conjugated to a therapeutic moiety 
or to a detectable substance. Non-limiting examples of detectable substances that can be 
conjugated to the antibodies of the invention are an enzyme, a prosthetic group, a 

30 fluorescent material, a luminescent material, a bioluminescent material, and a 
radioactive material. 
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The invention also provides a kit containing an antibody of the invention 
conjugated to a detectable substance, and instructions for use. Still another aspect of the 
invention is a pharmaceutical composition comprising an antibody of the invention and 
a pharmaceutical^ acceptable carrier. In preferred embodiments, the pharmaceutical 
5 composition contains an antibody of the invention, a therapeutic moiety, and a 
pharmaceutically acceptable carrier. 

Still another aspect of the invention is a method of making an antibody that 
specifically recognizes a polypeptide of the present invention, the method comprising 
immunizing a mammal with a polypeptide. The polypeptide used as an immungen 

10 comprises an amino acid sequence selected from the group consisting of the amino acid 
sequence of the present invention, an amino acid sequence encoded by the cDNA of the 
nucleic acid molecules of the present invention, a fragment of at least 15 amino acid 
residues of the amino acid sequence of the present invention, an amino acid sequence 
which is at least 95% identical to the amino acid sequence of the present invention 

1 5 (wherein the percent identity is determined using the ALIGN program of the GCG 

software package with a PAM120 weight residue table, a gap length penalty of 12, and a 
gap penalty of 4) and an amino acid sequence which is encoded by a nucleic acid 
molecule which hybridizes to a nucleic acid molecule consisting of the nucleic acid 
molecules of the present invention, or a complement thereof, under conditions of 

20 hybridization of 6X SSC at 45°C and washing in 0.2 X SSC, 0.1% SDS at 65°C. 

After immunization, a sample is collected from the mammal that contains an antibody 
that specifically recognizes the polypeptide. Preferably, the polypeptide is 
recombinantly produced using a non-human host cell. Optionally, the antibodies can be 
further purified from the sample using techniques well known to those of skill in the art. 

25 The method can further comprise producing a monoclonal antibody- producing cell from 
the cells of the mammal. Optionally, antibodies are collected from the 
antibody-producing cell. 

III. Recombinant Expression Vectors and Host Cells 
30 Another aspect of the invention pertains to vectors, preferably expression 

vectors, containing a nucleic acid encoding a polypeptide corresponding to a marker of 
the invention (or a portion of such a polypeptide). As used herein, the term "vector" 
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refers to a nucleic acid molecule capable of transporting another nucleic acid to which it 
has been linked. One type of vector is a "plasmid", which refers to a circular double 
stranded DN A loop into which additional DN A segments can be ligated. Another type 
of vector is a viral vector, wherein additional DNA segments can be ligated into the viral 
5 genome. Certain vectors are capable of autonomous replication in a host cell into which 
they are introduced (e.g., bacterial vectors having a bacterial origin of replication and 
episomal mammalian vectors). Other vectors (e.g., non-episomal mammalian vectors) 
are integrated into the genome of a host cell upon introduction into the host cell, and 
thereby are replicated along with the host genome. Moreover, certain vectors, namely 

10 expression vectors, are capable of directing the expression of genes to which they are 
operably linked. In general, expression vectors of utility in recombinant DNA 
techniques are often in the form of plasmids (vectors). However, the invention is 
intended to include such other forms of expression vectors, such as viral vectors (e.g., 
replication defective retroviruses, adenoviruses and adeno-associated viruses), which 

1 5 serve equivalent functions. 

The recombinant expression vectors of the invention comprise a nucleic acid of 
the invention in a form suitable for expression of the nucleic acid in a host cell. This 
means that the recombinant expression vectors include one or more regulatory 
sequences, selected on the basis of the host cells to be used for expression, which is 

20 operably linked to the nucleic acid sequence to be expressed. Within a recombinant 

expression vector, "operably linked" is intended to mean that the nucleotide sequence of 
interest is linked to the regulatory sequence(s) in a manner which allows for expression 
of the nucleotide sequence (e.g., in an in vitro transcription/translation system or in a 
host cell when the vector is introduced into the host cell). The term "regulatory 

25 sequence" is intended to include promoters, enhancers and other expression control 
elements (e.g., polyadenylation signals). Such regulatory sequences are described, for 
example, in Goeddel, Methods in Enzymology: Gene Expression Technology vol.185, 
Academic Press, San Diego, CA (1991). Regulatory sequences include those which 
direct constitutive expression of a nucleotide sequence in many types of host cell and 

30 those which direct expression of the nucleotide sequence only in certain host cells (e.g. , 
tissue-specific regulatory sequences). It will be. appreciated by those skilled in the art 
that the design of the expression vector can depend on such factors as the choice of the 
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host cell to be transformed, the level of expression of protein desired, and the like. The 
expression vectors of the invention can be introduced into host cells to thereby produce 
proteins or peptides, including fusion proteins or peptides, encoded by nucleic acids as 
described herein. 

5 The recombinant expression vectors of the invention can be designed for 

expression of a polypeptide corresponding to a marker of the invention in prokaryotic 
(e.g., E. coli) or eukaryotic cells (e.g., insect cells {using baculovirus expression 
vectors}, yeast cells or mammalian cells). Suitable host cells are discussed further in 
Goeddel, supra. Alternatively, the recombinant expression vector can be transcribed 
1 0 and translated in vitro, for example using T7 promoter regulatory sequences and T7 
polymerase. 

Expression of proteins in prokaryotes is most often carried out in E. coli with 
vectors containing constitutive or inducible promoters directing the expression of either 
fusion or non-fusion proteins. Fusion vectors add a number of amino acids to a protein 

15 encoded therein, usually to the amino terminus of the recombinant protein. Such fusion 
vectors typically serve three purposes: 1) to increase expression of recombinant protein; 
2) to increase the solubility of the recombinant protein; and 3) to aid in the purification 
of the recombinant protein by acting as a ligand in affinity purification. Often, in fusion 
expression vectors, a proteolytic cleavage site is introduced at the junction of the fusion 

20 moiety and the recombinant protein to enable separation of the recombinant protein 
from the fusion moiety subsequent to purification of the fusion protein. Such enzymes, 
and their cognate recognition sequences, include Factor Xa, thrombin and enterokinase. 
Typical fusion expression vectors include pGEX (Pharmacia Biotech Inc; Smith and 
Johnson, 1988, Gene 67:31-40), pMAL (New England Biolabs, Beverly, MA) and 

25 pRIT5 (Pharmacia, Piscataway, NJ) which fuse glutathione S-transferase (GST), 

maltose E binding protein, or protein A, respectively, to the target recombinant protein. 

Examples of suitable inducible non-fusion E. coli expression vectors include 
pTrc (Amann et al, 1988, Gene 69:301-315) and pET 1 Id (Studier et al, p. 60-89, In 
Gene Expression Technology: Methods in Enzymology vol.185, Academic Press, San 

30 Diego, CA, 1991). Target gene expression from the pTrc vector relies on host RNA 
polymerase transcription from a hybrid trp-lac fusion promoter. Target gene expression 
from the pET 1 Id vector relies on transcription from a T7 gnlO-lac fusion promoter 
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mediated by a co-expressed viral RNA polymerase (T7 gnl). This viral polymerase is 
supplied by host strains BL21(DE3) or HMS174(DE3) from a resident prophage 
harboring a T7 gnl gene under the transcriptional control of the lacUV 5 promoter. 

One strategy to maximize recombinant protein expression in E. coli is to express 
5 the protein in a host bacteria with an impaired capacity to proteolytically cleave the 
recombinant protein (Gottesman, p. 1 19-128, In Gene Expression Technology: Methods 
in Enzymology vol. 185, Academic Press, San Diego, CA, 1990. Another strategy is to 
alter the nucleic acid sequence of the nucleic acid to be inserted into an expression 
vector so that the individual codons for each amino acid are those preferentially utilized 
10 in E. coli (Wada et al, 1992, Nucleic Acids Res. 20:21 1 1-2118). Such alteration of 
nucleic acid sequences of the invention can be carried out by standard DNA synthesis 
techniques. 

In another embodiment, the expression vector is a yeast expression vector. 

Examples of vectors for expression in yeast S. cerevisiae include pYepSecl (Baldari et 
15 al, 1987, EMBOJ. 6:229-234), pMFa (Kurjan and Herskowitz, 1982, Cell 30:933- 

943), pJRY88 (Schultz et al., 1987, Gene 54:1 13-123), pYES2 (Invitrogen Corporation, 

San Diego, CA), and pPicZ (Invitrogen Corp, San Diego, CA). 

Alternatively, the expression vector is a baculovirus expression vector. 

Baculovirus vectors available for expression of proteins in cultured insect cells (e.g., Sf 
20 9 cells) include the pAc series (Smith etal, 1983, Mol Cell Biol 3:2156-2165) and the 

pVL series (Lucklow and Summers, 1989, Virology 170:3 1-39). 

In yet another embodiment, a nucleic acid of the invention is expressed in 

mammalian cells using a mammalian expression vector. Examples of mammalian 

expression vectors include pCDM8 (Seed, 1987, Nature 329:840) and pMT2PC 
25 (Kaufman et al, 1987, EMBOJ. 6:187-195). When used in mammalian cells, the 

expression vector's control functions are often provided by viral regulatory elements. 

For example, commonly used promoters are derived from polyoma, Adenovirus 2, 

cytomegalovirus and Simian Virus 40. For other suitable expression systems for both 

prokaryotic and eukaryotic cells see chapters 16 and 17 of Sambrook et al., supra. 
30 In another embodiment, the recombinant mammalian expression vector is 

capable of directing expression of the nucleic acid preferentially in a particular cell type 

(e.g., tissue-specific regulatory elements are used to express the nucleic acid). Tissue- 
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specific regulatory elements are known in the art. Non-limiting examples of suitable 
tissue-specific promoters include the albumin promoter (liver-specific; Pinkert et al, 
1987, Genes Dev. 1 :268-277), lymphoid-specific promoters (Calame and Eaton, 1988, 
Adv. Immunol. 43:235-275), in particular promoters of T cell receptors (Winoto and 

5 Baltimore, 1989, EMBOJ. 8:729-733) and immunoglobulins (Banerji et al, 1983, Cell 
33:729-740; Queen and Baltimore, 1983, Cell 33:741-748), neuron-specific promoters 
(e.g., the neurofilament promoter; Byrne and Ruddle, 1989, Proc. Natl. Acad ScL USA 
86:5473-5477), pancreas-specific promoters (Edlund etal, 1985, Science 230:912-916), 
and mammary gland-specific promoters (e.g., milk whey promoter; U.S. Patent No. 

1 0 4,873,3 1 6 and European Application Publication No. 264, 1 66). Developmentally- 
regulated promoters are also encompassed, for example the murine hox promoters 
(Kessel and Gruss, 1990, Science 249:374-379) and the cc-fetoprotein promoter (Camper 
and Tilghman, 1989, Genes Dev. 3:537-546). 

The invention further provides a recombinant expression vector comprising a 

1 5 DN A molecule of the invention cloned into the expression vector in an antisense 

orientation. That is, the DNA molecule is operably linked to a regulatory sequence in a 
manner which allows for expression (by transcription of the DNA molecule) of an RNA 
molecule which is antisense to the mRNA encoding a polypeptide of the invention. 
Regulatory sequences operably linked to a nucleic acid cloned in the antisense 

20 orientation can be chosen which direct the continuous expression of the antisense RNA 
molecule in a variety of cell types, for instance viral promoters and/or enhancers, or 
regulatory sequences can be chosen which direct constitutive, tissue-specific or cell type 
specific expression of antisense RNA. The antisense expression vector can be in the 
form of a recombinant plasmid, phagemid, or attenuated virus in which antisense nucleic 

25 acids are produced under the control of a high efficiency regulatory region, the activity 
of which can be determined by the cell type into which the vector is introduced. For a 
discussion of the regulation of gene expression using antisense genes see Weintraub et 
al, 1986, Trends in Genetics, Vol. 1(1). 

Another aspect of the invention pertains to host cells into which a recombinant 

30 expression vector of the invention has been introduced. The terms "host cell" and 
"recombinant host cell" are used interchangeably herein. It is understood that such 
terms refer not only to the particular subject cell but to the progeny or potential progeny 
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of such a cell Because certain modifications may occur in succeeding generations due 
to either mutation or environmental influences, such progeny may not, in fact, be 
identical to the parent cell, but are still included within the scope of the term as used 
herein. 

5 A host cell can be any prokaryotic (e.g., E. coli) or eukaryotic cell {e.g., insect 

cells, yeast or mammalian cells). 

Vector DNA can be introduced into prokaryotic or eukaryotic cells via 
conventional transformation or transfection techniques. As used herein, the terms 
"transformation" and "transfection" are intended to refer to a variety of art-recognized 

1 0 techniques for introducing foreign nucleic acid into a host cell, including calcium 

phosphate or calcium chloride co-precipitation, DEAE-dextran-mediated transfection, 
lipofection, or electroporation. Suitable methods for transforming or transfecting host 
cells can be found in Sambrook, et al (supra), and other laboratory manuals. 

For stable transfection of mammalian cells, it is known that, depending upon the 

1 5 expression vector and transfection technique used, only a small fraction of cells may 
integrate the foreign DNA into their genome. In order to identify and select these 
integrants, a gene that encodes a selectable marker (e.g., for resistance to antibiotics) is 
generally introduced into the host cells along with the gene of interest. Preferred 
selectable markers include those which confer resistance to drugs, such as G418, 

20 hygromycin and methotrexate. Cells stably transfected with the introduced nucleic acid 
can be identified by drug selection (e.g., cells that have incorporated the selectable 
marker gene will survive, while the other cells die). 

A host cell of the invention, such as a prokaryotic or eukaryotic host cell in 
culture, can be used to produce a polypeptide corresponding to a marker of the 

25 invention. Accordingly, the invention further provides methods for producing a 
polypeptide corresponding to a marker of the invention using the host cells of the 
invention. In one embodiment, the method comprises culturing the host cell of 
invention (into which a recombinant expression vector encoding a polypeptide of the 
invention has been introduced) in a suitable medium such that the marker is produced. 

30 In another embodiment, the method further comprises isolating the marker polypeptide 
from the medium or the host cell. 
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The host cells of the invention can also be used to produce nonhuman transgenic 
animals. For example, in one embodiment, a host cell of the invention is a fertilized 
oocyte or an embryonic stem cell into which a sequences encoding a polypeptide 
corresponding to a marker of the invention have been introduced. Such host cells can 
5 then be used to create non-human transgenic animals in which exogenous sequences 
encoding a marker protein of the invention have been introduced into their genome or 
homologous recombinant animals in which endogenous gene(s) encoding a polypeptide 
corresponding to a marker of the invention sequences have been altered. Such animals 
are useful for studying the function and/or activity of the polypeptide corresponding to 

1 0 the marker and for identifying and/or evaluating modulators of polypeptide activity. As 
used herein, a "transgenic animal" is a non-human animal, preferably a mammal, more 
preferably a rodent such as a rat or mouse, in which one or more of the cells of the 
animal includes a transgene. Other examples of transgenic animals include non-human 
primates, sheep, dogs, cows, goats, chickens, amphibians, etc. A transgene is exogenous 

1 5 DNA which is integrated into the genome of a cell from which a transgenic animal 
develops and which remains in the genome of the mature animal, thereby directing the 
expression of an encoded gene product in one or more cell types or tissues of the 
transgenic animal. As used herein, an "homologous recombinant animal" is a non- 
human animal, preferably a mammal, more preferably a mouse, in which an endogenous 

20 gene has been altered by homologous recombination between the endogenous gene and 
an exogenous DNA molecule introduced into a cell of the animal, e.g., an embryonic 
cell of the animal, prior to development of the animal. 

A transgenic animal of the invention can be created by introducing a nucleic acid 
encoding a polypeptide corresponding to a marker of the invention into the male 

25 pronuclei of a fertilized oocyte, e.g., by microinjection, retroviral infection, and allowing 
the oocyte to develop in a pseudopregnant female foster animal. Intronic sequences and 
polyadenylation signals can also be included in the transgene to increase the efficiency 
of expression of the transgene. A tissue-specific regulatory sequence(s) can be operably 
linked to the transgene to direct expression of the polypeptide of the invention to 

30 particular cells. Methods for generating transgenic animals via embryo manipulation 
and microinjection, particularly animals such as mice, have become conventional in the 
art and are described, for example, in U.S. Patent Nos. 4,736,866 and 4,870,009, U.S. 
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Patent No. 4,873,191 and in Hogan, Manipulating the Mouse Embryo, Cold Spring 
Harbor Laboratory Press, Cold Spring Harbor, N.Y., 1986. Similar methods are used for 
production of other transgenic animals. A transgenic founder animal can be identified 
based upon the presence of the transgene in its genome and/or expression of mRN A 
5 encoding the transgene in tissues or cells of the animals. A transgenic founder animal 
can then be used to breed additional animals carrying the transgene. Moreover, 
transgenic animals carrying the transgene can further be bred to other transgenic animals 
carrying other transgenes. 

To create an homologous recombinant animal, a vector is prepared which 

10 contains at least a portion of a gene encoding a polypeptide corresponding to a marker of 
the invention into which a deletion, addition or substitution has been introduced to 
thereby alter, e.g., functionally disrupt, the gene. In a preferred embodiment, the vector 
is designed such that, upon homologous recombination, the endogenous gene is 
functionally disrupted {i.e., no longer encodes a functional protein; also referred to as a 

1 5 "knock out" vector). Alternatively, the vector can be designed such that, upon 

homologous recombination, the endogenous gene is mutated or otherwise altered but 
still encodes functional protein {e.g., the upstream regulatory region can be altered to 
thereby alter the expression of the endogenous protein). In the homologous 
recombination vector, the altered portion of the gene is flanked at its 5' and 3' ends by 

20 additional nucleic acid of the gene to allow for homologous recombination to occur 
between the exogenous gene carried by the vector and an endogenous gene in an 
embryonic stem cell. The additional flanking nucleic acid sequences are of sufficient 
length for successful homologous recombination with the endogenous gene. Typically, 
several kilobases of flanking DNA (both at the 5' and 3' ends) are included in the vector 

25 (see, e.g., Thomas and Capecchi, 1987, Cell 51 :503 for a description of homologous 
recombination vectors). The vector is introduced into an embryonic stem cell line {e.g., 
by electroporation) and cells in which the introduced gene has homologously 
recombined with the endogenous gene are selected (see, e.g., Li et al, 1992, Cell 
69:91 5). The selected cells are then injected into a blastocyst of an animal {e.g., a 

30 mouse) to form aggregation chimeras (see, e.g., Bradley, Teratocarcinomas and 

Embryonic Stem Cells: A Practical Approach, Robertson, Ed., IRL, Oxford, 1987, pp. 
113-1 52). A chimeric embryo can then be implanted into a suitable pseudopregnant 
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female foster animal and the embryo brought to term. Progeny harboring the 
homologously recombined DNA in their germ cells can be used to breed animals in 
which all cells of the animal contain the homologously recombined DNA by germline 
transmission of the transgene. Methods for constructing homologous recombination 

5 vectors and homologous recombinant animals are described further in Bradley (1 99 1 ) 
Current Opinion in Bio/Technology 2:823-829 and in PCT Publication NOS. WO 
90/1 1354, WO 91/01 140, WO 92/0968, and WO 93/04169. 

In another embodiment, transgenic non-human animals can be produced which 
contain selected systems which allow for regulated expression of the transgene. One 

1 0 example of such a system is the cre/loxP recombinase system of bacteriophage PL For 
a description of the cre/loxP recombinase system, see, e.g., Lakso etal (1992) Proc. 
Natl Acad. Sci. USA 89:6232-6236. Another example of a recombinase system is the 
FLP recombinase system of Saccharomyces cerevisiae (O'Gorman et al, 1991, Science 
251 :1351-1355). If a cre/loxP recombinase system is used to regulate expression of the 

1 5 transgene, animals containing transgenes encoding both the Cre recombinase and a 

selected protein are required. Such animals can be provided through the construction of 
"double" transgenic animals, e.g., by mating two transgenic animals, one containing a 
transgene encoding a selected protein and the other containing a transgene encoding a 
recombinase. 

20 Clones of the non-human transgenic animals described herein can also be 

produced according to the methods described in Wilmut et al (1997) Nature 385:810- 
813 and PCT Publication NOS. WO 97/07668 and WO 97/07669. 

IV. Pharmaceutical Compositions 

25 The nucleic acid molecules, polypeptides, and antibodies (also referred to herein 

as "active compounds") corresponding to a marker of the invention can be incorporated 
into pharmaceutical compositions suitable for administration. Such compositions 
typically comprise the nucleic acid molecule, protein, or antibody and a 
pharmaceutical^ acceptable carrier. As used herein the language "pharmaceutically 

30 acceptable carrier" is intended to include any and all solvents, dispersion media, 

coatings, antibacterial and antifungal agents, isotonic and absorption delaying agents, 
and the like, compatible with pharmaceutical administration. The use of such media and 
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agents for pharmaceutically active substances is well known in the art. Except insofar as 
any conventional media or agent is incompatible with the active compound, use thereof 
in the compositions is contemplated. Supplementary active compounds can also be 
incorporated into the compositions. 

5 The invention includes methods for preparing pharmaceutical compositions for 

modulating the expression or activity of a polypeptide or nucleic acid corresponding to a 
marker of the invention. Such methods comprise formulating a pharmaceutically 
acceptable carrier with an agent which modulates expression or activity of a polypeptide 
or nucleic acid corresponding to a marker of the invention. Such compositions can 

10 further include additional active agents. Thus, the invention further includes methods 
for preparing a pharmaceutical composition by formulating a pharmaceutically 
acceptable carrier with an agent which modulates expression or activity of a polypeptide 
or nucleic acid corresponding to a marker of the invention and one or more additional 
active compounds. 

1 5 The invention also provides methods (also referred to herein as "screening 

assays") for identifying modulators, i.e., candidate or test compounds or agents {e.g., 
peptides, peptidomimetics, peptoids, small molecules or other drugs) which (a) bind to 
the marker, or (b) have a modulatory {e.g., stimulatory or inhibitory) effect on the 
activity of the marker or, more specifically, (c) have a modulatory effect on the 

20 interactions of the marker with one or more of its natural substrates (e.g., peptide, 
protein, hormone, co-factor, or nucleic acid), or (d) have a modulatory effect on the 
expression of the marker. Such assays typically comprise a reaction between the marker 
and one or more assay components. The other components may be either the test 
compound itself, or a combination of test compound and a natural binding partner of the 

25 marker. 

The test compounds of the present invention may be obtained from any available 
source, including systematic libraries of natural and/or synthetic compounds. Test 
compounds may also be obtained by any of the numerous approaches in combinatorial 
library methods known in the art, including: biological libraries; peptoid libraries 
30 (libraries of molecules having the functionalities of peptides, but with a novel, non- 
peptide backbone which are resistant to enzymatic degradation but which nevertheless 
remain bioactive; see, e.g., Zuckermann et al, 1994, J. Med. Chem. 37:2678-85); 
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spatially addressable parallel solid phase or solution phase libraries; synthetic library 
methods requiring deconvolution; the 'one-bead one-compound' library method; and 
synthetic library methods using affinity chromatography selection. The biological 
library and peptoid library approaches are limited to peptide libraries, while the other 

5 four approaches are applicable to peptide, non-peptide oligomer or small molecule 
libraries of compounds (Lam, 1997, Anticancer Drug Des. 12:145). 

Examples of methods for the synthesis of molecular libraries can be found in the 
art, for example in: DeWitt et al (1993) Proc. Natl Acad, ScL U.S.A. 90:6909; Erb et 
ah (1994) Proc. Natl Acad Scl USA 91:1 1422; Zuckermann et al (1994). J. Med 

10 Chem. 37:2678; Cho et al (1993) Science 261:1303; Carrell et al (1994) Angew. Chem. 
Int. Ed. Engl 33:2059; Carell et al (1994) Angew. Chem. Int. Ed. Engl 33:2061 ; and in 
Gallop et al (1994) J. Med Chem. 37:1233. 

Libraries of compounds may be presented in solution (e.g., Houghten, 1992, 
Biotechniques 13:412-421), or on beads (Lam, 1991, Nature 354:82-84), chips (Fodor, 

15 1993, Nature 364:555-556), bacteria and/or spores, (Ladner, USP 5,223,409), plasmids 
(Cull et al, 1 992, Proc Natl Acad Sci USA 89: 1 865- 1 869) or on phage (Scott and Smith, 
1990, Science 249:386-390; Devlin, 1990, Science 249:404-406; Cwirla et al 1990, 
Proc. Natl Acad Sci. 87:6378-6382; Felici, 1991, J. Mol Biol. 222:301-310; Ladner, 
supra.). 

20 In one embodiment, the invention provides assays for screening candidate or test 

compounds which are substrates of a marker or biologically active portion thereof. In 
another embodiment, the invention provides assays for screening candidate or test 
compounds which bind to a marker or biologically active portion thereof. Determining 
the ability of the test compound to directly bind to a marker can be accomplished, for 

25 example, by coupling the compound with a radioisotope or enzymatic label such that 
binding of the compound to the marker can be determined by detecting the labeled 
marker compound in a complex. For example, compounds (e.g., marker substrates) can 
be labeled with 125 1, 35 S, 14 C, or 3 H, either directly or indirectly, and the radioisotope 
detected by direct counting of radioemission or by scintillation counting. Alternatively, 

30 assay components can be enzymatically labeled with, for example, horseradish 

peroxidase, alkaline phosphatase, or luciferase, and the enzymatic label detected by 
determination of conversion of an appropriate substrate to product. 
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In another embodiment, the invention provides assays for screening candidate or 
test compounds which modulate the activity of a marker or a biologically active portion 
thereof. In all likelihood, the marker can, in vivo, interact with one or more molecules, 
such as but not limited to, peptides, proteins, hormones, cofactors and nucleic acids. For 

5 the purposes of this discussion, such cellular and extracellular molecules are referred to 
herein as "binding partners" or marker "substrate". 

One necessary embodiment of the invention in order to facilitate such screening 
is the use of the marker to identify its natural in vivo binding partners. There are many 
ways to accomplish this which are known to one skilled in the art. One example is the 

10 use of the marker protein as "bait protein" in a two-hybrid assay or three-hybrid assay 
(see, e.g., U.S. Patent No. 5,283,317; Zervos et ah 1993, Cell 72:223-232; Madura et al, 
1993, J. Biol Chem. 268:12046-12054; Bartel et al ,1993, Biotechniques 14:920-924; 
Iwabuchi et al 1993 Oncogene 8:1693-1696; Brent WO94/10300) in order to identify 
other proteins which bind to or interact with the marker (binding partners) and, 

1 5 therefore, are possibly involved in the natural function of the marker. Such marker 
binding partners are also likely tc be involved in the propagation of signals by the 
marker or downstream elements of a marker-mediated signaling pathway. Alternatively, 
such marker binding partners may also be found to be inhibitors of the marker. 

The two-hybrid system is based on the modular nature of most transcription 

20 factors, which consist of separable DNA-binding and activation domains. Briefly, the 
assay utilizes two different DNA constructs. In one construct, the gene that encodes a 
marker protein fused to a gene encoding the DNA binding domain of a known 
transcription factor (e.g., GAL-4). In the other construct, a DNA sequence, from a 
library of DNA sequences, that encodes an unidentified protein ("prey" or "sample") is 

25 fused to a gene that codes for the activation domain of the known transcription factor. If 
the "bait" and the "prey" proteins are able to interact, in vivo, forming a marker- 
dependent complex, the DNA-binding and activation domains of the transcription factor 
are brought into close proximity. This proximity allows transcription of a reporter gene 
(e.g., LacZ) which is operably linked to a transcriptional regulatory site responsive to 

30 the transcription factor. Expression of the reporter gene can be readily detected and cell 
colonies containing the functional transcription factor can be isolated and used to obtain 
the cloned gene which encodes the protein which interacts with the marker protein. 
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In a further embodiment, assays may be devised through the use of the invention 
for the purpose of identifying compounds which modulate (e.g., affect either positively 
or negatively) interactions between a marker and its substrates and/or binding partners. 
Such compounds can include, but are not limited to, molecules such as antibodies, 
5 peptides, hormones, oligonucleotides, nucleic acids, and analogs thereof Such 
compounds may also be obtained from any available source, including systematic 
libraries of natural and/or synthetic compounds. The preferred assay components for use 
in this embodiment is an cervical cancer marker identified herein, the known binding 
partner and/or substrate of same, and the test compound. Test compounds can be 

1 0 supplied from any source. 

The basic principle of the assay systems used to identify compounds that 
interfere with the interaction between the marker and its binding partner involves 
preparing a reaction mixture containing the marker and its binding partner under 
conditions and for a time sufficient to allow the two products to interact and bind, thus 

1 5 forming a complex. In order to test an agent for inhibitory activity, the reaction mixture 
is prepared in the presence and absence of the test compound. The test compound can 
be initially included in the reaction mixture, or can be added at a time subsequent to the 
addition of the marker and its binding partner. Control reaction mixtures are incubated • 
without the test compound or with a placebo. The formation of any complexes between 

20 the marker and its binding partner is then detected. The formation of a complex in the 
control reaction, but less or no such formation in the reaction mixture containing the test 
compound, indicates that the compound interferes with the interaction of the marker and 
its binding partner. Conversely, the formation of more complex in the presence of 
compound than in the control reaction indicates that the compound may enhance 

25 interaction of the marker and its binding partner. 

The assay for compounds that interfere with the interaction of the marker with its 
binding partner may be conducted in a heterogeneous or homogeneous format. 
Heterogeneous assays involve anchoring either the marker or its binding partner onto a 
solid phase and detecting complexes anchored to the solid phase at the end of the 

30 reaction. In homogeneous assays, the entire reaction is carried out in a liquid phase. In 
either approach, the order of addition of reactants can be varied to obtain different 
information about the compounds being tested. For example, test compounds that 
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interfere with the interaction between the markers and the binding partners (e.g., by 
competition) can be identified by conducting the reaction in the presence of the test 
substance, i.e., by adding the test substance to the reaction mixture prior to or 
simultaneously with the marker and its interactive binding partner. Alternatively, test 
5 compounds that disrupt preformed complexes, e.g., compounds with higher binding 
constants that displace one of the components from the complex, can be tested by adding 
the test compound to the reaction mixture after complexes have been formed. The 
various formats are briefly described below. 

In a heterogeneous assay system, either the marker or its binding partner is 

10 anchored onto a solid surface or matrix, while the other corresponding non-anchored 
component may be labeled, either directly or indirectly. In practice, microtitre plates are 
often utilized for this approach. The anchored species can be immobilized by a number 
of methods* either non-covalent or covalent, that are typically well known to one who 
practices the art. Non-covalent attachment can often be accomplished simply by coating 

1 5 the solid surface with a solution of the marker or its binding partner and drying. 

Alternatively, an immobilized antibody specific for the assay component to be anchored 
can be used for this purpose. Such surfaces can often be prepared in advance and stored. 

In related embodiments, a fusion protein can be provided which adds a domain 
that allows one or both of the assay components to be anchored to a matrix. For 

20 example, glutathione-S-transferase/marker fusion proteins or glutathione-S- 

transferase/binding partner can be adsorbed onto glutathione sepharose beads (Sigma 
Chemical, St. Louis, MO) or glutathione derivatized microtiter plates, which are then 
combined with the test compound or the test compound and either the non-adsorbed 
marker or its binding partner, and the mixture incubated under conditions conducive to 

25 complex formation (e.g., physiological conditions). Following incubation, the beads or 
microtiter plate wells are washed to remove any unbound assay components, the 
immobilized complex assessed either directly or indirectly, for example, as described 
above. Alternatively, the complexes can be dissociated from the matrix, and the level of 
marker binding or activity determined using standard techniques. 

30 Other techniques for immobilizing proteins on matrices can also be used in the 

screening assays of the invention. For example, either a marker or a marker binding 
partner can be immobilized utilizing conjugation of biotin and streptavidin. Biotinylated 
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marker protein or target molecules can be prepared from biotin-NHS (N-hydroxy- 
succinimide) using techniques known in the art (e.g., biotinylation kit, Pierce Chemicals, 
Rockford, IL), and immobilized in the wells of streptavidin-coated 96 well plates (Pierce 
Chemical). In certain embodiments, the protein-immobilized surfaces can be prepared in 
5 advance and stored. 

In order to conduct the assay, the corresponding partner of the immobilized assay 
component is exposed to the coated surface with or without the test compound. After 
the reaction is complete, unreacted assay components are removed (e.g., by washing) 
and any complexes formed will remain immobilized on the solid surface. The detection 

10 of complexes anchored on the solid surface can be accomplished in a number of ways. 
Where the non-immobilized component is pre-labeled, the detection of label 
immobilized on the surface indicates that complexes were formed. Where the non- 
immobilized component is not pre-labeled, an indirect label can be used to detect 
complexes anchored on the surface; e.g., using a labeled antibody specific for the 

1 5 initially non-immobilized species (the antibody, in turn, can be directly labeled or 
indirectly labeled with, e.g., a labeled anti-Ig antibody). Depending upon the order of 
addition of reaction components, test compounds which modulate (inhibit or enhance) 
complex formation or which disrupt preformed complexes can be detected. 

In an alternate embodiment of the invention, a homogeneous assay may be used.. 

20 This is typically a reaction, analogous to those mentioned above, which is conducted in 
a liquid phase in the presence or absence of the test compound. The formed complexes 
are then separated from unreacted components, and the amount of complex formed is 
determined. As mentioned for heterogeneous assay systems, the order of addition of 
reactants to the liquid phase can yield information about which test compounds 

25 modulate (inhibit or enhance) complex formation and which disrupt preformed 
complexes. 

In such a homogeneous assay, the reaction products may be separated from 
unreacted assay components by any of a number of standard techniques, including but 
not limited to: differential centrifiigation, chromatography, electrophoresis and 
30 immunoprecipitation. In differential centrifiigation, complexes of molecules may be 
separated from uncomplexed molecules through a series of centrifugal steps, due to the 
different sedimentation equilibria of complexes based on their different sizes and 
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densities (see, for example, Rivas, G., and Minton, A.P., Trends Biochem Sci 1993 
Aug;18(8):284-7). Standard chromatographic techniques may also be utilized to separate 
complexed molecules from uncomplexed ones. For example, gel filtration 
chromatography separates molecules based on size, and through the utilization of an 
5 appropriate gel filtration resin in a column format, for example, the relatively larger 
complex may be separated from the relatively smaller uncomplexed components. 
Similarly, the relatively different charge properties of the complex as compared to the 
uncomplexed molecules may be exploited to differentially separate the complex from 
the remaining individual reactants, for example through the use of ion-exchange 

1 0 chromatography resins. Such resins and chromatographic techniques are well known to 
one skilled in the art (see, e.g., Heegaard, 1998, JMol Recognit. 1 1 : 141-148; Hage and 
Tweed, 1997,7. Chromatogr. B. Biomed Sci. Appl, 699:499-525). Gel electrophoresis 
may also be employed to separate complexed molecules from unbound species (see, 
e.g., Ausubel et al (eds.), In: Current Protocols in Molecular Biology, J. Wiley & Sons, 

1 5 New York. 1999). In this technique, protein or nucleic acid complexes are separated 

based on size or charge, for example. In order to maintain the binding interaction during 
the electrophoretic process, nondenaturing gels in the absence of reducing agent are 
typically preferred, but conditions appropriate to the particular interactants will be well 
known to one skilled in the art. Immunoprecipitation is another common technique 

20 utilized for the isolation of a protein-protein complex from solution (see, e.g., Ausubel et 
al (eds.), In: Current Protocols in Molecular Biology, J. Wiley & Sons, New York. 
1999). In this technique, all proteins binding to an antibody specific to one of the 
binding molecules are precipitated from solution by conjugating the antibody to a 
polymer bead that may be readily collected by centrifugation. The bound assay 

25 components are released from the beads (through a specific proteolysis event or other 
technique well known in the art which will not disturb the protein-protein interaction in 
the complex), and a second immunoprecipitation step is performed, this time utilizing 
antibodies specific for the correspondingly different interacting assay component. In this 
manner, only formed complexes should remain attached to the beads. Variations in 

30 complex formation in both the presence and the absence of a test compound can be 
compared, thus offering information about the ability of the compound to modulate 
interactions between the marker and its binding partner. 
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Also within the scope of the present invention are methods for direct detection of 
interactions between the marker and its natural binding partner and/or a test compound 
in a homogeneous or heterogeneous assay system without further sample manipulation. 
For example, the technique of fluorescence energy transfer may be utilized (see, e.g., 
5 Lakowicz et al, U.S. Patent No. 5,631,169; Stavrianopoulos et al, U.S. Patent No. 
4,868,103). Generally, this technique involves the addition of a fluorophore label on a 
first 'donor' molecule (e.g., marker or test compound) such that its emitted fluorescent 
energy will be absorbed by a fluorescent label on a second, 'acceptor' molecule (e.g., 
marker or test compound), which in turn is able to fluoresce due to the absorbed energy. 

10 Alternately, the 'donor' protein molecule may simply utilize the natural fluorescent 
energy of tryptophan residues. Labels are chosen that emit different wavelengths of 
light, such that the 'acceptor' molecule label may be differentiated from that of the 
'donor'. Since the efficiency of energy transfer between the labels is related to the 
distance separating the molecules, spatial relationships between the molecules can be 

15 assessed. In a situation in which binding occurs between the molecules, the fluorescent 
emission of the 'acceptor' molecule label in the assay should be maximal. An FET 
binding event can be conveniently measured through standard fluorometric detection 
means well known in the art {e.g., using a fluorimeter). A test substance which either 
enhances or hinders participation of one of the species in the preformed complex will 

20 result in the generation of a signal variant to that of background. In this way, test 

substances that modulate interactions between a marker and its binding partner can be 
identified in controlled assays. 

In another embodiment, modulators of marker expression are identified in a 
method wherein a cell is contacted with a candidate compound and the expression of 

25 mRNA or protein, corresponding to a marker in the cell, is determined. The level of 
expression of mRNA or protein in the presence of the candidate compound is compared 
to the level of expression of mRNA or protein in the absence of the candidate 
compound. The candidate compound can then be identified as a modulator of marker 
expression based on this comparison. For example, when expression of marker mRNA 

30 or protein is greater (statistically significantly greater) in the presence of the candidate 
compound than in its absence, the candidate compound is identified as a stimulator of 
marker mRNA or protein expression. Conversely, when expression of marker mRNA 
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or protein is less (statistically significantly less) in the presence of the candidate 
compound than in its absence, the candidate compound is identified as an inhibitor of 
marker mRNA or protein expression. The level of marker mRNA or protein expression 
in the cells can be determined by methods described herein for detecting marker mRNA 
5 or protein. 

In another aspect, the invention pertains to a combination of two or more of the 
assays described herein. For example, a modulating agent can be identified using a cell- 
based or a cell free assay, and the ability of the agent to modulate the activity of a 
marker protein can be further confirmed in vivo, e.g., in a whole animal model for 

1 0 cellular transformation and/or tumorigenesis. 

This invention further pertains to novel agents identified by the above-described 
screening assays. Accordingly, it is within the scope of this invention to further use an 
agent identified as described herein in an appropriate animal model. For example, an 
agent identified as described herein (e.g., an marker modulating agent, an antisense 

1 5 marker nucleic acid molecule, an marker-specific antibody, or an marker-binding 
partner) can be used in an animal model to determine the efficacy, toxicity, or side 
effects of treatment with such an agent. Alternatively, an agent identified as described 
herein can be used in an animal model to determine the mechanism of action of such an 
agent. Furthermore, this invention pertains to uses of novel agents identified by the 

20 above-described screening assays for treatments as described herein. 

It is understood that appropriate doses of small molecule agents and protein or 
polypeptide agents depends upon a number of factors within the knowledge of the 
ordinarily skilled physician, veterinarian, or researcher. The dose(s) of these agents will 
vary, for example, depending upon the identity, size, and condition of the subject or 

25 sample being treated, further depending upon the route by which the composition is to 
be administered, if applicable, and the effect which the practitioner desires the agent to 
have upon the nucleic acid or polypeptide of the invention. Exemplary doses of a small 
molecule include milligram or microgram amounts per kilogram of subject or sample 
weight (e.g. about 1 microgram per kilogram to about 500 milligrams per kilogram, 

30 about 100 micrograms per kilogram to about 5 milligrams per kilogram, or about 1 
microgram per kilogram to about 50 micrograms per kilogram). Exemplary doses of a 
protein or polypeptide include gram, milligram or microgram amounts per kilogram of 
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subject or sample weight (e.g. about 1 microgram per kilogram to about 5 grams per 
kilogram, about 100 micrograms per kilogram to about 500 milligrams per kilogram, or 
about 1 milligram per kilogram to about 50 milligrams per kilogram). It is furthermore 
understood that appropriate doses of one of these agents depend upon the potency of the 
5 agent with respect to the expression or activity to be modulated. Such appropriate doses 
can be determined using the assays described herein. When one or more of these agents 
is to be administered to an animal (e.g. a human) in order to modulate expression or 
activity of a polypeptide or nucleic acid of the invention, a physician, veterinarian, or 
researcher can, for example, prescribe a relatively low dose at first, subsequently 

10 increasing the dose until an appropriate response is obtained. In addition, it is 

understood that the specific dose level for any particular animal subject will depend 
upon a variety of factors including the activity of the specific agent employed, the age, 
body weight, general health, gender, and diet of the subject, the time of administration, 
the route of administration, the rate of excretion, any drug combination, and the degree 

1 5 of expression or activity to be modulated. 

A pharmaceutical composition of the invention is formulated to be compatible 
with its intended route of administration. Examples of routes of administration include 
parenteral, e.g., intravenous, intradermal, subcutaneous, oral (e.g., inhalation), 
transdermal (topical), transmucosal, and rectal administration. Solutions or suspensions 

20 used for parenteral, intradermal, or subcutaneous application can include the following 
components: a sterile diluent such as water for injection, saline solution, fixed oils, 
polyethylene glycols, glycerine, propylene glycol or other synthetic solvents; 
antibacterial agents such as benzyl alcohol or methyl parabens; antioxidants such as 
ascorbic acid or sodium bisulfite; chelating agents such as ethylencdiamine-tetraacetic 

25 acid; buffers such as acetates, citrates or phosphates and agents for the adjustment of 
tonicity such as sodium chloride or dextrose. pH can be adjusted with acids or bases, 
such as hydrochloric acid or sodium hydroxide. The parenteral preparation can be 
enclosed in ampules, disposable syringes or multiple dose vials made of glass or plastic. 
Pharmaceutical compositions suitable for injectable use include sterile aqueous 

30 solutions (where water soluble) or dispersions and sterile powders for the 

extemporaneous preparation of sterile injectable solutions or dispersions. For 
intravenous administration, suitable carriers include physiological saline, bacteriostatic 
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water, Cremophor EL (BASF; Parsippany, NJ) or phosphate buffered saline (PBS). In 
all cases, the composition must be sterile and should be fluid to the extent that easy 
syringability exists. It must be stable under the conditions of manufacture and storage 
and must be preserved against the contaminating action of microorganisms such as 
5 bacteria and fungi. The carrier can be a solvent or dispersion medium containing, for 
example, water, ethanol, polyol (for example, glycerol, propylene glycol, and liquid 
polyethylene glycol, and the like), and suitable mixtures thereof. The proper fluidity can 
be maintained, for example, by the use of a coating such as lecithin, by the maintenance 
of the required particle size in the case of dispersion and by the use of surfactants. 

10 Prevention of the action of microorganisms can be achieved by various antibacterial and 
antifungal agents, for example, parabens, chlorobutanol, phenol, ascorbic acid, 
thimerosal, and the like. In many cases, it will be preferable to include isotonic agents, 
for example, sugars, polyalcohols such as mannitol, sorbitol, or sodium chloride in the 
composition. Prolonged absorption of the injectable compositions can be brought about 

1 5 by including in the composition an agent which delays absorption, for example, . 
aluminum monostearate and gelatin. 

Sterile injectable solutions can be prepared by incorporating the active 
compound (e.g., a polypeptide or antibody) in the required amount in an appropriate 
solvent with one or a combination of ingredients enumerated above, as required, 

20 followed by filtered sterilization. Generally, dispersions are prepared by incorporating 
the active compound into a sterile vehicle which contains a basic dispersion medium, 
and then incorporating the required other ingredients from those enumerated above. In 
the case of sterile powders for the preparation of sterile injectable solutions, the 
preferred methods of preparation are vacuum drying and freeze-drying which yields a 

25 powder of the active ingredient plus any additional desired ingredient from a previously 
sterile-filtered solution thereof. 

Oral compositions generally include an inert diluent or an edible carrier. They 
can be enclosed in gelatin capsules or compressed into tablets. For the purpose of oral 
therapeutic administration, the active compound can be incorporated with excipients and 

30 used in the form of tablets, troches, or capsules. Oral compositions can also be prepared 
using a fluid carrier for use as a mouthwash, wherein the compound in the fluid carrier is 
applied orally and swished and expectorated or swallowed. 
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Pharmaceutically compatible binding agents, and/or adjuvant materials can be 
included as part of the composition. The tablets, pills, capsules, troches, and the like can 
contain any of the following ingredients, or compounds of a similar nature: a binder 
such as microcrystalline cellulose, gum tragacanth or gelatin; an excipient such as starch 
5 or lactose, a disintegrating agent such as alginic acid, Primogel, or corn starch; a 
lubricant such as magnesium stearate or Sterotes; a glidant such as colloidal silicon 
dioxide; a sweetening agent such as sucrose or saccharin; or a flavoring agent such as 
peppermint, methyl salicylate, or orange flavoring. 

For administration by inhalation, the compounds are delivered in the form of an 
1 0 aerosol spray from a pressurized container or dispenser which contains a suitable 
propellant, e.g., a gas such as carbon dioxide, or a nebulizer. 

Systemic administration can also be by transmucosal or transdermal means. For 
transmucosal or transdermal administration, penetrants appropriate to the barrier to be 
permeated are used in the formulation. Such penetrants are generally known in the art, 
1 5 and include, for example, for transmucosal administration, detergents, bile salts, and 
fusidic acid derivatives. Transmucosal administration can be accomplished through the 
use of nasal sprays or suppositories. For transdermal administration, the active 
compounds are formulated into ointments, salves, gels, or creams as generally known in 
the art. 

20 The compounds can also be prepared in the form of suppositories (e.g. , with 

conventional suppository bases such as cocoa butter and other glycerides) or retention 

enemas for rectal delivery. 

In one embodiment, the active compounds are prepared with carriers that will 

protect the compound against rapid elimination from the body, such as a controlled 
25 release formulation, including implants and microencapsulated delivery systems. 

Biodegradable, biocompatible polymers can be used, such as ethylene vinyl acetate, 

polyanhydrides, polyglycolic acid, collagen, polyorthoesters, and polylactic acid. 

Methods for preparation of such formulations will be apparent to those skilled in the art. 

The materials can also be obtained commercially from Alza Corporation and Nova 
30 Pharmaceuticals, Inc. Liposomal suspensions (including liposomes having monoclonal 

antibodies incorporated therein or thereon) can also be used as pharmaceutical^ 
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acceptable carriers. These can be prepared according to methods known to those skilled 
in the art, for example, as described in U.S. Patent No. 4,522,8 1 1 . 

It is especially advantageous to formulate oral or parenteral compositions in 
dosage unit form for ease of administration and uniformity of dosage. Dosage unit form 
5 as used herein refers to physically discrete units suited as unitary dosages for the subject 
to be treated; each unit containing a predetermined quantity of active compound 
calculated to produce the desired therapeutic effect in association with the required 
pharmaceutical carrier. The specification for the dosage unit forms of the invention are 
dictated by and directly dependent on the unique characteristics of the active compound 

10 and the particular therapeutic effect to be achieved, and the limitations inherent in the art 
of compounding such an active compound for the treatment of individuals. 

For antibodies, the preferred dosage is 0.1 mg/kg to 100 mg/kg of body weight 
(generally 10 mg/kg to 20 mg/kg). If the antibody is to act in the brain, a dosage of 50 
mg/kg to 1 00 mg/kg is usually appropriate. Generally, partially human antibodies and 

1 5 fully human antibodies have a longer half-life within the human body than other 
antibodies. Accordingly, lower dosages and less frequent administration is often 
possible. Modifications such as lipidation can be used to stabilize antibodies and to 
enhance uptake and tissue penetration (e.g., into the cervical epithelium). A method for 
lipidation of antibodies is described by Cruikshank et al. (1 997) J. Acquired Immune 

20 Deficiency Syndromes and Human Retrovirology 14:1 93. 

The nucleic acid molecules corresponding to a marker of the invention can be 
inserted into vectors and used as gene therapy vectors. Gene therapy vectors can be 
delivered to a subject by, for example, intravenous injection, local administration (U.S. 
Patent 5,328,470), or by stereotactic injection (see, e.g., Chen et al, 1994, Proc. Natl. 

25 Acad. Sci USA 91 :3054-3057). The pharmaceutical preparation of the gene therapy 
vector can include the gene therapy vector in an acceptable diluent, or can comprise a 
slow release matrix in which the gene delivery vehicle is imbedded. Alternatively, 
where the complete gene delivery vector can be produced intact from recombinant cells, 
e.g. retroviral vectors, the pharmaceutical preparation can include one or more cells 

30 which produce the gene delivery system. 

The pharmaceutical compositions can be included in a container, pack, or 
dispenser together with instructions for administration. 
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V. Computer Readable Means and Arrays 

Computer readable media comprising a markers) of the present invention is also 
provided. As used herein, "computer readable media" refers to any medium that can be 
read and accessed directly by a computer. Such media include, but are not limited to: 
5 magnetic storage media, such as floppy discs, hard disc storage medium, and magnetic 
tape; optical storage media such as CD-ROM; electrical storage media such as RAM and 
ROM; and hybrids of these categories such as magnetic/optical storage media. The 
skilled artisan will readily appreciate how any of the presently known computer readable 
mediums can be used to create a manufacture comprising computer readable medium 

1 0 having recorded thereon a marker of the present invention. 

As used herein, "recorded" refers to a process for storing information on 
computer readable medium. Those skilled in the art can readily adopt any of the 
presently known methods for recording information on computer readable medium to 
generate manufactures comprising the markers of the present invention. 

1 5 A variety of data processor programs and formats can be used to store the marker 

information of the present invention on computer readable medium. For example, the 
nucleic acid sequence corresponding to the markers can be represented in a word 
processing text file, formatted in commercially-available software such as WordPerfect 
and MicroSoft Word, or represented in the form of an ASCII file, stored in a database 

20 application, such as DB2, Sybase, Oracle, or the like. Any number of dataprocessor 
structuring formats (e.g., text file or database) may be adapted in order to obtain 
computer readable medium having recorded thereon the markers of the present 
invention. 

By providing the markers of the invention in computer readable form, one can 
25 routinely access the marker sequence information for a variety of purposes. For 

example, one skilled in the art can use the nucleotide or amino acid sequences of the 
invention in computer readable form to compare a target sequence or target structural 
motif with the sequence information stored within the data storage means. Search 
means are used to identify fragments or regions of the sequences of the invention which 
30 match a particular target sequence or target motif. 
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The invention also includes an array comprising a marker(s) of the present 
invention. The array can be used to assay expression of one or more genes in the array. 
In one embodiment, the array can be used to assay gene expression in a tissue to 
ascertain tissue specificity of genes in the array. In this manner, up to about 7600 genes 
5 can be simultaneously assayed for expression. This allows a profile to be developed 
showing a battery of genes specifically expressed in one or more tissues. 

In addition to such qualitative determination, the invention allows the 
quantitation of gene expression. Thus, not only tissue specificity, but also the level of 
expression of a battery of genes in the tissue is ascertainable. Thus, genes can be 

10 grouped on the basis of their tissue expression per se and level of expression in that 
tissue. This is useful, for example, in ascertaining the relationship of gene expression 
between or among tissues. Thus, one tissue can be perturbed and the effect on gene 
expression in a second tissue can be determined. In this context, the effect of one cell 
type on another cell type in response to a biological stimulus can be determined. Such a 

1 5 determination is useful, for example, to know the effect of cell-cell interaction at the 
level of gene expression. If an agent is administered therapeutically to treat one cell 
type but has an undesirable effect on another cell type, the invention provides an assay 
to determine the molecular basis of the undesirable effect and thus provides the 
opportunity to co-administer a counteracting agent or otherwise treat the undesired 

20 effect. Similarly, even within a single cell type, undesirable biological effects can be 
determined at the molecular level. Thus, the effects of an agent on expression of other 
than the target gene can be ascertained and counteracted. 

In another embodiment, the array can be used to monitor the time course of 
expression of one or more genes in the array. This can occur in various biological 

25 contexts, as disclosed herein, for example development and differentiation, tumor 
progression, progression of other diseases, in vitro processes, such a cellular 
transformation and senescence, autonomic neural and neurological processes, such as, 
for example, pain and appetite, and cognitive functions, such as learning or memory. 

The array is also useful for ascertaining the effect of the expression of a gene on 

30 the expression of other genes in the same cell or in different cells. This provides, for 
example, for a selection of alternate molecular targets for therapeutic intervention if the 
ultimate or downstream target cannot be regulated. 
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The array is also useful for ascertaining differential expression patterns of one or 
more genes in normal and abnormal cells. This provides a battery of genes that could 
serve as a molecular target for diagnosis or therapeutic intervention. 



5 VI. Predictive Medicine 

The present invention pertains to the field of predictive medicine in which 
diagnostic assays, prognostic assays, pharmacogenomics, and monitoring clinical trails 
are used for prognostic (predictive) purposes to thereby treat an individual 
prophylactically. Accordingly, one aspect of the present invention relates to diagnostic 
10 assays for determining the level of expression of polypeptides or nucleic acids 

corresponding to one or more markers of the invention, in order to determine whether 
an individual is at risk of developing cervical cancer. Such assays can be used for 
prognostic or predictive purposes to thereby prophylactically treat an individual prior to 
the onset of the cancer. 

1 5 Yet another aspect of the invention pertains to monitoring the influence of agents 

(e.g., drugs or other compounds administered either to inhibit cervical cancer or to treat 
or prevent any other disorder {i.e. in order to understand any cervical carcinogenic 
effects that such treatment may have} ) on the expression or activity of a marker of the 
invention in clinical trials. These and other agents are described in further detail in the 

20 following sections. 



A. Diagnostic Assays 

An exemplary method for detecting the presence or absence of a polypeptide or 
nucleic acid corresponding to a marker of the invention in a biological sample involves 

25 obtaining a biological sample (e.g. a cervical smear) from a test subject and contacting 
the biological sample with a compound or an agent capable of detecting the polypeptide 
or nucleic acid {e.g., mRNA, genomic DNA, or cDNA). The detection methods of the 
invention can thus be used to detect mRNA, protein, cDNA, or genomic DNA, for 
example, in a biological sample in vitro as well as in vivo. For example, in vitro 

30 techniques for detection of mRNA include Northern hybridizations and in situ 

hybridizations. In vitro techniques for detection of a polypeptide corresponding to a 
marker of the invention include enzyme linked immunosorbent assays (ELISAs), 
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Western blots, immunoprecipitations, immunohistochemistry and immunofluorescence. 
In vitro techniques for detection of genomic DNA include Southern hybridizations. 
Furthermore, in vivo techniques for detection of a polypeptide corresponding to a marker 
of the invention include introducing into a subject a labeled antibody directed against the 
5 polypeptide. For example, the antibody can be labeled with a radioactive marker whose 
presence and location in a subject can be detected by standard imaging techniques. 

A general principle of such diagnostic and prognostic assays involves preparing 
a sample or reaction mixture that may contain a marker, and a probe, under appropriate 
conditions and for a time sufficient to allow the marker and probe to interact and bind, 
1 0 thus forming a complex that can be removed and/or detected in the reaction mixture. 
These assays can be conducted in a variety of ways. 

For example, one method to conduct such an assay would involve anchoring the 
marker or probe onto a solid phase support, also referred to as a substrate, and detecting 
target marker/probe complexes anchored on the solid phase at the end of the reaction. 
15 In one embodiment of such a method, a sample from a subject, which is to be assayed 
for presence and/or concentration of marker, can be anchored onto a carrier or solid 
phase support. In another embodiment, the reverse situation is possible, in which the 
probe can be anchored to a solid phase and a sample from a subject can be allowed to 
react as an unanchored component of the assay. 
20 There are many established methods for anchoring assay components to a- solid 

phase. These include, without limitation, marker or probe molecules which are 
immobilized through conjugation of biotin and streptavidin. Such biotinylated assay 
components can be prepared from biotin-NHS (N-hydroxy-succinimide) using 
techniques known in the art (eg., biotinylation kit, Pierce Chemicals, Rockford, IL), and 
25 immobilized in the wells of streptavidin-coated 96 well plates (Pierce Chemical). In 
certain embodiments, the surfaces with immobilized assay components can be prepared 
in advance and stored. 

Other suitable carriers or solid phase supports for such assays include any 
material capable of binding the class of molecule to which the marker or probe belongs. 
30 Well-known supports or carriers include, but are not limited to, glass, polystyrene, 
nylon, polypropylene, nylon, polyethylene, dextran, amylases, natural and modified 
celluloses, polyacrylamides, gabbros, and magnetite. 
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In order to conduct assays with the above mentioned approaches, the non- 
immobilized component is added to the solid phase upon which the second component 
is anchored. After the reaction is complete, uncomplexed components may be removed 
(e.g., by washing) under conditions such that any complexes formed will remain 
5 immobilized upon the solid phase. The detection of marker/probe complexes anchored 
to the solid phase can be accomplished in a number of methods outlined herein. 

In a preferred embodiment, the probe, when it is the unanchored assay 
component, can be labeled for the purpose of detection and readout of the assay, either 
directly or indirectly, with detectable labels discussed herein and which are well-known 

1 0 to one skilled in the art. 

It is also possible to directly detect marker/probe complex formation without 
further manipulation or labeling of either component (marker or probe), for example by 
utilizing the technique of fluorescence energy transfer (see, for example, Lakowicz et 
al., U.S. Patent No. 5,631,169; Stavrianopoulos, et a!., U.S. Patent No. 4,868,103). A 

1 5 fluorophore label on the first, 'donor' molecule is selected such that, upon excitation 
with incident light of appropriate wavelength, its emitted fluorescent energy will be 
absorbed by a fluorescent label on a second 'acceptor' molecule, which in turn is able to 
fluoresce due to the absorbed energy. Alternately, the 'donor' protein molecule may 
simply utilize the natural fluorescent energy of tryptophan residues. Labels are chosen 

20 that emit different wavelengths of light, such that the 'acceptor' molecule label may be 
differentiated from that of the 'donor'. Since the efficiency of energy transfer between 
the labels is related to the distance separating the molecules, spatial relationships 
between the molecules can be assessed. In a situation in which binding occurs between 
the molecules, the fluorescent emission of the 'acceptor' molecule label in the assay 

25 should be maximal. An FET binding event can be conveniently measured through 

standard fluorometric detection means well known in the art (e.g., using a fluorimeter). 

In another embodiment, determination of the ability of a probe to recognize a 
marker can be accomplished without labeling either assay component (probe or marker) 
by utilizing a technology such as real-time Biomolecular Interaction Analysis (BIA) 

30 (see, e.g., Sjolander, S. and Urbaniczky, C, 1991, Anal Chem, 63:2338-2345 and 
Szabo et al, 1995, Curr, Opin. Struct. Biol. 5:699-705). As used herein, "BIA" or 
"surface plasmon resonance" is a technology for studying biospecific interactions in real 



WO 01/42467 



-81 - 



PCT/US00/33312 



time, without labeling any of the interactants (e.g., BIAcore). Changes in the mass at the 
binding surface (indicative of a binding event) result in alterations of the refractive index 
of light near the surface (the optical phenomenon of surface plasmon resonance (SPR)), 
resulting in a detectable signal which can be used as an indication of real-time reactions 
5 between biological molecules. 

Alternatively, in another embodiment, analogous diagnostic and prognostic 
assays can be conducted with marker and probe as solutes in a liquid phase. In such an 
assay, the complexed marker and probe are separated from uncomplexed components by 
any of a number of standard techniques, including but not limited to: differential 
10 centrifugation, chromatography, electrophoresis and immunoprecipitation. In 
differential centrifugation, marker/probe complexes may be separated from 
uncomplexed assay components through a series of centrifugal steps, due to the different 
sedimentation equilibria of complexes based on their different sizes and densities (see, 
for example, Rivas, G., and Minton, A.P., 1 993, Trends Biochem Sci 1 8(8):284-7). 
15 Standard chromatographic techniques may also be utilized to separate complexed. 
molecules from uncomplexed ones. For example, gel filtration chromatography 
separates molecules based on size, and through the utilization of an appropriate gel 
filtration resin in a column format, for example, the relatively larger complex may be 
separated from the relatively smaller uncomplexed components. Similarly, the 
20 relatively different charge properties of the marker/probe complex as compared ta the 
uncomplexed components may be exploited to differentiate the complex from 
uncomplexed components, for example through the utilization of ion-exchange 
chromatography resins. Such resins and chromatographic techniques are well known to 
one skilled in the art (see, e.g., Heegaard, N.H., 1998, J. Mol Recognit. Winter 1 1(1- 
6):141-8; Hage, D.S., and Tweed, S.A. J Chromatogr B Biomed Sci Appl 1997 Oct 
10;699(l-2):499-525). Gel electrophoresis may also be employed to separate 
complexed assay components from unbound components (see, e.g., Ausubel et ai, ed., 
Current Protocols in Molecular Biology, John Wiley & Sons, New York, 1 987- 1 999). 
In this technique, protein or nucleic acid complexes are separated based on size or 
charge, for example. In order to maintain the binding interaction during the 
electrophoretic process, non-denaturing gel matrix materials and conditions in the 
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absence of reducing agent are typically preferred. Appropriate conditions to the 
particular assay and components thereof will be well known to one skilled in the art. 

In a particular embodiment, the level of mRNA corresponding to the marker can 
be determined both by in situ and by in vitro formats in a biological sample using 
5 methods known in the art. The term "biological sample" is intended to include tissues, 
cells, biological fluids and isolates thereof, isolated from a subject, as well as tissues, 
cells and fluids present within a subject. Many expression detection methods use 
isolated RNA. For in vitro methods, any RNA isolation technique that does not select 
against the isolation of mRNA can be utilized for the purification of RNA from cervical 
1 0 cells (see, e.g. , Ausubel et al , ed., Current Protocols in Molecular Biology, John Wiley 
& Sons, New York 1987-1999). Additionally, large numbers of tissue samples can 
readily be processed using techniques well known to those of skill in the art, such as, for 
example, the single-step RNA isolation process of Chomczynski (1989, U.S. Patent No. 
4,843,155). 

1 5 The isolated mRNA can be used in hybridization or amplification assays that 

include, but are not limited to, Southern or Northern analyses, polymerase chain reaction 
analyses and probe airays. One preferred diagnostic method for the detection of mRNA 
levels involves contacting the isolated mRNA with a nucleic acid molecule (probe) that 
can hybridize to the mRNA encoded by the gene being detected. The nucleic acid probe 
20 can be, for example, a full-length cDNA, or a portion thereof, such as an oligonucleotide 
of at least 7, 15, 30, 50, 100, 250 or 500 nucleotides in length and sufficient to 
specifically hybridize under stringent conditions to a mRNA or genomic DNA encoding 
a marker of the present invention. Other suitable probes for use in the diagnostic assays 
of the invention are described herein. Hybridization of an mRNA with the probe 
indicates that the marker in question is being expressed. 

In one format, the mRNA is immobilized on a solid surface and contacted with a 
probe, for example by running the isolated mRNA on an agarose gel and transferring the 
mRNA from the gel to a membrane, such as nitrocellulose. In an alternative format, the 
probe(s) are immobilized on a solid surface and the mRNA is contacted with the 
probe(s), for example, in an Asymetrix gene chip array. A skilled artisan can readily 
adapt known mRNA detection methods for use in detecting the level of mRNA encoded 
by the markers of the present invention. 
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An alternative method for determining the level of mRNA corresponding to a 
marker of the present invention in a sample involves the process of nucleic acid 
amplification, e.g., by rtPCR (the experimental embodiment set forth in Mullis, 1987, 
U.S. Patent No. 4,683,202), ligase chain reaction (Barany, 1991 , Proc. Natl. Acad ScL 
5 USA, 88:189-193), self sustained sequence replication (Guatelli et al 9 1990, Proc, Natl 
Acad. Set. USA 87:1874-1878), transcriptional amplification system (Kwoh etal, 1989, 
Proc. Natl Acad. ScL USA 86:1 173-1 177), Q-Beta Replicase (Lizardi et al, 1988, 
Bio/Technology 6:1 197), rolling circle replication (Lizardi et al, U.S. Patent No. 
5,854,033) or any other nucleic acid amplification method, followed by the detection of 
10 the amplified molecules using techniques well known to those of skill in the art. These 
detection schemes are especially useful for the detection of nucleic acid molecules if 
such molecules are present in very low numbers. As used herein, amplification primers 
are defined as being a pair of nucleic acid molecules that can anneal to 5' or 3' regions 
of a gene (plus and minus strands, respectively, or vice-versa) and contain a short region 
.15 in between. In general, amplification primers are from about 10 to 30 nucleotides. in 

length and flank a region from about 50 to 200 nucleotides in length. Under appropriate 
conditions and with appropriate reagents, such primers permit the amplification of a 
nucleic acid molecule comprising the nucleotide sequence flanked by the primers!. 

For in situ methods, mRNA does not need to be isolated from the cervical cells 
20 prior to detection. In such methods, a cell or tissue sample is prepared/processed using 
known histological methods. The sample is then immobilized on a support, typically a 
glass slide, and then contacted with a probe that can hybridize to mRNA that encodes 
the marker. 

As an alternative to making determinations based on the absolute expression 
25 level of the marker, determinations may be based on the normalized expression level of 
the marker. Expression levels are normalized by correcting the absolute expression 
level of a marker by comparing its expression to the expression of a gene that is not a 
marker, e.g., a housekeeping gene that is constitutively expressed. Suitable genes for 
normalization include housekeeping genes such as the actin gene, or epithelial cell- 
30 specific genes. This normalization allows the comparison of the expression level in one 
sample, e.g., a patient sample, to another sample, e.g., a non-cervical cancer sample, or 
between samples from different sources. 
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Alternatively, the expression level can be provided as a relative expression level. 
To determine a relative expression level of a marker, the level of expression of the 
marker is determined for 10 or more samples of normal versus cancer cell isolates, 
preferably 50 or more samples, prior to the determination of the expression level for the 

5 sample in question. The mean expression level of each of the genes assayed in the 
larger number of samples is determined and this is used as a baseline expression level 
for the marker. The expression level of the marker determined for the test sample 
(absolute level of expression) is then divided by the mean expression value obtained for 
that marker. This provides a relative expression level. 

10 Preferably, the samples used in the baseline determination will be from cervical 

cancer or from non-cervical cancer cells of cervical tissue. The choice of the cell source 
is dependent on the use of the relative expression level. Using expression found in 
normal tissues as a mean expression score aids in validating whether the marker assayed 
is cervical specific (versus normal cells). In addition, as more data is accumulated, the 

1 5 mean expression value can be revised, providing improved relative expression values 
based on accumulated data. Expression data from cervical cells provides a means for 
grading the severity of the cervical cancer state. 

In another embodiment of the present invention, a polypeptide corresponding to 
a marker is detected. A preferred agent for detecting a polypeptide of the invention is an 

20 antibody capable of binding to a polypeptide corresponding to a marker of the invention, 
preferably an antibody with a detectable label. Antibodies can be polyclonal, or more 
preferably, monoclonal. An intact antibody, or a fragment thereof (e.g., Fab or F(ab') 2 ) 
can be used. The term "labeled", with regard to the probe or antibody, is intended to 
encompass direct labeling of the probe or antibody by coupling (i.e., physically linking) 

25 a detectable substance to the probe or antibody, as well as indirect labeling of the probe 
or antibody by reactivity with another reagent that is directly labeled. Examples of 
indirect labeling include detection of a primary antibody using a fluorescently labeled 
secondary antibody and end-labeling of a DNA probe with biotin such that it can be 
detected with fluorescently labeled streptavidin. 

30 Proteins from cervical cells can be isolated using techniques that are well known 

to those of skill in the art. The protein isolation methods employed can, for example, be 
such as those described in Harlow and Lane (Harlow and Lane, 1988, Antibodies: A 
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Laboratory Manual, Cold Spring Harbor Laboratory Press, Cold Spring Harbor, New 
York). 

A variety of formats can be employed to determine whether a sample contains a 
protein that binds to a given antibody. Examples of such formats include, but are not 
5 limited to, enzyme immunoassay (EIA), radioimmunoassay (RIA), Western blot 
analysis, immunohistochemistry (IHC) and enzyme linked immunoabsorbant assay 
(ELISA). A skilled artisan can readily adapt known protein/antibody detection methods 
for use in determining whether cervical cells express a marker of the present invention. 
In one format, antibodies, or antibody fragments, can be used in methods such as 

10 Western blots, IHC or immunofluorescence techniques to detect the expressed proteins. 
In such uses, it is generally preferable to immobilize either the antibody, proteins or cell 
containing proteins on a solid support. Well-known supports or carriers include glass, 
polystyrene, polypropylene, polyethylene, dextran, nylon, amylases, natural and 
modified celluloses, polyacrylamides, gabbros, and magnetite. 

1 5 One skilled in the art will know many other suitable carriers for binding antibody 

or antigen, and will be able to adapt such support for use with the present invention. For 
example, protein isolated from cervical cells can be run on a polyacrylamide gel 
electrophoresis and immobilized onto a solid phase support such as nitrocellulose: The 
support can then be washed with suitable buffers followed by treatment with the 

20 detectably labeled antibody. The solid phase support can then be washed with the buffer 
a second time to remove unbound antibody. The amount of bound label on the solid 
support can then be detected by conventional means. 

The invention also encompasses kits for detecting the presence of a polypeptide 
or nucleic acid corresponding to a marker of the invention in a biological sample {e.g. a 

25 cervical smear). Such kits can be used to determine if a subject is suffering from or is at 
increased risk of developing cervical cancer. For example, the kit can comprise a 
labeled compound or agent capable of detecting a polypeptide or an mRNA encoding a 
polypeptide corresponding to a marker of the invention in a biological sample and 
means for determining the amount of the polypeptide or mRNA in the sample {e.g., an 

30 antibody which binds the polypeptide or an oligonucleotide probe which binds to DNA 
or mRNA encoding the polypeptide). Kits can also include instructions for interpreting 
the results obtained using the kit. 
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For antibody-based kits, the kit can comprise, for example: (1) a first antibody 
(e.g., attached to a solid support) which binds to a polypeptide corresponding to a 
marker of the invention; and, optionally, (2) a second, different antibody which binds to 
either the polypeptide or the first antibody and is conjugated to a detectable label. 
5 For oligonucleotide-based kits, the kit can comprise, for example: (1) an 

oligonucleotide, e.g., a detectably labeled oligonucleotide, which hybridizes to a nucleic 
acid sequence encoding a polypeptide corresponding to a marker of the invention or (2) 
a pair of primers useful for amplifying a nucleic acid molecule corresponding to a 
marker of the invention. The kit can also comprise, e.g., a buffering agent, a 

10 preservative, or a protein stabilizing agent. The kit can further comprise components 
necessary for detecting the detectable label (e.g., an enzyme or a substrate). The kit can 
also contain a control sample or a series of control samples which can be assayed and 
compared to the test sample. Each component of the kit can be enclosed within an 
individual container and all of the various containers can be within a single package, 

1 5 along with instructions for interpreting the results of the assays performed using the kit. 

B. Pharmacogenomics 

Agents or modulators which have a stimulatory or inhibitory effect on expression 
of a marker of the invention can be administered to individuals to treat (prophylactically 

20 or therapeutically) cervical cancer in the patient. In conjunction with such treatment, the 
pharmacogenomics (/.*, the study of the relationship between an individual's genotype 
and that individual's response to a foreign compound or drug) of the individual may be 
considered. Differences in metabolism of therapeutics can lead to severe toxicity or 
therapeutic failure by altering the relation between dose and blood concentration of the 

25 pharmacologically active drug. Thus, the pharmacogenomics of the individual permits 
the selection of effective agents (e.g., drugs) for prophylactic or therapeutic treatments 
based on a consideration of the individual's genotype. Such pharmacogenomics can 
further be used to determine appropriate dosages and therapeutic regimens. 
Accordingly, the level of expression of a marker of the invention in an individual can be 

30 determined to thereby select appropriate agent(s) for therapeutic or prophylactic 
treatment of the individual. 
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Pharmacogenomics deals with clinically significant variations in the response to 
drugs due to altered drug disposition and abnormal action in affected persons. See, e.g., 
Linder (1997) Clin. Chem. 43(2):254-266. In general, two types of pharmacogenetic 
conditions can be differentiated. Genetic conditions transmitted as a single factor 

5 altering the way drugs act on the body are referred to as "altered drug action." Genetic 
conditions transmitted as single factors altering the way the body acts on drugs are 
referred to as "altered drug metabolism". These pharmacogenetic conditions can occur 
either as rare defects or as polymorphisms. For example, glucose-6-phosphate 
dehydrogenase (G6PD) deficiency is a common inherited enzymopathy in which the 

10 main clinical complication is hemolysis after ingestion of oxidant drugs (anti-malarials, 
sulfonamides, analgesics, nitrofiirans) and consumption of fava beans. 

As an illustrative embodiment, the activity of drug metabolizing enzymes is a 
major determinant of both the intensity and duration of drug action. The discovery of 
genetic polymorphisms of drug metabolizing enzymes {e.g., N-acetyltransferase 2 (NAT 

15 2) and cytochrome P450 enzymes CYP2D6 and CYP2C 1 9) has provided an explanation 
as to why some patients do not obtain the expected drug effects or show exaggerated 
drug response and serious toxicity after taking the standard and safe dose of a drug. 
These polymorphisms are expressed in two phenotypes in the population, the extensive 
metabolizer (EM) and poor metabolizer (PM). The prevalence of PM is different among 

20 different populations. For example, the gene coding for CYP2D6 is highly polymorphic 
and several mutations have been identified in PM, which all lead to the absence of 
functional CYP2D6. Poor metabolizers of CYP2D6 and CYP2C19 quite frequently 
experience exaggerated drug response and side effects when they receive standard 
doses. If a metabolite is the active therapeutic moiety, a PM will show no therapeutic 

25 response, as demonstrated for the analgesic effect of codeine mediated by its CYP2D6- 
formed metabolite morphine. The other extreme are the so called ultra-rapid 
metabolizers who do not respond to standard doses. Recently, the molecular basis of 
ultra-rapid metabolism has been identified to be due to CYP2D6 gene amplification. 

Thus, the level of expression of a marker of the invention in an individual can be 

30 determined to thereby select appropriate agent(s) for therapeutic or prophylactic 

treatment of the individual. In addition, pharmacogenetic studies can be used to apply 
genotyping of polymorphic alleles encoding drug-metabolizing enzymes to the 
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identification of an individual's drug responsiveness phenotype. This knowledge, when 
applied to dosing or drug selection, can avoid adverse reactions or therapeutic failure 
and thus enhance therapeutic or prophylactic efficiency when treating a subject with a 
modulator of expression of a marker of the invention. 

5 This invention also provides a process for preparing a database comprising at 

least one of the markers set forth in Tables 1-4. For example, the polynucleotide 
sequences are stored in a digital storage medium such that a data processing system for 
standardized representation of the genes that identify a cervical cancer cell is compiled. 
The data processing system is useful to analyze gene expression between two cells by 

10 first selecting a cell suspected of being of a neoplastic phenotype or genotype and then 
isolating polynucleotides from the cell. The isolated polynucleotides are sequenced. 
The sequences from the sample are compared with the sequence(s) present in the 
database using homology search techniques. Greater than 90%, more preferably greater 
than 95% and more preferably, greater than or equal to 97% sequence identity between 

1 5 the test sequence and the polynucleotides of the present invention is a positive indication 
that the polynucleotide has been isolated from a cervical cancer cell as defined above. 

In an alternative embodiment, the polynucleotides of this invention are 
sequenced and the information regarding sequence and in some embodiments, relative 
expression, is stored in any functionally relevant program, e.g., in Compare Report using 

20 the SAGE software (available though Dr. Ken Kinzler at John Hopkins University). The 
Compare Report provides a tabulation of the polynucleotide sequences and their 
abundance for the samples normalized to a defined number of polynucleotides per 
library (say 25,000). This is then imported into MS-ACCESS either directly or via 
copying the data into an Excel spreadsheet first and then from there into MS-ACCESS 

25 for additional manipulations. Other programs such as SYBASE or Oracle that permit 
the comparison of polynucleotide numbers could be used as alternatives to MS- 
ACCESS. Enhancements to the software can be designed to incorporate these additional 
functions. These functions consist in standard Boolean, algebraic, and text search 
operations, applied in various combinations to reduce a large input set of 

30 polynucleotides to a manageable subset of a polynucleotide of specifically defined 
interest. 
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One skilled in the art may create groups containing one or more project(s) by 
combining the counts of specific polynucleotides within a group (e.g., GroupNormal = 
Normal 1 + Normal2, GroupTumorl + TumorCellLine). Additional characteristic values 
are also calculated for each tag in the group (e.g., average count, minimum count, 
5 maximum count). One skilled in the art may calculate individual tag count ratios 

between groups, for example the ratio of the average GroupNormal count to the average 
GroupTumor count for each polynucleotide. A statistical measure of the significance of 
observed differences in tag counts between groups may be calculated. 

10 C. Monitoring Clinical Trials 

Monitoring the influence of agents (eg., drug compounds) on the level of 
expression of a marker of the invention can be applied not only in basic drug screening, 
but also in clinical trials. For example, the effectiveness of an agent to affect marker 
expression can be monitored in clinical trials of subjects receiving treatment for cervical 

1 5 cancer. In a preferred embodiment, the present invention provides a method for 

monitoring the effectiveness of treatment of a subject with an agent (e.g., an agonist, 
antagonist, peptidomimetic, protein, peptide, nucleic acid, small molecule, or other drug 
candidate) comprising the steps of (i) obtaining a pre-administration sample from a 
subject prior to administration of the agent; (ii) detecting, the level of expression: of one 

20 or more selected markers of the in vention in the pre-administration sample; (iii) 

obtaining one or more post-administration samples from the subject; (iv) detecting the 
level of expression of the markers) in the post-administration samples; (v) comparing 
the level of expression of the marker(s) in the pre-administration sample with the level 
of expression of the marker(s) in the post-administration sample or samples; and (vi) 

25 altering the administration of the agent to the subject accordingly. For example, 
increased administration of the agent can be desirable to increase expression of the 
markers) to higher levels than detected, i.e., to increase the effectiveness of the agent. 
Alternatively, decreased administration of the agent can be desirable to decrease 
expression of the marker(s) to lower levels than detected, i.e., to decrease the 

30 effectiveness of the agent. 
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D. Surrogate Markers 

The markers of the invention may serve as surrogate markers for one or more 
disorders or disease states or for conditions leading up to disease states, and in 
particular, cervical cancer. As used herein, a "surrogate marker" is an objective 
5 biochemical marker which correlates with the absence or presence of a disease or 
disorder, or with the progression of a disease or disorder {e.g., with the presence or 
absence of a tumor). The presence or quantity of such markers is independent of the 
disease. Therefore, these markers may serve to indicate whether a particular course of 
treatment is effective in lessening a disease state or disorder. Surrogate markers are of 

1 0 particular use when the presence or extent of a disease state or disorder is difficult to 
assess through standard methodologies (e.g., early stage tumors), or when an assessment 
of disease progression is desired before a potentially dangerous clinical endpoint is 
reached (e.g., an assessment of cardiovascular disease may be made using cholesterol 
levels as a surrogate marker, and an analysis of HIV infection may be made using HIV 

1 5 RNA levels as a surrogate marker, well in advance of the undesirable clinical outcomes 
of myocardial infarction or fully-developed AIDS). Examples of the use of surrogate 
markers in the art include: Koomen et al (2000) J. Mass. Spectrom. 35: 258-264; and 
James (1 994) AIDS Treatment News Archive 209. 

The markers of the invention are also useful as pharmacodynamic markers. As 

20 used herein, a "pharmacodynamic marker" is an objective biochemical marker which 
correlates specifically with drug effects. The presence or quantity of a 
pharmacodynamic marker is not related to the disease state or disorder for which the 
drug is being administered; therefore, the presence or quantity of the marker is 
indicative of the presence or activity of the drug in a subject. For example, a 

25 pharmacodynamic marker may be indicative of the concentration of the drug in a 

biological tissue, in that the marker is either expressed or transcribed or not expressed or 
transcribed in that tissue in relationship to the level of the drug. In this fashion, the 
distribution or uptake of the drug may be monitored by the pharmacodynamic marker. 
Similarly, the presence or quantity of the pharmacodynamic marker may be related to 

30 the presence or quantity of the metabolic product of a drug, such that the presence or 
quantity of the marker is indicative of the relative breakdown rate of the drug in vivo. 
Pharmacodynamic markers are of particular use in increasing the sensitivity of detection 
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of drug effects, particularly when the drug is administered in low doses. Since even a 
small amount of a drug may be sufficient to activate multiple rounds of marker 
transcription or expression, the amplified marker may be in a quantity which is more 
readily detectable than the drug itself. Also, the marker may be more easily detected 
5 due to the nature of the marker itself; for example, using the methods described herein, 
antibodies may be employed in an immune-based detection system for a protein marker, 
or marker-specific radiolabeled probes may be used to detect a mRNA marker. 
Furthermore, the use of a pharmacodynamic marker may offer mechanism-based 
prediction of risk due to drug treatment beyond the range of possible direct 

10 observations. Examples of the use of pharmacodynamic markers in the art include: 
Matsuda et al. US 6,033,862; Hattis et al (1991) Env, Health Perspect. 90: 229-238; 
Schentag (1999) Am. X Health-Syst. Pharm. 56 Suppl. 3: S21-S24; andNicolau (1999) 
Am, J. Health-SysL Pharm. 56 Suppl. 3: S16-S20. 

The markers of the invention are also useful as pharmacogenomic markers. As 

15 used herein, a "pharmacogenomic marker" is an objective biochemical marker which 
correlates with a specific clinical drug response or susceptibility in a subject (see, e.g., 
McLeod et al (1999) Eur J. Cancer 35(12): 1650-1652). The presence or quantity of 
the pharmacogenomic marker is related to the predicted response of the subject to a 
specific drug or class of drugs prior to administration of the drug. By assessing the 

20 presence or quantity of one or more pharmacogenomic markers in a subject, a drug 

therapy which is most appropriate for the subject, or which is predicted to have a greater 
degree of success, may be selected. For example, based on the presence or quantity of 
RNA or protein for specific tumor markers in a subject, a drug or course of treatment 
may be selected that is optimized for the treatment of the specific tumor likely to be 

25 present in the subject Similarly, the presence or absence of a specific sequence 
mutation in marker DNA may correlate with drug response. The use of 
pharmacogenomic markers therefore permits the application of the most appropriate 
treatment for each subject without having to administer the therapy. 
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VII. Experimental Protocol 

A. Subtracted Libraries 
Subtracted libraries are generated using a PCR based method that allows the 
5 isolation of clones expressed at higher levels in one population of mRNA (tester) 

compared to another population (driver). Both tester and driver mRNA populations are 
converted into cDNA by reverse transcription, and then PCR amplified using the 
SMART PCR kit from Clontech. Tester and driver cDNAs are then hybridized using 
the PCR-Select cDNA subtraction kit from Clontech. This technique results in both 

1 0 subtraction and normalization, which is an equalization of copy number of low- 
abundance and high-abundance sequences. After generation of the subtractive libraries, 
a group of 96 or more clones from each library is tested to confirm differential 
expression by reverse Southern hybridization. 

SEQ ID NOS: 1-705 were identified through the above-described subtractive 

1 5 library hybridization technique, wherein the "tester" source for the subtracted libraries 
was comprised of cDNA generated from four independent stage IB cervical tumors. 
The "driver" source for the subtracted libraries was comprised of cDNA generated from 
at least three independent samples of normal ectocervix that were manually dissected to 
isolate the epithelial component of the tissue. In some cases, the driver also included 

20 cDNA generated from B-lymphocytes, T-lymphocytes, and other white blood cells, in 
activated and resting states. 

SEQ ID NOS: 706-1428 were also identified through the above-described 
subtractive library hybridization technique, wherein the "tester" source for the 
subtracted libraries was comprised of cDNA generated from four independent CINIII 

25 cervical samples. The "driver" source for the subtracted library was comprised of 
cDNA generated from six independent normal ectocervix samples that were manually 
dissected to isolate the epithelial components. The "driver" source also includes cDNA 
generated from B-lymphocytes, T-lymphocytes, and other white blood cells, in activated 
and resting states. 



30 
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B. Proteomics 

Proteins that are secreted by normal and transformed cells in culture are analyzed 
to identify those proteins that are likely to be secreted by cancerous cells into body 
fluids. Supernatants are isolated and MWT-CO filters are used to simplify the mixture 
5 of proteins. The proteins are then digested with trypsin. The tryptic peptides are loaded 
onto a microcapillary HPLC column where they are separated, and eluted directly into 
an ion trap mass spectrometer, through a custom-made electrospray ionization source. 
Throughout the gradient, sequence data is acquired through fragmentation of the four 
most intense ions (peptides) that elute off the column, while dynamically excluding 
10 those that have already been fragmented. In this way, approximately 2000 scans worth 
of sequence data are obtained, corresponding to approximately 50 to 200 different 
proteins in the sample. These data are searched against databases using correlation 
analysis tools, such as MS-Tag, to identify the proteins in the supernatants. 

15 Vlll . Summary Of The Data Provided In The Tables 

Table 1 shows 1428 novel nucleotide sequences identified through subtracted 
library experiments. These 1428 novel sequences were determined to be novel through 
various BLAST searches of available databases. The sequences of Table 1 were 
reinterpreted and those sequences are set forth in Tables 2 and 3. Table 4 sets forth 
20 additional sequence {e.g., full-length sequences) for the sequences of Tables 1-3. 

The contents of all references, patents, published patent applications, and 
databases cited throughout this application are hereby incorporated by reference. 

Other Embodiments 

25 Those skilled in the art will recognize, or be able to ascertain using no more than 

routine experimentation, many equivalents to the specific embodiments of the invention 
described herein. Such equivalents are intended to be encompassed by the following 
claims. 

30 What is claimed is: 
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Claims 



1 . An isolated nucleic acid molecule selected from the group consisting of: 

a) a nucleic acid molecule comprising a nucleotide sequence which 
5 is at least 90% homologous to a nucleotide sequence of Tables 1-4, or a 

complement thereof; 

b) a nucleic acid molecule comprising a fragment of a nucleic acid 
comprising the nucleotide sequence of Tables 1-4, or a complement thereof; and 

c) a nucleic acid molecule comprising the nucleotide sequence of 
1 0 Tables 1 -4, or a complement thereof. 

2. A vector which contains the nucleic acid molecule of claim 1 . 

3. A host cell which contains the nucleic acid molecule of claim 1 . 

15 

4. An isolated polypeptide which is encoded by a nucleic acid molecule 
comprising a nucleotide sequence which is at least 90% homologous to a nucleic 
acid comprising a nucleotide sequence of Tables 1-4. 



20 5. An antibody which selectively binds to a polypeptide of claim 4. 

6. A method for producing a polypeptide comprising culturing the host cell 
of claim 3 under conditions in which the nucleic acid molecule is expressed. 



25 7. A method for detecting the presence of a polypeptide of claim 4 in a 

sample comprising: 

a) contacting the sample with a compound which selectively binds to the 
polypeptide; and 

b) determining whether the compound binds to the polypeptide in the 

30 sample to thereby detect the presence of a polypeptide of claim 4 in the sample. 
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A kit comprising a compound which selectively binds to the polypeptide 



5 9. A method for detecting the presence of a nucleic acid molecule of claim 1 

in a sample comprising: 

a) contacting the sample with a nucleic acid probe or primer which 
selectively hybridizes to the nucleic acid molecule; and 

b) determining whether the nucleic acid probe or primer binds to a nucleic 
10 acid molecule in the sample to thereby detect the presence of a nucleic acid molecule of 

claim 1 in the sample. 

10. The method of claim 9, wherein the sample comprises mRNA molecules 
and is contacted with a nucleic acid probe. 

15 

1 1 . The method of claim 9, wherein the sample is isolated from cervical 

tissue. 

12. The method of claim 9, wherein the sample is a tumor sample. 

20 

1 3. A kit comprising a compound which selectively hybridizes to a nucleic 
acid molecule of claim 1 . 

14. A method of assessing whether a patient is afflicted with cervical cancer 
25 or has a pre-malignant condition, the method comprising comparing: 

a) the level of expression of a marker in a patient sample, wherein the 
marker is selected from the group consisting of the markers listed in Tables 1-4, and 

b) the normal level of expression of the marker in a control non-cervical 

cancer sample, 

30 wherein a significant difference between the level of expression of the 

marker in the patient sample and the normal level is an indication that the patient is 
afflicted with cervical cancer or has a pre-malignant condition. 
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The method of claim 14, wherein the patient has CIN. 



16. The method of claim 14, wherein the patient has SIL. 

5 .17. The method of claim 14, wherein the marker corresponds to a secreted 

protein. 

1 8. The method of claim 14, wherein the marker corresponds to a transcribed 
polynucleotide or portion thereof, wherein the polynucleotide comprises the marker. 

10 

1 9. The method of claim 14, wherein the sample comprises cells obtained 
from the patient. 

20. The method of claim 19, wherein the sample is a cervical smear. 

15 

21 . The method of claim 19, wherein the cells are in a fluid selected from the 
group consisting of a fluid collected by peritoneal rinsing, a fluid collected by uterine 
rinsing, a uterine fluid, a uterine exudate, a pleural fluid, a cystic fluid, and an cervical 
exudate. 

20 

22. The method of claim 14, wherein the level of expression of the marker in 
the sample is assessed by detecting the presence in the sample of a protein 
corresponding to the marker. 

25 23. The method of claim 1 7, wherein the presence of the protein is detected 

using a reagent which specifically binds with the protein. 

24. The method of claim 23, wherein the reagent is selected from the group 
consisting of an antibody, an antibody derivative, and an antibody fragment. 

30 
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25. The method of claim 14, wherein the level of expression of the marker in 
the sample is assessed by detecting the presence in the sample of a transcribed 
polynucleotide or portion thereof, wherein the transcribed polynucleotide comprises the 
marker. 

5 

26. The method of claim 25, wherein the transcribed polynucleotide is an 
mRNA. 

27. The method of claim 25, wherein the transcribed polynucleotide is a 

10 cDNA. 

28. The method of claim 25, wherein the step of detecting further comprises 
amplifying the transcribed polynucleotide. 

1 5 29. The method of claim 14, wherein the level of expression of the marker in 

the sample is assessed by detecting the presence in the sample of a transcribed 
polynucleotide which anneals with the marker or anneals with a portion of a 
polynucleotide wherein the polynucleotide comprises the marker, under stringent, 
hybridization conditions. 

20 

30. The method of claim 14, wherein the level of expression of the marker in 
the sample differs from the normal level of expression of the marker in a patient not 
afflicted with cervical cancer by a factor of at least about 2. 

25 31. The method of claim 14, wherein the level of expression of the marker in 

the sample differs from the normal level of expression of the marker in a patient not 
afflicted with cervical cancer by a factor of at least about 5. 
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32. The method of claim 14, comprising comparing: 

a) the level of expression in the sample of each of a plurality of markers 
independently selected from the markers listed in Tables 1-4, and 

b) the normal level of expression of each of the plurality of markers in 
5 samples of the same type obtained from control humans not afflicted with cervical 

cancer, 

wherein the level of expression of more than one of the markers is 
significantly altered, relative to the corresponding normal levels of expression of the 
markers, is an indication that the patient is afflicted with cervical cancer or a pre- 
1 0 malignant condition. 

33. The method of claim 32, wherein the level of expression of each of the 
markers is significantly altered, relative to the corresponding normal levels of 
expression of the markers, is an indication that the patient is afflicted with cervical 

15 cancer. 

34. The method of claim 32, wherein the plurality comprises at least three of 
the markers. 

20 35. The method of claim 32, wherein the plurality comprises at least five of 

the markers. 

36. A method for monitoring the progression of cervical cancer or a pre- 
malignant condition in a patient, the method comprising: 
25 a) detecting in a patient sample at a first point in time, the expression of a 

marker, wherein the marker is selected from the group consisting of the markers listed in 
Tables 1-4; 

b) repeating step a) at a subsequent point in time; and 

c) comparing the level of expression detected in steps a) and b), and 

30 therefrom monitoring the progression of cervical cancer or a pre-malignant condition in 
the patient. 
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37. The method of claim 36, wherein the marker corresponds to a secreted 

protein. 

38. The method of claim 36, wherein marker corresponds to a transcribed 
5 polynucleotide or portion thereof, wherein the polynucleotide comprises the marker. 

39. The method of claim 36, wherein the sample comprises cells obtained 
from the patient. 

10 40. The method of claim 39, wherein the patient sample is a cervical smear. 

41. The method of claim 39, wherein between the first point in time and the 
subsequent point in time, the patient has undergone surgery to remove a tumor. 

15 42. A method of assessing the efficacy of a test compound for inhibiting 

cervical cancer in a patient, the method comprising comparing: 

a) expression of a marker in a first sample obtained from the patient and 
exposed to the test compound, wherein the marker is selected from the group consisting 
of the markers listed in Tables 1-4, and 
20 b) expression of the marker in a second sample obtained from the 

patient, wherein the sample is not exposed to the test compound, 

wherein a significantly lower level of expression of the marker in the first 
sample, relative to the second sample, is an indication that the test compound is 
efficacious for inhibiting cervical cancer in the patient. 

25 

43. The method of claim 42, wherein the first and second samples are 
portions of a single sample obtained from the patient. 

44. The method of claim 42, wherein the first and second samples are 
30 portions of pooled samples obtained from the patient. 
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45. A method of assessing the efficacy of a therapy for inhibiting cervical 
cancer in a patient, the method comprising comparing: 

a) expression of a marker in the first sample obtained from the patient 
prior to providing at least a portion of the therapy to the patient, wherein the marker is 

5 selected from the group consisting of the markers listed in Tables 1 -4, and 

b) expression of the marker in a second sample obtained from the patient 
following provision of the portion of the therapy, 

wherein a significantly lower level of expression of the marker in the 
second sample, relative to the first sample, is an indication that the therapy is efficacious 
1 0 for inhibiting cervical cancer in the patient. 

46. A method of selecting a composition for inhibiting cervical cancer in a 
patient, the method comprising: 

a) obtaining a sample comprising cancer cells from the patient; 

1 5 b) separately exposing aliquots of the sample in the presence of a 

plurality of test compositions; 

c) comparing expression of a marker in each of the aliquots, wherein the 
marker is selected from the group consisting of the markers listed in Tables 1-4; and 

d) selecting one of the test compositions which induces a lower level of 
20 expression of the marker in the aliquot containing that test composition, relative to other 

test compositions. 

47. A method of inhibiting cervical cancer in a patient, the method 
comprising: 

25 a) obtaining a sample comprising cancer cells from the patient; 

b) separately maintaining aliquots of the sample in the presence of a 
plurality of test compositions; 

c) comparing expression of a marker in each of the aliquots, wherein the 
marker is selected from the group consisting of the markers listed in Tables 1-4; and 

30 d) administering to the patient at least one of the test compositions which 

induces a lower level of expression of the marker in the aliquot containing that test 
composition, relative to other test compositions. 
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48. A kit for assessing whether a patient is afflicted with cervical cancer or a 
pre-malignant condition, the kit comprising reagents for assessing expression of a 
marker selected from the group consisting of the markers listed in Tables 1-4. 

5 49. . A kit for assessing the presence of cervical cancer cells or pre-malignant 

cervical cells or lesions, the kit comprising a nucleic acid probe wherein the probe 
specifically binds with a transcribed polynucleotide corresponding to a marker selected 
from the group consisting of the markers listed in Tables 1-4. 

10 50. A kit for assessing the suitability of each of a plurality of compounds for 

inhibiting cervical cancer in a patient, the kit comprising: 

a) the plurality of compounds; and 

b) a reagent for assessing expression of a marker selected from the group 
consisting of the markers listed in Tables 1-4. 

15 

51. A method of making an isolated hybridoma which produces an antibody 
useful for assessing whether a patient is afflicted with cervical cancer or a pre-malignant 
condition, the method comprising: 

isolating a protein or protein fragment corresponding to a marker selected 
20 from the group consisting of the markers listed in Tables 1 -4; 

immunizing a mammal using the isolated protein or protein fragment; 
isolating splenocytes from the immunized mammal; 
fusing the isolated splenocytes with an immortalized cell line to form 
hybridomas; and 

25 screening individual hybridomas for production of an antibody which 

specifically binds with the protein or protein fragment to isolate the hybridoma. 



52. An antibody produced by a hybridoma made by the method of claim 5 1 . 
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53. A kit for assessing the presence of human cervical cancer cells or pre- 
malignant cervical cells or lesions, the kit comprising an antibody, wherein the antibody 
specifically binds with a protein corresponding to a marker selected from the group 
consisting of the markers listed in Tables 1-4. 

5 

54. A method of assessing the cervical cell carcinogenic potential of a test 
compound, the method comprising: 

a) maintaining separate aliquots of cervical cells in the presence and 
absence of the test compound; and 
10 b) comparing expression of a marker in each of the aliquots, wherein the 

marker is selected from the group consisting of the markers listed in Tables 1-4, 

wherein a significantly enhanced level of expression of the marker in the 
aliquot maintained in the presence of the test compound, relative to the aliquot 
maintained in the absence of the test compound, is an indication that the test compound 
15 possesses human cervical cell carcinogenic potential. 



55. A kit for assessing the cervical cell carcinogenic potential of a test 
compound, the kit comprising cervical cells and a reagent for assessing expression of a 
marker, wherein the marker is selected from the group consisting of the markers listed in 
20 Tables 1-4. 



56. A method of treating a patient afflicted with cervical cancer, the method 
comprising providing to the patient an antisense oligonucleotide complementary to a 
polynucleotide corresponding to a marker selected from the markers listed in Tables 1-4. 

25 

57. A method of inhibiting cervical cancer in a patient at risk for developing 
cervical cancer, the method comprising inhibiting expression of a gene corresponding to 
a marker selected from the markers listed in Tables 1-4. 
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Table 1 



Sequence 1 

GCCGAGGTAC I I I I! M I I I I I I I 1 1 M I 1 1 GGACATACTGAGAGAATTTGGAATTATAT 
GTTATGGTAGAATAAAGATCGAGGTCCATTTTTCTATACATGAAAANTTAAATATTTAG 

T 

TTGGGATTTGAGACTTCGATCTAGGCCTCTGNATTTCTTTCTAGTTTTTTCCCTACCAT 
T 

CTTTAATCGGAGTATCCAAGCCCAATCACCCTGTANCCTATGTCCTAAAGCATCTTGAAT 
TGNTTGNTTCANG I > 1 1 I NCTTCATGNAGGAGTGTCTTTTGCNCACNCCTCTTAAGCC 
TA 

TCTGGATCCCCACTTCANNCCTCTGAAGGGTTCTGTTAAAANTTCTAACCCTATCTNT 
AT 

NGAATTTGTCCCC 
Sequence 2 

GCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATTATGTC 

CGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCCT 

TTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTT 

GCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAG 

CATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGG 

AATCTAACTCAGCGGAATTGTATCCGTACCT 

Sequence 3 

CGGAGAGGAGTCCTTACTTAGAGTNAAGCTGAAGGAGCATCACAACCCCAAAGACTGTTA 

TGTTGTGAAATTTAGGCTGTGTTTTAATAATACTGATGATGATANGATGAAATAGTAAT 

T 

TATTGATTACTATATCTACTATATGTCCGTAAGATAGCAGGGTCTTTATACTCGGAATC 
T 

CATTTGATCCTCATAGTTTTTATTGGTGTATTATTATCCTCATTTTACAGATACAGAAAC 

TGAGGCTTCAGAGAGGCTGTGTAATCAAGAGTTTGTATGCCTTTCATCTGAGGAGGTTGA 

GGACAATCCCAAGTTAGAAAAATAAATGTCTTTAGCATTATTTTTCCTTAATGTTTAGAA 

TATTAATAAGTTACTCAGATAATCTATTGGAATTTTCTTCATGGCAGGGGGAAGAGGCTA 

GAGTTG 

G 

Sequence 4 

TACTCAGTTTCCTTATCTATAACATGGGGATAATATTANGTATGCTACATCCGTTGTTA 
T 

GAGGATCAATATCTGTAAAGCTCTTAGAACATGCATTTTTCTTNTACTAAATGGGNAAGG 
TCTGGCNGGCGCGGTGGCTCACACCTGGTAATCCCAGCACTGTGGAAGGCTGAGGNGGGG 
GCAGTTGGGGAGCGAGGGGTTGTACTACTNCAATGTAACTTGCTTTCTCAGAAATTNAGG 
C N AAAAGTCTTACTGACCATGTAAAGGAAATCC AACAATTATAAACAGTCTC NTGCCTTT 
AAGGAGCTTATAGTCTAGTTANGAAACCAGACTTAAACATATGAAAAGTTTAAACATTGG 
Sequence 5 

CTCTTTCATTGAAAGGAAATTANGGTTGAACCTCCAGGAGCCCGTCAGAGTCTGAGGAGA 
GGCTGGCTTNATGTCTAGATACGACGACAGCAAGGCTGCTTAGAGCTAACAGCGCATTGC 
CTTTCACTACCGGACTCTCCTTTGCAGCTGCCTTGGTGATCTCATCAGTCAGCATGTC 
TC 

TAACCCAGAGCCAGGCTGTGC I I I I I I IGTACCT 
Sequence 6 

CGCGGTGGCGGCCGCCCGGGCAGGTACCTATGACCATCTTACATTATTTTTATGGGTGGG 

GGGCATTGGCTGTGGAATGTGGGCAGTAACTTGCACAGTCAGTAACCGTNNGAGTAACTG 

GTTGTTGGCATCCCCATTCTGGCACTCCTCCTCTAGGTCTCCACCTCACACGCTGGTTTG 

TGGGCGGAGGGGCAGGTTGGTGCCGTGGGGTGTCCGGGCACTGGCTGTGCATGCCTTCTT 

CCTCTTCTGTCTCTTGGCCACCTTTTCCAAAAAGTCACCAGTGACCAATTCTCCCAGT 
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TTCTTTGGGACTCAATGCCTTGGGCTTGGCATTGGGTAAAGCCGACTGGCAAGTTTCATT 
CTGACCAAGCTCTATAGTAGTCCGGNGTGGACCTCTTGCCCTCCCTGCTCTGCGGAAAGC 

TTNCTCAGCCTTTGCTTCTTCACTTATTTACTATTTGCGGGGTCCTGGGGGTACCCTC 
GG 

NCGCTCTAGAACTAAGTGGGATCCCCCCCGGGCTGCAAGGAATTCGAATATCAAGCCTTA 

TCGAATCCGTCNAACCTTCGAAGGGGG 

Sequence 7 

GGTGGCGGCCGAGGTACGGATACAATTCCGCTGAGTTAGATTCCAAATTCTAACCTCTCC 

ATCACACGCCCCAGAAAGGACAGTAGCCAGCTTCTCTGGATGCTTTGCCAAGCAATTGAC 

TCCATCACGGTGACCATCCAGCGAAGCAAGGAATGGTTTTGCAAATACTCGTTCCAGTTT 

GGTAGCATTTAAAGCTCTTATATATTCTCGTGGGACCTCAAAAGGATGTAAAGCAGGATC 

ATAGTTTCTTGGMCTCTCTGTAAGTCCAACTTGGTTTCGCGGACATAATTGTCCGGA 

TT 

CCGGCTCAGCATCTTCACCTTCATCTCGGTTGCTCTTC 
Sequence 8 

AGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAAC 

CAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCCTTTTGAGGT 

CCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATTTGCAAAACC 

ATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCATCCAGA 

GAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAATCTAAC 

TCAGCGGAATTGTATCCGTACCTCGGCCGTTCTANACTAGGGGATCCCCCGGCC 

Sequence 9 

GGTGGCGGCCGAGGTACCACATGCACTGATAGCTCTCTTTGTATGAACAGGAGCTGTGGC 

AGGCCCTATGCCAGGGAGAAAGTAAGATTGGAAAAGAGCTTACCAAGGAGGTGGGATTTG 

CACTGTGCTTAAGGGGCAAGAAAAACGTCTTCCAATCAGGAGCCACAAATGCTTGGCTGA 

AGTGCTACTGCTCTTTCATCCTGGAGCTGGAACAGACGTCACCAGTCAATCATGATGGCT 

GCTGGGTGCACTGGCTAACATCTATAATCCCAGCACTTTGTGAGGCTGAGGGTGGGAAGA 

TTGCTTGGGGCCAGGAGTTTGAGACCAGTTTTGGGCAAATTGCAAGACCCTGTCTCTGCA 

AAAAAATATAAAATGTAGCTGAGTGTGGTGGCACCTGTAGACCCAGCCCCAGCTACTCGA 

GAGGCTGAGATGGGAGGATCGCTTGGGCCTAGGAGTTCGAGGCTGCAGTGAGCTATGATT 

GCACCACTGCACTCCAGCCTNGGTGACAGAACANGACCTGTCTNTAAAAANCATTAAATT 

AAATCAAAAAAAAAAAAAAAAAAAAAG 

Sequence 10 

GGTGGCGGCCGAACATCCTGTTTTAACTAGCACAGACAAAACCTATGTGTTACTATCAAA 

ATAAAATTTAGAAAAACAATTTTCTTATAAAATTTTCTGTTTGTATTT 

CTGGCTTTAAAATTGAGAAATATGCCCTAAAACCATAAGGAAAAAGCCAACAGAAAGAAC 

AAAAAGATCACAGCAATTAGGCCCGTTCTATTCAATTTTGCCATGAGCTAAAAATCACAT 

TCTTCACAAAGTAAATTACCGCCCTGTTTTTTATTCTTAAGCACTAGGGTTAGGATTGT 

G 

ATCTGAGCTTTACTAAATCGGAAAAGAAAATCTCAATTATAGMCATTTAGTTTATTTAT 
ACCTTAATGCCCGGAGAGGTMTATTTTACTTTAAAATGCATAACCCATGTGGACATGCT 
AG GTCTTCC AAAA 
Sequence 1 1 

GGTGGGGCCGGGCCCGGACCCGGNCCAAGACCTACCCGCCGGNGNANTTGGCCTNGGGCC 

CTGGGGTTTCCTCCCNAGGGGAAGCCTTGTAGAATCCACCTNGGAAANCCTTGTNGGGTN 

CCGCTTGCCCCGTNGNATGGNTGGNGTAGGGGAAGGGCAAAGTACGCCTTCAAGAATAGG 

NAAAAAAGGGANGGGGGGGGGGNACCACTCAAGGCCTGGCAAAGGCCAAGTGGGACCAAG 

TGGCCCAAGGGGGCTTCTTGGAATGGTGGNTCTCTCACAAGCTTTGTAANAAAGGTGGTG 

GAAGAACCAAGCCTTGNCCCTTTTGTGGGTCGNGNGACCTTGGAATAAAGGGCCAAAAGG 
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AAGTTTTGGTTTCCCTTGGCCCCCNTTTTTC 
A 

GAAAACCCCCCTTGGGACCTTTTTTGGTTTTTTCCTTTGGCNAAAAAAGGGGGCCACC 
TTGGCCAAATTGGATGGTTCCTTGNATTGGTTTTTCCGGTCGCTTTANGGGGCCAATT 
NA 

NAANTTGGTTTGTAAAGGGGAAAG 

Sequence 12 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTTTTTGTTTTGTAl 1 1 l lAGTAG 
AGATGGGGTTTCACCGTGTTGGCCGGGCTGGTCTTGAACTCTTGATTTCAAGTGA TCCGT 
CCACCTCAGCCTCCCAATGTGCTGGGATTACAGGTGTGAGCCACCATGCCTGGCCTTTTT 
C I n I I I I I I 1 1 I AAACGAAAAAATGTTTTTAATTGACAAATAAAAATGATGTATATTTA 
TGGTGTTTTTTCTCTTTTGCATCATCAGTCTCTTTCTCATCACTGAAACCTACAAATATT 
TTAAAATCTTTCCA1TAAAAAAATTTTGCTGATCATTCAACCT CTTCAAA TTATTAAGAG 
ATACTTACTTTGTATGAAAAATTTrGTCGAGATGTATAATCCATTTTTTTCTGGGAAG 
Sequence 13 

TTACTTAGGGCGAATTGCGNCCGAGGTACCAGGTGTCATTCCTGCAGCAGGATTTAACAC 

GATGCAGATCTGGCCCCAGTGTGAGCATCTGTGTTAATGGTATCAGACTTAAAGAAGGAA 

AGACCTGATTTGACTGCTGTTGGTTTGGTAGTGTTCCCTGATCCGGAGCCAGTTTTGTGG 

GAGGGAGTCCCAAAGCAGGTTTGAGCTGTGGTAATGACCGAGTTGATCCTAGAAGACAAA 

ACAGTAGAATCGTACCTGCCCG 

Sequence 14 

TGGCGGCCGAGGTACGGTATTCTCTTCAAACAAGAGCAAGCCCATGATGATGCCATTTGG 

TCAGTTGCTTGGGGGACAAACAAGAAGGAAAACTCTGAGACAGTGGTCACAGGCTCCCTA 

GATGACCTGGTGAAGGTCTGGAAATGGCGTGATGAGAGGCTGGACCTGCAGTGGAGTCTG 

GAGGGACATCAGCTGGGAGTGGTGTCTGTGGGACATCAGCCACACCCTGCCCATTGCTGC 

ATCCAGCTCTNTTGATGCTCATATTCGTCTTTGGGACTTGGAAAATGGCAAACAGATAAA 

GTCCATAGATGCAGGACCTGTGGATGCCTGGACTTTGGCCTTTTCTCCTGATTCCCAGTN 

TCTGGCCACAGGAACTCATGTCGGGAANGTGAACATTTTTGGTGTGGAAAGNGGGAAAAA 

GGAA 

Sequence 15 

GCCCCTGCCCGGCTGGTTATGTAACAAACAAAGTCTGTGTCTGTGTGGAGTGTTGCAGGA 

CGAGTGGAAATGACTGTTTCCAAGTTCATGGCAATTCAGAAGGCCCTTCAGCCAGACTGG 

TTCCAGTGCCTCTCCGATGGAGAAGTATCTTGTAAGGAAGCAACTTCCATAAAAAGGGTC 

AGAAAGTCTGTTGACCGATCACTTCTTTTCTTGGATAACTGTCTGCGGCTGCAGGAAGAG 

TCAGAGGTTCTTCAGAAGAGTGTGATCATTGGAGTGATTGAAGGTGGAGATGTGATGGAA 

GAGAGGCTGAGGTCAGCACGAGAGACAGCCAAGCGGCCTGTGGGTGGCTTCTTCTGGATG 

GTTTTCAAGGAAATCCAACA 

Sequence 16 

CGGTGGCGGCCGCCCGGGCAGGACGCGGGAAGAGGTAATTTTAATGCCATTTTCATGGGA 

CACTTGGGAGCTAGATTAGAAGAAGCCAAGACTAGAATCGGGGAGATGAGTTGCAGAGGG 
NNGTGGTGAAGGTCTGAAGGAAGGTAGGAAAAGGTCGGACACATTCCAGACATATTTAGG 
GGTGGAGGTGGTTGGATATGGGGAGTT 
Sequence 17 

TTCGCGGTGGCCCGGCCGCCCGGGCAGGTGACTTTAGTCCTCACTCTGTGGGCAGGGGCA 

TTACAGCATAGGGGTCCCTTTTGTCAGGGATTTATGATGGCATCACACGCAGGATTCAGA 

GAGCATNAATTGAAAAATACATATGATTGGCTGGGCGTGGAGGCTTATGCCTGTAATCCC 

AGCACTTTGGGAGGCTGAGGTGGGTGGATCACCTGAGGTCGGGAGTTCGAGACCAGTCTG 

ACCAACATGGAGAAACCCTTTCTCTACTAAAAATACAAAATTAGCCGGGCGTGGTGGCAC 

ATGCCTGTAATCCCAGCTACTAGGGAGGCTGAGGCAGGAGAATTGCTTGAACC 
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Sequence 18 

TNCCGCGGTGGCGGCCGAGGTACGATTCTACTGTTTTGTCTTCTAGGATCAACTCGGTCA 
TTACCACAGCTCAAACCTGCTTTGGGACTCCCTCCCACAAAACTGGCTCCGGATCAGGGA 
ACACTACCAAACCAACAGCAGTCAMTCAGGTCTTTCCTTCTTTAAGTCTGATACCATT 
A 

ACACAGATGCTCACACTGGGGCCAGATCTGCATCTGTTAAATCCTGCTGCAGGAATGACA 

CCTGGTACCTGCCCG 

Sequence 19 

CCGCGGTGGCGGCCCGCCCGGGCAGGTACT f 1 1 II I I 1 1 I I II 1 1 1 1 IAI II I 1 1 II I I 
T 

n I U 1 1 I I I I I I NCCCCCGGGAGAGGAATTGGGAAGAGCAAATTGCTGCTGAAAATT 

TC 

TACATTGATCCAGACAAACAAGTTAGAGCAGGCTGAAAAAGAACCCTTGGTGI 1 1 I ICTG 

TGTTCAACCAGATCAACTGGAAAAGTATAGATACCTTAATTAGCACTGTGCTCTGNGGGA 

TTCTGGTCAGCCTGGCCCAGTGGTTTTTTTCCCCTGAACACNCCTGAAAGGGGAGCTCAT 

AATGACTGCTGTGCAGGTGGGCGGGGAGGGGGCTTCCTATTTGATTTAGNGGCTGATCAA 

TGCCAGTTACCAATTNTNGGTNGCCCCATTTATACATGGNGGAAAAAAAGTACCT 

Sequence 20 

GAGGTACCCAATTT1TTTAAGTTCTAAGGTAGCTTTCTCAAAGAAMCCATTTCAGGGT 
G 

TCCATTAAAAGAGCATCTGCGAATTGTTTTTGCAGGGACTCCTAATCAGTCAGGAGAAGT 

AGAATGTAAGCAAAGTCACAAACCTCCCGTAAGAATTTGGTTCACCAGGACACAGCTCCT 

CTCTTATGAAGGGATGAGAAGCAGACCCCAAACCCAGTGCCACAGTCTCCCTGGAAACAG 

CAGCAGGCTTGGGGAATGCTTCCAAAAGGCTATGCCATTCAAGGTCTCAGGTTTTTTGGT 

TAAAAATACAACTTAGGCCAACTGCAAGTGGCTCATGCCTGTAATTAATTCCAAC 

Sequence 21 

GTGGCGGCCGAGGTACGATTCTACTGTTTTGTCTTCTAGGATCAACTCGGTCATTACCAC 

AGCTCAAACCTGCTTTGGGACTCCCTCCCACAAAACTGGCTCCGGATCAGGGAACACTAC 

CAAACCAACAGCAGTCAMTCAGGTCTTTCCTTCTTTAAGTCTGATACCATTAACACAGA 

TGCTCACACTGGGGCCAGATCTGCATCTGTTAAATCCTGCTGCAGGAATGACGCCTGGTA 

CCTGCCCG 

Sequence 22 

CGCGGTGGCGGCCGAGGTACAGAGTAGAGAGAGTTCTGCAGGGATGAAGTGGGAGACGTT 

GATAGGACCAGACCAGACCAGGCCTTGTAGGCCATGGAAGGACTTTGGATTTTACACCAA 

GTGCAACAGGTAACTGCTGGAGGGAATTCAGCAAGAGAGTGACAGGAGCTGATTGACAAT 

TTGAACGCCCACTCTGGCTGCCATGTGGCAAATAGATTGTAGGAAGAAAAGAAGAAAAGG 

AAGAGAGCAGTTTGGAAGCTACTACTGTTGTCCCAGAAATATGTAATGGTGGCTTGG 

C 

Sequence 23 

CGCGGTGGCGGCCGAGGTACANAGTAGAGAGAGTTCTGCAGGGATGAACGTGGGAGACGT 

TGATATGGACCAGACCAGACCAGGCCTTGTAGGCCATGGAAGGACTTTGGATTTTACACC 

AAGTGCAACAGGTAACTGCTGGAGGGAATTCAGCAAGAGAGTGACAGGAGCTGATTGACA 

ATTTGAACGCCCACTCTGGCTGCCATGTGGCAAATAGATTGTAGGAAGAAAAGAAGAAAA 

GGAAGAGAGCAGTTTGGAAGCTACTACTGTTGTCCCAGAAATATGTAATGGTGGCTTGGC 

CCAGGTTGGGGT 

Sequence 24 

CCGCGGTGGCGGCCGAGGTACAAAAAAAGCACANGCCTGGCTCTGGGTTAGAGACATGCT 
GACTGATGAGATCACCAAGGCAGCTGCAAAGGAGAGTCCGGTAGTGAAAGGCAATGCGCT 
GTTAGCTCTAAGCAGCCTTGCTGTCGTCGTATCTAGACATGAAGCCAGCCTCTCCTCAGA 
CTCTGACGGGCTCCTGGAGGTTCAACCTAATTTCCTTTCAATGAAAGAGTGGGTTTCCAT 
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GGTACCTGCCCG 
Sequence 25 

CCGCGGNGGCGGCCGCCCGGGCAGGTACGCGGGAGGCACATTCTTTTCTACGTGAAGAGT 

TTTGTAAACTGAACTTTGTTTTCAGTTCCGGCTCCAGCCATCCTGGGGTNGCTTGCCA 

AT 

AGATGAATCCCACTCGTTTGACCCATGACGCTCCTTCTTTTCATTTCTCCCTCTTTCCC 
C 

ACAGCAGTGCATGTCCACCATACCACCTGAGAGTCTGTGGAATCTAATTTTCTGTTATAC 

TTCTTTCCTTACAC 

Sequence 26 

GCGGTGGCGGCCGAGGTACGGATACAATTCCGCTGAGTTAGATTCCAAATTCTAACCTCT 

CCATCACACGCCCCAGAAAGGACAAGTAGCCAGCTTCTCTGGATGCTTTGCCAAGCAATT 

GACTCCATCACGGTGACCATCCAGCGAAGCMGGAATGGTTTTGCAAATACTCGTTCCAG 

TTTGGTAGCATTTAAAGCTCTTATATATTCTCGTGGGACCTCAAAAGGATGTAAAGCAGG 

ATCATAGTTTCTTGGAACTCTCTGTAAGTCCAACTTGGTTTCGCGGACATAATTGTCC 

GG 

ATTCCGGCTCAGCATCTTCACCTTCATCTCGGTTGCTCTTC 
Sequence 27 

ACGCGGCGGCGGCCGAGGTACGGATACAATTCCGCTGAGTTAGATTCCAAATTCTAACCT 

CTCCATCACACGCCCCANAAAGGACAGTAGCCAGCTTNTCTGGATGCTTTGCCAAGCAAT 

TGACTCCATCACGGTGACCATCCAGCGAAGCAAGGAATGGTTTTGCAAATACTCGTTCCA 

GTTTGGTAGCATTTAAAGCTCTTATATATTCTCGTGGGACCTCAAAAGGATGTAAAGCAG 

GATCATAGTTTCTTGGAACTCTCTGTAAGNCNCAACTTGGTTATCGCCGGACATAATTGG 

ACCCGGTATTTCCGGCTCAGNCATCTTCACCTTTCATCTAAGGNTTGCATNTTCCGGGCC 

CGNTCTAAGAACTAGTGGGATCCCCCCGGGGCCTGCAGGGAATTCCGATAATCAAAGGCT 

TAATCTGAATACCCGGTCGGACCCTTCGGAGGNGGGGGGGCCCCGGNTACCCCAAGCTTT 

TTTGGTTTCCCTT 

Sequence 28 

CGGCCGAGGTACTCAGTTTCCTTATCTATAACATGGGGATAATATTAGTAGCTACATCGT 

TGTTATGAGGATCAATATCTGTAAAGCTCTTAGAACATGCATTTTTCTTCTACTAAATTT 

TAAGGNCTGGCAGGCGCGGTGGCTCACACCTGGNATCCCAGCACTGTGGAAGGCTGAGGT 

GGGGGCAGTGGGGAGCGAGGGGNTGTTACTACTCCAATGTAACTGCTTTCTCAGAAATTA 

AGGCAAAAAGTCTTACTGACCATGTNAAGGAAATCCAACAATTATAAACAGTCTCTGCCT 

TTAAGGAGCTTATAGTCTAGTTAAGAAACCAGACTTAAACATATGAAAAGTTAAACATTG 

GCCAGGCACAGTGGCTCATGCCTATAATCCCAGCACTTTGGGAGGCCAAGGCAGGAGGAT 

CACCTGAGGTCANGAGTTCGAGACCAGCCTGACCAGCNTGGAGAAACCCCATCTN 

Sequence 29 

GCGGTGGCGGCCGAGGTACTCAGTTTCCTTATCTATAACATGGGGATAATATTAGTAGCT 

ACATCGTTGTTATGAGGATCAATATCTGTAAAGCTCTTAGAACATGCATTTTTCTTCTA 

C 

TAAATTTTAAGGTCTGGCAGGCGCGGTGGCTCACACCTGGTAATCCCAGCACTGTGGAAG 

GCTGAGGTGGGGGCAGTGGGGAGCGAGGGGTTGTTACTACTCCAATGTAACTGCTTTCTC 

AGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGGAAATNCAACAATTATAAACAG 

TCTCT 

Sequence 30 

GGCGGCCGAGGTACTCAGTTTCCTTATCTATAACATGGGGATAATATTACGTAGCTACAT 

CGTTGTTATGAGGATCMTATCTGTAAAGCTCTTAGAACATGCATTTTTCTTCTACTAA 

A 

TTTTAAGGTCTGGCAGGCGCGGTGGCTCACACCTGGTATCCCAGCACTGTGGAAGGCTGA 
GGTGGGGGCAGTGGGGAGCGAGGGGTTGTTACTACTCCAATGTAACTGCTTTCTCAGAAA 
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TTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAAATCCAACAATTATAAACAGTCTCTG 

CCTTTAAGGAGCTTATAGTCTAGTTAAGAAACCAGACTTAAACATATGAAAAGTTAAACA 

TTGGCCAGGCACAGTGGCTCATGCCTATAATCCCAGCACTTTGGGAGGCCAAGGCAGGAG 

GATCACCTGAGGTCAGGAGTTCGAGACCAGCCTGACCAGCATGGAGAAACCCCATCTTTA 

CTAAAAATACAAAACTAGTTGGGCATGGTGGCGCATGCCTGTGATCCCAGCTACTTGAGA 

GGCTGAGGCGGGAGAATCACTTGAACCCGGGAGGTCGAGCGGCCGCCCGG 

Sequence 31 

CCCGCGGTGGCGGCCGAGGTACTCAGTTTCCTTATCTATAACATGGGGATAATATTAGTA 

GCTACATCGTTGTTATGAGGATCAATATCTGTAAAGCTCTTAGAACATGCATTTTTCTT 

C 

TACTAAATTTTAAGGTCTGGCAGGCGCGGTGGCTCACACCTGGTAATCCCAGCACTGTGG 

AAGGCTGAGGTGGGGGCAGTGGGGAGCGAGGGGTTG1TACTACTCCAATGTAACTGCTTT 

CTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAAATCCAACAATTATAAAC 

AGTCTCTGCCTTTAAGGAGCTTTATAGTCTAGTTAAGAAA 

Sequence 32 

GCGGCCGAGGTACGTATGCACTTGCTTGCCATCTAAGCAGGGACAATGGCAGTTCATATC 

ATGATGTTACTTTGATTCTCTGACCAAACTGGCCTGTGAGCACCCTGGGCCTTTCTTC 

CT 

CTGTCAAAGGCCTTAAGACAGGTTTACCCTGTAGCCAGGTCTGGAAGACAGAGCTGGGTT 

AAAGCTGGGTGGGAGAAGTGAAAAAGGTCAGGTTTACATTCCTACGCGGAAAAGGATGTA 

ACACGGGGCCACATCCTATGCCCAATCCCAAGGCAGGGAGGCAGGGAAGTGGCTGCCAAA 

CCTGTTGTAGGAGAGTAATAAATGACTTGAGAGTAAGCCTAAGCAAACTCAAGTGGGAAG 

GGGAGTGGGCTGTAAAATAGTTTAAGAGACTCTCTCAGGAAGTCAGCGTAATTGATGTGT 

AGAAAGGTAACAGTCAACAGTTCTCCTAACAAGACAGCTTCAAAGCAGCAGCTATAGTGG 

AGCATTCCTGAGGCCTGCTGCAGATCAAAGCATGAATGTGCAGACTGGTCCTCTTGCCCA 

GCGTTTCTTTC 

Sequence 33 

CCGCGGTGGCGGCCGAGGTACGTATGCACTTGCTTGCCATCTAAGCAGGGACAATGGCAG 

TTCATATCATGATGTTACTTTGATTCTCTGACCAAACTGGCCTGTGAGCACCCTGGGC 

CT 

TTCTTCCTCTGTCAAAGGCCTTAAGACAGGTTTACCCTGTAGCCAGGCTCTGGAAGACAG 

AGCTGGGTTAAAGCTGGGTGGGAGAAGTGAAAAAGGTCAGGTTTACATTCCTACGCGGAA 

AAGGATGTAACACGGGGCCACATCCTATGCCCAATCCCAAGGCAGGGAGGCAGGGAAGTG 

GCTGCCAAACCTGTTGTAGGAGAGTAATAAATGACTTGAGAGTAAGCCTAAGCAAACTCA 

AGTGGGAAGGGGGAGTGGGCTT 

Sequence 34 

GCGGCCGAGGTACCAGTTAAAGTCTTCTAGCCTGTATCCCCACTCCTTTTTGCCACTTGC 
AAATTCGGTAGCCCAGTTACCCAGAGGGAGGCATAGGAGGGAAAACGAAGACTGAAAAGG 
GCTAATATGAGTTTTGTCTCTTACAATTTATCTGCATCTTATCCTTCCCCCACCCCCCA 
T 

CATTAAATCATTAAACATTCTATCCAAATAGGATGCCCTTCTGTGGAACTGCATATTTG 
G 

AAACCATACTGCCTGTTTAACTTATGCACTCCACTGGGAACTTACAGTATCTGTTTCCC 
A 

CAATACTTGCAGTCATATCAGTTACAACCGCTGGGTGTGTATTGGTTCAAAAGGACCTAC 

CTACMGGTTATATCAATCCATTGTCCAATTTGAGAGATTTTTTCTGAATCCAGTTAAA 

A 

TAATTTTTGGCTACACCTGGGGACACTTCCCAGGACAACAATGACTTGTAGTCTAGTGCC 

CAAGAAAGCCAAAAAGGCCCGGCAAC 

Sequence 35 

GGTGGCGGCCGAGGTACGGATACAATTCCGCTGAGTTAGATTCCAAATTCTAACCTCTCC 
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ATCACACGCCCCAGAAAGGACAGTAGCCAGCTTCTCTGGATGCTTTGCCAAGCAATTGAC 

TCCATCACGGTGACCATCCAGCGAAGCAAGGAATGGTTTTGCAAATACTCGTTCCAGTTT 

GGTAGCATTTAAAGCTCTTATATATTCTCGTGGGACCTCAAAAGGATGTAAAGCAGGATC 

ATAGTTTCTTGGAACTCTCTGTAAGTCCAACTTGGTTTCGCGGACATAATTGTCCGGA 

TT 

CCGGCTCAGCATCTTCACCTTCATCTCGGTTGCTCTTG 
Sequence 36 

CATNTGTGTTTTATTGTGAAGGGTCCTCAACTGTGTGGCTGATTCAGGCTGTCCCCACTG 

CAATGTAGGGAGAGGAGAGAAAGGGATGAAAGTGAAGGCAGGGGGGGGGATGTTTGTTNC 

ACCGGGGTGAACTTCTGCCTGAGCAAGNTGATGTTGGCTTCCGANNGTATTTGGGACACT 

TTCmCAATACATNTNTTATTTAAGCACTTTATTCTGTGNCTGCTGCCCTG 

G 

Sequence 37 

CCGCGGTGGCGGCCGCCCGGGCAGG^ACGCGGGGGCAACATGGCGGCCTTAGCAAGCTAT 

AGCTGCGAGATTTGAATTACTCCACTCGTAGCTATTGCATTCCTGACGATGGCCTCTGTG 

GCTTCGTGCGATTCGCGTCCGAGCTCAGACGAGCTCCCTGGAGACCCCTCTTCACAAGAA 

GAAGATGAGGACTATGATTTTGAAGATCGGGTCAGCGACTCGGGTTCATATTCCTCAGCG 

AGTAGCGATTATGATGATCTTGAGCCTGAATGGCTGGACAGTGTGCAGAAAAATGGAGAG 

CTGTT1TATTTGGAATTGAGTGAGGATGAAGAAGAAAGCCTCCTTCCTGAGACACCAACT 

GTGAACCATGTCAGGTTCAGTGAAAATGAGATTATCATTG 

Sequence 38 

CCGCCGAGGTACTTAAGTTTTTCTTCAGTTACAGCTACCATGTGAAAATAATTCTCTGC 
T 

TATCAAGTTTACAACTTTAGAATTTCCTGTTTTAAAGTTTTCTCATTTACTTATCAC 

GTCATCTTCTTTTTGCCAAACGCTATAGTAGCACATTAAAAGGAGACTGATGTGAAAtCA 

ACTCTGTGCAAAAAGTATTGGGTGCTTTGGTAGAAGTCTATACAGAAGACACTGGAGACA 

CAAAAATGAATTTTGTCCAGGTGAGTTGATGTCAGAAAAGGCTTAATAATGGAGATGAGG 

CCGGGCATGGTGGTTCACACCTGTAATCCCACCTGTTTGGGAGGCTGAGGCAGGTAGATC 

ACTTGAGACCAGGAGTTTGAGACCAGCCCAGCCAACATGGAGAATCCTGTCTCCACTTTT 

.NAAAANTNAAAAANATNNGGTTCCTGCCCGGGCGGGCGCTTAGAACTAGTGGGATCCCCC 

GGGCTGCANGAATTTCGATATCA 

Sequence 39 

TCCCCGCGGTGGCGGCCGCCCGGGCTGGTACGCGGGAAAGCAAAACGACAAGCACGCCCT 

GAGCAGAGCCCCGGGAATTCAACCTTTAAGTGGATAACTTGGCTTCTGGTTTGCCAAGGA 

ACCAGGGCATCAAACAGATGAAACAGCCTATTGTCCATTTCAACAGGATTTTTCAGGAGT 

GGGGATGATCTTTCAAATTATCCACAACTTAATTATTTAATATTTTGATAGTCAATTACC 

TAAGACACGGCATCGTCACTGACCAATCAGAAGAGATGCCAGTAGTTGGGCGCAGTGGCA 

GCACTTTGGGAGGCTGAGTGGACAGATCACCTGGGGTCAGGAGTTCGAGACCAGCCTGGC 

CTACATGGTGAAACCCCATCTCTACTAAAAATACAAAAATGAGCCAGGCATGGTGGGCAC 

CTGTAATCCCAGCTACTTGACAGAGTGAGCCTCTGTCTCAAAAAAAAAAAAAAAAA 

Sequence 40 

GCCTCCCCGCGGTGGCGGCCGAGGTACAGTTTAGAAAACTGTGGGGCTGAGTCCTCGGGG 
CCGTGGGGCGCAGCGTGGCTGATCACCATCATAACGGGCCTATGGGGATACATTCTCTTA 
GACATTTTGAAGTAATTAATGCTCTCGTTAGTGATTAAGTCTGTGAAGTAGTCCTTTGC 
A 

TAATCAAATCCATGCTTTTCTTTGATGCCATTGCGACAAACAGTGTAATTATAGAAGCG 
A 

GAATTCTTGATTAATCCAAGCCATTCTCGCCACCCAGGGGGGATGTAGCTGCCATTATAT 

TCATTGAGGTATTTTCCAAAAAAGGCTGTTCTGTAGCCAGTGTTGTTAAGATATACAGCA 

AAAGTCCGAGGCTCATGCATGGCCTGCCACGAGGGGGAAGAGCAGTTCTCGTTGTTGGTG 
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TAGACATTGTGATTGTGCACATACTTNCCGGTGAGCATGGAGGACCGTGACGGGCAGCAC 

ATGGGGTGTAGTCACAAAGGCATTGATGAAGGTGGCCCCCCATGTT 

Sequence 41 

CCCCGCGGTGGCGGCCGCCCGGGCAGGTACACGTGCACATTGTGCAGGTTAGTTACATAT 

GTATACATGAGCCATGCTGGTGCGCTGCACCATGGCACATGCATATCTATGTAACAAACT 

TGCATGTTCTGCACATGTATCACAGAACTTAAAGTGTAATAAAAAAAGAAAGAAAAACAG 

CATGCAATTCAGCCCACACAAAAAAAAGAAGTCAAAGACAGCGAGAATTCTTAAAACAGC 

AATAAAAAGTATAAAGTCACTCTAAAGGAATCCCCGTTAGATTAACAACACATTTCTTAA 

GAGAAATCTAACAGGCCAGGAGAGAATGGGATGACATATTCAAAGTGTTAAAGGGGGGGA 

AAAAACTCCACTCAAGACTACACCCAGAAAAGCTATCTTTCAGAAATGGAGATAAAAACA 

TCTTTCCCAGACAAAGAAAAACTAAGAGAATTTACTACCACTCACCAGCCTTACCAAAAA 

A 

Sequence 42 

NTTGGAGCTCCCCGCGGTGGCGGCCGGAGAGCAACCGAGATGAAGGTGAAGATGCTGAGC 

CGGAATCCGGACAATTATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAAC 

TATGATCCTGCTTTACATCCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGC 

T 

ACCAAACTGGAACGAGTATTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGAT 
GGAGTCAATTGCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGT 
GATGGAGAGGTTAGAATTTGGAATCTAACTCAGCGGAATTGTATCCGTACCT 
Sequence 43 

ATTGGAGCTCCCCGCGGTGGCGGCCGGAGAGCAACCGAGATGAAGGTGAAGATGCTGAGC 
CGGAATCCGGACAATTATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAAC 
TATGATCCTGCTTTACATCCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGC 
T 

ACCAAACTGGAACGAGTATTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGAT 
GGAGTCAATTGCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGT 
GATGGAGAGGTTAGAATTTGGAATCTAACTCAGCGGAATTGTATCCGTACCT 
Sequence 44 

GGCGGCCGCCCGGGCAGGTAC I I 1 1 I I M I I I I I I 1 1 I I M I I I I I I CTACTCTGGAAG 
C 

TGAGG N GGAAGGATTGCTTG AGCCCAGGAGTTTGAGGCTGC AGTGAGCTATG ATCAC AAC 
ACTGCACTCAAGCCTGGGCAACAGAGCAAGACCCTGACTGTAAAAAAATTTTTTTACATT 
AA lll l l AAAAGTGAGG I I I I I ACCTGATGATTGNGTAGGTTTCTCCTAGCTCCAAAGT 

A 

TCCGGCTCCTACGACTCTAAATATAACCTTCAAGGAAAGNGGAGCTGGTTTACTCTTTTC 

TGATAATATCAAGCCATTCCTGGCTGGGCGTGGNGGCTCATGCCTATAATCCCAGCACTT 

TGGGAGGCCCCGCGTACCT 

Sequence 45 

GGGNGGCTCCCACCGCGGTAGGCNGGCCGCCCGGGCCAGGTACGCGGGNAATTCAAGGAT 

GGGATTAAAGGATTTAAACCGTTTAGGACCCTAAAAGCATAAAAACCCCTTAGAAAGGAA 

AATCTTAGGGCAATACCCATTGGAGGGACCTTAGGGCCTTGGGACCAAAGGACTTTCATG 

GACTTAAAAACCACCCCAAAAGGCAATTGGGCAANCCAAAANGCCCCAAAATTAGGNCCA 

AATNGGGGATTCTTAACCTTAAAACTTTAAAGGAGGCTTTNTTGGCCCCAGGCCAAAANG 

GAAAACTTTCCCCTTCNAGANGGNGGGACCCNGGGCCANCCCTTTCCNGGGAATNGGGGG 

GGGAAAAATTT 

Sequence 46 

GGAGCTCCCCGCGGTGGCGGCCGAGGTACTCGGGAGATCGTGCCACTGCCCTCCAGCCTG 

AGAGAAAGAAACTCTGTCTCTAAAAAAAAAAAGAAAGAAAGATGTCAGTGCTATTTATAG 

TAATACAAAAATTTAATGTAATTTTTGTCAAAATCTCAATGGTATATTm 
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TCAAATTATATATATATGATTTATAAATTATTGTTATAGATTCCTGGAAAGTTAATCCAT 

CTCACCATTACATAATACCAATCTCTCTCGGCCGGGCGCAGTGGCTCACGCCTGTAGTCT 

CAGCACTTTGGGAGTCCGAGGCGGGTGAATCATGAGGTCCAGAGATCGAGACCATCCTGG 

CCAACAAGGTGAAACCCCATCTCTACTAAAAAT 

Sequence 47 

CTAACCTCACATTTAATTGCGTTTGCGCTCACTGCCCCGCTTTTCCAGTCGGGGAAACCT 
TGTTCGTGCCAGCNTGCAATTTAATNGAATCGGGCCCAACNGCCGCCGGGGGGAGGAGGG 
CCGGGTTTTTGGCGGTATTGGGGGCGCCTTCTTTCCCGCTTTCCTTTCGCCTCACTT 
GAA 

CTTCGCCTNCCGCCTTCGGGGTCC 
Sequence 48 

CGCGGTGGCGGCCGCCCGGCCNAGGTACAAGNGACAATGCTGGATGCCAAGCAGNTCCCC 

CCTACCGTCTCACTGCCCCTCAAGACTTCAAGGCCACTCTCCCCATAAACATCATGACTA 

CAGATTTAGGTGGAAGAGCAGCCATGTTTGAAGGGCACATGTGATGAGTGGGGGGCAGCA 

AGATGCCATTTCTGCATCTCCCAGAAGGGATGAGTCTTTGTCCCGATGCAAGCCCCCTCT 

TCGTTGGGCTCCCAGCAGTGCTTNCCTNCTCCACCCTGCACTTCATTTNGTTC7TTCC 

CC 

CCCNAACTTTT 
Sequence 49 

GCGGCCGAGGTACAACTAATGGAGCTCAGAAGCTGTCAAGGATATAAGCAGTGCAACCCA 

AGACCTAAGAATCTTGATGTTGGAAATAAAGATGGAGGAAGCTATGACCTACACAGAGGA 

CAGTTATGGGATGGATGGGAAGGTTAATCAGCCCCGTCTCACTGCAGACATCAACTGGCA 

AGGCCTAGAGGAGCTACACAGTGTGAATGAAAACATCTATGAGTACCTGCCCGGGCGGCC 

GGCTCTAGAACTAGTGGATCCCCGG 

Sequence 50 

GGCGGCCGGANGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCCGGAATCCGGACAATT 

ATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTAC 

ATCCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAG 

TATTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGG 

CAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAA 

TTTGGAATCTAACTCAGCGGAATTGTATCCCGTACC 

T 

Sequence 51 

NGGCGGCCGAGGTACCTCAGCATATATTGGAAGTGTTTTAGAGTTGGTGAGTTCCCCGTG 

CCTTCCAGAACTGAACGCTAGGAGGAGCAGNCAGNGAGGACAGACGTCTATGCAGAAACA 

TGGNGAACCTCTGGAAATGACACACTCTCCGGGCNCAGGGGGCCATTCGTCCATCTTTGA 

GGTGGACTAATCATGGAGATTCTNGCAGGGCCGGCTGCTATCTCAGATTTTCTAATCGGA 

GAAGGAGAGAGATCAACTTCCATCGACTCCAGTCTGTCGGGGGCTGATGAGTGAGGTGGC 

AGCAGGCATCCGCGTGGTTTTGTTGAAACTGGACTTTTTATTGTGCTGAAAGCTGTTT 

GT 

TGTGATGATCTCATACTTTGNAGTTGNTCTATCTGCANCACTGACTTTC 
Sequence 52 

TCGTTNGAAGCCCCCCCGCGGTGGCGGCCGAGGACI I I 1 1 1 1 1 1 1 M II I II I I I IGG 
CA 

TTCTGAAAATTCATGAGGCTGTGTTTTAGGTGAGGCTATTTCTTCATTCACTGAACNG 
GG 

CACCCAACAGGCTCTTAATATGAAGACTTGGGCCCTTCCTGAGTTCTAGAAAAGCATTTT 

TACTAGTTCTTCAGTAATTTCCCCTCCCCTTCATTCTCTGTTCTCTTTTCCTCGGACTC 

C 

AATTGGATCTTGGGCCTCTAAGTATAGGCAAGATCATGTTTCTAAAAAGGTTCTTAGAGG 
GAGGGAGTTCCTGGGAGTGTTATGTGGGGTGGTGCANAAGGTGCTAACAGGTGGNTTTNT 
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CTTTAGGATGAGCAGGTGG 
Sequence 53 

GTGAAGATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAACCAAGTTGGACTTACAG 

AGAGTTCCNNGAAACTATGATCCTGCTTTACATCCTTTTGAGGTCCCACGAGAATATATA 

AGAGCTTTAAATGCTACCAAACTGGAACGAGTATTTGCAAAACCATTCCTTGCTTCGCTG 

GATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTC 

CTTTCTGGGGCCGTGTGATGGAGAGGTTAGAAATTTGGAATCTAACTCAAGCCGGAAATT 

GTAATCACGTACCTCGGCCCGCTCTAAGAACTAGTGGGATCCCCCGGNGCTGCAGGGAAA 

TTCCGATATCAAGGCTTTATCGATACCGGTCNACCCTNGAGGGGGGGGCCCCCGGGTACC 
CCAANCI I I ! IGG 

Sequence 54 

CCCCCCGCGGGGCGGCCGAGGTACACTGGGAAAATGAAGAACTTAACTACATAAAAATAG 

AGGGACAGTCAAAACTTCACAGGGGGGAAATCAAGTTAAATTCAGAGCTGGATTTAGATG 

ATGCCATTCTAGAGMGTTTGCTTTCTCCAATGCTCTATGCCTTTCTGTAAAACTGGCA 
A 

TITGGGAAGCATCACTGGATAMTTTTATTGAATCTATTCAAGNCMTTCCTGAGGCTT 

AAAAGCTGGGAAGAAAGTGAAACTATCTCATGAAGAAGTTATGCAGAAAATCGGTGAACT 

CTTTGCTCTAAGGCACCGTATAMCTTTGAAGTTCAGGACCTTCCTGATTACTCCTGA 
TT 

TCTTACTGGGGACAGGAGAAAACCNNGGGAAGGGACTTTACCGATAAAAACCGTGGTCAA 
ATTCCTTTAGCCATTTGGCCCCGAAAGANGTTAAGGGTCCAATGAAATTGAAA 
Sequence 55 

TAGCAGGAGCCCCAGGAGTCTGAGCGGNGGGACCCTCATGTCCATGCCTGTTGTCCCTGG 

ACNTGAAGACCTGAACTCCCCCCGCGTACTCTCGGCCCGNTTCTTAGGAACNTAGGTGGG 

ATTCCCCCGGGCCTGCTAGGGGAATTTCCGAATATTCAAAGGCTTAATTCGAATACCCCG 

GTCCGAACNCTTCGNAGGGGGGGGGGGGCCCCCGNNTTACCCCAAGC 

Sequence 56 

GCGGCCGAAGAGCACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATTATGT 

CCGC GAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCC 

TTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATT 

TGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAA 

GCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTTG 

GAATCTAACTCAGCGGAATTGTATCCGTACCT 

Sequence 57 

CAGGGAATGGGNGGNGGCTNCACCTGGGGANNCCTGAGGCCCGTGTTTGTGGAAGATGTA 

GATTCCTTCATGAAACAGNCTGGNAATGACGACTGCNGATACAGTATTAAAGAAGACTGG 
ATGAACAGTACCT 

Sequence 58 

CGGCCGCCGGGCAGGTACGCGGGCTATTGTGATTCCCAGTGACCCATAGAACAGGATTTC 

ACTAGTCCTATGACATGTGACTGGGCTTGGGAAGTTCNCGTGTCAGNTCCAAAAATCCTA 

AGGTGGGATCTTCGCmGTGAAGCAMTTAATTACACMCCAMTATTGCCACATTCT 

GAGGTCTATTGACACAATGGGAACTTCAACCCCTACTTAGCTTAGCA I 11 I I I I I I 1 CA 
A 

GAGTG AAAAGTGGTCCACGTAGAGCACAATATAATTTAAGTAAAGGAAGATTAAAACATA 

TTTTTATCCATTTCTTATGGTGGNNNNATTACATGTTTTAGATTTGAGGTCCCCCTCTC 
A 

GGAAAACCCTTTCAACTTCGTATTATTCACTCCTGAGTAGTATGGGGGTAGAAAAATGAG 

TGGGAAATCAGTTTGGTCCACTATTTTCCCGAGTCTTTCTTGCACTTGCAMTACTTTC 
A 
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TCAAATATTTTACCAAAAATTCTCANGCNCCTGTTTACCAGGATGGTGGTATCACNATC 
A 

GGGCTCAAACCAAAGNTTACAGGAAATTCTNTTGGNGGG I I I 1 1 I ATCCTGGGACNATTC 
TAAATTTTAAAAAAC CTAAAAAAGGTTATTTATTTC TTC NC N AATTTATTC AN N TG NTTT 
TTTAAA 
Sequence 59 

CACGCGGGAAAGATCAGTTGNTTTACCTTGGCATTCAAAGACTTTTCTTTGACTCCCATG 

GTTCTCAAAGCGTGATCCTGGTCCACCACCATCAGCATGGNNGGNGGGAACGTGTTAGCA 

CTGCAAATTCTCATTCCTCCCTAATTTTCTGAATCANAAATTACGGAGGTGGAGCCCAGC 

AATCTGTTTTAACCAAACTTCCACATAATTCTAATTAATTTATGCTTTGGAGAACNCGC 

T 

GATCTAGTTTGTCCCTCTCATTTTGCAGGCAAAGAATTGAATTCTAGAGAGGTTAATTG 
A 

CCTTGTCCAGTCATACAGCTAGGGTCTGTTTTCTATTATTTATTTATTTATTTAI 1 1 1 1 A 

TTTTATTCACTTTACCCCCCAGGTATTCATAGNT7TCTTTCTAAATACTCCATATTTGGA 

CTTGACTTTTTACAAGTTTGTAATTACCAAATAAAGTCTAAAGATGGGGAAAGGTTGTGG 

GAAAAC7TTATAGAGAACATGAGATTTTGACTGAACCAGTNAACATTAAGTAGAGAGNAA 

AAAGAAAGGGGTGTTCTAAAGCAGTAGGGACCACAGTGAATAAAGGGAGAAGATAGGGAA 

GNTTTAAAAAAAA 

Sequence 60 

ACATCCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACG 

AGTATTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGNGATGGAGTCAATTGCTT 

GGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAG 

AATTTGGAATCTAACTCAGCGGAATTGTATCCGTACCT 

Sequence 61 

TCCACTCCCGCGGTGGCGGCCGAGGTACACGTTACTGTTCCGTCGTATTTTGTAGTCTCT 

GTTCTGCCCTTTGGAACATCTNTTCGGTGTTCCTGTGGGATCTCTCTACTGCATTNTA 

CT 

TTATGTAATAATCTGTTCAATAAATAATTTTTAAAAGGAGACAACAACGCCGCAGGTGAT 

CTGGAGGCTCCTGGAGGACCTCAGCGACTCAGGTCCAGTCCAAGGAGGGCCGCAGATCAG 

GCTGAAGGATGGATCCACATGTTTAGAGGAGATCGAGAAATGCAGAAGAGAGATGCAGCA 

GAGAAATGCCACAGAAAGGGGAGCTGGAGAGAATCAAAGCATGAGAGGAATTCAACCTGC 

TGTCACTGGAAGGGGTCCAGATGGAACGCTTGAGAAGAAACGTGTGTAGCATCTAGGAGT 

AAAGACTCGCCCTGGCTGACAGCTAGTAAGGAAATGGGAACCTCANTGCTGCAGCCTCAA 

AGAATTGACTTTAA 

Sequence 62 

TGGCGGCCGCCCGGGCAGGTACAATGATGGCTGTCAACTTCGTTTGTTTAAAAAAAGACA 
ATTTGAGCAGGACGACCCTCTCCAATCTGGGTAGCATGGTTAGCCTGTGCAGTAACAACG 
TAGGCTCGGAGGATGGGTACCT 
Sequence 63 

TGAGTGAGCCTAACTCACATTTAATTTGCGTTTGGCGCCTCACTGCCCGCTTTTCCAG 
TT 

CNGGGGAAACNCTGTTCGTTGCCCAGNCTGCATTTAATGGAAATCCGGCCAACGCCGCCG 

GNGGNAGGAGGGCGGGTTTTGCCGTATTTGGGGCGGCTCTTTCCCGCCTTCCTTCGGCCT 

TCAACTTGACTTCGGCTTGCNCCTTCGGGGTCNGTTTTCTGGCTTGCCGGGTCGAGNCCG 

GGNTATTCAANCCTTCAACTTCNAAAGGGGCCGGGGNAATTACCGGGTTTAATTCCCAAC 

CAGGAAATTNAAGGGGGGGAATAAACCGCCNAGGGAAAAAGGAAAACANTTGTTGGAAGC 

CAAAAAA 

Sequence 64 

GGGCGNTGGGCTGGAGGAGNGGAGCGGCNNCAGNAGGGGGGCGCCGGCCNCCCCAGCAGA 
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NGNCTCCAGCAGCAGNNGNANCTCTGAGGCTCCANCNCCCACAGCACCGAACAGNGGGNN 

CCAGCNNCCACCAGGGGACCCNGGANCCCGGGCGACGGCNGANCCAACNCNGAAGGAGNC 

NNAAACCTNNNCNNTTGAGCGGNGGNNCNCNCCCGCGACCCCGAGCAAAAGGAAGCCCAG 

CNGGAGGGGCGGNGGANNGACGCCCNCGGGGGGCACAAACAACCNNCNAAAGGAAGAANN 

N GCCACCCACCAANCC N NANCAANACAACAAANGAANCAANACAAAC ANAACCCAAAAAC 

GAGNAAAAAAAAAA 

Sequence 65 

ACC I 1 1 1 1 1 1 1 1 1 1 I 1 1 I I I I I GGAGGAGATGGACAGTGTCAGTCTCCTGATANGGNGG 
T 

GATGGGTAGGTAATTTAAAAGCTTCTATTATAAAATCTAGTCTCTCTGACACTGCCCTG 
T 

CCACTGCAGTCACATCTCCCAATACTGAAGGATCCTGAGAATACCGAGCNGGTCATGACA 
CTTACTCACGTCATTCACCAN I I II I I IGNACCTGCCCG 
Sequence 66 

GCGGTGGCGGTNTCCCGGGCAGGCCACGCGGAAATCCCCTAACTTCCTTGCTATCTTCCC 

ATCCCATATTTAGGTTAGATAGAGAAGTGTGTATGTGTGTGTGTGTGTGTGTTGCTCGCA 

CAGTGATGAACTGTAAACATAAATGAAGATATGGAAAAATACATCAATTAGGACAACATG 

ACAATTTCATTAGACTCCTATCAAAGAGTATCAGTTCACAGTTNNTNTAGATACTAGTA 

T 

AAAATTCAGATCTTGACTGTTTTCTGGGGATAAAGCANGGCTTTACAATTTAGCAGTNTG 
NAGCTAGCTTGAAACAGTAAAACAACAACAGCAGAGCCTTAAGTGTATTTTTGTGACCTA 
AAACATGAACTCAGGGTTTCCAAATTCCTAACAA 
Sequence 67 

AGGTACTTGAAGGATAAGAAATTACTGTGTCAAATTACCCACAAGTTAAATGCCCATGTT 
CCAGACCTGTGGCTCTTAGTATCAGGCTTGTGATAGAGAAAAGGCTGCTATGAATTCTAC 
TCAGTGTGCTTAGACCAAAGGAAACCACCACAGGGATTTCACAGGC 
Sequence 68 

GGATAAGAAATTACTGTGTCAAATTACCCACAAGTTNTTTGCCCATGTTCCAGACCTGTG 
GCTCTTAGTATCAGGCTTGNGATAGAGAAAAGGCTGCTATGAATTCTACTCAGTGTGCTT 
AGACCAAAGGAAACCACCACAGGGATTTCACAGGC 
Sequence 69 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCCATTTCATCTTGCACCCGCAATAC 

CAGGGATTGTTGCGAAGAATCAGTTGTGTTATATTGTCCAAATCATCAAAGATACCCTGA 

GGTAAATTACTTAGGTTATTATTGGACATATCCAGTCGATAGAGCTGCCTTAGATAAGAA 

AAAGCATTTGGGGGCACCCGATTGATGTGGTTATCTTGAAGATAAAGCTTCCTCAGGTTT 

GTGCCTGGAAGGTTTACTGGTGCAGCAGTCAGGGAATTCCGCACCAGGGACAGCTCTGTC 

AAATTAACTAGGTTGAAGAAAACTTTGTCACCTAAACCATGATTGTTCAACAGGTTTCCA 

TCTAGAACCAGGCGTTTTAGACTAGTGAGACCTTGAAGAGATGGTGATGAAATAGTGGAT 

ATGCGATTATCATCCAAGCGTAGTTCTTCTATAGTCCTGGGCAAACCCCAGGGAATTGTG 

CTAAGGTGATTACGGGACAGGAAAAGCAGTCGGAGATAGTTGCTGTCTCGGAATGCTCCC 

TCTTNTATGCTAACTG C AG AGAC AGAGTTG NC ATCTAAATGTAATTCTTCC AGATAGG 

Sequence 70 

NATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTGAATAAAAGGCTTTGGTTTCTCTG 
ATGTCTTCCAATCAATCACACAGAGCTTGCCCTGATACTCAGCCACACAGTCCAGCAGAC 
CTATATAGTTTAAGGTTTCATGTTGAACAGCACTTTCAAGAGCTCGCACTCCACTGAC 
AT 

CTTTCAGAATATGCTGGACACTTTCAATGTAACCAGACTTGAGGAGATTTTCATCTCTC 
T 

CTTTTAAGGTTTCCTGGGGTGAAAGTATGCTTTCCAAGGCTTCGTGGAACCGTTTCCC 
TT 
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GTAAAAAGACGTTTGAAGTGTATTCTTTAAAGCCATCTTCTCCCAGTTCCAGAATCATC 
C 

CGCTGTTTCCACCTCTCCAACAAAGAAAACCTGTTGTTTTGGTCATGGTCTGCTGAAGGA 

CTCGGGTCACACTTGGTATCACATTCCT7TGCAAGGGGATTTTCAAA 

Sequence 71 

AGGTACTTGAAGGATAAGAAATTACTGTGTCAAATTACCCACAAGTTAAATGCCCATGTT 
CCAGACCTGTGGCTCTTAGTATCAGGCTTGTGATAGAGAAAAGGCTGCTATGAATTCTAC 
TCAGTGTGCTTAGACCAAAGGAAACCACCACAGGGATTTCACAGGC 
Sequence 72 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACATATATCATTTATTCAAGAGGCAGA 

TTTTAAACG7TTTTGTAAAAAGCTAAATAACACCCAGAGTGACTCAAAAAATTTCTCAA 

C 

TTTGCCCAAGTGAATAGTAAGTCTAGAG 1 1 I I I IGGG I I I I I 1 1 I I I GTGAC AGAGTTT 
C 

TCTCTGCCGCCCAGGCTGGAGTGCAGTGGCGATCTTGGCTCACTGCAACCCCTGCCCG 
Sequence 73 

GGCGGTTNTGGGGGGCAACACCGANCCGCAGAGNCACACTWGCAACAAAAGGNACTTNTT 

TGGGGGGGGGAAAAACCCCGGCCCCNCCNGNCCAGCNGGACCATCNATTTNNTCCNCCNC 

CNCGGAGCNGCNCCCNAAAAAGCNCANAACAGNAGAGANCAGNNGNCNCNGGNNGCAAAN 

CNAACANANANNCANGCAANGGAGGNGNANCNCCATGCTTTTTNGNNGGGGGGGGNNGCG 

CNACGCNCCCNNGAAGAAAAAAACGCCNCAGNAACGGGGGGGGGGNAGGACCCAGCCNGG 

GCGGNCGCNCNAGAACCAAGNGGAACCCCCCGGGCCNGCAGGAAANCCGAAANCAAGNCN 

NANNGAAACCCGNNNAACCNAGANGGGGGGGGNCC 

Sequence 74 

CCGCGGTGGCGGCCGCCGGGCAGGTACCTTGTGAGAAGAGGAAGAAGGTGATAAGAACTA 

AGATCAGAGCATAGTAGAGAAAGTAGCCCTGTAAACAGAGGAGAAGCAGAAAGAGAGAGG 

GGAGGACAGAGCTTTTATTTTGCTCCAGGTTAAAAAGAAAAAAAAAGCACATTCAACTCT 

ATGTAGTGTCTGTCCCAGGTCCTAGAACTGGAATAGACCAACCAAGCCCAACCCTTCTTA 

AAAGTAAGACTNGGTGCTTCCTGATTATATATTCAACTGCCTGGAAGCATGCAAGTAAAA 

TTTCCTTGATGGCATTTCTAAGTTrCAAACATATTCTTNCTAACAAATGCATTTACAAAA 

AAATATTAGGGATTGNGGTTTTT7TGGTTNGGACTTTAAAAAAAAATTGTTTTNAM 

C 

ATAATTGGGGGCCCTACCCCAAAATGGATTCTTCTCCCCTACAGGTGGAGGGTTTCATTT 
TTTC 

Sequence 75 

GCGGCCGAGGTACGCGGGGAGGCGTTGTGGGAGGAGGTGCGGGGAGAGAGGAAGGGGCCT 
GTGC ACTGAGC N GGCATCAAACTATTAGTGGATGGCCTTGCGTCTCAATCTGCAGTAAAN 
AGGAAACTAATCTGAAAGGGAANGANAGGACTGTGTG NCTTTTTA I I I I I I AAAATACGG 
AGTGTGCANTTTTACTGAATCTTGAATCATGCCC 
Sequence 76 

CTTGGCCCTTGGNTCGGGGGCCNTTTNCCCCCCCAAGGGATGGGGNCCCNTGGNGTANGT 

GTTNGNGGGCCCAAATANGAGCGGANAGGTTAAAANCNAAGTAACNAACGACCGTAATCG 

TTGTAGTTCCAAATGGGGAAATTGGGGTNTTTTCGGGNGGAACCTTAAGAAAGNGGCCTT 

CCAAAATTGGNGGTTNGGGGGGAAAGGAAAGGAATTCCCCCCTTGGCCAANAAAAAACNC 

CCACNCCAAACCCCCAAGGAAAACCGGTTGGGGNTTTTTTGGGCCCCNTNGGAAAGGGGC 

NTNGTTCATACCTTGGGNANGGAAGGNAAAAAATGGAATTTTCTTGGGGGGGGGGCTTTG 

GTTCTTTTAATTGN AAAAAAANATTNAATTAACGGACCCA ! I I I I NCTTCNAACNAAATT 

AAAAGGCCCCCCACGTTNNTTCAATTCCATCCCCCAATTTTTTNTCCCCTNCCCCTTTT 

T 

TTANCCCCI I lllll I CTAAAGNATTGGGCCAAAGNNTTNTCTTCCNTTTNTTTTNCCA 
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A 

CCNATTTTNAANGGGGGCCTTGGGGTTTTNGNGTTNTTCAANAANAACNI 1 1 II 1 I I I 
GN 

GGGGTAAGTCCCNACCCGNGNTANCNTTGGGTNCAAGNTTTCNNTTTCTTTGGGGGGGGA 
AAAGGCTTGGNGGTTTCCMNGTCCNTCCAATTNTCCTTGGGCCAAANGGGGGGCCTTTT 
NCCTTCCCCTTCCCCTTNCTTTGGTNNCTTTTT 
Sequence 77 

AAAAAGNGAATTCCANCNTGGGGGGNCTTGGNGAAAAAGCCTTCTTAAACCANGGGCCAA 

TTTGGCNCAGGCCCCTAAAGCCTTACCCTGGCCAAG 1 1 1 1 1 I GAAGAGCCAAAGGGGGGC 

CMGNGGGTTCMCCTTTTAACCCCCTTGCTTGGTTCTTGGAAATTGGTCrfTCCCCTTGG 

GGGGAACCAAAACAAGGGNAGGGGGCNTGGCCACCTTCAACTTGGGCCTTGGAGGTTCCA 

AGAACCAGGAAAAGGAAGGGGGAATCCATTCCGGGGACCTTGGGAAAAGNCCTCCTTGGG 

CCAAGGGGGTAATTGGGGC1TAGGCCCCNTGGGGTTTNACCCCCGGTTAAGTTGGAAGAA 

AAATTNGGGAAGNAAGGGGGGCCCCAACCCTTGGCCCCCAAGCCNTTAACCACCAAGGAA 

ATGGTTTTTTTCCCCCAAGGGGAACAAAACCAAAGGGGAAGGGGCTTTGGTTGTTTCCCC 

ACCTTTGGNACCAAGGTTTTTCAAGNACCAAGGGAAAAGGTTGGGGGAAAACCCCAACCT 

TGGGGGNACCCCCGGGGAAMGNCCTTCNTTANNCCAAAGGNTGGGTTTTGGCCCCCCAA 

CCCCTTGGGGGCCTTAANCTTTANAANTTGGGAAGGCCCCTTTTTGGAMNAACCCCCAG 

GCCCGGAAAAAAACCCAAAATTTAAAAATTTCAAAAAAGGGAAAGGCC AAG NTTTTCNTT 

GGTNCCCNAANAAGGN 

Sequence 78 

TCCCTTTAAGTGAGGGGTTAATTGCGCCGCTTGGGCCGTAATCATGGTCATTAGCCTGGN 

TTCCTGTGTGGAAATTGTTANTCNCGCCTCACAAATTTNCAACACCAACCATTACGGAAG 

GCCCGGGAAAGNCATTAAAAGTTGGTAAAAAGCCCTNGGGGGGTGCCTAAATGGAAGNTG 

GAGCCTAANCTTCAACATTTTAAATTTNGCGGTTTGCCGCCTTCACCTGGNACCCGGCTT 

TTTTCCAANTTCCGGGGGAAAACCCCTTGTTCCGGTNGCCCANCCTTGNCCATTTTAAAT 

GGAAAATCGGGCTCCAAACGNCCCCGGGGNGNAGAAGGGCCNGGTrrTTGGCCGGTTATT 

TTGGGGGCCNGCCNTTCTTTTNCCGGCNTT 

Sequence 79 

GAGGTACTTTGGGCCTCTCTGGGATAGAATGTTATTCACGCAGGCACACCAAACAAGAAG 

GGCAAGTTTCCAAGGATTTCAACCTGCTTCAATCAAGAATGGGGCGGGGGGGAAAGAATG 

AAAGAACCAGGAATGGGTGGCCAAGGCCCACCAGGTTTCGTTTTTNGANTCCTCCCACCC 

TTTGGGGTTCCCCTTCCCGGCCCCGAAAAGGTGGAACCCCGNATGGTCCCCTTTCCCATA 

ATTGGTTTTAACAGGGTAAAAATAACAACCTNGCAAGAAAATNCTTTCAAAGGGCCTCCC 

AAGNCCCTTGCNTTGGAATTGGGTTGGAAGAAGGTGGAAAAGGTTCTTGGTTCCCCCAAG 

NACCCCCACCTTGGCCCAACTTGGAAACCCCTTGGTCCTTGGCCGAATTGNTCCAAGGTN 

GGGGCCCCCNTTGGTTTTGGGGAATTGGTAATTCCAAGNAAGGAATTGNAAGNGGGAAGC 

CCCTTTGGGGGGNAANGCCCCTTGGGGCCCCAAGGGGI I I II I CCTTGGGCNTTGGGGTT 

AACCCTTGGCCCCCCGGGGGCCCGGGGGCCCCGGNCTTTCTTAAGAAAACCCTAAGGTNG 

GGGGAATTCCCCCCCCCGGGGGCCTTTNGCNAGGGGNAANTTTTCNCAATTANTTCCAAA 

AGNCCTTTAATTCNGAATTNCCCCCGGTTTNGAACCCCTTTTGNANNGGGGGGGGGGGGC 

CCCCCGGGGTTNACCCCCAAAGNCN 1 » I I 1 I GGGGNTNCCCCCNTTTAAANTNGGAAGGG 

GGGTTTAA 

Sequence 80 

TGGCGGCGATTACTGTGCGAGAGGTAAAGGATATATGTGGCTACGATTACGGCCTCTCT 
Sequence 81 

GCGGTGGCGGCCGAGGTACAGCCAACCCCCTAGGTGTGGACCAGCTGAGGCACGGTGGGC 
ATGATATGCAGAGGGACTTGGGGCTTTGCCAAAGGGTAAGCACAAAGAAGGAGTCACGGG 
TTCTGTTCGAGGCACTGTTGGGATTAGGAGCC GG AG GGGACCTACTTTTGCAGGAACCTA 
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GCATAACTTTGTGTGACGAGACTGCACAAGACAAAGCTCANGCAAGTGGCTCAGTAGTTG 

GCCAGCCCAGCAGGGTCCTCTGTATGAGTGTGCACCCAGCTGAAGAGAAGAAATGGAGAG 

CAGCAATTGGAGCTTNAGGACCGGCTTGCACTGTGGCTCCAGGTTATACCACCACTGCCC 

AAAGCAAAAGCTAGAGAAGCAAGTGGAGAAATGCTGGGAGAAAGCTG 

Sequence 82 

TGGCGGCCGAGGTACGCGGGGGAGTCAGTCTCAGTCAGGACACAGCATGGG 
Sequence 83 

CGAGGACCTTGTTGCAGCTCTTTATTTCTTAAGTCCCCTCCCCCGAGGTAACACATTT 

CT 

GCTTTTTTAGCTGTTTCCTCTAGTGTAGGTTCACCTNGCTMTTTTTGATTCAATCACT 

T 

AACCACCGTTACATACTACAAAATATCACTATATTATGACCATGATTATATTTTNTTTTC 

TTTTTCCCTTCATCAAGGAAGTTCATCAAAGAATTTCATCAAAGTTCAATGATGACCTC 

T 

TTTTAAAATTTTCTTAGTATTCTATGTAACTATCACCGATCTTTTCCCCACACACTTCAA 

GAGGCTTTTTTAAANATAATNTTTTACATAGGCCNTTGAGGCACANGATTAACCAAATCC 

CTNTTTT 

Sequence 84 

GTGGCGGCCGANGNACTNNGGCCTATNTGNGANANAAGGTATTNACCNNGNNCACAACAA 

ANGCATNNTCCATATTNNAACNGCTCATCATATGGNGNNAANATNNNGACAGANGGTGCA 

ANCACNNTNCACTNGATATACNCCTTGGTNCCTCCGGCCGCTCTAGAANCTNANTGGGAT 

CCCCCCCGGGGCCTGCAAGGGAAANTTTTCGAATAATCAAAAGCCTTTATTCGGAATAAC 

CCCGNTGCNGACCCCTTNCGAAGTGGGGGGGGGGCNCCCCGGGTAAACCCCCCAAGACCT 

NTTTATGGTTTTCNCCCTTTTTTAAAGATTGNAAGNGGGGTTNTAAAATNTAGGCCNG 

CC 

CGCCTTTTGGGNCNGNTTAAAATTNCAATNNGNGTTACAATTAAAGNCCTTGGGTTTT 

TT 

CCCCTTGGTTGGTTAGGAAAAAAATNTTNGATTTTAATTACCCNGGCCTTTNCNAACNAA 
AAATTT7TCTTCCACCAACCCAAAACCAAATNAAACCTNAANTCCCCCGNGGGGNAAGNC 
CNAATTAAAAAAANGATTTGGTTAAATAAGGCCNCTTGGGGGGGGGGTT 
Sequence 85 

CCGCGGTGGCGGCCGAGGTACTTATATTACATTATGCTCAAATGCAAACACTTATGCTAA 

ATGTTATATTTGGGAACAAATTGTGTAAATATACTGATGACGTCAATGGATCATTACAA 

T 

TAATGTAGGTGCCGTGGGCAGGAAAGCTAACTTTANCTGAAAGCATCTNNAACGTGCTTA 
TTTTTCATGGGCCCTCAAAGGAAAGGGATGAGGCCAGCCATAAGGAANGGCTTGGCCAAA 
TATAGTTCTTGTTTGTCAAGAACAACAAATCCCATTTCACAACAGAACTAACGCTGGCAT 
GCCATTCTNTCCTNAGGTTCTTGGCGTGCAGTGAGCGAGGCCNGGATGGCAGTCAAGGAT 

TCATTCCTTTG 
Sequence 86 

CCCCGCGGTGGCGGCCGAGGTACATCCCTGTTTATCCCATTCCATCCACCGAGGCCCAAC 
AGCATGGATGATCTGTTTGCAGGGAAGCCTCCCTGCTCCCGTGACAGCTATCTCACCAGC 
TGACACTTTACCATATCTGGCAACAAACTGTTTGCTCTCTTCTTGGATTTCAAATCCAC 
C 

AGCTTTTACCAGGGCCAGGGCCAGGCCTCCCCCATGCAGAAGATCTTCATTGGCTGCATT 

CACCACAGCATCAACAGCATGTGTGGTGAGGTCATCTTTCCACACTGATAACTCTATCCT 

AGGAGTCAGCATTTTTCTGAACACTTGCAGAGATTTGCTGTTGCCTTCCTGAACTGGAGA 

GACCAGGGTAGAGATACAGCCAAACTTATTCTGGAGGACTTCACACAGCTGACGCTCATT 

AM II I I AAAATTTTAGAAGTCATTGGTGGTTAATGG 

Sequence 87 

CGGTGGCGGCCGAGGTACTCTTCAAAATTGTCAAGGTCATGAAAGACAGCAAAAAGTGAA 
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GAATTCTTACAAACTAGAGGAGACAAAGATTGGAGAAGAAACAATGACTGGCTGGGCACG 

GTGGCTCATGCCTGTAATCCACTTTGGGAGCACTTTGGGAAGGCCNGAAGAGGGACAGAT 

TC ATCTTAGNGTTTGGGAAGTTG NGAGAACGAAGC N NTGACTCAACGTTGGTAGAAAACN 

CNNCATCCCNTACCTATAATAAATACCAGGAAATTACGCCTTGGGGTCGTNGGTTGGNTG 

ACATTGCCCTTATTAAATNCCCCAGCCTTACCTTTGTGAAAGGGCNCTTCCGGNCAGGGA 

AGAAATTNNACCTTTNTATACNCNCGGGGGAGGGGCATGMGTGTTTTGTTGNGTTTGAA 

GCNCCAAAAAAAATTTGGCCGCCCATTTTGGNCAACNTCCCANGCNCCTNGGGGCCAANC 

AAAGAAGCCGAA 

Sequence 88 

GCCCANAAMCCGTAAAAAAGGCCGCCGTTGCTTGGCGTTTTTTCCATTAGGGCTCCGCC 

CCCCTTGACCGAGCCATCACCAAAAAAATTCGACGCTCAAGGTCAAGAAGGGTTGGGCGG 

AAAACCCCCGACCAGGGAACNTATTMNAGAATACCCAAGGGCCGTTTTTCCCCCCCTGG 

GAAAGGCTTCCCCTCCGTGGCGCCTCTTCCTTGTTTTCCCCGAACCCCNTGGCCGCCTTT 

NACCCGGGNATTAACCCTTGTTCCCGCCCC I MM I CTTCCCCCNTTNCCGGGGGGA 

AA 

Sequence 89 

CGGGCAGGTACCGCTCAGCCTGCTTGGTTGCATCCTCCGCATGGCGAGTCAGCTCTGAGA 
TCTGAAGGTCAGCATGCTTACGCTCGGCCTCACATGTGTCAAAGTGATTCTGGATCTCCT 
TAAGTCGATCCAACATCTGCAGNTGCTGGTTTTCCCCATTCTCCAGTTCACGTGTTAA 
AT 

TCTCTACTTGTGATGCCAAATGTGCTTTCTNCTTGTCTTTTCTTTCCATGCACCGTTTN 
A 

CTTCCTTTAACT 
Sequence 90 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGATCACAAAGCAGACAAACAG 

GAAAGACTGAACCATCTATTTGAAAAAAGTGACTTCATTCAATTGGTTCAGCCACCCGTA 

TCTGTAATCTCTCCATTCTGCCCTCTTGATTTTAATGCAGCTATAAAGGAGAGTATTTT 

A 

AAAGTGCCTCCCAGTAGGAAGAACAGTCACAAGGCACTGTTATATCAATTCAGTGTGACA 

CAAGCCCTGATTATTTAATAGTATAACAGCAGTGAATCAGAGTTCTTTCATCTGACTTT 

G 

CTGACATTNCCAGCAGCTGNATATTTAATTCACAGTTAGGGGCTGGACAAACTACAGCCN 
TTGATCAGAATGGAAGCAGGCATCCTTGAGCTTCTTCTAGGAACAAATACAGATGTGCAC 
AAAATTTTCATTTATTCAGT 
Sequence 91 

GATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGATCACAAAGCAGACAAACAGGA 

AAGACTGAACCATCTATTTGAAAAAAGTGACTTCATTCAATTGGTTCAGCCACCCGTATC 

TGTAATCTCTCCATTCTGCCCTCTTGATTTTAATGCAGCTATAAAGGAGAGTATTTTAA 

A 

AGTGCCTCCCAGTAGGAAGAACAGTCACAAGGCACTGTTATATCAATTCAGTGTGACACA 

AGCCCTGATTATTTAATAGTATMCAGCAGTGAATCAGAGTTCTTTCATCTGACTTTGC 

T 

GACATTTCCAGCAGCTGTATATTTAATTCACAGTTAGGGGCTGAACAAACTACAGCCATT 
GATCAGAATGTAAGCAGGCATCCTTGAGCTTCTTCTAGGAACAAATACAGATGTG 
Sequence 92 

CCCCANGAGGNCACCAAGCATCCCANCACCCTTNNTCCGGGNGGTGNAAANCCCANGGCC 

GCCAGGCAANGGCACANCAAAANCCGGGCTGCGNCNNGAGCACNGGGCANCCCGAGAAAA 

CAAGGNCNCAACNACNGACNGGCNAAGAAGGGGCCNGCCCCNGGCCAACNNCACCANACA 

GNNNAGAGCAATCTTTTTTNGGGGGNGGAGCACCGGGACCACCACCCNGACAACAAAGGA 

CCCCGGCCGGGGGN 

Sequenc 93 
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CCCGCGGNGGCGGANATTGGGGGNGAAACCTNANANCANGGAANCTTTGCTTTNNGNCCA 
GATTANATTGGGGGGNCTTAAANCCCCAGCGGCNNNNGACAGNTAATACACCTCACGTTT 
TTNGNAACTGGGGGGGGCAGNACCN 
Sequence 94 

TTTCCCGGGCAGGNACAGCTCCATGAGGTCACCAAGCATCCCATCACCCNTTNCCGGCAG 

TTGCATGGCAATGGCTGCCAGGCAATGGCACATCAAAATCCGGGCAGCGTCTTGAGGACT 

GTGCAATTGAGTCAACAAGGTCTCAACTACTGACTGGCTAAGATGGGGCCTGCCCTTGGC 

CAACTTCACCATACAGTTTAGAGCAATCTTTAAAGTGGNCTGAGCACCTGGACTATCATC 

TTGACTACAAAGTACCT 

Sequence 95 

A7TGGAGCTCCCCGCGGTGGCGGCCGAGGTACCTGTATGATAACATTGCAGTCAAACATA 

TCTTGTGACAGGACAGTTTTTTGTGGGGAGGAGAATTAGACCAAGTTCGGAGATATATTT 

TAGGAACTAAAAGGAACGTAAGATCTGGGGTAGGGGGATGAGCAGCTCCACACCCTGCTC 

CTGTGTGAGCTGTGCGCTCCCGACTGGGAAATGTCTAACTCCATCGAAAACATGAGATGA 

GGGGCAGGGAAGGGGCTACTTCCAAGCCTTTCATTATAATACTGTGTGTAACCTTTTGCA 

T ATTT TCAGAAAAGAAACCAGTAAGGTGGGTTCAGTTGTGGGCTCATCCTGACTTAGAAA 

ATTTTAAATAATTTAGCCCATTGAAATGTTGATAATATAAGGCATGCATGAATAATAATT 

TTTGCTTCTT 

Sequence 96 

AGAAATGTCGCCAAACTGCCGTCTTCCCTCCTCGGCCGCTGCGACAAACACCCCACAAAA 
TGGCGGCAGCGCCGTCGCCCTAGAATCCCCCGAGTCGCCTCTCCCCGCGTACCT 
Sequence 97 

AGCTCCCCGCGGTGGCGGCCGAGGTACCTTCCCCTGAGGAGCCCCCTTCAGAGGGGCGAA 

GAGCAGTATCTTCAGAGGCCATCCAAGTTTTAGCATAACAAGGAGGGAAAGAGAATGCAG 

AGAAGAGGCTGGTGATAGACAAGTTTCATGTTCACAACTTGAATTGCAGAGGTCAAGAGT 

TTAAAGAGTTTGGGATGGAAAGAAATCGAGAATTGGGCT 

Sequence 98 

GCTCCCCGCGGTGGCGGCCGAGGTACCAGCAGAGATGGCTTCAAGATGATTTAGGACTTG 

GGTCAGTAGCACTTACTGATGTAGTGGTTTGATACACACTGATTACCTTCTTCCTTTTT 
T 

ATTCTCTGGCATTTCTCCTATATAACTAGCCACTTTTAAACAATATTTGTCGGCTCTTTT 

CTTCTGCTTGTCTGTAAATATTAGGGTTCCTGAGTCCTTACCTAGATTTTCTTCTCTTC 
T 

TACTCCTGGCCTTTCCTTGGGAGAGTTCATAATTCACCTACTCGATCTAGATATTTGTG 
A 

TGTCCAAACACATCTCCACGTTAGGCTTCTATTTGTAGCATCAGACCCACACTTTCAA 
CT 

GTCCACTAGATAGCCTCACTTGGATGCTCTGCAGGCCTAAATAACCTTTGCGGACAGATT 
AACAGGGAAAAAATATTAATAGGAAAAAATATAGATTTTTATCTGATGGTAAT 
Sequence 99 

TGCGTTGCGCTCACTTGCCCGCTTTCCAGTCGGGGAAACCTNGTCGTGGCCCAGCCTGCA 

TTANATTGAAATCGGCCAAACCGCCGCCGGNGGAAGAGGGCCGGTTTTGCGGTAATTGGG 

GCGCCTCTTTCCGCTTTCCTTCGCTTCACTGGACTCCGCCTTGCGGCTTCGGGTNCNGTT 

TCCGGNCTTGGCCNGGCCGAAGGCCGGGTTANTTCAGGCCTCCACNTCAAAAAGGGCGGG 

GTAAATNAACCGGGTTAATCCCACCANGAAATTCAGGGGGGGAATNAACCGCCAGGGAAA 

AANGAACCATTGTTTGAAGCCAAAAAAGNCCCANCCAAAAA 

Sequence 100 

GAGCTCCCCGCGGTGGCGGCCGAGGTAC I I I I I I I I II I I I I I I I I II I I I I I I I I I I AA 
ATATGTTTTAATATGCATATCATCCAGGCAGCATAATGTTATATTTCAAAGACAGA7TTA 
TCCATTGAATTATTGTTTTTAAAAGTTGGGATTCTCTACATAGAACATATTTTCTGAAAT 
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TTC AAG AATATTTTC AG G TAAATTAAG AATTAATTTCTTC TAAG ACTATCC AATG N GTCT 

CAATCTATTCCATAATATAATCAATGATAAAGATTCACATGTATCACCAAATTCGAGGC 

A 

GCTTAGTTGAAAAAATTTGAAACAGCTTACTGAATTCCATTTGCTGATTCTGNGGGGGCT 
TCCCCAATGGCATGNGTGCTCCTTTGGATGCCTGCAGGGGTGGTCACTGCAAAGTCGTCA 
TNTGTGCCACTGGGAGTTGGGGAGGCGGCCTGCTGGGGTTCCCTGGGT 
Sequence 101 

GGCCGAGCCCAATTCTTGATTTCTTTCCATCCCAMCTCTTTAAACTCTTGACCTNTGC 
A 

ATTCANGTTGTGAACATGAAACTTGTCTATCACCAGCCTCTTCTCTGCATTCTCTTTCC 
C 

TCCTTGNGTACTGCTAAAACTTGNATGGNCTNTGAAGATACTGCTCTTNACNCCTCTGAA 
GGGGGCTTCCTNAGGGGAAGGTACCTCGGCNCGCTCTAGAACTAGTGGAATCCCCCGNGC 
TGCAGGAAAT 
Sequence 102 

CGGGTCCATAATAATGCAATTAACAAAATCCAGGATTTAAGGATTTNTATAAGATTAAAA 

AAAAAATGAGGTGGTGTCGAGTGGGGAGAGAAAAAAGCAGGAAACAAAACTGGTGAGAGG 

AAATGACCCCCTGATGAAAGATCTTAAACACCAGGCTGAAGATTTTAGATTTCTACCTAT 

TAGAAATGAATATTCACTGAGGTTTGATGAAGAGTCACTGAAGTGTCACAAAGAAAACAA 

GATTTGAGAAAGATTCTTGAGAACTCGTGCATAGGAATGAACTGCAATAAGGGCAGATTA 

GAGAAGAACTAGGCCATGAGGGCCTAGTATCCAGAATGAGGCAGAGGGAGGGACGCTGGA 

TGTGAGCAG 

Sequence 103 

ATTGAGCTCCCCGCGGTGGCGGCCGAGGTACTCCTTTCTTGTTTAAACGCCTCACCACTG 

ACCACGGAACGTCTTGATAGAGCCATCTAGTAATTCTTAAGTCCTACCTCATCCAACCTT 

GTTTTGACTCCTGCAGTGAGCACAGCTGCCCTCACCCTCCCCTCTCTATGCCCTCACCTT 

TGCAGGAGACTCTCAATTTCTCAGTCCACATCAGCTCTNAGACCACCAAANGCAAGGGTT 

N 

Sequence 104 

TGGATTGAGCTCCCCGCGGTGGCGGCCGAGGTACACGTCAACACGGGTGGTTGCATGCAT 

TCCTCAAGTCTGTATGACTCTACCAAGATACTGTGAAGTTGTCCTTCTGATTGCACAT 

GG 

GGAGAAAATGCTGAAACTAGTGGCCACAGATGTCTTTAATTCCAAAAACC 
Sequence 105 

AGCTNCCGCGGTGGCGGCCGCCCGGGCAGGTACTTTCTAGGTATATCATGTGCCCTAATG 

TGCTCCTAATATCATAAATGTTTACTTTCCGAAAAGTATTTCTGAAAGGGAGCATATTT 

T 

GGAAAGTGCATAGGCTTGTAATCATACTTGTTTTCAAGTTTCAACTTTGCTATTCAACT 
A 

GAATAATCTTGTGCAAAACCTGAGCTGATTTTCTCATCTATAAAATGGAAACAATACTT 
T 

CTGTGATAATGGGTGCAAMCACMGGTATACTGGTTTCTTTGCTCTGGATTCAAGTT 
TT 

CTTCTTAGTTTCAAAATTTTAAAGGGAAACCAAAAATGTTTCATGGNCCNNNCTNGCNGG 

NANGGGANTTTTCCCNCNAAAAAAAAAANTCAACGGGGGGGGTTTTTNCCNNTGGGGANN 

CCCAAAMGCCGNNTNTNGGCCANGTTTTTNNGNNNCTTTTTGTNAGGGGNTTTNGGGCC 

NCCCTGCTTTACCCCNTTTTTTANATAACNNCCCCCCCTTTTGGNNTNGGGGNGGGGNNT 

TATATATNTTTNTGGGGGGGG 

Sequence 106 

GTAGTGGGCAGCGATNAGGGCTGGGGCTCTTTCCTGAGTTGTGTCAAGGTGAGAGATTGT 
GAAGAACTTGGCTTGCAGGGTTTGGGCATCAGCTGCCCATTGAGGGGCCGTTCATTGTCT 
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CAAAGTGAATGTGGGGTGGTTTGATCTGCATGTGTCATTTGTATCCACACAAGTTAATTA 
TTCTGCTTTTGTTGTAGTACCTTGGTTGTGAAGCAGAAGCTACCAGGCGTNTATGTGCAA 
GCCATCTTATCGCTCTGCATTAAGTAAGATGAGGATTCACTCTTAATTTATGGGCACAT 

T 

TTAGTTCCTTCCACACAAATTTAAGGCCTTAACTCTTNATTTTTTCCTACANTGGNGGG 
T 

TTTGGAAGTAATATTCATACGGGCATGGGACCT 
Sequence 107 

CAGAGAAAGCTTGCCAACGGTGATAAGTAGGTTTGTCTAGCAGCACTGA TGCG TCGTGGA 

AGTTGATGGTCATGAACATACAGTGTGATAACCTATCTGCCCTCTTGACCTTTTCTAGT 

A 

GTGCTATGTCATTTTGGTACTAAGGTAGGTGAATTTTCCAAGTGTTCTTGGAAATAAG 
GA 

AACATCAAGAATAATGTAAAAGCCTCATATACAATAATGAATAATAAAGAATAATGTGAA 

GGCTTCATTCAAGGTTGGGGTTTGCCAGATACATTGCAACAAAATGACAGAGCAGCCAAG 

GTATTTAGGGATAGTGGCCAAAGTATTGTAATGATGGCTTATGGGAGTGTCAAGCTGGAT 

AAAAGAGTGAAAAATGGAAATAAAAAACTAATGGGATTGGTTCNANTCCGAAATAGGCAG 

CNCNGCCCCAATGGCNCCCATNGCCCCGGTTTNAAATTAGGGGG 

Sequence 108 

NCCGGAATGGAATTCTACATCAAGTGTCTGTGCCTCGCTGCTGAAGGATAACCCAGAGTG 

CAAGGTCATCTTTGTTGCTGAACAGGGCTGGACCTGTCGCACTTAAGCACACTTAAAGGA 

TTCTATTCTTCATTCAGGTCCCCCAGAGAAATTGGCTCCTTATTTTTCTTTACCTATTC 

C 

TAGACTTCCTTTTGTCTAGAGCCAGTTTTGCAAAGGGCACTTTTATCCATCTCAGTTAT 

T 

CCCAGAGGTGACAGAATGAGTAAACCATATGGGGCAAATAGCATATATGAGCTAAACCAG 
NTAACTGTTAACCAAGGCACATGGTCAATGCCTTAGTAI I I I I 1 1 I I 1 1 1 I AATTCTTCC 
TAAACGGTTATTTTCTAGCTGTACATTCCCAAAA 
Sequence 109 

GCGTCCGAGACACTTCTCTGACTAACCATAGACTATGTGGAAAATGGTAGCTGGATTGCC 

TTTGGGTGGAGTCCTTGCCCTGTGGCATAGGAAACAAAGGAAAGGAGAGAGATGCCCTTT 

GAGATTAATGAAAATGCTCTCAGCCAAATAAAATCTAAAAATAGCCTCCTTGTGATACGA 

ACGCGTGGCCCCTAAGGGTCCTAAAGAGAGAGCTAGGGGAGGTTCAGCTGGCCACAGAGA 

TGCTAAAGGTCAGGAGCAGACTTTTAGGGT1TGCTGTTTTATAGGTTTAAAGACCAGGTC 

TGTGTTTTGATAACTGAACTTGCTAATAGCTGGCCACTTGAGTTGCTTCTTCCAGCTCT 

T 

TGTTTGTTTTAAATAAAGAGATTCAGCCAGTAATAATGGGAAGAGCTGCAAATGACTTCC 
CCAG 

Sequence 110 

GTGCTGCCTGCACTGTGACTAAGACTTTCTGGACTATCATCATGTTTAGGAGTTGATGAG 

ATTATAGTTTCATGTAAGTGTATCATTAGATGACAACTCTACATCTTTAGGCATGGAAA 

C 

AAAAATTTTTCCTGGAAG AAAAAAAAGTGAAC ATCC AAC CTCC ATTTAAAC AAATTN GAT 

TGTTTCTTTGCTATTAAGAAACTCGGTGCTCTTTCTCCCACTCTATTATATTGTCAAAAT 

ACATCTGGAGACACTTTATAAACTTTTTCTCCTTTAAATTACCTGGTTTATATATTATCT 

CCTGTAGCCTGCATAAACGATAAAGGGTTAAACATA 

Sequence 1 1 1 

GCNCGCGGGATTGGCCGACGCAGCCATGGTAGGTCCAGATCCCGTAGAAGGGAGCGGGGT 
CCCATAGGTTACGGCCGATTCCTGGAGCTTCTGGACTGAGGGCCGCGGTAAGCAGTGGTC 
TGGGCTCCCGC 
Sequenc 112 
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CGTGGCCGAGCGGTTTGCATCGCCGCTCGCGCAAGGCCATGAGGTTGGTCTGGGTGAAGA 

ACGCATCGATGGCGGCACGGGCCTGTTCCGGCACGTAGACCTTGCCGTCACGCAGACGCT 

CCAGCAATTCGCGCGATGGCAGGTCGATCAGCAGCAGCTCATCGGCTTCCTGCAAGACCC 

AGTCAGGCAAGGTCTCGCGCACTTGCACGCCGGTGATGCCGCGCACCTGGTCGTTGAGGC 

TTTCCAGATGCTGGACG TTGA CTGTGGTGAATACGTTGATGCCGGCAGAGAGCAATTCCT 

GAATGTNTTGCCAGCGCTTTTCGTGGCGGATTGCCGGGGGCGTTGCTGTGGGCCAGTTCG 

TTCACCAGCACCAGTTTTGGGCTTG 

Sequence 113 

GCGGCCAGCCAGACTGGACCCCTTAGCCTCGAGGCCTTTGCTGAAGCTCATGTGAGGGGG 

CGACTGCCCCTGACATGGTGTTGGATTCCAGCTGCTGTGGCCCTGAAGGTGGGTGGTGGG 

AAGAACGGGAGAATGAAGCCAGCCTTGGGAGAGGTAGGACGCCAGCCCGGCCCAGCTGCT 

TCCAGCATCTGGATCCAGCCTCACCTGAAGCCAGCCACCTNCTGGACTGCAAAGTCATTT 

GTNAACACCGAAACACAGGGTTTCTGACCATTGCAACCCAGGGTCCCGGCGTGTCGTGGC 

Sequence 114 

TTGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGAAGCAACTGTCAGCTAGTGAGATTA 

CTGTGTATGGCCAATCCAGATAAATAAGACGATCAAGTCTTTATGAAAAGGAAAGAAAAA 

TTTGGAATGCACATCTCTGTCCAGCTCAATTCCTCACTCCTTTTTTAAGATGGAGAGCT 
G 

TTAGGTTTGTCTACACAGTAGGAAACACCTGATTAAATAACAGCATGGAGCCAATCTTGA 

CAAAGAAATTGGCTGCATCCAATAGAATCCCAGGGCCGGTCGTGGTGGCTCATGCCTGTA 

ATCCCAACACTTTG 

Sequence 115 

GGCCGGAATCGTTGCACCAGACNAGGCCCCCAGGGCCCAGCTACTCGAAGAACAAGCCAA 

TGGATTGGAACGTCCTAGGACAGATGCCACGGCTTTGACCCAGGCTGGGGGTGCACGGAT 

CTCACTGGGGTTAGTTGGTCGGAGGGGGAAGCCCCATGGGTCCACCAGGATGAGGTGTTT 
AACTCTATCAGGGTACCT 

Sequence 116 

GGGGCTCGTCGGTGGCGGCCAGCGAATTGGTGACGACGCTGATCTTCACGTTGCGCCCGC 

GGATCTCGCGCATCACCTCCAGCCCCGTGGCACCCGGAATCAGGTAGGGCGAGACGATGG 

TCACTTCGGAACGCGCGCGGCGCATCTGCTCGACCACGTTGTAGCGCACGCTGTCGACAT 

CCAGCAGCGGCACGCCGCCGTACGACGCGGTCTTGCCCGATCACGCGGTCAGGCGAATCG 

GCATACGCCTCGGCGGTGGTCCAGATCAGGCCGAGCTTGCCGGCGTTTGAAGGTCTTCGA 

CCATCGGGCTGTAGCCGAGCAGGGTTCGTTTGGGGCGCCGGGCTTCGGCGGGGGCCGGGC 

GTTTGGTGTCGGGGGNCCCGGTGGGCCGGCGT 

Sequence 117 

GATGATGAGCTCCCCGCGGTGGCGGCCGAGGTACTCTAATGGAGCCCTCAGGACTGTCTT 

AAAAAGACAAAAATACCTCCTACAGTTGTTATCATCAACGTCAGTTGCTGGCTTTTCCT 
A 

^TTTGTCTTCTACCTCAGATCTAMCCAmGATAACATTAGGGCAATATCATGGCAA 

CGT GGCCC AGTAAMCCATAGCAAATGTTTTCTCCCTAGGACACTATCTGTTTTCACAGG 

AAAATTTTTCTCATAGAAAAACTGTAGGAAAAGCCATGGGATGAGCTGAGAAGACCAAAC 

CTATCTCTTGGAAAACAACAGTAGGGAGCGTNGGATTAGGAATGTCCTTGGTGCGTGAAA 

CAGGCAGACCAATCCTGAMCATCTTTCTCTGGGGACCGTAAGGCATGGAAAAATTTTCT 

ATTACACTTANGGAGGGCTTCTAGGGAAACAGGAAACCGACCAAAAATGGGAATGGGGCC 
TTAATTCA I Mill! 

T 

Sequence 118 

CTCCCGCGGTGGCGGCCGAGGTACGCGGGGAACCGAGGCAGCAGCGGACGTGAGCGATAA 
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TGGCGGATATGGAGGATCTCTTCGGGAGCGACGCCGACAGCGAAGCTGAGCGTAAAGATT 

CTGATTCTGGATCTGACTCAGATTCTGATCAAGAGAATGCTGCCTCTGGCAGTAATGCCT 

CTGGAAGTGAAAGTGATCAGGATGAAAGAGGTGATTCAGGACAACCAAGTAATAAGGAAC 

TGTTTGGAGATGACAGTGAGGACGAGGGAGCTTCACATCATAGTGGTAGTGATAATCACT 

CTGAAAGATCAGACAATAGATCAGAAGCTTTGGAGCGTTCTGACCATGAGGGACAATGAC 

CCCTCAAGATGTTAGATCAGCACAGGTGGGATCAGAAAGCCCCTAATG 
Sequence 119 

GGTGGCGGCCGAGGTACCTGAACACCAGGCTCTTTACGGTCCCCTGGCCAGTGAAAGGGT 

CTAATATAAAACACACCGAGGCTGAAATAGCCCGCTGCTTGTGAGACCTTCCTCAAGCTC 

AATGACTACCTGCAGATAGAAACCATCCAGGCTTTGGAAGAACTTGCTGCAAAGAGAAGG 

CTAATGAGNTGCTGTGCCATTGTGTATGTCTGCAGATTTCCCCAGGGTTGGGATGGGTTC 

ATCCTACAACGGACAAGATGAAGTGGACATTAAGAGCAGAGCAGCATACAACGTAACTTT 

GCTGAATTTCATGGATCCTCAGAAAATGCCATACCTGAAAGAGGAACCTTATTTTGGCAT 
GGGGA 

Sequence 120 

GTGGCGGCCGAGGTACCCGAGCTACCAGGCTGTGGAATGAGACCGTGGAGCTTTTTCGTG 

CTAAGATGCCCGTTACGGAAACATCGCTGTCGTTTCAAGAGCTATGGGCATTGTTTCACA 
Sequence 121 

GCTCCCCGCGGTGGCGGCCGAGGTACAAGTTTATGTTTTCCTTGGTGTAAGGCTTTAACA 

GTTCCCACCTTTCAGCTGCCTGGGCATTGATTGCTCACCTACCACTATGACTAGATATGA 

TTCCATGTGCTTTTGACTAGATTCTTTGTCTCTTGTGTATGGAAAGTGAGACTTTAAGT 
A 

ATAGTTACTGCTGAGAGAAATAGAAGACGTGACAACGTTTGCTTTCCCATTCAGTAGTCA 
GCGGTTGAATGGAATTATCTTCGTTTTTGGACTGACAGATTTGTrTTACAATT 

TCCCAAGCCTTACTATTCAAAGCAGAACCCTTCTGTCTTCTTTCTGTAGTTGCTCTCTC 

CC CTATATTCTGT TGTATTTTTTTCAAATAACTTATTACTATCT^ 

ATGTTTTGTTTTTATCTACCCTCTTAATCAGGGCAGGGATATGTCTGTTGTATATTTTA 
C 

TTTTCCCAAATCATAAAGGTTTTGGG 
Sequence 122 

CCCGCGGTGGCGGCCCGAGGTACACACTGGGATCTCCTTCACTCATTTTTTAACCCTGAC 

TGGGACACCAGAGACATGCTGCATCTTGTATTAGGTGTTTCATCTTGCAGAATGGCTGTG 

CTCCTGAAATATTTCCTGTGAAGAAAATTGTTACAATCCCATTACATCACTGGCTTTTA 

TATTAAATTGGAATGTTGGCTGGAAACAATTTTAACCC 
Sequence 123 

GCGGTGGCGGCCGCCCGGGCAGGTACGCGGGTGTGCAACTGCAAACCAGTAACCTGCTAT 
GGCCAATTGTGAAGAGATGGGAGTCTCCCCGTATTGCCCAGGCCGGTCTCAAACTCCTGG 
GCTCAAGCAATCTTCCCGCCCCACTTCCCGAAGCCCTAGGATTACGGGAGTGAGCCACCG 
CACCCAGCCAGAAAAACGTTTCAAATATTGGAAM^ 

TGCATCAAGGGGTAACAGGGACATTAGGCTTTTTTTCTCTTAGACTCCAAACAGTAAGGT 

CAGAATTTATCAAGACATTACATAGGAGTAAGGGCACAGCCAGGGGGTGGTGGGGGGGAG 

GGACATTTTCCAGCA 

Sequence 124 

GCTCACCGCGGTGGCGGCCCGAGAAATGTCGCCAAACTGCCGTCTTCCCTCCTCGGCCGC 

TGCGACAAACACCCCACAAAATGGCGGCAGCGCCGTCGCCCTAGAATCCCCCGAGTCGCC 
TCTCCCCGCGTACCT 
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Sequence 125 

ATTCAACAAATATTTATGCATCAGCTACATGCCAGGATCTGTAATAGATTCTGGGTGTGC 

AGTAGTGATTACTGCAGAATGCAGACATGGTCCCTGCATTCTTGAGAGGGAGACAGCAAC 

CAAATAAACAATTACAAAAAAGTATGTAACTAATTAACAAGTGGGAGAAGGGAGTGGGAT 

TACACAGCAGAAGTGGAAGGAAGGGCCCACTTAGAGTGGTCAAAGGCTTCTTGAAGGTAA 

CATGTAAGCTGAGACCfGAAGAAGGATGCAAAAGGGCCAGCATGTAAGGAACAGAGAATA 

AACATCCCAGAAATAGAAAATAACACACAAAAACCTAAAGTCATTAAAGAACATGATCAT 

CTTTCMGAACTMCCCTTGAGATCAGAGTAGTTTGATTATAGAGGAAAAGGGTGAGTGC 

AATGGAAACGTTAAAAATAGCCCAGATCACGTAGAGCTCTTAGCCTTTTGGTAGAAAAA 

Sequence 126 

GCTCCCCGCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCGGA 

CAATTATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGC 

TTTACATCCTTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGA 

ACGAGTATTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTG 

CTTGGCAAAGCATNCAGAGAAGCTGCTACTGTCCTTTCTGGGGCCGTGTGATGGAGANGT 

TAAAAATTTGGAATCTAACTCAAGNGGNAATGNATTCCGNACCCTNCGGNCGNTNTTANA 

ACTAGGGGGATCCCCCGGGGCTGNAGGGAATTCGANTAAAGCTTNNTTANTCCCCGCCAC 

CNCNNGGGGGGGGNCCCCCNNCCCA I II 1 1 I I I I I I NTTTANGGGGGGNTAATNGCCCCC 

GGGGGAAAAAANNNANAAAAATTTTTTTNTNGNGGAAAAATTTTCCCCCAAAANTNTNCA 

NNAAAAAAAAAGGGG 

Sequence 127 

GTGAAAAAACAAGAAAGCTGAGAGAAATCAACATGTTCCCAAGTGCTGTATGTGAACAAT 

AAATCTGAGACATACCTCTAAGGCTTTTCCAGAGACAAGAAGCTCTCAACCTGTAAAGAA 

TTCCTGGGACATGACTGAGAGCAATGAGAACTCCAGTGNCAGAAGGTTAGCAGATATAGT 

GTAGAGCATACACAGATATACTATAGTTCATAACACTGGTGGCTTAGCTGTAAATCACAA 

AATAGCACTGGAATTATCTAGTGATCATAGCACATAGTCCAAGAAGAAAAAATTTTGATC 

TTGTCTTAAACTTTGTGGAGCCAGTGGTGAAATGAGTCACACAAAGATGCAACAATGATT 

G AACCCAGNCCTCTTTAGACTAACATATTCTTGGCC ATC AC C NCCAATATTACAATAAAA 

ATCAAGACCCATGAAGGAGCATACCTTTTTCTGNAAGNAAATATTGNTTACCTCAGCTCT 

ATTGGTATTTGATGCAAAACACCCACATGCAATTTGGATCAATAAGACATGGGAAGGGGC 

C AAAATGN NACTTC ATGCTTAAGGAAAAAAAAGGAGNGGGAAGGAGG NCACC AAAGC N GG 

TNCNGNAATGGGTNMCTTGGGGCATTATANGGGGGNGCTTTAAAATACCATTTT 

Sequence 128 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGCTGTGAAACAATGCTCATAGCTCTTGAAACG 
ACAGCGATGTTTCCGTAACGGCATCTTAGCACGAAAAAGCTCCACGGTCTCATTCCACAG 
CCTGGTAGCTCGGTACCT 
Sequence 129 

CGCGGTGGCGGCCGCCCGGGCAGGTACAGTCAACGGCCGAAAACCACTGAGCTTTTCCCT 

CTGCCTGGCACATATCCACTGCCCTGCCTTCCTTCAGCTGATGAACTCTTCATATGCCTC 

CTTTTGGGTGTCAGTGGAAATGTCACTTCTTTCTAGAAGCTTCTCTGGCTCTCCCAGC 
CT 

GGCCCAGGGCTCCAGCTATGAGCTTCCATAACACCCCTAGTTTTCCTCACATTGCCCTCA 

TAGTATATGGAATTTGTTCATTCAATTGCCTGGCTTCCAACAGATGCCAGCTCCAAGAAG 

GCAGGAGCTGCTTCTGGGTATTGCTTGCCATCAAGGCCCTCACACCCAACCTAATGCCTG 

GGCCAGAGGTAGGTGCTTAATAAAAAATTGTTTGAGGCCGGGGCGTGGTGGCTCACGGCT 

ATAATCCCAGCACT 

T 

Sequence 130 

GCCCAAGGGGGGGCCAACCCACATTATTTGNNTGGGGCNNNCTGCCCNTTTTTNAAANNA 
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GAAAANCCTTNNCCCCCCTTTTTATNAAATAAACCCCCCCCNNNGGGGNGNGGGGGGGGG 

GGGNGTNATANNNGNANNNNGTCTC^ITNTTTTNTCCTTTAATTCCNANAAATAAACTT 
GA 

CNTTCGCTTGNGCTTNGGNNGGTTTCGGGCTGCGGCGAAGCCGGTATTCAAISICTCACTCA 

AAGGGCGGNTAATACCN 

Sequence 131 

CCGCGGTGGCGGCCGCCCGGGCAGGTACCTATCTGCAGAACGGTCATTAGCAGTTTTTCC 

AMCMGCGACTTTTAGCAMTTAACCGTTAATTTTAATGAGATTCAAAAGTTAATAGC 
C 

ATTCTTAACGTTTTATAATTAGAAGCTGTTATATAATTAGAGCTGGACACCCACATGGA 
G 

AAACTAATTTGACTGTGCTGCATTTGACTTCACTTTGGTAACAGGAAGCACTTTTTAGT 
C 

TGTAGACCCTTGGGAGTTGTAGGGAGTTAAAGCTGATCATTATATACTATTATATACTT 
A 

GGGATACAACCCAAGGGCAACCCCTGGCCTTTATGAAAACCTGGAGTGAGTTATTATTTC 

CTGGTAATACAATTCTCTGCCAGCCAGTTGCTGCATCAAAACAGTTCTGATACACACACC 

TAAAGTCACCACTTCCTCATTCTGGTCCCCAATAACCCTATAAGCCTCTCCCTTGGAGGT 

GACCtCTGCCCTGTGAAGGGTTGGGCTC 

Sequence 132 

CGCGGTGGCGGCCGAACCGTGGTGGCCGTGATCGTGCCGTTGGCGGACGGAACCTTGAAG 
ATGTTCTGGGCGGCCAGCACAATCGCCGCCTTGCCGACGATGACATTGTTGGCCTTCAGC 
CCGTCAATATCGCCCTTGATGTCGATGTTCTGGCTCTCCTCATCATGGCTCAGCGCAATG 
GCGGCGTTCGCCTTGCCGGTCGCCTCCACGAGGAACAGGGCTGCGGCCGTCGACACATCG 
CTGGACGCGAGGGTCAGGTTGCCCTGAAGCAGCCCCTTCTTGTCCTGGGTGACATCACCG 
CGCAGCCGCGTGCCGCCGGCAATGAACTGGATATTGCTCAGGCG 1 1 1 1 I CGTCCTTGTGC 
AGGGCAAGTTCCGTGGCAAGATCGGCCCGCACGCCGTCGAGGAACGCCAGACCG 
Sequence 133 

CGGTGGCGGCCGAGGTACGATAATTCATGCCAATTTCTTTGGGAATACTTGTTTCTGATA 

TAATAGGTTACAAAGCAAAATTGAGATGATTTTTAAAATGCCATGCAGTTATTTTTTCT 

G 

AATAACATAAATTTTAAACAGAGACCTGAAAAAAACCCCAAAAGTATTAACCTTTAAATA 

CATAAACTCAATAGAAATAATTTAACTGCCTTCTCTTCACAAGAGGCAATCAGAAGGCAG 

GACTATAGTTTTCTGTGTTTCTTTTCCACAGGAGAGATAATTACATTTCTAGAGACCCA 
T 

AGAAACAATTCCATAGTTTTAATTTC 
Sequence 134 

TNGACTCCCGCGGTGGCGGCCGCCAAGTGTTGGGATTACAGGCATGAGCCACCACGACCG 

GCCCTGGGATTCTATTGGATGCAGCCAATTTCTTTGTCAAGATTGGCTCCATGCTGTT 

AT 

TTAATCAGGTGTTTCCTACTGTGTAGACAAACCTAACAGCTCTCCATCTTAAAAAAGGAG 

TGAGGAATTGAGCTGGACAGAGATGTGCATTCCAAATTTTTCTTTCCCTTTCATAAAGA 

C 

TTGATCGTCTTATTTATCTGGATTGGCCATACACAGTAATCTCACTAGCTGACAGTTGC 
T 

TCCCGCGTACCT 
Sequence 135 

TTGAGCTCCCCGCGGTGGCGGCCGAGGTACCTCTCCTGCAGGGCCCTCCATTCAGGGTCT 
TCCTGGAAAACCCCCTGGAGGAAGCGCTCCTGTTGCAGTCGGAGTGAACACCCGTCTTGT 
TTAACCACCAGCAGGGGGATTCCTTTCTGGAGAGTCCATGTAGTCATCATCTCTTTGACC 
TCTGCATTTTCCCCCAGAAAGGCGAGCATGTTACTTGTCATCTTGGGATCCGAATGACAA 
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ACTCCACCAGATGTAAAATCACTTTCTAAACAACTATTTGACAGACTGCTCCACAAGTCA 

TCATTCTTAGCATTTCTATAGCTGAACTTCTTTAAGTACCTGCC 
CG 

Sequence 136 

AGCTNCCGCGGTGGCGGCCGAGGTACTTAAAAGTATATCANGGGCAGTTTCATGCCACGG 

GAGCCAGGGAAGGCACCCAAGGAAGTGATGGAAGAGTAGAAGTTCACCAGGTGCAGCTCA 

GGAAAGGGCTCAGCAAATTTCTCTGTAACAGGATGCAGACCCCGCGTCCTGCCCG 
Sequence 137 

GCCGAGGTACTAAATTTAGCAACTTTATTCATGAGGAACACCAGTCCAATGGTGGTGCTC 

TTGTCCTTCATGCTTACATGGATGAACTCTCATTTTTGTCTCCAATGGAGATGGAGAG 
AT 

TTTCTGAGGAGTTTCTTGC7TTGACATTCAGTGAAAATGAGAAAAATGCTGCTTACTAT 
G 

CTTTAGCAATAGTGCATGGAGCGGCTGCTTA X CTCCCAGACTTCTTGGACTACTTTGC 
TT 

TAATTTCC CCAAC ACTCCAGTGAAAAATGGGAAATTCTGGGCMGAAAGATTTTTGAACC 
ACCCCCCATTTTAAATTTTTTNACCTCAGGGGAANNAGGGACNATCCTGGNTNGGGGNCC 
CNCACCGGNGGGGGNTCCNTTTTGGGGGGAAAAAANATNTTTNTTGTGGNNCNNAANAAA 
AAAAAAAAAANNGGGGGNTTTNTTTTTCCCNNCCCN I I I » I I 1 1 NTTNTANAAAAAAAA 

C 

CCN CTTTTTTTN AAAAAATTTT 
Sequence 138 

TNCCGCGGTGGCGGCCGAGGTACTCGGGAGGCTGAGACAGGACAATTGCTTGAACCTAGG 

AGGTAGAGGTTGCAGTAAGCCAAGATCGTGCTACTACACTCCAGCCTGGGTGACAGAGTA 

AGACTCCATCTCAAAAAAAAAAGAAAAAAATTGACTTTGGAACCTCAGATTACATATCAG 

TTTGCATACATGCTAAACAGAGAAATGTCCTCAAAATTCAGTTACTAAAAATTACTGAT 
A 

TCTCCATGATTAGAACCACACTGTGGTTGTGTGTGTAGTCAAAGGAGGAGAATTTTTAAT 

GCTATATAAGCATAACTGATAACTGCTATTACAAATAAATATTCCACAAATTTGGAAAG 
T 

TATTAGAGGAAGAA I I INN I CCTTGTAATTTCCAGGTGTTTATATTAGTTGGGCCAT 
A 

GTGAAAATTACATGGAGGAAAGAAAATAGGGAAAATAAGTCACAGAAAAAGAAAA 
Sequence 139 

TTGGAGCTCCCCGCGGTGGCGGCCGAGCCCAATTCTTGATTTCTTTCCATCCCAAACTCT 

TTAAACTCTTGACCTCTGCAATTCAAGTTGTGAACATGAAACTTGTCTATCACCAGCCT 
C 

TTCTCTGCATTCTCTTTCCCTCCTTGTTATGCTAAAACTTGGATGGCCTCTGAAGATAC 
T 

GCTCTTCACCCCTCTGAAGGGGGCTCCTCANGGGAAGGTACC 
T 

Sequence 140 

TCCCCGCGGTGGCGGCCGCTGTGAAACAATGCTCATAGCTCTTGAAACGACAGCGATGTT 

TCCGTAACGGCATCTTAGCACGAAAAAGCTCCACGGTCTCATTCCACAGCCTGGTAGCTC 

GGTACC 

T 

Sequence 141 

TNCCGCGGTGGCGGCCGAGCCCATTCTTGATTTCTTTCNTCCCAAACTCTTTAAACTC 
TT 

GACCTCTGCAATTCAAGTTGTGAACATGAAACTTGTCTATCACCAGCCCCTTCTCTGCAT 

TCTCTTTCCCCCCTTGTTATGCTAAAACTTGGATGGCCTCTGAAGATACTGCTCTTCA 
CC 
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CCTCTGAAGGGGGCTCCTCAGGGGAAGGTACCT 
Sequence 142 

NGGTTGCGCTCACTGCCCGNTTTTTCCAAGTCAGGGAAAACCTTNGCNGGCCCNNTTTNG 

TTTTAANA^MANNTGNGCCNNCCCCNCGGGGGGGGGGGGNNG^^^TTTGNATNTT^TTGGGG 

CCNNTTmCCCTTTTCCNNNAAAAA 

GGGNGGGGGGGG 

Sequence 143 

NNGACCTAACCTNACATTTAAATNGCGGTGGCGGCTTAACTGGCCCGCTTTTCCAAGTCC 
GGGAAAAACCCTNTTCCNNGCCCAANCTTTGTANTAAANGAAATCCGGCCCAACCNCNCC 
GGGGNGAAGGGNGGG I 1 1 I f NGCNATTATTGGGGCNC I I I 1 I CCCGTTTNTTTGNTTNNN 
NNNANACCCCTTNNGCCNCNGGGGGGATTGGGGGGGGGGGGGGGG 
Sequence 144 

GAGCTCCCCGCGGTGGCGGCCGTTGCCCTTACATCTCTCATTTGGAACGTGACACGGTAT 
TAAATAACGGCATATGAAAGCTTAAAAGTCATCAAATACAATCACTGGGTACTTTCGATT 
ACCCAAACCAGGCACTTTCCTAAACTCCCCACTTCTTTACTTCTGCGGTCTCCTTTCTT 
T 

TATTCCCCCGCGTACCTGCCC 
G 

Sequence 145 

ACTCCCCGCGGTGGCGGCCGAGGTACCGAGCTCCNGGCTGTGGAATGAGACCGTGGAGCT 
TTTTCGTGCTAAGATGCCGTTACGGAAACATCGCTGTCGTTTCAAGAGCTATGAGCATTG 
TTTCACA 
Sequence 146 

CTCCCCGCGGTGGCGGCCGTTATGCTTAGCCNGTTTATTCTTTAI I I 1 1 I I ACTGGAG 
TC 

ATTGCCAGTGATGGAAACGGTGTTTGCTTCTCTTTCAGTCAAGATCTGCACAAAGTATAG 
CATTAGGTGGTATTTATTGTTTATATTATGAGTTCTACATTCATCTTTCCAGCACTCTGA 
AGTTATCAGCAAGTTCTCAGTCAGTTCAAGGCATTGGATTCTGCTTGATTTCTTTTTAA 
T 

TCATTGTTTTTGACCCCTTTGAGAGTTTTAATAGAGAGGAGTCTGGAAGGCAGAGATCTC 
CACCACCTAACCGTGAGAAATTTGGAACTAAGGACTTGCACTGGTCCCCAAGTTAACAGG 
GGATATACTTCCTGCATTTTCTCTGNTCTTTCTTGCC 
Sequence 147 

TGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCCAAGGTGGGCATTTTTTTAAAAA 

ACCCATGGAAATAAATGCTACTTCTTGTTAGTGTTGTTTGAAAATAAACAAAGAAAATGC 

AAACAAAACAAAAACCATGGTCCATTCAAGCTCAAGAGTATTTAACCAATGCTCTGTTGC 

CTCTTAAAGGATTGGTAGCTATTTCCCCATCTACAAATACATGACAATTAACTAAGCCCA 

ATTCTTTAAAACTATCTGGAATTAGGTCAAAATTATCTAA I I I I I I I CTGATTTAATTAT 

GGATTACCGTAATCCAATAGTTGGCAACATTATAAAACCCTAACTTTACCTCATTGGTT 

T 

GGCTATACCAAGGTCTCATGGACTCTTGGACATAACCACCATTCTTTCCTNCCAACACCC 
CGGNGTACTTCAGAGTAAAACCCGGGAGCCTTCATGATAACCATGAAGGCCCGGAAGCTT 
CTGGCTTCCAAGGCTTTCTNTNGGCCTNACCTTCCGGTGGTTCCTTTTCT 
Sequence 148 

GGGTGGCGGCCGAGGTACCTNTGTGCGCGGTGGNCGAAAAAGCACCTGGGTCGGGTGCAG 

ACTGCGGAGCNGGGCCCTACCGTGTGCGCAGAAAGAGGAGGCGCTGGACTTATCCTACCT 

TAAGTTGAAGCAGACCAGCAATTGTTGTGACCTACAATCTCCACACCCATCTTTACTCTG 

AGCCAAGGAAGTGTCTGTTCTTGTGCTGAGTTTNAGGGGCCTTCAGCTNGNGGGAAATCC 

CNAAGA 

Sequence 149 
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AGCTCCCCGCGGTGGCGGCCGAGGTACCTTCCCCTGAGGAGCCCCCTTCAGAGGGGTGAA 

GAGCAGTATCTTCAGAGGCCATCCAAGTTTTAGCATAACAAGGAGGGAAAGAGAATGCAG 

AGAAGAGGCTGGTGATAGACAAGTTTCATGTTCACAACTTGAATTGCAGAGGTCAAGAGT 

TTAAAGAGTTTGGGATGGAAAGAAATCAAGAATTGGGCT 

Sequence 150 

CNCCGCGGTGGCGGCCGCTGTGAAACMTGCTCATTGCTCTTGAAACGACAGCGATGTTT 
CCGTAACGGCATCTTAGCACGAAAAAGCTCCACGGTCTCATTCCACAGCCTGGTAGCTCG 
GTACCTCGGCCGCTCTAGAACTAGT 
Sequence 151 

CCGCGGTGGCGGCCGCCCGGGCAGGTAC 1 1 1 1 1 f 1 1 1 I I 1 1 II 1 1 1 1 1 IGTTTTTGTTT 
T 

TTTCTGTCCCCTCTGAGCCATGGAAGATACTGGAGTTAACAAAAATTTTATAAACTAAAG 

AAAGCAACTTTATAATCTAAAAGAAAGCAACTTTCCCTCCTGTCTTTTGAATTCTTATTC 

CTGAMGAATGGATAATGAATC^GGAGATGAGCAAAAACGTATCTTTTACAAAGCTCTAG 

TCTTCCAAAAGCCTCTAAACTCAAACGAAACCTT7TTAAAGTAGTTTTGTAAAAGCTCA 

A 

GGTATGCCATTTCCAGAAAGTTGCAGATGAGCACCATTGGGCATTACCCAAATTCTGTCA 

CACATTGAGCAATGAAATTCAGGGAATTGGGACAATGACCTCTTGGGCATATGAAAGAAT 

TAAAAGAGGGCTAGGGCTTAGGGAGGGGGGATCTAATCGGGAGGGGATGTTCTGTCCCNA 

GCCCTTCCTTCCTTTCT 

Sequence 152 

TNCCGCGGTGGCGGCCGAGGTACNCCTAAAAAAGTACTGCAGCAGAGAAGAAAACATTGG 

ACAAAGAAGAAAGGCGACAGAAGGCTAGAGAGAGGCAGCAGAAATTGCTTGCGGAGTTTG 

CTTCACGACAGAAAGGCTTTATGGAAACTGCAATGGATGTTGATTCTCCTGAGAATGATA 

TTCCTATGGAGATCACCACGGCAGAACCACAGGTTTCCGAGGCAGTATATGACTGTGTTA 

TTTGTGGACAGAGTGGCCCCTCCTCTGAAGATCGACCTACTGGATTAGTTGTACCTGCCC 

G 

Sequence 153 

GCGGTGGCGGCCGAGGTACACCTGCAACTGTGCGAATGGTCCTGTTGCCTCCTGCATTTT 

GGCCTCTGTTCTATAAAGGAAGAGTAAAGATGGAGCTCCTCCTGCCTCCATCACGAAAGC 

ACATATCATCTGTCCCTTTGGATTTTACTTCCAGGACGCGTGTCGTCCCCAGCGTGTG 
TT 

GCCTTATGGTGCCGGCAGAGCCTCAGCTATCTGCCTGGGAAGTCGGATGTCCTTGGAGAG 

AATTTGGAATGCAGATAATTTTTCTTATTTCTTGAGAGCTTACTTTAATCAGCATGACA 

C 

TACCTAAACACTGAAGATGGCCTTATATTAGTAAGATTTGCACAAAATTAAGTATACCT 
A 

TGCAAACTATTACTTTGGTTTTTAGGAGTTTGATCAGATGAAGAAGTNATGGTATCACA 
T 

ATATATGTAAGAAGGCCAACCCATCATTATTTTTTGNAAGTGNTTTTTATTAAAAACC 
Sequence 154 

CNCCGCGGTGGCGTNCGGCCCCCGCCTTTTCTGCGGCTTTCAGCTGCGCGTTTCAGGTCG 

TCAATGAGGTCGTCGGCATCTTCGAGACCGATGGACAGGCGGATCGTGCCCTGGCTGATG 

CCTGCGCCCGCCAGCGCTTCGTCGCTCATGCGGAAATGCTGTGGTGCTGGCCGGGTGGAT 

CACCAGGCTGCGGCAATCGCCCACGTTGGCCAGGTGGCTGAAGACCTTGAGGGTTTCAAT 

GAACTTCTTGCCCTGCTCGCGGTTGCCCTTGAGGTCAAAGCT 

Sequence 1 55 

CGCGGTGGCGGCGCCCGGGCNGGTTATAAAAACGAACATGTATAAACGCTTACGCAAACC 

CTTTTTAATGTTCTGAAGTCAGTCTTTGTAAGTGAAATCGCTGGAGACTAGAAAGTATG 

A 

AATGGCAGTCTACCTGGGCAACCTACAAAAAATTTAGCTTGAAAAGACTTCAGTCTCCGC 
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TCCCCTGTTGATCTCATGGAGTGGGGAATGGGAATTGAACCAGAACTGGAAAATTATTTA 
GGAMGTTTGTTAACTACTCTTTGTTGATCTCATGGAGTGGGGAATGGGAATTGAACCAG 
AACTGGAAAATTATTTGGGAAAGTTTATTAAC 
Sequence 156 

CTGGCGGCCGCCCGNNCTGGTlSICTTNCATCTNGGCTNCCTATANGCThrrCTTTTTTACAG 

ACGGCCATGAMTGCAATCCAGCTGAAGTATTATCATCTTGTAGCATTTCAAAAGGAACC 

GTCGAAGTCATCCAAAGGATGGGAACCACAATGTTCTTGTTGTTCCTTGGGTTTCTTA 
AT 

^ATTTCTGMTCATCATTATTAATTATGGMTTCTCTGGTCGAAAAGTCACATTTGGTT 
TCTCCTCAGTTTCTCACATCTTTTTTCTTGCAGCTCTT^ 

Mill i ACTGGCCTTTCCTTGTCTTACTTCAGGTGGTTCTATTTTGACCTTTAAGAAGG 

TGAAGGGTGGTNCAAGCATCACCTTGGTTCNAATAAAATTAATGGTGTTAGGTTTCTGGT 
GGCCTTNGTTTAAAACGCAAATGGGGGTTTTTNANGGGGGGANAAGGTTGGGGT 
Sequence 157 

CCGCGGTGGCGGCCGAGAAATGTCGCCAAACTGCCGTCTTCCCTCCTCGGCCGCTGCGAC 

AAACACCCCACAAAATGGCGGCATGCGCCGTCGCCCTAGAATCCCCCGAGTCGCCTCTCC 
CCGCGTACCT 

Sequence 158 

CCCAGGGCCCAGCTACTCGAAGAACAGCCAATGGATTGGAACGTCCTAGGACAGATGCCA 

CGGCTTTGACCCAGGCTGGGGGTGCACAGGATCTCACTGGNGNTAGTTGGTCGGATGGGA 

AAGCCCCATGGGTCCACCAGGATGAGGTGTTTAACTNTATCAGGGNACCTTGCCCGCTCT 
AGAA 

Sequence 159 

CCCCGCGGTGGCGGCCGCCCGGGCAGGTACACAGGACCAATGCTGCCCATCCCATGGAAT 

TTACAAACATTCTACAGCGCAAAAGGCTCCAGACTTTGATGTCAGTGGATGATTCTGTGG 

AGAGGCTGTATAACATGCTCGTGGAGACGGGGGAGCTGGAGAATACTTACATCATTTACA 

CCGCCGACCATGGTTACCATATTGGGCAGTTTGGACTGGTCAAGGGGAAATCCATGCCAT 

ATGACTTTGATATTCGTGTGCCTTTTTTTATTCGTGGTCCAAGTGTAGAACCAGGATCA 
A 

TAGTCCCACAGATCGTTCTCAACATTGACTTGGCCCCCACGATCCTGGATATTGCTGGGC 
TCGACACACCTCCTGATGTGGACGGCAAGTCTGTCCTCAAACTTCTGGACCCAGAAAAGC 
CAGGTAACAGGTTTCGAACAAACAAGAAGGCC 
Sequence 160 

TGGCGGCCGCCCGGGCAGGTACACAGGACCAATGCTGCCCATCCACATGGAATTTACAAA 

CATTCTACAGCGCAAAAGGCTCCAGACTTTGATGTCAGTGGATGATTCTGTGGAGAGGCT 

GTATAACATGCTCGTGGAGACGGGGGAGCTGGAGAATACTTACATCATTTACACCGCCGA 

CCATGGTTACCATAT TGGGCAG TTTGGACTGGTCAAGGGGAAATCCATGCCATATGACTT 

TGATATTCGTGTGCCTTTTTTTATTCGTGGTCCAAGTGTAGAACCAGGATCAATAGTC 
CC 

ACAGATCGTTCTCAACATTGACTTGGCCCCCACGATCCTGGATATTGCTGGGCTCGACAC 
ACCTCCTGATGTGGACGGCAAGTCTGTCCTCAAACTTCTGGACCCAGAAAAGCCAGGTAA 
CAGGTTTCGAACAAACAAGAAGGCCAAAA 
Sequence 161 

CGAGGTACCATCCTATTAATACTAACTTCTGCTTCTACATACTGTAGACCTTTCTGGAT 
G 

ATAGAAATCAATGCAGCGGGTGGGACGAGGGCACCATTTATATTGGACTGACTGATATGG 

CTTTCTATACCAAAGGTAAATGCTGAATGAGAAAATCCTGACTCTTGCAAGTATCTATA 
T 

ACCMGAAGTTGACCTCATCACTGCTTATACTCATCTTTATTCCCACTTAAACCATGAG 
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G 

TCCCAACACAGGATATAACCCATTGGGCAGTGCATTGATGTGGGGGATGTGCAACTGANT 

ATNCCGGTCACCCGCCAATCACAAGT7TGCTGGTGTTGATGCTGGAAACGGTGGCCTCCA 

ACGCCGCTCCCCCCTCCCGGGAA 

Sequence 162 

GG^GCCGAGGTACCTGGCCTGCTGGCATAGTTCTTTGACCCGTTCATATTTGGGCAAGT 
GATTTGACTGTTGGATATTCTTGCTGGATTCCTCCTTCTTACGTAGAAATTTGCCTCTT 

CCACTAGGAATGTATCACGCCAAATTTTGGCCTTCTTGTTTGTTCGAAACCTGTTACCT 

GCTTTTCTGGGTCCAGAAGTTTGAGGACAGACTTGCCGTCCACATCAGGAGGTGTGTCGA 

GCCCAGCAATATCCAGGATCGTGGGGGCCAAGTCAATGTTGAGAACGATCTGTGGGACTA 

TTGATCCTGGTTCTACACTTGGACCACGAATAAAAAAAGGCACACGAATATCAAAGTCAT 

ATGGCATGGATTTCCCCTTGACCAGTCCAAACTGCCCAATATGGTAACCATGGTCGGCGG 
TGTA 

Sequence 163 

GGGGCCNCGCGTCCGGGTGGCTCTATGTAGTTCTAATTTGCATTTCTCTAATGACTAACG 
ATGTTAAACATATTTTTATGTACTTpTTTCATGTACTTGTTGAT^ 
mCACCATTmATGGAGCTGTTTTTTrATTATTGAGTTGTAGGAmCTT^^ 
CTGCATACCAGGCCTTTGTTATATACATGCTTTGCAATGTACATTGTCTTAAAATCTGT 

GCTTGCCTGTTCAATTCATTAGTGGTGTTTTGTTAAGCAGTTTTTAATTTTGATGAAGT 

TAACTTATTCAi 1 1 1 1 lATTATGGTTATTGCTTTATGTTTCAGGTCCCAAATTTTGCCTT 
CTCACAAATCACAAACATTATCCTATGTTTTCCTTCAAAAATTATATGGTTTTATGTATT 

TTCAATCTCAAAATATTCTCTAATTTTTTTGCTGATTTATTTCTAAAGAAATTTGAGGGA 
TTTGCTATAATGG 

Sequence 164 

CCCCGCGGTGGCGGCCGCCCGGGGCAGGTTATTTAATTTCTTAGTGTCTCAATTTCCTCC 

TCTATAAAACAGAGATAATAGTATTTAGCCCAGAGGGTTGTGGTGAAGTGTGAATCATTT 

CTCCATGTAAAACACATAGGACAGGCTGGGCATGGTGGTGGGCACCTGTAATCCCAGTTA 

CTTGAGAGGCTGAGACAGGAGAATCGCTTGAACCCGGGAGACGGAGG1TGCAGTGAGCCG 

AGATAGTGCCACTGCACTCCAGCCTGAGTGACAAGAGTGAGAGTCCATCTCAAAAAAAAA 
AAAAAAAAAAAAAAGTACCT 

Sequence 165 

NCCTGGCATCAGCNATTAGNAATCAACCTGTTAATCCAAGGTCTTTAGAAAAACTTGAAA 

TTATTCCTGCAAGCCAATTTTGTCCACGTGTTGAGATCATTGCTACAATGAAAAAGAAGG 

GTGAGGAAAGAAGATGTCTGAATCCAAGAATCCGAAGGGCCGTCAAGAAATTTTACCTGA 

AAGGCAGGTTAGGCAAGGGAAAAGGGGTCTAAAAAGATCTCCCTTAAAAACCAGGAGGGG 

GGAAGCCAAAAATCCGATGCCAAGTGCTTTCCCAAAGGGGATTGGGGACCACCACCAAGA 

GGGCCTGGCCCTTCTTCCCATCACTTTCCCCTTACCATTGGGGAGGTAATTATTGTCAAA 

GGCCATTAAATTTGGTTTCTTTAAGTTTTTGGCAGGTTTACCGCCTTAAAAAAGGGTG 

CCCAAATGGATTGGGTCCACCCAAAATCNAGGCTTGCTTACTTACTTCCCTGGTAAGGGA 
Sequence 166 

GTGGCGNCCGTNCGGNCAGGTACTTGCTCAGCCTTTCCAGGCCCCTNTGATGAGCTCTCT 

AATCAGCAGGACCAAGGTGTGAAGTGGGAATGAACATGGATCCATCCCATTGGATGGAGA 

AGAAAGGTGGACAGCCTGTTCGTCTCTCATGTCAGCCTAGGGCTGGGAACAGTTTGTGAG 
GACTTATCTGTTGTACCT 
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Sequence 167 

GCNGGCCGCCCGGGCAGGTACGCGGGAATGGGCACNNTGNAGCGCAAGTAGGTCTACAAG 

ACGCTACTTCCCCTATCATAGAAGAGCTTATCACCTTTCATGATCACGCCCTNGGGNATC 

ATTNTCCTTATCTGCTTCCTAGTCCTGGTATGCCCTTTTCCTNAACCACTCACAAACCA 

A 

AAACTTAACTAAATAACTTAACAATCCTNAGAACGCCTCAAGGNAAANTAAGAAAACCCG 

TCNTGAAACTTATTCCTGCCCCGCCCATCATCCCTTAGNTCCCTCAATTCTGGNCCCT 

CN 

CCAANCCCCTACCGCCAATCCCTTTTTACAATAAAACAGGACCGAAGGGTCCAAACNGAA 

TCCCCTCCCCNTTACCCATTCAAAAAATCAAAATTNGGCCCACCCAAATTGGANNACCTT 

GAAACCCCTAACCGAAGTTACCCTTCGGGCCCGCTTCTTAAGAAACTAAGGNGGGAATCC 

CCCCCNGGGGCCTGGNAANGGAAATTTCGGATAATCAAAGCCTTAATTC CGAAT ANCCCG 

GTCCGAACCCTTCGGAGGGGGGGGGGGCCCCCGGGGTACCCCCANGCTTTTTGGGTTTCC 

CI I I I IA 

A 

Sequence 168 

ATNTTCAGGAGACGCTCNGTAGCCCTCGCGCTNTATCCTNCGGNACAGTTCTGCGGAAGA 

AGTGGCTCACGCCTTCCAGAGCCACATCATCGCGGNCGAAAGNGAAGCCCAGAGAGAGGT 

AGGTGTAGGAGGCCTGCAGGTACCTCGGCCGCTCTAAGAACAANGNGGATCCCCCCGGGC 

TGCAAGGGAATTCCCTTANCAAAGCANTANTNAAACCCGTCCGNCCNNNCAGGGGGGGGG 

CCCCGNTACCCNAANCTTTTGNNNCCCNTNATAGAGAAGGGNGAAAAAATNANGCCCNCC 

TNGGGGCAGNAAAAAAATGGGGACAATAAAGCTNTTNNNCNNGGGGGNTNAAAAANTTGT 

TAAATCCCCCNACCANNAATTTTCNCNAAACAAAAAAATAAAAAANCNCCGNGGANNGAN 

AAAAAAAANNGGNATAAAACACCCCNGGGGGNGGGTCCCCNCAAAGNGGGGGGGGGACCN 

CCNCCCNAACAATTAATGTGGGGNGGGNGGANANANAATNGCCCTNNTTTTTNTANNGNG 

ANNAAAAANNCTTGGNGCNGNCCCNNACTTCTANNTAAAAAAAAANACCCCCCCNCCCCN 

CCCGGGGGNNAGNGNGGNNNGNTTNACTTTANNNGGGCNANNTTTTTCCNCCTTATNNAA 

AAAAAAAAAAATACNNGGCACNNGGGAAATTTNGGGGGGGGGGG 

Sequence 169 

TTTTGAAGCCCNCTTNCCGCGGNGGCGGCCGCCCGGGCAGGTACTTCCACTATTATTGAA 
TGTATTCTGTATTATAATTGTATATTTGATTGCCTATCTCCCCTCAACTGCATTATACAT 
TTTCATGGGTGAGCCAATGTCTTTXTCACTCTATTTCAGTGCCCTGCACATTTTCTGGC 
A 

CATAGTAAGCATCCCATGAGTATCTGATGAATAAATGTATTTCCAAATTCAGGTTCAGT 

A 

TCCTTAATCTGAAAATACAAAATCCGAAATGCCATAAAATTCAAAGCTTTTTGAGGACTG 

ACCTCGTGCTCAAAGGAAATGCTCATTGGAGCATTTTGGACTTCAGATTTTCAGATTAGG 

GATATTCAACCCGTAAGAATAGTGCCAATATTCCAAAATTCAAAAAAGTCTGAAATCCAA 

AACACTTCTGGTCCCAGGTATTTTGGATAAGGGATACTCAACCTGTACCGTAAAATACAT 

GCATACTTTCGATAGCACATGTGAAGGTATCTCTCTAAAATTGACCTCATTGGTTTCGT 

T 

CTCAAGCAAACTGACCTGGGGCCACTCAACATGGCTTTTATCGNGCCTGATGTTAATGCA 

TGTCTCTTTTTACAATA 

Sequence 170 

AAGTCTACATTTTATGTAGTGGTTAATGTTTGCTGTTCATTAGGATGGTTTCACAGTTA 

C 

CATACAAATGTAGAAGCAACAGGTCCAAAAAGTAGGGCATGATTTTCTCCATGTAATCCA 

GGGAGAAAACAAGCCATGACCATTGTTGGTTGGGAGACTGAAGGTGATTGAAGGTTCACC 

ATCATCCTCACCAACTTTTGGGCCATAATTCACCCAACCCTTTGGTGGAGCCTGAAAAAA 

ATCTGGGCAGAATGTAGGACTTCTTTATTTTGTTTAAAGGGGTAACACAGAGTGCCCTTA 

TGAAGGAGTTGGAGATCCTGCAAGGAAGAGAAGGAGTGAAGGAGAGATCAAGAGAGAGAA 
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ACAATGAGGAACATTTCATTTGACCCAACATCCTTTAGGAGCATAAATGTTGACACTAAG 

TTATCCCTTTTGTGCTAAAATGGACAGTATTGGCAAAATGATCCACAACTTCTTATTCT 

C 

TGGCTCTATATTGCTTTGGAAACACTT 
Sequence 171 

GGCGGCCGCCGGAGCGGCGCGGAGCATGATGGAAGTCGTAGTAGGAAATGGCGTCGTGGC 

ATTGAGGGGGCATCCCTCCTAGAACCTCCAGGAAAAGCTCGCGGAAGACGAGGTTCTGCG 

GAGAGAGAGGCTCCAAGCAGTCTGGGAAGTGTAGTCCAGTTGGCTTAGCAGTAGTTTCGT 

TGGGGGGGAGCCCGAGGTTCCGGGAAGGGGCTAGGCCGGCTTGAAAAGAGATTATGACTG 

TACCTCGGCCGTCGAGCGGCCGCCCGGGCAGGTACAACTTTTATACAACTCAGGAGA7TA 

AAAAAAAATCTCCACAAGAAGAAGCAACTCANCAGGCCCTGGCATTAAAACATTTCCCAG 

AATAAACAGATATGCATTGCATTAAAGGTAATTTTCAAATATTTAAGTTACACCAAGATT 

TCCCTCCAATATGTGCCTTTCTCAAACCAATGCAACTAATTCATTGCTAATACTGGGG 

CA 

TGAAI I I I I I GGCAAATGTTTATGGTTTTACTTTCTTCATTAATCAAAAAANT 
Sequence 172 

CGGGTACANATTTAAGGTAGATGGACTCAGGGTAAGGATAGCTACAGCTGTGTGGGGCTG 

AAGGTCTGTGGCACTGAGCTACTGGGGAAGGAGGGCTCTGTTTTCATNGTGACACACTGA 

GTTAATAAAGCACTTACTGAGGGAGCCAGAGCCCAAACTCTAAATGTGCTGTAGAAAAAG 

GGCCAAGTCATTGACTGCACCACTCCTTCAGCCAGAGGTAGAAAGGATTTACTCTTCAGC 

CATCTGGTAGAGCCCCAAGAACAAGTTACATGTGGACAAAGGGAGGGAGAGGTATCATGG 

TGATTAATAAATNCAAACAAAGCTGAATGATAAGNACCCCAGGATGGAATACAGTCTGAG 

AAAGGCCTGGGCAAAG 

Sequence 1 73 

GGGGCCGGGCCCCCGTAGGGGTTACCCNCCGNGGGTTATTAAGGGGTTGGNAAAAAAAAA 

AAACCACCTGGCNCANTTTCCAACCCAAANGGTNCAAANGGGGAAACCCCCCAANGGGGG 

CCCAGGCCTTGGGGAAAAGTTGTTTGGGGNAAGCCCACCAAACCAATTGGNCTTGGTNGG 

GGAGGCCAACCCACCAATGGNCCTTGTTGNGTAAGAAATNTGGGCNAGGGNGGTTGGTTC 

CTTGNAAAGGGTATTTGGGTGGTTNCGTTAANTTTGGGGAAAAA 

GTTATTTGTTAAGAAAGCCAAAGGGTTTTGGAAAAAAATGGGGAATTTGGGAAGAACCTG 

GCCAATTGGGGTTGGGGCCCATTAAAANAATTGGGGAAGGNAAAAAATTTTGGCCCCTTG 

GGTNAAGNCCANTCCTTAAGGTTCCTTMCCTTTTGGAAAANGGGGAAAAGGTTGGGGGA 

AGGNAACCCANTTAAAAGGGGGNANGGGANGGACCCAAAAAAAAAAACCCAGGGGGGTNT 

TTTGGTTNGGNCCCCCAATTAAAAAAAAGGGTTAA I ! M I I! M I I I I ICCAAAAAAAG 

G 

GAACCCANCCCCCCAAAAAGGGAAATTGGGTTGGGGGGTTNAAAAAAAATTGGGGAAAAA 
AAAAAAI I I I IAANI1 I ! IAAGGGI I I I ICCAAACC! Mil I CCCCCCTTGGCCTTGGG 
C 

CCCAANTTGGGAAAAAAANCCTTTTTTTGGGCCCCNTTTTTAAAAAGGNAAAAAGG 
TNGGGCCCTTGGGGGNAANTTTTTNCCCCCAAAAAGGGGGGI I I I I I I I GGGTTNAAAAA 
AAGGGGGGNCCAANTTTCNTTTCCGGGGGTTTAAAAAAAGGGAACCCTTGGGC I I 1 1 I I I 
TT 

Sequence 174 

GGCGAGCGGCCGCCGGGCAGGTACCCTAGGGTGTTGTTTAAAGGACTTGATAACCAGCTT 
GAAGAGGTTCCTACTGACCAGAAATGGAATGAAATTTAAGCATCAATAAGGGTAATAACT 
GCAAGAGACTGACATCCACTATGGTTTAAATCCATGAGGTCACAATGATACTTAATTTT 
T 

CATTATTCTGAAAACCAGTAAATAAAGGCTAAGATTCAACAAGCATTTATCCAGCCTTTC 
CTC AATG AAATATATC NTAAGAGAACCGAATAGTTAAC ATAG AGAC ATGGCC GGGC AAGG 
TGGCTCTCGCCTGTAATCCCAACACTTTGGGAGGCCCGAGGTGGGAAGATTGCTTGAGCC 
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CAAGAGTTCTAGACCAGNCTGGACAACATGGTGAAACCCTGTGCCTACAAAAAAAAAAAA 

AACAAAAAAAAAGGTCCCC 

Sequence 175 

CAGGACCAAAACCTGGGGATTAAGCTAAGAAGTCTGGTGGAGAGACTCTGTGGACGTAAA 

GAAGGGAATGAACACAGAGAAACTTTCAGCCAGATTCCTGATNGTCACCTGAACAAGAAA 

AGTCAAACTGGAGTGAAACCATGCAAATGCAGCGTGTGTGGGAAAGTCTTCCTCCCGTCA 

TTCATTCCTGGACAGGCACATGAGAGCTTCATGCTGGACACAAACCATCTGAGTGTTGGT 

GGGGAATGGANAGAGGACNCCCCCCGNAAACAGAAACCAACCATGGGGAAAAGCCTTCAT 

TTCCCCCAGTAGTNGGTGCACCGGCTCACCAGTTAACNACCAACTTNGAAAGGAGACCTT 

TATGAA7TGCAAGGGTGGTGCGGGGAAAGCCCTTTAAATTCTCCCA 

Sequence 176 

NCNGGNCAGGACGCGGGGGCCGNGAAGAGCTTTGCATTGTGGGAAGTCTTTCCTTTCTCG 
TTCCCCGGCCATCTTAGCGGCTGCTGTT^GTTGGGGGCCGTCCCAGCTCCTAAGGCAGGA 
AGATGGCGGCCGGANAGAAGAC NAAAAAGTC NCTCGGAGTCGATCAACTCTAGGCTCC AA 
CTCGNNATGAAAAGTGGGAAGTNCCT 

Sequence 177 

CCCCGCGGTGGCGGCCGAGGTAC I I I 1 1 I 1 1 I I 1 1 1 1 1 1 I I ATGAATNATTNATTTTCT 
T 

TNTCAGAAAAGGATGCGCCTCCACTTAGCAAGGCTGGGCAGGATGTGGTCTCTGCATCTC 

CCCACAGACAGGGGTGGTTCTAGA 

Sequence 178 

GGTGGCGGCCGCCCGGGCAGGTACCAAACCATTTTCACTAGTTCAGGATAGGAATATTCA 

TCAGATTGTCTCTGTAAAAGTGAATCACAAAAATTCCACCTGTGTAGGTGTGGGACTGGA 

CAGCTGAGTGACAGGGCCCTGGGAAGAACAGAAACCACTTTTCCTCTTTCCTCTGAAATA 

TCAGAAGTTAAAAATCTACTCTGAGTTATATGTGCATCAATTTTAGACATATTGCTGAT 

T 

TTATTATGAAAATGAAGTGCTAAAGACAAAGGATATTTCCATTCCTCTGGACAGGCAGCC 
ACAGACCAGCACTGCTTGACCCATGTGTATACACATGTGTGCTTTGTACCT 
Sequence 179 

GGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACGGCTCTCCATTCTTCTTCTTGG 

CTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTAAGACCTTCTGAGGATGATCGA 

TAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCATGGGGTTGGCATTGAGGATCC 

CTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTCTCCAAATA AGAAC A 

AGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCTGAAGGTTTTTC 

CACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAATGTCACCCAATCT 

A 

TTTCTTCCAGCTTCTCTCTGGCCATCTTTTCTTGATCTGAGACAGTCTGATCAGTTTTC 

G 

GCCGCTCTAGAACTAG 
Sequence 1 80 

GGCGGCCGAAAACTGATCAGACTGTCTCAGATCAAGGAAAAGATGGCCAGAGAGAAGCTG 

GAAGAAATACGATTGGGTGACATTTGGGGTTATATTGAAGAAGGTTACGCCACAGAGTGT 

GAATAGTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCGTGACCTGACACAATG 

TGTGTCCTTGTTCTTATTTGGAGAAGTTCACAAAGCGCTCTGGAAGACGGAGCAGGGGAC 

TGTCGTAGGGATCCTCAATGCCAACCCCATGAAGCCCAAGGATGGTTCAGAGGAGGTGTG 

TTTATCTATCGATCATCCTCAGAAGGTCTTAATTATGGGTGAAGCTCTTGACCTGGGAAC 

CTGTAAAGCCAAGAAGAAGAAT 

Sequence 181 

GTGGCGGCCGAGGTACTACAGTCACGCTCCTCTGAACCATCCTTGGGCTTCATGGGGTTG 
GCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTCT 
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CCAAATA AGAAC AAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATG 
CTGAAGGT7TTTC(^CTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCCAAA 

GTCACCCMTCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTT 
Sequence 182 

GCGGCCGAGGTAGATGGATACGTTCTCTTCTGGGGGCGGTCTCCAGTCCTTTCTCATGAG 

GGAGCACACTCCTCTGCCTCATTGCAGTGGCCTCAGGGATATGGAATTAAGATCCACCTG 

GTGTGATGAATAAACCCAGACTCTCAGCAACGCAGGAAAAAAAACAAAAACTGGCTGGCG 

ATCTGGAGTAAAGGATCCTCACATCCACGTGAACCAGGAAACTCTGTGCCCAAATCGACG 

AAAAAAAAACACTGGGAGAGCCGAACTAAAAGTCTTTTAGCACGGGTACCTGCCCG 

Sequence 183 

TCCCGCGGTGGCGGCCCGAGGTACGCGGGGAGCGGAAAGGGAGACTGTGGGGAACTAGGA 

GCAACAGCAGGCATGGACCAAAGCAGTGAAGGATGTATGAAAAAGATTAGCAGTGTGAAT 

CTTGACAAACTTATAAATGACTTCTCACAGATAGAAAAGAAAATGGTAGAAACCAATGGA 

AAG AAC AATATACTG GATATTCAGTTGGAAAAAAGTAATTGC CTATTAAAAGTAATGCAA 

GCAAAGGAGGTCTCCATTAAAGAAGAATGTGCTACTCTTCATAATATAATAAAAGGGCTA 

CAACAGACCATTGAATATCAACAGAATTTGAAAGGTGAAAATGAACAACTAAAAATAAGT 

GCTGATCTTATAAAAGAGAAGTTAAAGTCTCATGAACAGGAATATAAGAATAATATTGCC 

AAACTTGTAAGTGAAATGAAAATCAAAGAGGAGGGATATAAGAAAGAAATAAGCCAACTT 

TATCAGGGACATGCAGAGAAAAGTTGAATTAAATGAAGAAAAGCCCAAAGAACTTATANA 

GAAAAAGGNGATGGGAANTTCANAGGTTAATGCCAAGCTTAGAAGTCAAAAAAAAAAAAA 

AAT 

Sequence 184 

CCGCGGTGGCGGCCGAGGTACATGGATACGTTCTCTTCTGGGGGCGGTCTCCAGTCCTTT 
CTCATGAGGGAGCACACTCCTCTGCCTCATTGCAGTGGCCTCAGGGATATGGAATTAAGA 
TCCACCTGGTGTGATGAATAAACCCAGACTCTCAGCAACGCAGGAAAAAAAACAAAAACT 
GGCTGGCGATCTGGAGTAAAGGATCCTCACATCCACGTGAACCAGGAAACTCTGTGCCCA 

AATCGACGAAAAAAAAACACTGGGAGAGCCGAACTAAAAGTCTTTTAGCACGGGTACCTG 
CCCG 

Sequence 185 

CCGGNCGCCCGGCAGGTACGCGGGGGTGTCCGGCGATGGGCACGGGCATTTCTTCGTTTA 

TAGCTGTCTGTTTGCATTCTGATTGGGAACACTGGGATCATTTTCATCATGCCGACAGTG 

GTGGTAATGGATGTATCCCTTTCCATGACCCGACCTGTGTCTATTGAGGGGTCCGAGGAA 

TACCAGCGAAGCACTAAGTAATATGGATGATTATGACAAAACCTGCTTGGAGTCTGCATT 

AGTTGGTGTTTGCAATATCGTTCAGCAAGAATGGGGTGGTGCAATTCTTGCCAGGTTGTC 

CTGGTGACAGACGGNTGTCTGGCATTGNNAGAGGGCCACTGGGACATTCNNTANCCANTC 

AAAATTAACNAAAGTGNGAGCACNNGGTTTCCCTACCTTTTCNTTTCCCATCAANTNT 
AT 

ATACCANGGNNGGGCGAATTTGGNGGGCCCCNCGCCCCCTNTTCTTTGGGACTTTTAAAA 

CNGTTTGTCNTTTCCNCTTTGGGGNGNGGCCATTTTTATNTTGGGGGGNCCCCTTGGGGA 

ANAANAAACCCCCCNCCCCTTTANAAAANNGGNCCCCCCCCCGNGNGGGGGGNAATTAAA 

AAAAAATTTTNCCCCCCCCCCCCCCGGG 

Sequence 186 

TCCCGCGGTGGCGGCCGAGGTACTCACACGTCACCGCAAATTCACAGTCTGCGTGCACGG 

CTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTA 
A 

GACCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCAT 
GGGGTTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTG 
AACTTCTCCAAATA AGAACA AGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTT 
CCATATGCTGAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAA 
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C 

CCCAAATGTCACCCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCTTGATCTG 
A 

GACAGTCTGATCAGTTTTCGGCCGCTCTAGAACTAGGTGGATCCCCC 
Sequence 187 

GGCGGCCGCCCGGGCAGGTACCAGAGATTCCAGAGAGTGGTCTTTGGAATTTCCCAACTC 

CTTTGCTTCAGTGCCCTGATCTCTGAACTAACAAACCAGAAAGAAGTGGCAGCATGGACT 

TATCATTACAGCACAAAAGCATACTCATGGAATATTTCCCGTAAATCTGCAGAATCGCTA 

CACAGACTTAGTGGCCATCCAGAATAAAAATGAAATTGATTACCTCAATAAGGTCCTACC 

CTACTACAGCTCCTACTACTGGATTGGGATCCGAAAGAACAATAAGACATGGACATGGGT 

GGGAACCAAAAAGGCTCTCACCAACGAGGCTGAGAACTGGGCTGATAATGAACCTAAC 

Sequence 188 

TTTGAANCCCACTTNCCGCGGTGGCGGCCGCCCGGGCAGGTAC 1 1 I I I 1 1 I I M I I 1 1 
TT 

TTTTGTAACTACAGGTGTCAGATGCATCACAAAAGCAGAAGTGCCCTTTCAGCTCTTCTC 

TGTGCCATTCCTTGTCAATTTCATGCTGCCTACAGCAACAGCATAATACTGCAAACAGCC 

ATGATGTCACTCGAAGTGCTCTGTGATTGACAGAGAGGGACAGTCGTAGTCAGAGGTGGC 

TCCTCAGAGAATTCAGAACTCACTCGCTGTCCTCCAGGGGCTCATCCCTTGATTTGAGGG 

AGGGATGAAATATTCTCTGCATGAGAGAGCAGGGATGGGAAGTGATATAGGTATGTAAGG 

ATGGTCAAGTTACTCTAAATGTAGTTAGACAGGACAGCCAGAATACCCGAGGTCTTGGTT 

AGGTCCTCTGTAACAAGCCGTAGAGGCCCAGAAATGTGGTGACAGCGAGACACATTTCTT 

AACTCTTACACTTGTTGAAATGAGTAGAAGGNGACATTTGGTTTGGAAATCCCTCCCC 

A 

Sequence 189 

CCGCGGTGGCGGCCCGCCCGGGCAGGTACGCGGGGAAGGAAAGCAGCTGCAAACTTCCCA 

TCTGCAGTGTTTGTTTGTCTCGGCTCCGGCCATCACTGCCACGATTACCCCTGGATGAAT 

TCCTCAGTGGAAATATCAACAAGACTCAGCCCACCTGCACCCAGGTGATTAAAAAGCTTT 

ATTGCTCACACAAAGCCTGTTTGGTGGTCTCTTCACATGGACGCGCGCGACATTTGGTGC 

CCTGACTTGGATCAGGGGACCTCCCTTGGGAGATCAATCCCCTGTCCTCCTGCTCTTTGC 

TCCGTGAGAAAGATCCACCTACGACCTCTGGTCCTCAGACCAACCAGCCCAAGGAACATC 

TCACCAATTTTTAATCAGGAATATTCTGTGAAAAAGACTAAGATATCAAGAGAAATTAT 

T 

AGTGCACATTATTAGAAGAGAGCTTCAGATGAAAATAAAGATCAAGAAAAAGACTCTTGC 

TTTGAGAAAGACACAAAGAAATCACATCATTCTTATTGGGATTACTGGGCTAGCCATATG 

CCAGAAAAATGAAACTGGTCCCTTCTTACACCATATACCAAAAGCNGCCCANGATGGNTT 

ACTTNAATGTNAAANCCAAAACT 

Sequence 190 

CGGCCGCCGGGCAGGTACCATCGCCGTCCCATTGCTCACAGGGACTGGGAAGGCGATGCC 

TGGCGGGAGCTGCTGGTGGAGAGACTCGGGATGACTCCTGCTCAGATTCAGGCCTTGCTC 

AGGAAAGGGGAAAAGTTTGGTCGAGGAGTGATAGCGGGACTCGTTGACATTGGGGAAACT 

TTGCAATGCCCCGAAGACTTAACTCCCGATGAGGTTGTGGAACTAGAAAATCAAGCTGTA 

CCCTGATGCTACAGACGAGGACATCACCTCACACATGGAAAGCGAGGAGTTGAATGGTGC 

ATACAAGGCCATCCCCGTTGCCCAGGACCTGAACGCGCCTTCTGATTGGGACAGCCGTGG 

GAAGGACAGTTATGAAACGAGTCAGCTGGATGACCAGAGTGCTGAAACCCACAGCCACAA 

GCAGTCCAGATTATATAAGCGGAAAGCCATGATGAGAGCAATGAGCATTCCCCATGTGAT 

TGATAGTCAGGAACTTTCC 

Sequence 191 

CGCCGGGCAGGTACTCCCTGGAAAGTCCAGCTGAGAAAGCGATCCTGCCCTCTGCTCCTC 

CCAGGGTTACCCTCCTGTAAGTCTTCTGCTTAGTGTTCAGAATTGGGGGATGCTGGGACT 

GGGCAAGGACTTGTAGGCAACACCCCATAGCCTGCTCATGCCTGTTGGGTTGCCTATGGA 
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TCATTCCCTGCTGGGCTCACTCACCGGCTTCGTATAAGGTCCTTTTTGAGGTTTATTA 
TT 

TCCTTGTCCATATACTTGATGCTCTTCATTGGCTTGTCTGGGACCTGCCTTAGGTTCT 
CC 

GAGGCATAAAAGGGCCGGACAGCCCCCGAGTTGGGGGAACTCTGAAGCTTCTTGGTGGCT 
GGAACCTTGGTCATCTTAAAAATCCTTCAGGTTTTAGCCTGTGCCCCCAAGACAAGGATT 
TTTCCAGAATCTTCTACTTCAAGTAGTTACTGGTATGAAGAAGTTTCGGCA 
Sequence 192 

CTCCCGCGGTGGCGGCCGCCCGGGCAGGTAC I 1 1 1 H I I M 1 1 I ( 1 1 N 1 1 1 1 U I I IC 

GGCTTGAAATACAGCTGAAATAACTGAATTTTCTACTTGAAACGTGTGTGCCTCTCCACT 
GNGGGGCCAAGGCCCTGGAAATGTAAAGGGCCAATCTTTGTTACAGAGGGGTTCATTGCA 
GTGAAGGGCGGGTTCTGCAAAGACAAACAGGTCTCACAGATAGTTGCCCCCGCGTACCT 
Sequence 193 

NGGCGGCCGAGGTACGCGGGGGGCTGNAGTAGGCTTCGTCTTCGGNTTTTCTCTTCCTTC 

GCTAACGCCTCCCGGCTCTCGTCAGCCTCCCGCCGGC 

Sequence 194 

CGGCCGCAGCGGCAGCTACAACAACCGCGTCGCTCTCCGCTCAATTTCCAAGAGCCAGCT 

TTGAAGCCAAGTGCCCCCGCGTACCT 

Sequence 195 

CTTCCCGCGGTGGCGGCCGGTGTGCTGTGCTCAGCTGCCTTCCAAAGGAGGAACAGATCG 
GCAAGTGCTCGACGCGTGGCCCGAAAATGCTGCCGAAGAAAGAAATAAAAACCCTGAAAC 
ATGA CGAGAGTGT TGTAAAGTGTGGAAATGCCTTCTTAAAGTTTATAAAAGTAAAATCAA 
ATACAI I I I 1 1 T 1 1 CAAAAAAAAAAAAAAAAAAAAAAAGTACCT 
Sequence 196 

CGGTGGCGGCCGAGGTACTTTGAGCTCATAAGCTGGTATAAAATATCAAACATTTTGACT 

GTTTAAACAACTCAAGATATGTTTTGCAAAATTACAAAACATTATACAGGTGACTTAATT 

AATATCTACTCCAATTATACACAACACATCATGCTGAAGATTTAGATTTATTTGAAAACA 

CTTAGTCTAATTTATATTAGTGCAGAAAAATCACATTCAATAAACCACAATTGTAGAAG 
A 

GACAGATAAGTGTGTTTGTCACATTTTCACACAAATATAATTTGATATTTAATTAAGGG 
A 

TGATGAATCACAATCACCATGGTCGCCGCCTGAGCGCCAACCCCTACCCCGTCGCCTCAT 

CGGATCCCCCCCGCGTACCTCGGCCGCTCTAGAACTAGTG 

Sequence 197 

NCGAGGTACCTGCCTNACAGNGCAGGGCGGTATGCCGCCAAACGCTTCCGCAAAGCTCAG 

TGTCCCATTGTGGAGCGCCTCACTAACTCCATGATGATGCA 

Sequence 198 

TTGCTCAGCCTTTCCAGGCCCCTCTGATGAGCTCTCTAATCAGCAGGACCAAGGTGTGAA 
TGTGGGAATGAACATGGATCCATCCCATTGGATGGAGAAGAAAGGTGGACAGCCTGTTCG 
TCTCTCATGTCAGCCTAGGGCTGGGAACAGTTTGTGAGGACTTATCTGTTGTACCT 
Sequence 199 

GGACTTGCTCAGCCTTTCCAGGCCCCTCTGATGAGCTCTCTAATCAGCAGGACCAAGGTG 

TGAAGTGGGAATGAACATGGATCCATCCCATTGGATGGAGAAGAAAGGTGGACAGCCTGT 

TCGTCTCTCATGTCAGCCTAGGGCTGGGAACAGTTTGTGAGGACTTATCTGTTGTACC 
T 

Sequence 200 

GANGAGAAAGCTGGAAGAMTAGATTGGGTGACATTTGGGGTTATATTGAAGAAGGTTAC 
GCCACAGAGTGTGAATAGTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCGTGA 
CCTGACACAATGTGTGTCCTTGTTCTTATTTGGAGAAGTTCACAAAGCGCTCTGGAAGAC 
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GGAGCAGGGGACTGTCGTAGGGATCCTCAATGCCAACCCCATGAAGCCCAAGGATGGTTC 

AGAGGAGCGTGACTGTGAGTACCT 

Sequence 201 

GCCGAGGTACTCGGGCAAAGAGGGTGACANGTTCAAGCTCAACAAGTCAGAACTAAAGGA 

GCTGCTGACCCGGGAGCTGCCCAGCTTCTTGGGGAAAAGGACAGATGAAGCTGCTTTCCA 

NAANCTGATGAGCAACTTGGACAGCAACAGGGACAACGAAGGTGGACTTTCCAAGAAGTA 

CCTGCCCGGGCGGCCCGCTCTAGAACTAGT 

Sequence 202 

TGGGGCACAGAGAGGGTTTCAGAGGATCCTTGNGAAACACTAGTTAAAAGATGACCGAGT 

GGGGAGAAGTGCGAGGAAAGAAGGAAATTAGTCTGACTGGCTTTCTGTCCTGCACCATTG 

ATTCAATGGAGACTGGGCGGGAGGAAATGGAAGACTAGGGTTGGAGATGGGATGGGTGGG 

GCAAGGGATGGAAAGGAAAAGGCAGACAACTAATGCGTTCCATTTATAACAAGTAATATA 

TATCAAAGCACTTTAAAGGAGATTANAAGGACCCAATCAGGAATANATTTGGGCCAACCT 

^ANATTCTTTAGGGAAGGATTCAAAAGTTCCCTCCAAAACCCTAATTTTTGGATGGTT 

TATTNACTAAAAAAGCCAAAAGACCAAGTTNTGGGTACCCTGCCCCGGGGCCGGCCCGCC 

TCTTAAGAACCTAGGTNGGGATCCCCCCGGGGGCCTGCAAGGGAATTTCCGATATTGAAA 

GCCTTTATCGGNTACCCGGTCCGACCCTNCGAGGGGGGGGGGCCCCGGGTACCCC 
C 

Sequence 203 

GCGGCCGCCCGGGCAGGTACGCGGGGAAGTCTNTCCTTTCTCGTTCCCCGGCCATCTTAG 
CGGCTGCTGTTGGTTGGGGGCCGTCCCGCTCCTAAGGCAGGAAGATGGTGGCCGCAAAGA 

AGACGAAAAAGTCGCTGGAGTCGATCAACTCTAGGCTCCAACTCGTTATGAAAAGTGGGA 

AGTACC 

T 

Sequence 204 

CTCCCCGCGGTGGCGGCCGAAAACTGATCAGACTGTCTCAGATCAAGGAAAAGATGGCCA 

GAGAGAAGCTGGAAGAAATAGATTGGGTGACATTTGGGGTTATATTGAAGAAGGTTACGC 

CACAGAGTGTGAATAGTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCGTGACC 

TGACACAATGTGTGTCCTTGTTCTTATTTGGAGAAGTTCACAAAGCGCTCTGGAAGACGG 

AGCAGGGGACTGTCGTAGGGATCCTCAATGCCAACCCCATGAAGCCCAAGGATGGTTCAG 

AGGAGGTGTGTTTATCTATCGATCATCCTCAGAAGGTCTTAATTATGGGTGAAGCTCTTG 

ACCTGGGAACCTGTAAAGCCAAGAAGAAGAATGGAGAGCCGTGCACGCAGACTGTGAA 
Sequence 205 

CNCCGCGGTGGCGGCCGAAAACTGATCAGACTGTCTCAGATCAAGGAAAAGATGGCCAGA 

GAGAAGCTGGAAGAAATAGATTGGGTGACATTTGGGGTTATATTGAAGAAGGTTACGCCA 

CAGAGTGTGAATAGTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCGTGACCTG 

ACACAATGTGTGTCCTTGTTCTTATTTGGAGAAGTTCACAAAGCGCTCTGGAAGACGGAG 

CAGGGGACTGTCGTAGGGATCCTCAATGCCAACCCCATGAAGCCCAAGGATGGTTCAGAG 

GAGGTGTGTTTATCTATCGATCATCCTCAGAAGGTCTTAATTATGGGTGAAGCTCTTGAC 

CTGGGAACCTGTAAAGCCAAGAAGAAGAATGGAGAGCCGTGCACGCAGACTGTGAATTTG 

CGTGACTGTGAGTACCT 

Sequence 206 

TCNCCGCGGTGGCGGCCGAGGTACTCACAGTCACGCTCCTCTGAACCATCCTTGGGCTTC 

ATGGGGTTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTG 

TGAACTTCTCCAAATA AGAAC AAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGT 

TTCCATATGCTGMGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATAT 
A 

ACCCCAAATGTCACCCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGAT 
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TGAGACAGTCTGATCAGTTTT 
Sequence 207 

TCCCGCGGTGGCGGCCGCCCGGGCAGGTACATGGTTCTTCCTCAGAAAGTGGTTCTTCCT 
TAAT GTGTT TCTTTTTACCCCTTTTCTTC 

CCAC7TTTTCTTCTTCCTCTTCTTCAACTGAATAGGGTAAGTGTAAAGGCACAACAAAT 
T 

AACACTGTATCAGATCTCATTCCTTCCAAAAACGTTTGAGTCCTAG I 1 1 1 1 1 I CTGTCA 
T 

TCTCATCMCTACCCAATGTTTGTTTTGTTTATTTTATAATTGGGAAGGTTCTCCAAGG 
C 

CTACCACTAACTTTAACGAATGATATAGATAGAGCTCAGAGCAATCTTCTCACGATCATG 

AAGTCATGTATAAAAATCAGGATTAAAACAAAGGTCATCTGATCTCCAATCATTATTGGG 

AAGGAAAGTCAATTATATTANGAAATGGTTAAGAGCTTGCACTCTGAAGTCAGACGGCCT 

GGGTTTAATCTACCTGCTGCACCCTGAAAAATTGGTATTTACCCTT 

Sequence 208 

CGCGGTGGCGGCCGCCCGGGCCGGTACATGGTTCTTCCTCAGAAAGTGGTTCTTCCTTAA 

TGTGTTTCTTTTTACCCCTTTTCTTCTTCTTCTTCACAGATGTTTCTT 

CTTTTrCTTCTTCCTCTTCTTCAACTGAATAGGGTNAGTGTAAAGGCACAACAAATTAA 
C 

ACTGTATCAGATCTCATTCCTTCCAAAAACGTTTGAGTCCTAGI 1 1 1 1 1 I C TGTCATTCT 

CATCAACTACCCAATGTTTGTTTTGTTTATTTTATAATTGGGAAGGTTCTCCAAGGCCT 
A 

CCACTAACTTTAACGAATGATATAGATAGAGCTCAGAGCAATCTTCTCACGATCATGAAG 

TCATGTATAAAAATCAGGATTAAAACAAAGGTCATCTGATCTCCAATCATTATTGGGAAG 

AAAGTCAATTATATTAGAAATGGTTAAGAGCTTGCACTCTGAAGTCAGACGGCCTGGGTT 

TAATCTACCTGCTGCAACCCTGAAAAATTGTATTTACCCTTGGTGAAGCTCCTATCTAT 
A 

AAACTTAAGAATGTCTTATCTTACTGGACTGGTACTGGATTAAAAAGA 
Sequence 209 

CACCGCGGCGGCGGNCGAGGTACACGACATAGGCACATGTGCAAACACAAAGAAGGTGGG 

CATGCTGCTTCTTTCTNTCTGCCCCTAGNCCAGGCTCCTTTGCTTCACGNAAGATNNACA 

CTTTCCCATTCCTCTGAAGTTGCTGGAAGGACATTTCCCAGGAAGAAACAATTCCTCACT 

GCCTATAAACTGTAGTCCCAATGTNGGGATAGTCAANNGAACATGAGAATCANAACCAAT 

CTGGGCAAATGGGGNATGGCAAGTAATGGGNGAACACGCACTAACAGGNACAGTATGCCC 

AACCT 

Sequence 210 

GGTGGCGGCCCGAGGTACTCACAGTCACGCTCCTCTGAACCATCCTTGGGCTTCATGGGG 

TTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCNNTGTGAACT 

TCTCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCAT 

ATGCTGAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACCCC 
A 

AATGTCACCCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTNCTTTGATCTGAG 
A 

CAAGTCTGATCAAGTTTTCGG 

C 

Sequence 211 

GCGGTGGCGGCCCGAGGTACTCACAGTCACGCTCCTCTGAACCATCCTTGGGCTTCATGG 

GGTTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAA 

CTTCTCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCC 

ATATGCTGAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAACC 
C 
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CAAATGTC^CCCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGA 
G 

ACAAGTCTGATCAGTTTT 
Sequence 212 

GGNGGCGGCCGCCCGGGCAGGTACTTTTNAAA I 1 1 I ■ I I I i 1 1 CTGNAGAGACGAGGTCT 

TTCTATGCTGTTCAGGCTGMCTTCATGGGTTTATTGGGGATGGCTAANGGATGACATTG 

GCTGGTGGTCCTTGATACCAGATMGCCCTCAGTGTGAAGCAGCTCTTATTTTTCCTT 
GT 

CTTGAGATTGCTCTTGGAATGGAAATTAGGCTTTTTTGAAGGTGTCGACCCTTTTTGG 
TT 

CATTTCTTCAGCAGTTACTTTTTAI I I I I 1 1 I AAAATGTTTTGACACAC AAGTCTTNTGG 

ATAAATGAATCANTTCACCCAANCACCCCGGATTTACTTCTCCTTTGCTCTGGNTNAA 
GT 

NGNTGAACACNTGTCCCCTTTTGAAGAAATCTGGGNCGACAGCTTATGTATCCCCATTCA 

CCC ACAACA CCCCCAAAAAAAAAAAAAAATTTATTGTCTTGGGGTTCCCCAGGGGAGNTT 

ACCCTTTTTAATGGAAGAAAGGTNCCATTCTTGNGGAAAGAACCCCTNGGGAATGNTTTC 

AANAAGGAAACCTTTCCCTGGGGGAAAAACAACTTGNAAAAGGAAAAAATTAAAAGGAAG 

GGCCCGGGGCCC 

Sequence 213 

GCGGNGGCGGCCGTTTGAGAAGCCAGCGCTCACCCACCCGGGGTCTCTGTGCATTGACCT 

TTGGGTGCTGACTTGGAGAAAAGCACAAACACGACCAGTCCCCCCGCGTACCTCGGNG 
Sequence 214 

TCCCCGCGGTGGCGGCCGAGGTACATGCCTACAGATAGTCCCAGCTACTCGGGAGGCTGA 

GGCAGGAGAATCGCTTGAACCCAAGAGGCGTAAGTTGCAGTGAGCCGAGATCATGGCACT 

GCACTCCAGCCTGGGTGACAGAGAGAGACTCCATAAGAAAAAAAGAAAAAAAAGGGGGGC 

AAAA AGAAACAGATGAAACCAATGTGAATAATTTATTTTAACACAATATACCTAACATAT 

TTTTATTTCAATATCTAACCAGTATAAAAATTTACTTGTTTTGCCCTCTAGAGATAGTAA 

GCTCCTTAAGTAAACAGAAGTAATACCTGATTAATTAGAATTCCCAACCCTCATCAAGTG 

TGTGCTTATATAGAAGAAACCCAGTAAATGTTTGTTGATTGAAAGATATTAATACTCTT 
G 

CTTGGATGAGAGTGAGGAAAAAGGTATTAAGTATTGGCTTT 
Sequence 215 

GNGGCGGCCGAGGTACTTTGGAGTCCCCTGGTTTCTCAAGMTTGCCGTTGACTCTTTCT 

TTGGCTTCTGCTGGCACGGTAACCAGACTCCCTACAACTGCACTCTTTGTCTTTGTCA 
TG 

GAAGCCGCGAGCGTAGAGGTTCCGCGTGCTCTGCCGGACTTGAGCAGGTCACTGGGTCCT 

TTACACTTGTGAATTCGAAGCTTGCCAGATGTATCCTCAATGCATTGCCACTTCTGCC 
CC 

GGTTGTTCACAGGCTGTCTGGTACGAGATCTCCGACCAGTCTGGGGGCGCTGGCGGCCTG 

CGCAGCCACCTCAAGATCACAGATTCTGCTGGCCATATTCTCTACTCCAAAGAGGATGCA 

ACCAAGGGGAAAT1TGCCTTTACCACTGAAGATTATGACATGTTTGAAGTGTGTTTTGAG 

AGCAAGGGAACAGGGCGGATACCTGACCAACTCGTGATCCTAGACATGAAGCATGGAGTG 

GAGGCGAAAAATTACGAAGAGATTGCAAAAGTTGAGAAAGC 

Sequence 216 

CCGCGGNGGCGGCCGAGGTACTTTGGAGTCCCCTGGTTTCTCAAGAATTGCCGTTGACTC 

TTTCTTTGGCTTCTGCTGGCACGGTAACCAGACTCCCTACAACTGCACTCTTTGTCTT 
TG 

TCATGGAAGCCGCGAGCGTAGAGGTTCCGCGTGCTCTGCCGGACTGTGAGCAGGTCACTG 

GGTCCTTTACACTTGTGAATTCGAAGCTTGCCAGATGTATCCTCAATGCATTGCCACT 
TC 

TGCCCCGGTTGTTCACAGGCTGTCTGGTACCGAGATCTCCGACCAGTCTGGGGGCGCTGG 
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CGGCCTGCGCAGCCACCTCAAGATCACAGATTCTGCTGGCCATATTCTCTACTCCAAAGA 

GGATGCAACCAAGGGGAAATTTGCCTTTACCACTGAAGATTATGACATGTTTGAAGTGTG 

TTTTGAGAGCAAGGGAACAGGGCGGATACCTGACCAACTCGTGATCCTAGACATGAAGCA 

TGGAGTGGAGGCGAAAAATTACGA 

Sequence 217 

CCCGCGGTGGCGGCCGAGGTACTATCAAACAACATGATACAATTTAAATGTGTCATAGCA 

ACTACTAGTGGTCACCTGAAATCCATTTTCCCCTCCTTCACAGTAAGAGTTTTAGNTG 

AA 

TGAGTGGCCACTCATAGAGAGATTGCATTTCTGGCTTCCCTTGCAGCCATAGGTAGCCAT 

GGGACAAAGTTCTAACCCAGGGGGGGTCCAATCTTTTGGCTTCCCTGGGACACACTGGAA 

GAAGAAGAATTGTCTTGGGCCACACATAAAATACACTGGCATCAAGGATAGCTGATGAGC 

AAAAAAAAAAAAAAAAAAAAAAGTACCTGCC 

Sequence 218 

CCCGCGGTGGCGGCCGAGGTACCATCCTGTTCNACAGAGCCATTGCCTATTCCTAAATTG 

AATCCGACTGGGCGTGCCCCTCCTCGGAACACAACAGTAGACCTTAATAGTGGAAACATC 

GATGTGCCTCCCAACATGACAAGCTGGGCCAGCTTTCATAATGGTGTGGCTGCTGGCCTG 

AAGATAGCTCCTGCCTCCCAGATCGACTCAGCTTGGATTGTTTACAATAAGCCCAAGCAT 

GCTGAGTTGGCCAATGAGTATGCTGGCTTTCTCATGGCTCTGGGTTTGAATGGGCACCTT 

ACCAAGCTGGCGACTCTCAATATCCATGACTACTTGACCAAGGGCCATGAAATGACAAGC 

ATTGGACTGCTACTTGGTGTTTCTGCTGCAAAACTAGGCACCATGGATATGTCTATTA 

CT 

CGGCTTCTTAGCATTCACATTCCTGCTCTCTTACCCCCAACGTCCACAGAGCTG 
Sequence 219 

GTTATTGGTGGTGAAGACCCGNAGCAACAGTGGGCATGTCTTCTCGCGGTCGATCGGNTT 

CTCTGGCTCCTTNTTAATTTCCTCCTGGGNAACGCGCGACTCCACCGCCATCTTCCTCCT 

ACGGCCTGCGAGACGCTCCCCCGCGTACCTCGGCCGCTCTAGAACTAAGTGGGATCCCCC 

GGGCT 

Sequence 220 

GGCGGCCGAGGTACCATGATATCATGTATCCTGCTTGGACATTTTGGGAAGGGGGACCTG 

CTGTTTGGCCAATTTATCGTACAGGTCTTGGACGGTGGGACCTCTTCAGAGAAGATCTGG 

TAAGGTCAGCAGCACAGTGGCCATGGAAAAAGAAAAACTCTACAGCATATTTCCGAGGAT 

CAAGGACAAGTCCAGAACGAGATCCTCTCATTCTTCTGTCTCGGAAAAACCCAAAACTTG 

TTGATGCAGAATACACCAAAAACCAGGCCTGGAAATCTATGAAAGATACCTTAGGAAAGC 

CAGCTGCTAAGGATGTCCATCTTGTGGATCACTGCAAATACAAGTATCTGTTTAATTTT 

C 

GAGGCGTAGCTGCAAGTTTCCGGTTTAMCACCTCTTCCTGTGTGGCTCACTTGTTTT 
CC 

ATGTTGGTGATGAGTGGCTAGAATTCTTCTATCCACAGCTGAAGCCATGGGTTCACTATA 
TCCCAGTCAAAACAGATCTCTCCAATGTCCAAGAGCTGNTACAATTTGTAA 
Sequence 221 

GC NGGTAC AGC AACAAG AATC AGATGCTCTTTAGAG ATCCTC CATTTCATTACTCTAACA 

TTCTTCAATGTGGTTCCAGCCACGCATAGTCATATAGATACTACATATNCAAAGATAAC 

T 

TACTGAAGCTTGTTCACAGAACCAAGCTTTCTCCTGGATAAGCTCTTCTNTCCCCTAC 
CC 

CGCACTTC7TGGGNAAGGTATTACCCCAAAATGCTCTTCAGNGGATTTAAAATAAACAAT 
TTTTTAAAAANANGGACACTTAACACTCACAAAAAAATGGGGGAAATTTTGCTCGGGCCA 
TTGGACNGCGGAAACCAAATTACCGGGTTTAACTTCCAAGNATGGCTTGTCATTTCAAAA 
ACCTGGTATTGGGGGTCCCGTTCGGAAAAAMNANATAGGATATTAACCCATNTTTTTCT 
CATAAGGACCAAGCTATTCTTACNTTTTAATCAACCCAAATTTCCTGGGGGGAAAGGNCC 
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TTTCTTCTTATTTTAGGTCTTCGGGGATAGGTCTTNTANTCCCAATAAATAATTGGGGT 
T 

AGGTATTCAATCCATAATCCTCCCAGGACCCTGGGTTTTCCCTNGGAAGAAACAAGGGAA 
GAGGTCNTTGCCTGGTATCCTCNAAAAGGTTGGAAACC AAGCTTGG CNACTTTATCTTCT 
TAAACTTTCTTTTGGGAAGGAACCCCAGGTTTCAAGATA I I I I 1 1 1 1 IGGGGAA 
Sequence 222 

ATGGCCGGCCTGCGGAACGAAAGTGAACAGGAGCCGCTCTTAGGCGACACACCTGGAAGC 

AGAGAATGGGACATTTTAGAGACTGAAGAGCATTAT AAGA GCCGATGGAGATCTATTAGG 

ATTTTATATCTTACTATGTTTCTCANCAGATGTAGGGTTTTCTGTAGATGATGATGTCC 

A 

TATGGCCATATCTCCAAAAGANATGAATCCGACAGCNGATACAAAGTTTTTTGGGCTGGG 

TTTATTGCNTCATATAGNNCTTTGGCCCAAATGGNANGCTTCACCCTATATNTTGGGT 

TT 

ATGGNCTAAATTATTANGACCCANAGGA/ . ^AAGGAGCCTCNTTAATTGGTCTCCCATCTT 

GATTTTTCCCGTGGNAAGCACAACCTGCCCTCTATGCATATCTTCCACCATCCCCAAGCT 

TTCTCATAAANTAAAAATAACCTACCAATGGCCTGGGTTGCNTCCGTNGGGAATTTGNNT 

GGGGAAATTTGGGAAGCCANGTTTTTTTCAAGACCTTNGGNNTTTACM 

AGAAA 

Sequence 223 

GGGCGGCCGGAGTGATGCCATCTGCAGTTTTGTGATCTGCAATGATTCTTCCCTTCGAGG 

TCAGCCCATTATCTTTAATCCTGACTTTTTTGTGGAGAAACTCCGACATGAGAAACCT 

GA 

GATTTTCACTGAGTTGGTGGTCAGCAATATCACAAGGCTCATCGATTTACCTGGAACTGA 

GTTGGCTCANCTGATGGGGGAAGTGGACCTTAAGTTGCCTGGCGGGGCTGGCCCAGCATC 

AGGATTCTTCCGGTCTCTCATGTCTCTCAAGCGAAAGGAAAAAGGAGTGATATTTGGGTC 

CCCACTGACGGAGGAAGGCATTGCCCAGATATACCAACTGATTGAGTATCTACACAAAAA 

CTTGCGAGTAGAGGGTTTGTTTAGAGTACCT 

Sequence 224 

CCGCCCGGGCAGGTACTCCCTGATAAAGGGGAATTTCCATGCCGTCTACAGGGATGACCT 

GAAGAAATTGCTAGAGACCGAGTGTCCTCAGTATATCAGGAAAAAGGGTGCAGACGTCTG 

GTTCAAAGAGTTGGATATCAACACTGATGGTGCAGTTAACTTCCAGGAGTTCCTCATTCT 

GGTGATAAAGATGGGCGTGGCAGCCCACAAAAAAAGCCATGAAGAAAGCCACAAAGAGTA 

GCTGAGTTACTGGGCCCAGAGGCTGGGCCCCTGGACATGTACAGACTCTCATTTTATGAT 

GTATCCTACTGCATCAGGACATTTGTGTCAATGTCAGGTGACGAGGGGAAATGAAAGTGA 

TGAGACGATGAGAGGAGTGAAATACCAAGGACGCCATACTAGGAAACCCAGGTCTATTTG 

TTATCAGAGTAAGGATCAAGCCAGATAGCCTGTTATGTAATTTCTCCGATAAAAGATTT 

T 

GAAAGCAGGTGCTGTGGGCATCTGTATGGGGGAATCGCACTCATAGAATTATTTTCATTT 

GTAAATATTTGGTATCAGGCCCAGCAAGGGAAA 

Sequence 225 

CTCCCCGCGGTGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGTCTGCGTGCACGG 

CTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGTCAAGAGCTTCACCCATAATTA 

A 

GACCTTCTGAGGATGATCGATAGATAAACACACCTCCTCTGAACCATCCTTGGGCTTCAT 

GGGGTTGGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTG 

AACTTCTCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTT 

CCATATGCTGAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTCAATATAA 

C 

CCCAAATGTCACCCAATCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCT 
G 

AGACAGTCTGATCAGTTTT 
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Sequence 226 

TT6GAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGATGGATAGCCGCTTGCA 

GGAGATCCGGGAGCGGCAGAAGTTACGGCGACAGCTCCTCGCGCAGCAGTTGGGAGCTGA 

AAGTGCCGACAGCATTGGTGCCGTGTTAAATAGCAAAGATGAGCAGAGAGAAATTGCTGA 

AACAAGAGAAACTTGCAGGGCTTCCTATGATACCTCTGCTCCAAATGCAAAACGTAAGTA 

TCTGGATGAAGGAGAGACAGATGAGGACAAAATGGAAGAATATAAGGATGAACTAGAAAT 

GCAACAGGATGAAGCTTATCATCAATTCATTGTATAAAAATAAAGAGATTTTCCTGAGAG 

AACTGATTTCAAATGCTTCTGATGCTTTAGATAAGATAAGGCTAATATCACTGACTGAT 

G 

AAAAT 
Sequence 227 

CNCCGCGGTGGCGGCCGCCCGGGCAGGTACGCAAAGTGATTCAGAGAACGCTGGGGCTCA 

CAGGCGCTGTAGCAAACGTGCAACTCTTGAGGAACACTTAAGACGCCACCATTCAGAACA 

CAAAAAGCTACAGAAGGTCCAGGCTACTGAAAAGCATCAAGACCAAGCTGTTACTAGCTC 

TGCGCATCACAGAGGGGGGCATGGTGTTCCACATGGGAAATTGTTAAAACAGAAATCAGA 

GGAGCCATCGGTGTCAATACCCTTCCTACAAACTGCATTATTAAGAAGTTCAGGGAGTCT 

TGGGCACAGACCAAGCCAGGAGATGGATAAAATGTTAAAAAATCAAGCAACTTCTGCTAC 

TTCTGAAAAGGATAATGATGATGACCAAAGTGACAAGGGTACCTCGGCCGCTCTAGAACT 

AGTG 

Sequence 228 

GAGCTCCCTCCTACCCCCTAGCTGAGTAGGCCAGGTTTTGGTGCAAAATCTCCCACATTG 
GCAAAGTTCCTGCATATGCTGCGCAGTATGNGCCTTGAATAAAAATCCTGAAGATTAGAT 
GGTTCAGGCTGCATCATCCCAAAGCAAAGAGCACCTCTTTGAAGCTCACCTGCCCGGGCG 
GCCGAGGTAC I M I I I I II II I 1 1 I I I I I I I CAGTANGNAGCTTTAAAACAGTTACATAT 

Sequence 229 

TGGCGGCCGAGGTACTACAGGATGATGGCTTTCTCTTCCTCTGGGTCACAGGCANGGGCC 

ATGGAGTTGGGGAGAGAATGTCTAAACCTCTGGGGGTATGAACGGGTAGATGAAATTATT 

TGGGTGAAGACAAATCAACTGCAACGCATCATTCGGACAGGCCGTACCTGCCCGGGCGGT 

CGAGCGGCCGCCCGGGCAGGTACTTNN I 1 1 I I I I I I M I II i I I I 1 1 I I IAI II I I I I I I 

I I I I I I I I I 1 I I I I 1 1 I I I I GGGAACCNGNTACATTGNTCAGTTTTTACTTGNAAAAAGT 

NTTATAGAAN AGTTTTATTGGAATGTTATTTTATTAAGCC NTTTTC ATGGGTTA I Mill 

TTTAAAGTTTAAAAAGTTTTTACAACANGCTGGGNGGGGGGGNTTNCACCTGGCATCCCA 

GCACTTTTGGAGGNCCCGGCGGGCANAAACCTGANGGCGGGGAGGTTTAAAAAANCNACC 

CTGNCCANATTGGNAAACCCNTNTTTTTTCTTAAAATTCCCAAATTAAATTC 

C 

Sequence 230 

GGCGGCCGCCGGGCAGGTACGCGGGGGAGTCAGACCCAGTCAGGACACAGCATGG 
Sequence 231 

CCACCGCGGTGGCGGNCGAGGTACGACGTTTCCATCAGCTTGTCTGTTTCATTCCCTGAT 

GTTACGAGCAATATGACCATCTTCTGTATTCTGGAAACTGACMGACGCGGCTTTTATCT 

TCACCTTTCTCTATAGAGCTTGAGGACCCTCAGCCTCCCCCAGACCACATTCCTTGGATT 

ACAGCTGTACCTGCCCGGGCGGCCGCTCTAGAACTAGGTGGATCCCCCGGGCTTGCAGGT 

AATNTCGGATATCAAGCCTTATNCGATACCCGTCGACCCTTCGGAGGGGGNGGGCCCCCG 

GGTACCCCAGCCTTNTTGTTTCCCCTTTTAGGTGGAGGGGGTTTAMTTTGCCGCCGCNT 

TGNGCGGTAAATTCAATGGGTTCATTAGGCTTGTCTTCCCCTGTGGTGNAAAATTNGTTA 

ATCNCGGCTCACCAANTTTCCCACCACAAACCAATANCGNAGNCCCGGGGGAGGCCATTA 

AAAAGGTNGTAAAAAGCCCTTGGGGGGTTGGCCCTAATGAAGTGGAGCCTAAACTTCACA 

ATTAAATTTGCCGTTTGGCGCTTCACTTGCCCCGCTTTTTCCAAGTCCGGGGA 
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Sequence 232 

CGGTGGCGGCCGCCCGGGCAGGTACTTTA I I 1 1 I I I II I I I I 1 1 I II I I I I I NCTTTNA 
A 

AAAAAAAAAANGATATTTTAATATATTCAGATCCNCAAATATGAAATAAAACTAAGNNGA 

GCTGGTATTCATTTACACATAATTATC7TATACCGTTNGGAATAAGAATTTGGGGCNC 

GT 

TAGCAAACCAAAAGGCTCAAAAAGACGTCGNGATATTTAGTTCTTGTCTCCCTCTACAAA 

NGGGMGCACTNTTTTATCCGGCATTCCTAGGGGNGTTCCTATTTTCAA 

Sequence 233 

CGGTGGCGGCCGNCCGGGCAGGACGCGGGGGCCAGTTCTCTTCGGGGACTAACTGCAACG 

GAGAGACTCAAGATGATTCCCTTTTTACCCATGTTTTCTCTACTATTGCTGCTTATTGT 

T 

AACCCTATAAACGCCAACAATCATTATGACAAGATCTTGGCTCATAGTCGTATCAGGGGT 

CGGGGACCAAGGCCCAAATGTCTGTGCCCTTCAACANGATTTTGGGCACCAAAAAGAAAT 

ACTTCAGCCACTTGTAAGAAACTGGGTATAAAANAAGTCCATCTGTGGGACAGNAAAAAC 

CGACTGTGGNTATTATGGAANTGTTCGCCCTGGGTTATTATGGAGGAATNGGGAAAGGGA 

AATGGAAAAGGGCTGCCCAAGNCAN I MM IAGCCCATTTGACCCANTGGTTTTATTGGG 

CACCTTCTGGGGCCATCCGGTNGGGGGAGGCNCACCCCACCAAACCGGNAAGCCGCCTTA 

TTTCCTTGGACCGNCCCTNAAANAAACCTTGAAGGGGGAAGGGGNGGAATCCGGAGGGGG 

AAAAGGGGGGA 

Sequence 234 

CGCGGAGGCGGCCGCCCGGGCAGGTACAGTATAGGTTGGTTTTGCCTGTTTTGACGCTTT 
ATATATACGTAGACACACATACACATGTATATATACACACACACATTTTACATATATATA 
TGAAACTGTATAATGTGTTCGCTTCAGTGTCTGGCTGCTTTTACTCAACATTGTGAAAT 
T 

AATTCCTGTTATCGGNATATGGGTATCNAAATTTGNTTTGCCCTAGTTTTTGCCTTCTC 
A 

TTGCTTTCTGAATTGGGGGCAGCTTTGCCCCTCAAGGGGAAATTTAGCAATGTCTGGAGA 
CAM M M I1ATTTTCATAATTTNGGGAGGGGACATGGGGGGAGGTTTGGTGGCTACAGG 
AACCTTAATTAAGGTTCGAGGGACAGGGGTTAGGTGCTTGAACGGTTNCCACANGTAACA 
CTTCGGGCNCGCTTNTAAGAAACCTAGGTGGGATTCCCCCCCNGGGTCTGGCNANGGAAA 
ATTCCGANTATTNCNAAGCCTTANTCGANTACCCCGGNCGACCCTTNGANNGGGGGGGGG 

Sequence 235 

CGCGGTGGCGGCCGAGGAC 1 1 M M M M M M M M M I I I M M I AT AATAATTTTGT 

CATTTTTGTAGAGACAAGGTCTCCCATGTTGCCCAGGCTGGTCTCAAACTCCTAGGCTCA 

ACTGATCCTCCTACCTCCACCTNTGCCTCCCAATTATCCCCAATTGAGAGATGAAAATTC 

TGACAAGCTCTCAAACGTTAACTGACTTGCCCATAAATGACAGTTCCAAAGTTATAAGGG 

CCTAGNAACNTTGAATCCAGGTNCTGTTAGNAAATTCTAGGGTTTGAGAAATCCCATATT 

TCTNTCCACTTCCCGCGGTACCCTGCCCCCGGGGCCGGGCCGCCTTCTAGGAACNTAGGT 

GGGATCCCCCCCGGGGCTTGCAGGGAATTCCGATATTCAAGCCTTATTCGGATAACCCGT 

CCGACCCTCGAAGGGGGGGGGGGCCCCGGGTACCCAAGCTTTTTTGTTCCCTTTTAGTGG 

AGGGGGTTTAAATT 

Sequence 236 

GCGGCCGNCCGGGCAGGNACCTACGCCACAGACAGCCAGAGGGAAAGCGACCCAGACAGC 

AGCCCCTCCTCGACAGGCCCACCCTGCAGCTCAGGCACCAAGAAAACAGCCGATACTGGC 

AGCCATTGCAGCTCCAAACTGCANNAGGCAAGGCCAATTTTMCTTTTCAATTTACAGTC 

GATTTTGAAGAGCTTTCTACATATCCGGTTATGTAAANTTCATATATGTATTTTTTGGAA 

ATCAGTTCTTATANAACCAGCCTCCGATTCAAGTCTTTAGGCTAAAATTTTATAGGTCC 

T 
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AAGGGTAGGTATGGTTAACAATTTTGGAACCTTTTTGGTCCTTAAAGAAAAAGGTTGGAC 

TTGTTTCAAI^TANTTTCTNTCTTACCTNGTGAAAAGGAAAATCNTTACTTTTTTCCTAA 

TTAAAAAGGMTTCTTGTTACCCTTCGGGCTCCGCTTCTTAGGAAACTTAGGTGGGGATC 

NCCCCCCGGGGTCTTGNGAAGGNAAATTTTCGAATATTCCAMGGCTTTTATTCGAATAC 

CCCGGCTCGGAACCTCGGNAGGGGGGGGGGGGCCCCGGGGTACCCCCAAGCTTTTTTNGT 

Sequence 237 

GCAGTTTTGTGATCTGCAATGATTCTTCCCTTCGAGGTCAGCCCATTATCTTTAATCCT 

G 

ACTTTTTTGTGGAGAAACTCCGACATGAGAMCCTGAGATTTTCACTGAGTTGGTGGTCA 

GCAATATCACAAGGCTCATCGATTTACCTGGAACTGAGTTGGCTCAGCTGATGGGGGAAG 

TGGACCTTAAGTTGCCTGGCGGGGCTGGCCCAGCATCAGGATTCTTCCGGTCTCTCATGT 

CTCTCAAGCGAAAGGAAAAAGGAGTGATATTTGGGTCCCCACTGACGGAGGAAGGCATTG 

CCCAGATATACCAACTGATTGAGTATCTACACAAAAACTTGCGAGTAGAGGGTTTGTTTA 

GAGTACCT 

Sequence 238 

CCCGCGGTGGCGGCCGAGGTACGCGGGGATTGTGTGCAAAATCAGAGAGGGGTGCAAGGA 

TCCTGATTTTTCAGGAGTTCAAGCGACAATGGCAGCCCAATACGGNAGTATGAGCTTCAA 

CCCCAGCACACCAGGGGCCAGTTATGGGCCTGGAAGGCAAGAGCCCAGAAATTCCCAATT 

GAGAATTGTGTTAGTGGGTAAAACCGGAGCAGGAAAAAGTGCAACAGGAAACAGCATCCT 

TGGCCGGAAAGTGTTTCATTCTGGCACTGCAGCAAAATCCATTACCAAGAAGTGTGAGAA 

ACGCAGCAGCTCATGGAAGGAAACAGAACTTGTCCGTAGTTGACACACCAGGCATTTTCG 

ACACAGAGGTGCCCAATGC 

Sequence 239 

CCGCGGTGGCGGCCGAGGTACCAGTTAAGTGAACAGCTCGTCTAGGTCTGCTTTTGTAAC 

ACCCAAATACAATTAGCACTTCTCTGCTGGTATTCCCTGGGCCGTCTTAATTATCTAG 

AG 

GCCAGGAGGCAAAGCCTAGCACGTAACAAAGTATGTGCTTTGTAACTGCTGATTAATTCA 

GTTTCTTAACTAGGCAGAGCAGGTCATCAGTGTATCTAATTCACACTATTAATACACTG 

T 

CTTGCTGAAGAGTCTGACCCTGCCCAGGAACCCCCGTTATGGCCTAGCCCCAGNGGGAAG 

NCAGTAAAACCTGCCAANAGCCAGGAGAAAAAAGGGGGGCCAGTCTTAAGAATGAAGGCC 

TAGGTGCTTGGCCTGGAGCTCCCAGTTTTAGGGTCCTGGTTACTGTTTCTGGTTTCCAAC 

TTATTAAAATCCAGGGGATGGACCTGGTTACCTCAGATTTCAGGTTGCCTTATGGTAGGA 

AAAATAGGAATGCCACAGGCCAAAAAACATTAATTTTGGGGGGGATGGACTTGGGCAGNC 

ACCCI I I I I I I I I ICCCTTTTC 

TT 

Sequence 240 

GNGGNGGGCCGGCCCGAGGTAC I II I I I I I I I N I I 1 I I I I GGTATGACTATAGATGGC 
TA 

GTGNGTCTTTTTATTAGCTATCANCGTTCATTTAACAGACAAAAAATTCAAGTTCAATG 
N 

N NGG NC ATTAAAATACGGAAGAATTAAC AATAAGTTCATTAATC AATCTTTC ANCTGTT 
C 

CTATTTTATCACAMTNACTTTTCCTANAATTGGAANAAGGATNCATGGGAAGGGGACAA 

GTCTTGGAAAAACGCAAACCGTAATTGTGTTCTTTCAAATTCCATAAAAGACACTTCAGG 

NNCAAAAAAATAAATAAACAAGGNAAGGGCCGCNTCATTACCTNTTAGTTTNGGGGNGTN 

GGAAATTGAATCATGGCCAAGTGCCTAAGNGCN I I I I I GCTGNTNAGTTAACCCNCCGTG 

CCCGCGTCNTAGGAAACCTATGNTGNGGATCCCCCCCGGGGCCTTGCCANGNGGAAATTT 

CGAATAATCCAAANGCCTTTATCCGGAATACCCCGTCCGGACCCNCCGAAGGGGGGGGGG 

GGG 
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Sequence 241 

GCGGTGGCGGCCCG6TGTGCTGTGCTCAGCTGCCTTCCAAAGGAGGAACAAGATCGGCAA 
GTGCTCGACGCGTGGCCGAAAATGCTGCCGAAGAAAGAAATAAAAACCCTGAAACATGAC 
GAGAGTGTTG TAAAGTGTGGAAATGC CTTCTTAAAGTTTATAAAAGTAAAATCAAATTAC 
A I I I 1 1 1 1 I CCAAAAAAAAAAAAAAAAAGTACCT 
Sequence 242 

TGTCTCAGATCAAGGAAAAGATGGCCAGAGAGAAGCTGGAAGAAATAGATTGGGTGACAT 

TTGGGGTTATATTGAAGAAGG7TACGCNACAGAGTGTGAATAGTGGAAAAACCTTCAGCA 

TATGGAAACTGMTGATCTTCGTGACCTGACACAATGTGTGTCCTTGTTCTTATTTGGA 
G 

AAGTTCACAAAGCGCTCTGGAAGACGGAGCAGGGGACTGTCGTAGGGATCCTCAATGCCA 

ACCCCATGAAGCCCAAGGATGGTTCAGAGGAGCGTGACTGTGAGTACCT 

Sequence 243 

GTACGCGGGGTGCTGGGATTACAGGCACGAGCCAGTGCGCCCAGCTGCCTCTGTTTCTTT 

TATTAA GCTGT TCTGGACTGTGGGGCTCCTTGGGCAGATGCTGTATTATGGGGATAAGCC 

ACACACTTTTTGAACTGGCCCGGTCAGGGGGGACATAACCATTTNCTGTGCCACCCCATC 

AATCCCCACCTATTCTGAGTGTAGGCTCCTCCCCTGCTTGAGTAATGGCCACAGATCTTG 

GCTCGGCACTCCTAAGCTGCATGTTGAATTCCTGGGACAACAAGACTGGCTTGTGGTTCC 

ATTCTCCAGATCCTTGGGTTGGCTTCTGGGTGCACTAGGAGATCTGAAATGCTCTCAGGC 

CACCAGGAAAGTACTGGAAGTAAAGTCTGACTCTAAAGAAGATGAAAATCTAGTAATTAA 

TGAAGTAATAAATTCTTCCAAAGGGAAAAAACGCAAGGNAGAACATCAAACAGCTTGTGC 

TTGTAGTTCTCAATGCACGCAAGGGTCTGAAAAGTGTNCTCAGAAGACTCTNNAAGAGAC 

GAAACGAACCCTGTGCCTGTAACTTTTGAGGNGAAAAGAACAAAAATGGCTCTTAGGNGG 

TCCCGAAAAAAN 

Sequence 244 

TCCACCCACCTCGGCCCTCCAGTGTGCTGGGATTACAGGCATGAGCCACGGCACCCGGCC 

CTGGTTTGCTTTCTGAACCATGTCAATACAGTACCACCACAGTTGCTATCTCTTGAAC 
AT 

CTTTCATTAAAACATCACCGTCTAGTTTGAGMTACTTTTAAGCCTGCTGGCCTCCTTT 

G 

GGGCATTCTTTTTTCTCTTTTCAGCACGCATCTTTCTTTTCCACTTACTCCGTAA^ 
T 

TAGCCATGTTTTACCTTGAGGGCCGAAGTTAACTTCAGCGGGAGTGAACGACAGGGGTGG 
GCTCCACTTTATCCAGTGCACTCGGAAGCCGGAGGGCCCCCACCAAAAAGAGCAAGGGGA 
ACCCTC 
Sequence 245 

CCCCGCGGTGGCGGCCGCCCGGGCAGGTACAATTGCTTGAGTGAGTTCATGGTCCGTAGG 

AGGATGACCACTAGCCCACCACCTTCCACTGTTTCTACAGTCCTGGNCAGCAAGTTTGGA 

GTTAAGGCTTCAAAATCCTGCAGCACACACATGCCGAAGGTATTGCCCAGGATCTTGTGG 

GTCTCGTTGTAGTAGCAGTAGCGAATGTTTGTGGCTGCTATGAAGAGTTCAAAGGGGTCG 

TCCTGCTTTATGTTCAGTGTTCCATTCTTTATTTTCTTCTGCAGCTGTCGCA 

T 

Sequence 246 

GCGGCCGTGGGGATCAGCGTAGGTGAGCTGNGGCCTTTTGCGAGGTGCTGCAGCCATAGC 

TACGTGCGTTCGCTACCGAGGATTGAGCGTCTCCACCCATCTTCTGCGCNGNCACCATCT 

ACATAATGAATCCCAGTATGAAGCAGCAACAAGAAGAAATCAAAAGAAGAATATAAAGAA 

ATAGTTCTTGTCCCAAAGGAAGGAAACTCTTGAAGGATTGAATTTCAGCCCTTCTTGCAT 

CTTGGGATCTCTTGGTTGGGAAACGGAAGGAAANAAATNGGAAGCCTTGTCCCGCAAGNG 

CTTTGTCCANANAAAGGGGAAAACCATTCTGGGGAATGGACCCACCTTTAAACCATCTAC 

CAAACCTTCCAAGCCCCTTGGGGGGGTNTATTTGGTCCCCAACACAAAAAAATAGAAGTA 
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TAAAGAAATANAGGTTANCCTTCGGGCCCGCTTCTTANGGAACCTAGNNGGGGAATCCCC 
CCGGGGCCTTGCCAGGGGAAATTCNGGAATNTTCAAAAGCCTTTATCGGAATACCCCGTC 
CGGACCCTTCGGAGGGGGGGGGGGGCCCCGG 
Sequence 247 

GGCTTGCTTGACTAGATGAGCTGCTATAGTAGCCAATCCTGTTAGACTTGGACCATTGTT 

TGTCTGMGAANGGGAATCTGTCGCTCGCCCTGAGCACTGTATTTATTCCCCTTACTCAA 

GNCCCAAGGGACTTCTCCAAGTAGCCGACAAACTCTGCCGGGCCGCCCGCCATCTTCCGG 

GCCCGCTCTAGAAACTAAGTTGGGGATCCCCCCGGGGGCTTGCAAGGGGAAATTTCCGAA 

TATCAAAAGCTTATCAGAATAACCCGTCCGAACCTTCGGAAGGGGGGGGGGGGGCNCCGG 

GGTACCCCAAGCTTTTTTGTNTCCCCTTTTMGTGGMGGGGGTTTAAATTNGCCGCCGC 

NTTGGGCGGTAAANTCANTGGGTCATTAGGCTTGTTTTCCCTGGTNGTCGGAAAAATTTG 

NNTTATTCCCGCTCACCAAATTCNCACAACAAACAATAACCGAAGCCCGGGGGGAGGCCA 

TTAAAAAGGTTGGTAAAAAGNCNCTTGGGGGGTGGCNCTAAATGGGAAGTNGAGCCTAAA 

CTTCACAATTAAATTTGCCGTTTGGCCGCTTCACTGGNCCCGCTTTTTCCAAGT 

Sequence 248 

CCNCTCCCGCGGTGGCG GCCGAGGTACTTTN 1 1 1 I < M I N 1 11 1 1 1 1 1 I I I ICI 1 1 1 1 1 

I I I I I 1 I I I 1 I I I II I I I I NCAGAGACNAGGAATTTAATTAGGGNTGTAACAAATGGTTA 

ATTNTAGNAAGAAAAACCAAATTGAATAATTTTCTAACTCACTTGGCAGGGGGGGNCTCG 

CANCCNTAATGAACATCACATAATGAAGTTNCTCCTTTCCANATCTATAAACAGGCTqAT 

GTAACTAACTGATNCTCAGTAAAANGGNNCATAATCCAAATNTNTNTAACAAANGGGGCT 

TGCTATAAAATCTCTTACATTTTAANACTTACTCTTAANAAATCATCTATTCTTCCCTC 

Sequence 249 

AGACTGTCTCAGATCAAGGAAAAGATGGCCAGAGAGAAAGCTGGAAGAAATAAGATTGGG 

TGACATTTGGGGTTATATTGAAGAAGGTTACGCCACGGAGTGTGAATAGTGGAAAAACCT 

TCAGCATATGGAAACTGAATGATCTTCGTGACCTGACACAATGTGTGTCCTTGTTCTT 
AT 

TTGGAGAAGTTCACAAAGCCGCTCTGGAAGACGGAGCAGGGGACTGTCGTAGGGATCCTC 
AATGCCAACCCCATGAAGCCCAAGGATGGTTCAGAGGAGGTGTGTTTATCTATCGATCAT 
CCTCAGAAGGTCTTAATTATGGGTGAAGCTCTTGACCTGGGAACCTGTAAAGCCAAGAAG 
AAGAATGGAGAGCCCGTGCACGCAGACTGTGAATTTGCGTGACTGTGAGTACCT 
Sequence 250 

CGGCCGGAGTGATGCCATCTGCAGTTTTGTGATCTGCAATGATTCTTCCCTTCGAGGTCA 

GCCCATTATCTTTAATCCGGACTTTTTTGTGGAGAAACTCCGACATGAGAAACCTGAGAT 

TTTCACTGAGTTGGTGGTCAGCAATATCACAAGGCTCATCGATTTACCTGGAACTGAGTT 

GGCTCAGCTGATGGGGGAAGTGGACCTTAAGTTGCCTGGCGGGGCTGGCCCAGCATCAGG 

ATTCTTCCGGTCTCTCATGTCTCTCAAGCGAAAGGAAAAAGGAGTGATATTTGGGTCCCC 

ACTGACGGAGGAAGGCATTGCCCAGATATACCAACTGATTGAGTATCTACACAAAAACTT 

GCGAGTAGAGGGTTTGTTTAGAGTACCT 

Sequence 251 

TGGCGGCCGAGGTACCAGCACAAACCGGGCCAGCCTCCTAAACTGCTCATTTACTGGGCG 

TCTACCCGGGAATCCGGGGTCCCTGACCGATTCAGTGGCAGCAGGG 

Sequence 252 

AGGTACATTTTACTACGCACCCTTACGCATTCTTTTTCTCACCTCTGTGTGTGTGTGTG 
C 

GTGCACATGCACACACACAAATGGGTGAAACAATTCTCACCATACCAAGAGCCACCGCGC 

CCTGCCGAGAATTTGCATTTCTAACAAGTTCCCAGGTGATGCTGACACTGCTGGCTCATG 

GAACCACTGCTGTAGTATTTTCCAAATTATCCTGATTCTAAGAACCACCTATGACCTGT 
G 

CTGTT1TTTCTGTGGTTACTGGCTCATGTCACATAAATTCTTTTAGGATTCAAACATGT 
T 
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TGTGATATTACTCAGTATTTACATCTTGCTTTTACTGCAGCATGATGGAAAAATTAACC 
A 

CAGGTATATCATMCAAAMGAACATGAGTTACCATTTTTCACAAAGTTCAGATATATT 
T 

AAATTAG CC TATTTAATC 1 1 I I I I 1 1 GGGT 
T 

Sequence 253 

GGGNGGCCGGGCCCGCCCGGNCAGGGTAC 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 ICTACCAGTAG 
CC 

TATTTCAGATTTATTAAAAAACACATAGGTAACCGAGTCANAGCTTTGGCTAGGAATGAN 

TTGGAAAAGAACTGAAGGCATAATTCCACAGGACATTCACAGTTAGTGTGCTAGAAGACA 

NGAGAGGGAAGCAGGGAAAAGTGTTTTTAAGAAAGCATTTGCGGGCCGGGACAAATGGGA 

AAGGGCCCGGGCTTTCATCGAAATTCCCTTGTTTTGCCTTGGATCCCACAATCTTGCTTG 

GGAAAAGGGTGGGGACAAGAAGGAAGNGCCCAAGGGATGGGGAGCCACCCGATCCCAAGA 

CCAAGGAAGTANTTTTGCCGCTCCCGGGANGGGGGGGCAAATTGGATCCTTTGGAATCCT 

TCAATGGGTGGCCTNGGGGGTAGCTTAAGGGGGCCCGGTGGAATCCTCCTTTCTNGCATT 

TCCGGGGGCCGGGCNAAATNGCCCAAGGGGGGTACCCTTCGGGCCCGCTTCTAAGAAACC 

TAGGGNGGGGGATTCCCCCCGGGGCTTGCANNGGAAATTTCGGAATATCAAAA GCCTTA A 

TCGGATACCCGGCGNACCTTCGAGGGGGGGGGGGGGCCCCCGGTACCCAAGCTTTTTGGG 

T 

Sequence 254 

CTCACCGCGGTGGCGGNCGAGGTACTCATGGNTGCTGNAAATCATGGCACGCCCGTTCTG 
CAGGG NTNTGCTTAGCCAGGCTCCTNTGAGATCTGGCTATTNTGNCTTGTGGATN NTCAG 
TCCCCGNGTACCTGCCCGGG 
Sequence 255 

CTCCCCGCGGTGGCGGCCGAGGTACGCGGGGATTGTGTGCAAAATCAGAGGGGGGTGCAA 

AGATCCTGATTTTTCAGGAGTTCAAGCGACAATGGCAGCCCAATACGGCAGTATGAGCTT 

CAACCCCAGCACACCAGGGGCCAGTTATGGGCCTGGAAGGCAAGAGCCCAGAAATTCCCA 

ATTGAGAATTGTGTTAGTGGGTAAAACCGGAGCAGGAAAAAGTGCAACAGGAAACAGCAT 

CCTTGGCCGGAAAGTGTTTCATTCTGGCACTGCAGCAAAATCCATTACCAAGAAGTGTGA 

GAMCGCAGCAGCTCATGGAAGGAAACAGAACTTGTCGTAGTTGACACACCAGGCATTTT 

Sequence 256 

ANCGCACACCACCACNTCTGATTAATNTTTTGNATTTAAANNTTTAGGTGGGGCTNCACC 

ATGTTGCCCAGACTGGTNTTGAACTCCTGAGCTTAAGCAATCCACCTGCCTCGGCCTCCC 

AAAGNGTTGGGATCACAGGCGTGAGCCACCGCATCCGGCCTCATGTTCTTTTTCATTAAA 

GAGAGAAATCAACTATTCAGGACCGGCCCCCACCTTTCCTCAGGAGTCATTTCTGTTCCG 

CACAGGCCTGCTGAACTGGGTGCTTTATATAGGGNANAGGGGGCCTCATTTTTNGTTCCC 

CTGNCCCNCAAGCNTTANGGGGCAAAAANAAAACCATNCCAANAATTTGGNAAAGGGNNT 

M I N I M I I NAAAATNNGGNNNGGGGGGGGGCCCCCCTCNCTTGNGGTCGGGNGGNTTT 

TNCNGGNGNNAAAAAAAAAAAAAAAAA 

Sequence 257 

AGCTCCCCGCGGTGGCGGCCGAGGTACTCTGACTTGCAGGGCCCAAGACCGGCCTTGCGA 

GCGTCGTTGGCTGATGGGAGTAGAAGCCACAGAGAGTCTTCCTCTTGGAGGTACAGTCAA 

TTCTGAGGTTTGGGCGTCATAGACTAAACCCAGAAAACAGAACATTGGGAAGTCTTCGGA 

ATATTCTCTATCTTCTTCACCAACGAGTAAGACCGTTTTG 

Sequence 258 

GGCCACGTGACCGACGCCAACATNGCGGCGCCCAGTGGCGTCCACCTGNTTTTCCGCAGA 

GGTTCTCATAGAATTTTCTCTTCACCACTCAATCATATCTACTNACACAAGCAGTCAAG 

C 
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AGTCAACAAAGAAGAAATTTCTTTTTTCGGAGACAAAGAGATATTTCACACAGTATAGTT 

TTGCCGGCTGCAGTTTCTTCAGCTCATCCGGTTCCTAAGCACATAAAGAAGCCAGACTAT 

GTGACGACAGGCATTGTACCTGCCCGGGCGGCCG 

G 

Sequence 259 

GGTGGCGGCCGGCGGGAGGCTGACGAGAGCCCGGGAGGCGTTAGCGAAGGAAGAGAAAAA 

CCGAAGACGAAGCCACTACAGCCCCGCGTACCT 

Sequence 260 

GGAGCATAAAGNTGTAAAGCCTGGGTGTGCCCTAATGAGGTGAGCCTAACTTCACATTTA 

ATTGCGTTGCGCTCACTTGNACCGCTTTCCAGTCGGGGNAAACCCTGTCCGTGCCCAGNC 

TGGNATTAAATGGAAATCNGGCTCAAACGNCGCCGGGGAGAGGAGGGCCGGGTTTTGCCG 

GTATTGNGGGCGGCTTCTTTCCGCCTTTTCCTTCGGCTTCAACTTGAACTCCGCTTGC 
GC 

TTCGGGGTNCGGTTTCNGGGCTTGNCGGGGCGNAGGCCGGGTAATNCAGCCTTCAACTTC 
AAAAGGGCNGGGGTAAANTAACNGGGTTTATTCCCCACCAGGAAATTCAAGGGGGGAATA 
NACCGCCANGGGGAAAANGAAACCATGNTGGAGCCAAAAAAGG 
Sequence 261 

TGTGTTGAAAAATTGTTATCN NNCTTCACAAATTCCAC ACAACATACCGANGCCCGGN NA 
GTCATAAAGTGTAAAAGCCCTGGGGTGCCTTAATGTAGTGAGCTAACCTCACATTAATTG 
CGTTG N GCTC AC ATGCCCGCTTTTCC AAGTTCCGG 
Sequence 262 

GGGCGGCCGAGGTACCCGATAGAACATGGCATCATCACCAACTGGGACGACATGGAAAAG 

ATCTGGCACCACTCTTTCTACAATGAGCTTCGTGTTGCCCCTGAAGAGCATCCCACCCTG 

CTCACG GAGGC ACCCCTGAACCCNAAGGCCAACCGGGAGAAAATGACTTCAAATTATTGT 

TTGAGACTTTTCAAATGTCCCANGCCCATGTATGTGGCTTATCCAGGCCGGTCGCCTGTC 

TTCTCTTATGCCTCTGGNACGCACATCCTGGCATCTGAGCCTGGACTCTTGGAGATNGGG 

TGTTCACTCCACAAATTGTTCCCCCATTCTTATNGAGGGGGGCTATTGCNCTTGGCCCCC 

ATGNCC NATC ATTG N CNTTCTNGGATTCTGGCCTGGCCCGANGAATCTTCACTTGAACTA 

CNCTTCATTGGAAANNATCCCNTGGACCTGGAANGCGTGGGGCCTAATTTCCCTTTCGGT 

TTACCTAACCTGGCTTGNAAGCCGNTGGAGGAATTGGTTCNCGGGGGACCAATTCAAAAG 

GGAAGAAAANCTGG 

Sequence 263 

CTCCCCGCGGTGGCGGCCGAGGTAC M I I 1 1 I I I I I 1 1 M I 1 1 1 1 I I GCAGCCG INN 
C 

TTACTAGAAGCTAGGCNGAAAGAGTTGTTACTCANATTTCTTGAACTTGAGACGTCAAAG 

GTGAGACGCCAGCCAAGGAGAAGGGATGGTCAGGGACCTGCCCG 

Sequence 264 

CGTGCGGATCTTCTTCTTTTTGNGGCTTCCTTCANGGGGTCAANAAAACCCTTCTNGGCC 
TTTAAAGCCTTCGCTTTGGCTTCAGCTTTAGGAGGGGCAGGAGCTTCCNCCTTCGANNTC 
GGCGCCATCTTGNGAAAAGCCCCGCGNACCT 
Sequence 265 

AGCNNCCCGCGGTGGCGNTNGCCNGGGCANCCCGCGGGGGTGGAAACCTCTTCAGCATTN 

GCTTNNNNTCAGGGGGCTAAAAAACCCANCAACCGGGACCCCAGCTTTTCAGAACTGCAG 

GGNAACAGCCATCATGAGNGAGGGCACCAAGAATTCCCTGGAGAAAATCCTTCCACAGCT 

GAAATGCCATTTCACCNGGAACTTATTCAAGGAAGACAGNGGCTNNTNGGGANCGNGGGG 

ATAGAGNGCGCAACCAGGGNGAAANNTTAAACACNGAGNNCAAAGNGGNCGNGGGNCCCN 

CGGCCGCTCTAGAACCAGGGGACCCCCGGGCCCGCAGGGAANNCCGANANCAAAGCCNAA 

NCGAAACCCGGCNACCNNCGAGGGGGGGGCCCCGGACCCCAGCNNNNNGGNCCCCCNNAA 

GGGNGGGGNAAANGNGCCGCCNNGGCGGAAANCAAGGGGCAAAGGCNGGNNCCCNGGGGG 

NAAANGGGNANNCCGNNCACAANNNCCNCACAACAACCAAGCCCGGGAGGCANAAAAGGG 
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GAAAAGCCCN 
Sequence 266 

AGGTACTTTTCTAGGTATTGCTGGGCMGATCCTTGTTGGAGTCCTCCTCTTTTGCTG 
CC 

CCACTCAGAGGATAGGCAGAGCAGACTGGCAGACACAACAGCACAAGGAATGCAAGATGC 

ATCATTCTCACTGCCCTTACCTTCTTTGTCTACTGGGCTTCTCCCCGCGTACCTGCCC 
GG 

GCGGNCGNTCGAGCCGCCGGGCAGGTACTACCTGNACCMCTTTTTCATTTGGGCATCAC 

AAAGACGAGTCTTCTGATGTTCTATAAGCAATATGNTTATATGAAAGNCAGAAGTTTAGC 

GAAAATTCGGCCTAAAC AG N AATAAATG AAAATGGANTGG AAATC AAAG N NCTTAAATAG 

AACANGAAGGCNGGGCACCGGNGGNTCACGCCTNGNANNCCCAGCACT 
T 

Sequence 267 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTACCTCATTTCCTACCAATCATT 

TTAAGAGAATTTGGTTGTATTTCAAAGAACAAAACAACACAATTTCTGTCCTGCTGTTT 
A 

TTTTAGCGGTGGTCGCGGCCGAGGTACGGATACMTTCCGCTGAGTTAGATTCCAAATTC 

TAACCTCTCCATCACACGCCCCAGAAAGGACAGTAGCCAGCTTCTCTGGATGCTTTGCCA 

AGCAATTGACTCCATCACGGTGACCATCCAGCGAAGCAAGGAATGGTTTTGCAAATACTC 

GTTCCAGTTTGGTAGCATTTAAAGCTCTTATATATTCTCGTGGGACCTCAAAAGGATG 
TA 

AAGCAGGATCATAGTTTCTTGGAACTCTCTGTAAGTCCMCTTGGTTTCGCGGACAT.AAT 

TGTCCGGATTCCGGCTCAGCATCTTCACCTTCATCTCGGTTGCTCTTC 

Sequence 268 

NATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACATTTATATGAAAGTCCTCACTTTCAGA 

AGCAGAAMGGAGTAACTAGATGGGCATTTTCTATACCAGCTAAGGCTTTAAACATAACA 

ACGTCTACTGAACTATTTTCTACTTACTTTGACTGAATAAGCCAGTGAGATCGTGACTG 
C 

AAGTGGAAGACCTTCTGGCACTGCGACCACTAAAACTGTAACTCCAATAATGAAGAACTT 

CACAAAGTATTGTATATAAATTGGTGTGCACTCAGCAAGCCATGGTCTTTTCTGAACCCA 

GAAGGTGTCAATGACAAAATATAATACTAGAATGATAACTGTGATGGCAGGCATCAACAG 

ACCTTTCAGAATAGAAATGAAAGAAAAATGTGATTATTAAATTTCCAGACACTAACCCTT 

GACAGATATAAATTAAACACTGTAAAGAGTTATAACTTGCTTGATAGTATTGAATTTCT 
C 

TGAGAAATTACTTCTTTCTTGCACCTTATAACTTGACATTGTCAGATTTAATTTTT 
Sequence 269 

ATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGATAGTGGAGGCACTGAAAGACCA 

GCAGAGGCATAAGGTTCGGGAAGAGGTTGTTACCGTGGGCAACTCTGTCAACGAAGGCTT 

GAACCAACCTCGAGCGGCCGCCCGGGCAGGTACAGATGCACAGGAGGCCATAGGGTTTAG 

GCAAAGGGGAGCACAAAAGTTGAAGATGAGGCGCTGCCACCAATGCTGGGACTTCAGGCC 

AGGGGCAGGAGCTGAGGAAGCCACAAGGGAGGACATTTTCTGCAGTTGCTGAACCAGTAG 

CAACCAGGTCCTGAGAAAGCCCTCTCTTGTGGAAGAATAACAGCCAGGAGGAAAAGCTTT 

TCATTCTGCAAAGCTGGGGCAGAAAGTTCTTNTTTGAATCCCGCGTACCTCGGCCCGNTC 

TAGAACTANTGGATTCCCCCGGGCTGGAGGAATTC 

Sequence 270 

GTCTTCGGNTTTTCTCTTCTTTTTCCAGGGCCTCCAANCCCTCGTCAGCCTCCCGC 
Sequence 271 

GGGAGGCGNNAGCGAAGGAAGAGANTNTTCGANGACGAAGAAAACCCAGCGCCCCCCACG 
NACCT 

Sequence 272 

TTGGAGCTCCCCGCGGTGGCGGCCGAGTCCCACAGTTAGCTGCAGCAAAACGCAGGCTGC 
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CTCAGGGAMGGAGCCTGGGTTGATTAACTTGTGTGTCAATGTCCCACCCGTCCCAGGTA 

ACATTTTGCCCCCTGAGGTCCGGGGTAATTTAATGGCTGCTGGACAAAACCTCCAAAGTT 

CTTGAAAGATCAGAAATGATAGCTACCTGGAGTCCAGCTGTACGGCACTTGGCGTAAAGC 

CGCTTCCCTCAAGAGTAACTACAATCTTCCCATGCACAAGATGATTAATACAGATCTTAG 

CAGAATCTTGAAAAGCCCAGGAGATCCAAAGAGCCCTTCGAGCACCACGCAAGAAGATCC 

ATCGCAGAGTCCTAAAGAAGAACCCACTGAAAAACTTGAGAATCATGTTGAAGCTAAACC 

CATATTGCAAAGACCATGCGCCGGAACACCAttCTTCGCCAGGCCAGGAATCACAAGCTC 

CGGGTGGATAAGGCAGCTGCTGCANCANCGGCACTACAAGCCCAATCAATGAGAAGGCCG 

GCGGTTGCAGGCAAGAAGCCCTGTGGTAGGTAANAAGGG 

Sequence 273 

TNTTAGGGNCAMCACGGCCCCAGCCCGCGNCCCAGNCNGNGCGAANGATTTTTTCAGGG 

NGACAAAAACCCAGGNCACCCACCTGCCCG 

Sequence 274 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCGCGTCGATGCTATGCGCTCAGTTC 

TAGTCAGAATAATCTTGCTCATCCTCCAGCTCCCCCTGTTCCACCAAGGCAGAATTCAAG 

CCCTCATCTGCCAAAACTACCACCAAAGACTTACAAACGGGAGCTTTCGCACCCCCCATT 

GTACGCGGGGGAGGAGCCTGAGGAAGAGGGCGGCGACGGTGGTGGTGACTGAGCGGAGCC 

CGGTGACAGGATGTTGGTGTTGGTATTAGGAGATCTGCACATCCCACACCGGTGCAACAG 

TTTGCCAGCTAAATTCAAAAAACTCCTGGTGCCAGGAAAAATTCAGCACATTCTCTGCAC 

AGGAAACCTTTGCA 

Sequence 275 

CAGCGAGCACGCGTNTTCCGCAACCCGAAACCNCCTTACAGGAGGTTTAANACNCANCCC 

AACGGGGAGAGNGGGGGAAACATGANGACAGANNNNGGGGGAANGAAAATGGNACCTCGG 
CCGCTCTAGAACTA 

Sequence 276 

AGGTACGTTCTATTCCTGCTCCTATTAGGTCCTTCTCACCGCACCGGCCCTCGGTCGATT 

ACGCCTCTCCAGTTCTGCTGGGGACGTTCTAGCCTCGCCCCANCCGCGTCGATCTTTATG 

TTATACCGTCACTCCCAGTGCCCTAATGGAACTATCCCTCCACTACTCCCCCTGGTTCTA 

CCCGGCTCCAGAGCCTCTCCCGGCCCACTAATTTATTCCCAAATTCTAGGCCCGGCCCCA 

TCAAGCCCTCCCCGCGTACCTGCCCG 

Sequence 277 

GACTCCCCGCGGTGGCGGCCGAGGTACGCGGGGGAGCGGGCCCTACCGTGTGCGCAGAAA 

GTGGAGGCGCTTGCCTTCAGCTTGTGGGAAATCCCGAAGATGGCCAAAGACAACTCANCT 

GTTCGNTGCTTCAGGGCCTGCTGATTTTTGGAAATGTGATTATTGGTTGTTGCGGCAT 
TG 

CCTGCTGCGGAGTGCATCTTCTTTGTATCTGACCAACACAGCCTCTACCCACTGCTTGAA 

GCCACCGACAACGATGACATCTATGGGG 

Sequence 278 

TTCGCCCGGGCAGGTACTTTCATCCATAAAGGCCTGCAGCTGTTTCACTGATCCTTGCAG 

TTCATCCATCACCAACTCCATACAGTCAAAGACTTTGCTCTGGTTCTGTMTATTTTCT 
G 

GTAGTCAGGTTTTGTATTAAGAACTTCATTCTGAGAAGACCCAAGATATGTCATAGGTTC 

CACTTTGACCTCAGTAATTTTGGCCTCAGTTGATCCTCTGGACAATATCTCTTTAGCCT 
C 

CTGCTGGTAGTGAGGCAAGAGCTGATCCCAAGTCTGACGTTCTAAAGAAAACTTTGTTAT 

GTATTCCTTCATCTCAGCCACAGATGCTTCCAMGAAAMTCTGATGCTTTTCCATTTG 
A 

ATCTTCAAAACATTTTTGNAGAGTTCCATCAGTTrCCAGGCCGTCTGCAAAATGTTTCA 
A 

TTCTTCAGAAAGAGAAGATGCTTTGGCTCTAAAACTTTCAAGACTGAAGCCCTTAGTGGC 
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CCTTANGAAAGGGT 
Sequence 279 

CACTGTTCTTTCTTTCTAATAAAACTTTCTTTTTCGAACCTATACTC^ 
CTTCTTACTACCCTATGACCCGTGAGCCAACCACTTTCCGATGCCAGGGTTCTGACACCT 
CACCTGGCATAATATAAAGTG I I' I I I I I 1 1 1 I ATACCCTTCCACTTGGAAAGACTACAG 
A 

GGAATCTTGCNCTGCATAGTTCAAACTAAAAAGAGAAGAGTTAATTACCTGAAAAGCAAG 
AGAAAACAAGAAGGGGTAAATTTTGAACCAAGGGAAATCATTTAAGAAGTGTCTGGTATT 
TTTCAAATTTCTGTCAGTTGTTACATTTGTCATAAGTAAATGTTTAGGAATAAAGGATG 

G 

AGACATGCTTATTTTATTTAACTCCCCCAAAATTAAAAANNAAAAAAANAAAAAAAAAAA 

AGTCCCTGCCCGGGCGGCCGCTCGAGATAAC 

Sequence 280 

CCGCGGTGGCGGCCGGAGTNATGCCATCTGCAGGTTTTGTGATCTGCAATGATTCTTCCC 
TTCGAGGTCAGCCCATTAf CTTTAATCCTGAC I Mil I GTGGAGAAACTCCGACATGA 

GA 

AACCTGAGATTTTCACTGAGTTGGTGGTCAGCAATATCACAAGGCTCATCGATTTACCTG 

GAACTGAGTTGGCTCAGCTGATGGGGGAAGTGGACCTTAAGTTGCCTGGCGGGGCTGGCC 

CAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTCAAGCGAAAGGAAAAAGGAGTGATAC 

TTGGGTCCCCACTGACGGAGGAAGGCATTGCCCAGATATACCAACTGATTGAGTATCTAC 

ACAAAAACTTGCGAGTAGAGGGTTTGTTTAGAGTACCT 

Sequence 281 

GGGGGGAGACATGTGGAGGTCCCAGCAGAGGCCAACCTGTGTCTCTTCATCTCCCTGGGA 

AGGGTGCCCCCGAAGTGAAAGAGATGGCCTGGTGGAAAGCCTGGGAGAATGAATAAACAG 

ACTAGGGTGAAATCCATACAATGGGAATGGTAGCAGACAATAAAAAGAAAATGAACTATT 

GATGCCCCCTACTGCACAGCAGAAGCTCTGAATCGTGTTCCTGAATGAAAGAAGTCAGAG 

ATGAAAAGATGGGCCAGGAGTCCAGTTTCTGGAAGGCCAAGAATCGAAGTAGCAAGCTGC 

AAGC CGTTTTCCAGACAAGC NG NGATGTGGGGATGCCAC AAGAATTCAGGACTGGAG GGG 

Sequence 282 

CGCGGTGGCGGCCGAGGTACTTNTNACTGCCAGAGGCTGTGACGNTGTGTATTCNGAGAG 
CAGCCTTNCCTGCANTGATNCCATCCCGCAGGAATCNAANTTCTCCCTNGATACNGNGCA 
CTCTGCCTGTCTTTCCACNTTTCCCTTTCNCATTTTGCANTACACNGTTCACCACNCT 
GC 

CCTTAAGGCTTGGAAACTCACNCCACCTTCAAGCNTCCCATGGTTCTCTGCCACTCATGG 

GTCNGGGNAACCAGGGTGGACAAGGGGGCCAGAATCAAAGNCGTTCTTTCACCCCCACCC 

ATGGGCCAAGGGGAATGGGGGCCCCAGNNNGGGGTTCCCCAAAGGCANCAAGNAAAANNA 

ACTTGGANACTTGGAAGTGGANGGGCCATTGGNAGGCAAGNCCTNGAAAANGCCANAAAA 

AGGGGAGGGGNCNGNAACCACCNCAAAAAAGGTTTGGANGGCCAGNAAAAGGGANANNGG 

GCCCCAGGGGAAAAAACCTTTTGGGCCCCA I Mill! I CCAATTTTCCAATTGGGCCT 

TG 

GGCCANTAATTTCAAAGGGGAAGGAATTANCCTTGGGNNAAAGGGGNTNGGGGGGGG 
Sequence 283 

TGGCNGCCGAGGTACAGNATTGGAAATGGATCTGTCTTTGGTAAAGATCAGCCTATAATT 

CTTGTGCTGTTGGATATCACCCCCATGATGGGTGTCCTGGACGGTGTCCTAATGGAACTG 

CAAGACTGTGTCCTTCCCCTCCTGAAAAGATGTCATCGCCNACCAGATATAAGAAAGACG 

GTTTGCCCTTTTCAAAAAGACCCTGGGAATGGTGGGCCCATTTCTTTGGTNGGGNCTTCC 

CAATGGCNCAAAGNAAAGGGGAAANGGGCNATTGTGAAGAAGGAANANAGTATTTTTACC 

TNGAAAAAGGCCATAAATGGTGNANANAAATTCTTTCCANAAATTCCNCAAGNGNGGTGG 

CANGCCCCTNTAGTANTAAAANTANCGNCCCAAAGGAAAGGNTCANGTTTAAAAGGGGTT 

TATTTTGTTTGTTNGGGGTAAAATCNCAAGCCCCAAATACCCCAAACTTGNCCCCTGGAA 
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CTTGGCTTTTCNCAAAGGTTCNAGGCTTTCCNATTCTCAATTCCCCCCCAAAAGGGGAGG 
AAACCNTTTCC 

Sequence 284 

GTGGCGGCCGCCCGGGCAGGTACGCGGGGGCTCTAAGCTGCAGCAAGAGAAACTGTGTGT 
GAGGGGAAGAGGCCTGTTTCGCTGTCGGGTCTCTAGTTCTTGCACGCTCTTTAAGAGTCT 
GCACTGGAGGAACTCCTGCCATTACCAGCCTNCCCTTTCTTTG6CAGAAAGGGGAGGGGG 
GG AAAAACAAT NACAATmATTTCCATTGGCCCAAGTNCTTGTNTNGCCAATTGNCAAG 
TGC 1 1 1 1 1 1 1 1 GGGCCNTTTNTCTTACCCCTTTGCCAAACCAAGAAAACTNAAATNTTG 

CNACNCAAANCTTCCCTTTAGTTAGNCGCGGAATNTCNCCGCCCCCACAAGTAAGAAAGT 
TCNCNTGGNNAAGNCCCACCAAGANCC 1 1 1 1 1 1 1 1 1 GGCTTTTTTGCCAATTTGGTGA 

GGAAG 
Sequence 285 

TGGCGGCCGAGGTACTAGGTCCCAMTGTTTCAACCGATTTTACCCTATGTTTTCAAGGG 

TATTATAGAAGGGGAGAGGTATCCTGTAGTGATGTCCACGTATCTTGGAGTTATGGGTCG 

AGTTCTACTACAAAACACTAGTTTTTTTCTTCACTTACTTAATGAGATGGCCCATAAATT 

TAATCAGGAGATGGACCAGCTTTTGGGAAATATGATTGAAATGTGGGTTTGATCGAATGG 

ACAACATTACCCAGCCTGAAAGAAGAAMCTTTCAGCTTTGGCTTTGCTCTCTCTTCTGC 

CATCTGATAATAGTGTTATCCAAGATAAATTCTGTGGGATTATAAACATTTCAGTAGAA 
G 

GCCTGCATGATGTCATGACGGGAAGATCCTGAAACAGGAAACTTATAAAGACTGTATGTT 

GGATGGTCTCATCTTGAGGGAACCCAAAAGTAACCAGGAAGATGAATGAAACCACCCAC 
Sequence 286 

GCGGCCGAGTACCCGATAGAACATGGCATCATCACCAACTGGGACGACATGGAAAAGATC 
TGGCACCACTCTTTCTACAATGAGCTTCGTGTTGCCCCTGAAGAGCATCCCACCCTGCTC 
ACGGA^CACCCCTGAACCCCAANGGCCCAACCCGGGANGAAAAATGAACTTCAAAATTA 
TTGTTTTTGGAGMCTTTTCAAATTGGTCCCCAGGCCCATGGTATTGTGGGCCTTATC 

cc 

AAGGCCGGGTNGCCTGGTCTTCTCTTATTGCCCTTNCTGGGGACCGCCACAAACNTGGGG 

CAATTNGNTGGCCNTGGGAACTTCTTGGGAAAGAATTNGGGTNGGTCCAACCCCCAACAA 

AATGGNTCCCCCCCAATTCTTATTGGAAGGGGGGCCTTAATTGGCCCCTTTTGGCCCCCC 

CAAATGGCCCCANTCAATTGGNCCGTTCN7TGGGGAATNCCTTGGGCCTTGGGGCCCGGG 

AAGNAATTCTTCAACCTTGGAACTTAACCCCTTCAATNGGAAAAGAATTCCCTTGGACCT 

TGGMGGCCGGTGGGGCCTMTTTCCCCTTTTCGGNTTTAACNTAACCTTGGCTTGGNAA 

GCCGGTTGGAANGNAAATTTGGTNCCCGGGGGAACCATTTCAAAGGGGGAGGAAAAAANC 

TNGGNGGTTTTAATTGTTAAAGCCCTTCTTGGGGNACTTTTTTGAAAAAAA 
Sequence 287 

CTCCCCGCGGTGGCGGCCGAAAACTGATCAGACTGTCTCAGATCNAGGAAAAGATGGCCA 

GAGAGAAGCTGGAAGAAATAGATTGGGTGACATTTGGGGTTATATTGAAGAAGGTTACGC 

CACAGAGTGTGAATAGTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCGNGACC 

TGACACANTGTGTGTCCTTGNTCTTATTTGGAGAAGTTCACANAGCGCTCTGGAAGACGG 

AGCAGGGGACTGTCGTATCGGATCCTCAATGCCAACCCCATGAAGCCCAAGGATGGTTCA 

GAGGAGGTGTGTNTATCTATCGATCATCCTCAGAAGGTCTTAATTATGGGTGAAGCTCTT 

GACCTGGGAACCTGTAAAGCCAAGAAGAAGAATGGAGAAGCCGTGCACGCAGACTGTGAA 

TTTTGCGTGACTGTTGAGTACCTCCGGCCGCTCTAGAACTANTTGGATCCCCCG 
Sequence 288 

GCCAAACGCTTCCGCAAAGCTCAGTGTCCCATTGTGGAGCGCCTCACTAACTCCATGATG 
ATGCA 

S quence289 
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GGACAGACTGGCTCATNGAAGACATTNACTNTGATGGGACCATTTNMNCNGATAATTTT 
TCTCATAACCTGAGAGGAGTNATCCCACGAAGTTTNGAATNTTTGTTTTCCTTAAT^ 

CGTGAAAAAGAAMGGCTGGAGCTGGAAAGAGTTTCCTTTGTMGTGTTCCTTTATTGAA 

ATCTATAACGAGCAGATATATGATCTACTGGACTCTGCATCGGCTGGA 

Sequence 290 

TGGCGGCCGCCCGGGCAGGTACGCGGGGCCCGTAGGAGCCTCTCTCCCTACTGCTGCTAC 

ACAAAGACCCTGAGACTGACCTGCAGGAACTNAAACCATGAAGAGCCTGATCCTTCTTGC 

CNTCCTGGCCGCCTTANCGGAAGTAACTTTGTGTTATGAAATCACATGAAAAGCCATTGG 

GAAATCTTTATGGAAACTTAATTCCNCTTTTNATTTAAANCCAGGGNAAGNNAATATGT 
N 

AAAAATTCCNCTTTTTTATTANNTCCCCCTCTNCAATCCAAGNANGNATGGGGGAAGCNA 

GCNTAAAACCNCTNC N NATNANAN AGNTNGGGTTTCTAAATAAGNAAN CCTTTCTTTCTA 

AANANGNNCNTNGNGTTCCCACCGATATCTTTTATATATTNNGGGATTNANCCCCCCNTN 

TGNNAGNTTTATNTACTTTNACNNANGCA I I 1 1 1 1 I 1 1 NNGTGNAAAAAACCCCGCNNT 
T 

AACCNACCCCAANTNGGGGTTTTTATATTGGGGGNANTNACCAAAAATGGCCTNGGCCCT 
TNTATNANAAATCNGCGCTTTNNCNTTTATAACNAGGGAAAAAAAGCCCCCCCCCANNGG 
GGGNNANNCCCNAAATATNTNTAANATNNTTGGNNGGGGGAAAAAAAAAAAA 
Sequence 291 

GAGCCCGGGTGGCGGCCGCCGGGCAGGTAC I 1 1 I 1 1 1 H < 1 1 1 1 » 1 1 I I I GGGGGAGTTA 

AATAAAATAAGCATGTCTCCATCCTTTATTCCTAAACATTTACTTATGACAAATGTANCA 

ACTGACAGAAATTTGAAAAATACCAGACACTTCTTAAATGATTTCCCTTGGGTCAAAAT 
T 

TACCCCTTCTTGTTTTCTCTTGCTTTTCAGG 

TATGCAGTGCAAGATTCCTCTGTAGTCTTTCCAAGTGGAAGGGTATAAAAAAAAACACTT 
TATATTATGCCAGGTGAGGTGTCAGAACCCTGGCATCGGAAAGTGGTTGGCTCACGGGTC 
ATAGGNGTAGTAAGAAGAATTTACCGAAGACAGTATTNGGTTCCGAAAAAGAAAGTTTTA 
T 

Sequence 292 

CGGT GGCG GCGAGGAC I I I I I I I I I I I > I II < II I I M I I I I NGCTTGTTTTTATCTTTT 

GGCCTTTTGGTGACTTGGTGCTCCTTGGAGTCACTGGAGTTCTACTTTGAATCCCACT 
CT 

GACA TCAATCGACTGCCTTAATTCCTGGTCCAGCTGCCCGACCCTGACTCTCTNCCGCTC 
TTTTCCTCAGGTCGAANGTTTNCTTTAAGATCACGCTGACGTCGGACCCACGGCTGCCGT 
ACCTGCCCG 
Sequence 293 

GTGGCGGCCGCCCGGGCCGGACGCGGGGACATTCGAGTGGGGATTAAGAGAAGGAAGGCT 

G CCTT GCTGGAGCTGTGTGGTCTTCTCCAAGTGAGAGTCGCAGGCAATAGAACTACTTTG 

CTTTTGGAGGAAAAGGAGGAATTCATTTTNAGCAAGACACAAAGAAAAGCAG I M I I I M 

CANGTGCTGACGGCCACCCACCATCATCTAAAGAAGATAAACTTGGCAAATGACATGCAN 

GTTCTTCAAGGCANAATAATTGCAGAAAATCTTCAAAGGACCCTATCTGCAGATGTTCTG 

AATACCTCTGAGAATAGAGATTGATTATTCNACCAGGATACCTAATTCAAGAACTCCAGA 

AATCAGGAGACGGAGACATTTTGGTCANGNTTTGCAACATTGGACCAAATACA 

Sequence 294 

GCGGTGGCGGCCGCCCGGGCAGGTACGCGGGAGGCACATTCTTTTCTACGTGAAGAGTTN 

TGTAAACTGAACTTTGTTTTCAGNNCCGGCTCCAGCCATCCTCGGGTAGCTTGCCAATAG 

ATGAATCCCACTCGTTTGACCCATGACGCTCCTTCTTTGCATNNCTCCCTCTTTCCCC 
AC 

AGCAGNGCATGTCCACCATACCACCTGAGAGTCTGTGGAATCTAATTTTCTGTNATACTT 
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CTTTCCTTACACTCATTTTCCTGTC 

TATAGCTGCCTTGCTTTCATGAAAACACACTTTCCTATTGTGATTTATCAGAGGCCTTT 
C 

CATATCTCAGCCACTATGCTATGACAGATTTTATAATTAATA 
Sequence 295 

CNCGCGGTGGCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCCGGAATCC 

GGACAATTATG TCCGC GAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCC 

TGCTTTACATCCTTTTGAGGTCCCACGAGAATATATAAAGAGCTTTAAATGCTACCAAAC 

TGGAACGAGTATTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCA 

ATTGCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGTA 

GAGGTTAGAATTTGGAATCTAACTCAGCGGAATTGTATCCGACCCT 

Sequence 296 

CCGCCGGGCAGGTACGCGGGGCTCCCTTGTGAGTAGACTATGCAAAGAAAAAGTGGGCCA 

CCATATCTGGAAACTACAGTCTATGCTTTGAAGCGCAAAAGGGAATAAACATTTAAAGAC 

TCCCCCGGGGACCTGGAGGATGGACTTTTCCATGGTGGGCCGGAGCAGCAGCTTACAATG 

AAAAATCAGAGACTGGTGCTCTTGGAGAAAACTATAGTTGGCAAANTCCCATTAACCACA 

ATGACTTCAAAATTTTAAAAA 

Sequence 297 

GCGGCCGCCGGGCAGGTACGCGGGGGGAGGGCTCCGAAGTCTGGTTTTGGGCGGGAATTG 

AAACCGCCGCTGAAGCCAACAAGAATTTGAGAACTGTAAATACCAAGCCTTGAAAGGGAC 

CATGGTGCGGCC TGTG AGACATAAGAAAGCCAGTCAAATTCTCACAGTTTGACCACTCTG 

ACAGTGATGATGATTTTGTTTCTGCAACTTGTACCTCGGCCGTTCTAGAAACTTANTG 
GA 

TCCCCCGGGCTNGNAGGGAATTTCCANATTTTNAANCCTTTTTNCGGANCCCCCNCNCCN 

CCCCTNAANGGGGGGGGGGNCNCNNGCCCCNCNNTTTTTNNNTGGCCCCNTTTTTTGNNG 

GGGGGGNGAATTTANCNNCCC CNCNGNC GGGGNAAANAAAATAGGGGGGNAAAANTNTTT 

TTNTTNNGNGGGGGNAAhJAAAATTTTTTTNTCTCCCCCCCAAAAATAAAAAACNCGNCCC 

N CTTTCTNTC CCCGNTGGNNGNAAANNANTATNGNGGTCCCCCCNNGNGGGGGGGGGGAN 

AN I I 1 M I M I 1N NNNAAI nTTTTTT 

Sequence 298 

GTGGCGGCCGAGGTACTCCCCAGCAAATATTCTTTGTTGGCTTGCTTGACTAGATGAGCT 

GCTATAGTAGTCAATCCTGTTAGACTTGGACCATTGTTTGTCTGAAGAACTGGAATCT 
GT 

CGCTCGCCCTGAGCACTGTATTTATTTCCCCTTACTCANTCCCCAGGGGACTTCTTCCAA 

GTAAGCCGACANACTTCTTGCNGGCCCCGCNCGCNCANTCTTTTCCCGGNCCGGCTTCTT 

AGTAAACTTAGGTTGGGAATCNCCCCNCGTGGGCCTGGCNAGGGGAAATTTTCGGAATTA 

TTCAAAAGGCCTTTATTCNGAATAACCCGGTTCNNACCCCTTTCNCAAGNGGGGGGGGGG 

CAC CCCG NGTTMCCCCCAAGGACNTNTNTTTGGTGTNCCCCCTTTTTAAGTTGGAAGGG 

GGGTTTTAAAAATATTGGCCGACCGNCCTTTTGGGTCCGNTTANAAATTCCAATTGGGGG 

GNTCAATTAAGGNCCTTGNTTTATTCCCCTTNGTNGTTGGAAAAAATTTNGTTNTAAAT 
T 

CNCCGNCNTTTCMCNAAAATTTTTCCCNANNCAACCAAAACCNAATTAACCNGAAGNCC 
CCCGNGGGGAAGNCCAATTAATAAAAANNTTGGTTAAAAAANGGCCCCTTGNGGGG 
Sequence 299 

TGGCGGCCGAGGTACTTCTGTCTTCCAGTTTTCCACTTCAAACTTCTATCTTCTCCAA 
AT 

TGTTTNATCCTACCACTCCCAATTAATCTTTCCATTTTCGTCTGCGTTTAGTAAATGCG 
T 

TAACTAGGCTTTAAATGACGCAATTCTCCCTGCGTCATGGGATTTTCAAAGGGTCTTT 
AATTCACCCTTCCGGGTTTTAMTCCTCTTTTTTTAAAAAGAATCCGTCCTTTCAA 
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TATNTTTAAATTCACCCT TACCMC CTTTTTAAMCCTAAAAACCTTTAMGGCTTGTTT 
TAAAGGTCCACCCTTTCATTTTTTAAATCTAAAAAAGGCCAm 

GGGNTAATTNAAATTCCGGGGGCCTCTTGTTAGGTACCCTNTTCTCTTCAAATTTTTAT 
C 

C 1 1 ii i i I AAAAATTACCA I M I I I M I TACCTTCCCATTGAAAGGAAAGGCCTTTNCAT 

TC mCAAAC CCCTTCCCGGTTCAATTGGTTTTTTTAAGGAAAAAACCCC 

TTCn 1 1 n l CCCCTTTTCCCCTTCCAATGGCCCTTAANCTTTCTTTTCCTTNAAAGGGT 

GCCTTTCCAATTAA I I 1 1 1 1 J I CCTTCTTTTAAAAAAAAATTCCTTTTA 

Sequence 300 

CGCGGTGGCGGCCGAGGTACTTAAGGTTGACTGGTAATCAGGGTAACTTCTGATACTTAT 
CAC ACAAG ATGGTGCCTCAGCATTTAAATAAATGGAGGTAGGGGAGGGCGTGGTGGTAAC 
ATACTTTTAAACCAGCGATTGCACAGCAAACCACAATGCAAGGTATTTCTGACTCCCAAG 
ATTGCCCGmCCTAAAGAGCAATTCTTCTGCAGGCAACAGCAAACCTACCTTTCCTTGC 

TAACTGCTTTCAGTAAATTCTTGATGGCCTTCGATTCTGGATTCAGACATCTCTTCTCA 

C 

CCTTCTTTTTCATTGTAGCAATGATCTCAACACGTG 
GA 

Sequence 301 

TCCCCGCGGTGGCGGCCGGAGTGATGCCTCTGCAGTTTTGTGATCTGCAATGATTCTTCC 

CTTCGAGGTCACGCCCATTATCTTTAATCCTGACTTTTTTGTGGAGAAACTCCGACAT 
GA 

GAAACCTGAGATTTTCACTGAGTTGGTGGTCAGCAATATCACAAGGCTTCATCNGATTTA 

CCTGGAACTGAGTTGGCTCAGCTGATGGGGGAAGTGGACCTTAAGTTGCCTGGCGGGGCT 

GGCCCAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTCAAGCGAAAGGAAAAAGGAGTG 

ATATTTGGGTCCCCACTGACGGAGGAAGGCATTGCCCAGATATACCAACTGATTGAGTAT 

CTACACAAAAACTTGCGAGTAGAGGGTTTGTTTAGAGTACCTCGGCCCGCTCTAGAACTA 

GGTGGATCCC 

Sequence 302 

TTGGAGCACCCCGCGGNGGCGTTTTGGGACGCNCGGAACNGCAATGCTTCAGGACCCACA 
GGAGCGACTCTTTAAAGGGACCACAAAANCCGCACAGAGCTGCAAACAACTATACATGAT 
ATAATATTAGAATGTGTGNACCTGCCCG 
Sequence 303 

GNGGCGTTTTAGGGCGNAACGGCCCCCCATCATGGCGGACCCTAGAGAAAGGCTCTTAGG 

GGGACCNAAACCCGNNGCCCGAACACAAGGAGANCGACGGCCGCTCTTNAACCAGNGGAG 
C 

Sequence 304 

TCGCCCGAGCTTTCTCTTGTCCATCTTCTCCCGCTGCTGAAATTTCAGTTGCGGGCGCTG 

TCACCTCAGGACCCCTCCCCCCGCGTACGCTGGATAGCCTCCAGGCCAGAAAGAGAGAGT 

AGCGCGAGCACAGCTAAGGCCACGGAGCGAGACATCTCGGCCCGAATGCTGTCAGCTTCA 

GGAATCCCCGCGTACCTGCCCG 

Sequence 305 

NTTAAGAGCAAAGGCTCATGTTTGCCAAGTCTGTCCTTTTGTAACAAAAAACCCAGCAGC 

TTTATCAAGCAGAATTCCACCTGTATTTCTTAACTTGCCAGAGCTGAGTCTCATGGCC 
AC 

CCTTAGCAGGAGTTGGGGAGGTATTTTTAACAAGGCACATTATCATCTCCCCCACCCAAA 

GTGGAGCTA TTGCTA ATGAAAAAGATACAATGAGATGTTTATGAAATTATCTGTAGCTAT 

TAATGTCAGGTTTTTGAAATTTACTGACCTGGAAGAATACTCATAATGCAATGTCAAGT 
G 

AGMGCAGGACAAAGAACATTTGCAATACAGTTGTATTTATAAMTTTTGTT 
Sequence 306 
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NATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGAGGCAGCGGAAAGCTCAGCCC 

ATGTGAGGTGCCTCCTGCCAATCACAGACTACCCTTCCCTGGTCCTGGAGGTTCAAAGAA 

TTGCAGGAGGGTAGAAAAGCACCTGGGTCGGGTGCAGACTGCGGAGCGGGCCCTACCGTG 

TGCGCAGAAAGAGGAGGCGCTTGCCTTCAGCTTGTGGGAAATCCCGAAGATGGCCAAAGA 

CAACTCAACTGTTCGTTGCTTCCAGGGCCTGCTGA I I 1 1 1 GGAAATGTGATTATTGGT 

TG 

TTGCGGCATTGCCCTGACTGCGGAGTGCATCTTCTTTGTATCTGACCAACACAGCCTCTA 
CCCACTGGTTGAAGCCACCGACAACGATGACATCTATGGGGCTGCCTGGATCGGCATAT 
Sequence 307 

CACCGCGGTGGCGGTTTAGCCCGGCGCNAAATCACCATTATTCCCCTTTAGTCACCTCAG 

AGGCTTGTTAATGCTTTCTTTGTAATTAGGCTATATCTGGTATCTGTATAATATCTTCA 
G 

TTCTTCTTTACCAGGGGTCTTACTCTGTTCTGAAACATGGCACCTCAGGCGGCTCCGGCA 
GCGCTGGACACAGGAAACTCCTGGGTCCCCGACTCCGGCTCTCCTNGACCCCCTCTTCGG 
TTAACTCCGCTTGTTTCTCTACAAAATGGCGCCGGAGGTCCCCCGCGTACCT 
Sequence 308 

TGGGGNAACC CGCGG NGGCGGTCTTGGGGNCAACACGGAAACCAAACGAACCGCGGCTGC 
ACCAGCNGNCTTTTTTNGGGGNGCCAAAAACCCGAGCAGCCGAAANCNGGAACNGCCNCA 
GNNGTGTNCCNGCNGAAGAANGNCNANCCCAGAGAGGCCAAAGNACCC 
Sequence 309 

CCCGCGGGGGCTTTNGGGGGCAANCGAACACCNCTTAAAGGGNNCNCCNTCTAAAAATNT 

TTACNGGNAGAANAAAACCCACCAACCGCTTTTTANTATCGAGNGTCAGAAACCNTTCAC 

AAGATGGNAAAAAAAAAAAAAGAAAAAAGAAAAAAAAACAAAACCAAAAACAAAAAAACT 

TTACAACCACAGCTAANGCAANNNNNNCCANGGNTCCCAGTCAGCTCCAANNCCAAGGGG 

NGCAAAGCCCANNNNNNNCCAAGCATCCAAANGANAGAGACAGGCCAGGAAANNCTNTAT 

NCTATNGGGAGCAGCNNANGCAGGGGCAGCCAAACACAAAGCNNCAGGACAAAANGGACC 

NGCCCGGG 

Sequence 310 

CACCGNGGACAAGAGCAGGNGGTNCTTGGGGGGNGNAAAACCCGCNCCGCGANGCAAGAG 

GCTCNGCACAACCACTACTNTNCAGAAGAGCCGGGNCCNGNCCCCGGGAAAAAGAGNGCG 

A 

Sequence 311 

CCTGAGGAAAAGCTCGCACCAGGNGGACGCGGATNNGGTANGGGGGGTAAAANACCCNCC 
CCAACAAGCCGCGGGGCAAAANGNCCNCGTACNTCGGCCGCTCGAGAACTAGCGNACCCN 
A 

Sequence 312 

CCCGCGGTGGCGTTTCCNGGCCAGGCACTTGGAGAAAGTATAGCAGCAAACAATGCCTAT 
TTTTNACAGGAAACAGAACANATACCCAGAAAAATGCCCTGGCAATCATCAAATCACAGT 
TTTCCAACATCAATAAAGTGTTTAACTCCTCATTTGAAAGATGGTGTTCCTGGATTGAA 
T 

ATTGAAGAATTAATAGAGAAACTTCAGTCTGGAATGGTGGTAANGGATCAGATTTGNGAT 

GNGAGAATATCTGACATAATGGATGTATATGAAATGAAACTATCCACATTAGCTTCCAAA 

GAAAGCAGGCTACAAGATCTTTTGGAAACAAAAACTCTAGCCCTTGCACAGGCTGATAGA 

CTGATTGCTCAGCATCGCTGTCAAAGAACTCAAG 

Sequence 313 

CCGGGCAGGCCCTTAGCATTAGATTGAGTTATGTTGCTAGGAGATNTTTATTCATCAGCT 

GATCATTAAGCATATGGGGCTTACTTGGCCCCCCTATCAATTTGCGTCAAAATAAATTAA 

TTGTAGACCTGTCTTGTTTTATGAAAAAGCAATGTGATAGTCTTTAAAT1TATCTTTCTA 

AACAAGACACAAGTTTACACATTACCCAGCACAGTAACCCCTCTTGGTATTGTTTACCTA 

AAAGGAAGAAGTGTAGGAAAAACTGATATAAGTAGAGAGNTTATTTGGG 
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Sequence 314 

GNTTGGAGCTCCCCGCGGTGGCGGTCGAGGTACGCGGGGGGTCCTGGAGGTTCAAAGAAT 

TGCAGGAGGGTAGNAAAGCACCTGGGTCGGGTGCAGACTGCGGAGCGGGCCCTACCGTGT 

GCGCAGAAAGAGGAGGCGCTCAGGAATGCATGAATTGATTAATTAAATGTCGAGAGCTGT 

AGATGGCTTTTCTCAAGGTGCTTCAAGTGCAGAAGCCCAAGTGATTGACCCACACACTTA 

CCTTTGTGTTCCTTCCAGAAAATCCTCAGGGAGTGCCTTCAGCTTGTGGGAAATCCCGAA 

GATGGCCAAAGACAACTCMCTGTTCGTTGCTTCCAGGGCCTGCTGATTTTTGGAAATGT 

GATTATTGGTTGTTGCGGCATTGCCCT 

Sequence 315 

CTAAGCATATGGGGCTTACTTGGCCCCCCTATCAATTTGCNGTCAAAATAAATTAATT 
GT 

AGACCTGTCTTGTTTTATGAAAAAGCAATGNGATAGTCTTTAAATTTATCTTTCTAAACA 
AGACACAAGTTTACACATTACCCANTTACAGNAACCCCTCTTGGTATTGTTTACCTAAA 
A 

GGAAGAAGTGTAGGAAAAACNGATATAAGTAGAGAGTTTATTTGGGCCAAGCATGAGGGT 
TACAACCCAACTGTATGGAGACAAGTTGGCCTGAACAATACACATTCTTATTAGCAACAG 
NTATAAGTAGG NTTTCAAAGAAAAAGAAGAGGCAGNTCCTAA 
Sequence 316 

TCGNCCGGGCAGGTACAGAGACCTNCTTACTTACCCCCCTTNTCCTTCGGCTGGAGCTCG 

GCGAGCGAGAGGCGGCCGCTGGCGTTGGAGAGCGACGGCGGCCCCCGCGTAAGCAGTGGN 

AACAACNCAGAGTAACGCGGGAATGAAGAATNTTAGGCGGGTGCACCCAGTTTNCACCAT 

GATTAAGGGTNTTTACGGAATAAAGGATGATGTCTTCCTTAGTGTTCCTTGCATTTTG 
GG 

ACAGAATGGAATCTCAGACCTTGTGAAGGTGACTCTGACTTCTGAGGAAGAGGCCCGTTT 

GAAGAAGAGTGCAGATNCACTTTGGGGGATCCAAAAGGA 

Sequence 317 

TTTCGCCCGGGCAGGTACTTGGAGAAAGTATAGCAGCAAACAATGCCTATAGACAACAGG 
AAACAGAACATATACCCAGAAAAATGCCCTGGCAATCATCAAATCACAGTTTTCCAACAT 

CAATAAAGTGTTTAACTCCTCATTTGAAAGATGGTGTTCCTGGATTGAATATTGAAGAA 
T 

TAATAGAGAAACTTCAGTCTGGAATGGTGNTNAAGGATCAGATTTGTGATGTGAGAATAT 

CTGACATAA TGGA TGTATATGAAATGAAACTATCCACATTAGCTTCCAAAGAAAGCAGGC 

TACAAGATCTTTTGGAAACAAAAACTCTAGCCCTTGCACAGGCTGATAGACTGATTGCTC 

AGCATCGCTGTCAAAGAACTCAAGCTGAAACAGA 

Sequence 318 

ATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTTATTGATGTTGAAGATGAGAAATCT 

CCTCAGACTGAAAGTTGCACTGACAGTGGAGCAGAAAATGAAGGTAGTTGTCACAGTGAT 

CAGATGAGCAACGATTTCTCCAATGATGATGGTGTTGATGAAGGAATCTGTCTTGAAACC 

AATAGTGGAACTGAAAAGATCTCAAAATCTGGACTTGAAAAGAATTCCTTGATCTATGAA 

CTTTTCTCTGTTATGGTTCATTCTGGGAGCGCTGCTGGTGGTCATTATTATGCATGTAT 
A 

AAGTCATTCAGTGATGAGCAGTGGTACGGGTGGGAATAGCACTACACTGTTCATCTAGCC 

TTGTAGAATAAGTCCCAGTGAACTGATATTCTGCAGAATCTTCACTGTTAT 

AT 

Sequence 319 

ATTGGAGCTCCCCGCGGTGGCGGCCGAGGTAC i I I I I I II I I H I I I I I I I I 1 1 ICAAN 
G 

TTCAGTTTCCTTTAATGACCCCCATCTCCCTGAAGGGCAGGTGCAGGCAGCTAGGTGATG 
GCAAGAGATGTTCACTTGAAGATCTTGCCCTGATTGAAGGCTTTGCCCACATGCTGGAAG 
GCCCCCTCCCAGGAAAAGTACCAGACATCAGCTGCCTCTTCTTCATTTTCAGCCAAAGAA 
AGGGCACGTTCAAATGAGGTCAGAGTCATATCATACTGCTGGGCATAGAAGCAACACAGC 
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CCCAGATTGTTAAAAAGCTGGCCGTTATAAATGCCCATCTGCAGCAGCCGCCTGTAAAAC 

CGGAGAGCTATTTCTGGCTGATCAGAATAGAAGTGGTTG 

Sequence 320 

ACCCNCAGGAGACGCTCGNAGCCCCCGCGCTNNTCCGGGGNCAGAAAAACCCAAGAAGCG 
GCTCACGCCTTCCAGAGCCACATCATNTNTGGNCGAAANAGAAGCCCAGACNAGAGGAAG 
GNGNAGGAGGCCNGCAGGNACC 
Sequence 321 

CAAGCGGAGN NAACCGAAGAGGGGNACTTGGGGGGCCAAAAAACCCGGACCCAGGAG N N N 

CCNGNGNCCAGCGCNGCCGGTTCCGCCNGAGGGGGGCACNCCCCCGCCAAGGCNGGAGNG 

CAGCGGCACAANCCCNGCNCACNGCAGCCNNGANANNCNGGNCNCAGGNGACCAGCACCC 

NTGCTNTTTNTACNGGGAAGNNGCNAAGCNACCNGNCAANANAGCANACAAANNGAAACN 

GGGGGNGGNGAAGGANCNNAGAAGNNGGANGCCAGGAAANGGGANGAAGACCAAANGGGC 

CANGNNNCAGAACAGAGAAGACCCCNGGNAA 

Sequence 322 

CTCCCGNGACGAAAACACAANNGNTTCTTNCGGGGGACAGAAAACCCAGACCCAGCTNCA 

GGGACAGCCTGGACTACTTTNTTTTCACACAAACAAACCTCCCCGCGNANNCTCCTGGGC 
CA 

Sequence 323 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTCAATACTTAAAAATAGTCTTCC 
ACAAAAATACTTTATTTCTGATCTATACAAATTTTCAGAAGGTTATTTTCTTTATC 
CTAAACTGATGACTT ACCATGGGATGGGGTCCAGTCCCATGACCTTGGGGTACTTTTTTT 
M I I M I I I I I 1 1 I I IGGAAAGCTCTGCCATAAACTTCTAGCGTGTGCCAATGGTCACC 

GCCACACTCGCACCAGGTTGTCCGTGTAGCCAGCAAACAGAGTCTGGCCATCAGCAGACC 

AGGCCAGGGAGGTGCACTGGGGTGGTTCTGCCTTGCTGCTGGTACCTGCCCG 
Sequence 324 

GGTGGCGGCCGCCCGGGCAGGTAC I M I I I I I i I I I I I I II M I I I I A ANGGGGACGT 
TA 

AATAAAATAAGCATGTCTCCATCCTTTATTCCTAAACATTTACTTATGACAAATGTAACA 
ACTGACAGAAATTTGAAAAATACCAGACACTTCTTAAATGATTTCCCTTGGTTCAAAAT 

TACCCCTTCTrGTTTTCTCTTGCTTTTCAGGTAATTMCTCTTCTCTTTTT 
Sequence 325 

ATTGAGCTCCCCGCGGTGGCGGCCGAGGTACCATCAAGTTAAAAGCAGAAGATGCTTCTG 

GTAGA GAGCATTTAATCACTCTCAAGTTGAAGGCAAAGTATCCTGCAGAATCACCAGATT 

ATTTTGTGGATmCCTGTTCCATTTTGTGCCTCCTGGACACCTCAGGTAAATTCTCCT 
C 

AGAGCTCCTTAATAAGCATTTATAGTCAGTTTTTGGCAGCAATAGAATCACTAAAGGCAT 

TCTGGGATGTTATGGATGAAATCGATGNGAAGACCTGG 

Sequence 326 

CCGCGGTGGCGGCCGCCCGGGCAGGTAC I I I I I M I I I I II I I I I I I I I I { AAGGGGA 
GT 

TAAATAAAATAACGCATGTCTCCATCCTTTATTCCTAAACATTTACTTATGACAAATGTA 

ACAACTGACAGAAATTTGAAAAATACCAGACACTTCTTAAATGATTTCCCTTGGTTCAAA 

ATTTACCCCTTCTTGTTTTCTCTTGCTTTTCAGGT^ 

AACTATGCAGTGCAAGATTCCTNTGTAGTCTTTCCAAGTGGAAGGGTATAAAAAAAAACA 

CTTTATATTATGCCAGGTGAGGNGTCAGAACCCTGGCATCGGAAA 

Sequence 327 

GCTCACCGCGGTGGCGGCCGAGGTACTTAAMCCAAATAAAAAGTGACATTTGAATTTCT 
TTTAAAAGGATTTCCGAGCTCACAGTCAGCTTGCGAGCCATTCTCCCGCGTACCAGCACA 
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AACCGGGCCAGCCTCCTAAACTGCTCATTTACTGGGCGTCTACCCGGGAATCCGGGGTCC 
CTGACCGA 

Sequence 328 

CGCGTCCGCCCATCTCAGTGTCACAGACACTCCTGGGTTTGGAATTTTGTTGTTCTCT 
GT 

CTCTTTGATTTCCTGGAAGACGACACCATGACMTTTCAAAGAAAATAGAACAAAATGAA 

GGAAAAAGAGGCTCTGTCTTAGCACATTCCTGTGACCAGCCTGCTGTCTGTGGCGTGCCC 

TCCTGGCCCGGCCTTGGCACATGTTCGTNTTTGTGGTTGTTGCCTGGACAGGCAACTCTG 

CAGGGCTGCTTCTCTACGCATCCCTTTGCCTGCCTGCCTGTGCCAGGGGTTGTCAAGGGC 

TTTTGGGTCAGAGTGGGCACCCCTTTCTCCAAGGCTCCCTGCAACAGCTGGCCTGTCCCT 
GGTGGGGCT 

Sequence 329 

NAACTTTACAGGATGGCATTTAATACAGATATTTCGTATTTCCCCCACTGCTTTTTAT^ 

GTACAGCATCATTAA ACAC TAAGCTCAGTTAAGGAGCCATCANCAACACTGAAGAGATCA 

GTAGTMGMTTCCA TTTTC CCTCATCAGTGAAGACACCACAAATTGAAACTCATAACTA 

TATTTCTAAGCCTGCATTTTCACTGATGCATAATTTTTCTTATTAAAT^ 

AGTNTTTTCTATGGGCCATCNTCCAAAAACCTGCTATGNACCATNCAACTTAGGTTCT 
TA 

CNTTTCCTGCCTTAAATTTNTAATGGAGNAANGGGTATTTCTTTTCAATTTT^ 

GCAi mm iGGGGGAATTATACCTTCCCACCAATCTTTTTGANTNTATTTTTCCTTTGG 
A 

CCTTAAATCATGAATTTTTTTCAAAATTAANAAGGTTNNAAAGNTTTAM 
Sequence 330 

AGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGATNGTTCACTCACTTTCAAAGCCAGCT 

GAAGGAAAGAGGAAGTGCTAGAGAGAGCCCCCTTCAGTGTGCTTCTGACTTTTACGGACT 

TGGCTTG TTAGAAGGCTGAAAGATCGAGCGGCCGCCCGGGCAGGTACI I 1 I 1 I I I I 1 1 I ! 

i n I M iGGCTTTCTTTGCTCCTTTCTTATGATCAGCCACATTTCTTCGACCTCCTTCTC 

CTTCATCCTCAGAATCTGAGAATTCTTCATCACAAGCTATCCGCTTGTCTGATGCTCG 
AA 

TAGAAATTCTCTTGTCTGGATCTTCTCCATCTTCATCTCCACTGTCTTCATGAACAGCA 

CTTCTGGAATAGCCTGCATCTGGACACCCAGGTGCATGAGGTAACATGCGCAAATTTTCA 

AACAAACCGCTGGTTTATCTTTTC 

Sequence 331 

CTNCCGCGGTGGCGGCCGAGGTACTAGCAGTTGCCAATGAAGGAGGCTTTGTTCGATTGT 

ATAACACACGAATCACAAAGTTTCAGAAAGAAGTGCTTCAAAGAATGGATGGCTCACTGG 

AATGCCGTCTTTGACCTGGCCTGGGTTCCTGGTGAACTTAAACTTGTTACAGCAGCAGGT 

GATCAAACAGCCAAATTTTGGGACGTAAAAGCTGGTGAGCTGATTGGAACATGCAAAGGT 

CATCAATGCAGCCTCAAGTCAGTTGCCTTTTCTMGTTTGAGAAAGCTGTATTCTGTA 
CC 

TGCCCG 
Sequence 332 

CCGCGGTGGCGGCCGCCCGGGCAGGTACCATCTGACTTGGCAATGTAATGACACACACGT 
TAGTGTGGGGCACAAACGTGGAATATTAGGAGAGAGCTGGTTCCAGCACCAAATCCAGAG 

TCACTCGGGGAAGGAGGTATGGTGGCAACACTTTATGCTTAATATTCAATTCTGCTCCAG 

TAGAACATGGTACCT 

Sequence 333 

CGCGGTGGCGGCCGNTCGGGCAGGTACGCGGGGACTCTGAACGTGCTAAAATGGGAAGGG 

AGGCGGTGTTTTGCTGATCTGTTAAATTCTTAGTGAAGTTTCCTTGATTTCCAGTGGCT 
G 

CTGTTGTTTGAGTTTGGTTTGGAGCAAAACTGAGGTAGTCCTMCATTTCTGGGACTGAA 
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TCCAGGCANGAAAAAAAAAAAAAAAAAAAAAAAAGGTACCT 
Sequence 334 

CCCCGCGGTGGCGGCCGAGTTTGATTTCTTGCAGTCCTGAGCGATGGAGCCCGGGGGTGC 

CTGGTTATTGTCCGCTTTCTCTCTCAGATGCTTGGCT^ 
C 

GATATTCATtGCTCCATCGATTGGATCCAGTCCTTGTTCAGAAAATTGTTTCAAGGCA 

TAAGGCTGCCTGAMGCCnGAATCCTTGCTAAATATTCCAGTTGTTTTGAAGGTTGT 
AC 

CTCGGCCGCTCTAGAACTAG 
Sequence 335 

GCTCNCCGCGGTGGCGGCCGCCCGGGCAGGTACTTGACTGCTAACAACTTTCAAATTCTT 

CTACTTACTCCCTCTTCTTCAGCTTCACATCTGGGAAAACTGATAGGGAAGCCTAGGTAG 

GCCTACCTTTGGTGCCAGAGGGAAGCTCAATCCATGCAAGCCCCAGATAATATATGAGAA 

CCTCCCCAACCTTACCCTACACCCCTCACCTCCCAATCCAAGCCAGTCTCCTTTCCCTGC 

TTTCTCAAACCATGTTTGGACCTGCTTGGAAGCTCCCTCTGCTCTCCCTAGAAAGCTT 
CA 

TTATGTGAGTGATACATCTTTTCATATCTTCTTGGTGTGTGTGTGTGGTATCATCAGCC 

CAACATCTGAAGCAAATGTTGGGTGGGGGGGTACCTCGGCXGCTCTAGAACTAGGTGGAT 
C 

Sequence 336 

CTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTCATGAAGGAGATGGCCCCTTTGGGAGC 

AACCAGAGAATCACTGAGATCCCAATGGAAACAGGAGGTTCAGCCAGAGGAACCGACTTT 

TAAGGGATCACAGAGCTCACACCAAAGACCAGGGGAACAGTCAGAAGCCTGGCTTGCTCC 

TCAGGCTCCCAGGAACCTGCCTCAAAACACAGGTCTCCACGACCAGGAGACAGGTGCTGT 

GGTCTGGACAGCTGGGCCCCAGGGACCAGCCATGCGTGACAACAGAGCTGTATCCCTCTG 

TCAGCAAGAATGGGATGTGCCCAGGCCCTGCACAAAGGGCCCTCTACAGGGGGTGCCACC 

CAGAGGAAGGGACAGTCAC GTCTCG CTGGCAACAGGGTGTTGCCCTGGGGCTATTGAAGA 

GACCAAGACGCTCCTGGCTATTTTTTAAGTAGTTCTCAATTTTTATGGGNAAAACTNCA 
A 

GACCTTNTTCAGCCAGNAACAGCCCCAGATTCTTACAGGGGCCATTGGGCGGAAGGGACT 

CTTGGGAGCCAANGGGTTTTTTT 

Sequence 337 

CCGCGGTGGCGGCCGAGGTACGCGGGATAATCAAGGTGTACATCCCGGTGGCTGGACATG 

CCCTCTTGGGCTTGGCAGATGCCAGTGGATCCATACAACTACTCCGCCTGGTGGAATCTG 

AGAAGAGCCACGTGCTGGAGCCATTGTCCAGCCTTGCCCTGGAGGAGCAGTGTCTGGCTT 

TGTCCCTAGATTGGTCCACTGGGAAAACTGGAAGGGCCGGGGACCAGCCCTTGAAGATCA 

TTAGCAGTGACTCCACAGGGCAGCTCCACCTCCTGATGGTGAATGAGACGAGGCCCAGGC 

TGCAGAAAGTGGCCTCATGGCAGGCACATCAATTCGAGGCCTGGATTGCCGCTTTCAATT 

ACTGGCATCCAGAAATTGTGTATTCAGGGGGCGACGATGGCCTTTCTGAGGGGCTGGGAC 

ACCCAGGGTACCTGCCCCGGGCGGGC 

Sequence 338 

NAAAACNCCCCCCGGGATAGAAGNNATTTTTTNTCAGGGCACANANTTAGAANCCAGNNG 

GNTTNTANACCCAACTGGCAACATCAAGAANGAGCGGGGGGGGGAAAAAANTGACAGGGA 

CGGGGAGCGGGCNCACAAGNGGCAGGGAAGGGAGACNCCACCNGNGGGGGGNCCTGGGGG 

CCCNGAAACCGNACAAAGGGGNGGNACACTGGCCGCCGGGNGCCGGGACGGAANNGAAGN 

AANNTAAGAAGGGGGANCNCCCCCGGGGGGTGNAAGGGAAAANGGCGAANAANNCAANGC 

NCAAAANCNGAAANNCCCGGGNNNAACCCCNCGAAGGGGGNGGGGGGNCCCGGGGGAACC 

CCAAGGNGGGGNTGGAATCCCCAAANAAGAGGAGGGGGGCGGAAAATNCCGGCNGCCGCC 
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AAGGGGGNGGNAAAACNAANGGGGGCAAAAAAGGGCCNGGGNNNNCCCCGGGGGGGAAAA 

AAAAAGGGGGGNAAAANCCCGGCCCAGGAACAAAAAAAAGGCAAAAAACAAAACCAATNA 

ACNGGGANNCCNNGGGGAGGCCAAAAAAAAAGGGGGGGGAAAAAAGCCCCGGGGGGGGGG 

GGGGCNCNNAAAAAAGGAAGGGGGGGGGGCCGAAAAACNGCCAAAAAAAATANAANNNNG 

GGCGNNTNGGGNNGGCTANCNAAAANGGGGNACNGGGGGNNCTTTCCAAANNAAAGGGGG 
AAAA 

Sequence 339 

CGCGGTNGCGGCCNTCNTTTTTG I 1 II I I 1 1 1 1 I I 1 1 AATAGCTGAAGATTTAGATTTAT 

TTGAAAACACTTAGTCTAATTTATATTAGGTGCAGAAAAATCACATTCAATAAACCACA 
A 

^GTAGAAGAGACAGATAAGTGTGTTTGTCACATTTTCACACA 

AATTAAGGGATGATGAATCNCAACCCCTTGTTAATAAATGATTTNTTCTCTCAGTAANT 
A 

GCAAGAATCTNTTTTGNGG TTNCCGG GNCCTCNNGGGGTTTATTCNNANACNGGGNGCCG 
TTTTANAAATTTTAAGGGAATTTTTTTNTTTTT^ 

TGGGCNATTTCCCCCNGNAANAAAAAAMTTrTTNCCCCGGGGGNATAACCCCCCCCNAG 
GGGGTA AAAAMCC CCCCNTCTNNGACNNAAATTTTTTGGGGGGGCNNGGTTTTTTTTNG 
NAANAAN i miiii iNCNNNGNNAAAACCCCNCCTTNTAGNGGGGGGGGGGGGGGGNGNT 
TT 

Sequence 340 

CACCGCGGTGGCGGCCCGCCCGGGCAGGTACGCGGGGGAGCGGGCCCTACCGTGTGCGCA 
GAAAGAGGAGGCGCTTGCCTTCAGCTTGTGGGAAATCCCGAAGATGGCCAAAGACAACTC 
MCTGTTCGTTGCTTCCAGGGCCTGCTGATTTTTGGAAATGTGATTATT 
Sequence 341 

GCGGTGGCGGCCGCCCGGGCAGGTACCAAAGAAGATGCAG7TAAAATACTGCCAGTTTTC 

CAAGAAATTTTGTAAAGTTGAACATGGCCATCTACTCTTGCCTTAAAACTTTTCTCACC 
A 

CACCCACCTTCCCACATGCATGATATCCAAGGTCGACAGACCTGGATTAGAATCCACTCT 

CMGCTTTATGCAGTGCGTATTGTATTTTCTGCATAAGAAAGGGCTGCCTCTAGAACACA 

GTAAGTGTA TTTGCC CAGTAGTGACATTGCCTACATATAGCCAAGTGTTATAGTATACCA 

ACTTAGTATATTTTTCAAGGAGAGCTAAACCACCTT7TGTAATGTTTGGTTTCTCACTG 
N 

TATCTTCCTTTCCTATAATTAATTTATTTTAATCTACAAATTGACATAGGGCTAAAAGCT 
T CMTA TT ^ACAAAATATTAATTMTGTAATTGTTCCCAATTATTAGAAAC 

ATTTTTCAAAATGTTTGCCAACTTCACACAAGTGTGTAAAAATAGGGCTCT 
Sequence 342 

CCGCGGTGGCGGCCGAGGTACAGGTTTAGTCTGAATGCACTGTCATGAMTTTAAACTTT 

CATTATAATACTGTTTTAAGAACTTACAGCATCTGCTTTACAAATGGTGTTAGCTACAT 
G 

TCGACACAGCATCTTTAGCCAGTTTTCTTTTGGAAGTTCATCTGATGTCATCTGGAM 

GAGTAGCACATTTGCCTGCTCTGTTGGTGGCCTCACAAGCAAGGCAAAAGCATTATGGCA 

ATCTAGGGTTCCAGAATAACCATAAACATTAAGTGTCACTCCTTGGAAAATGACAGATGT 

ATGCMGTTTAGT TCCCTC AGAGCAATGAAATTCCAATGAAATGAACTATCACTTCTCCA 

CTTTCCTTGTCCTATTTTTAATAAGACAAAGAACATCACCATATTAAGTTGAAGTACCT 
G 

CCCGGGCGGCCGCTCTAGAACTAGGTGGATCCCCCGGG 
Sequence 343 

CCCCGCGGTGGCGGCCGCCCGGGCAGGTACATCAGAGATGCTCACACCATTCTTTGAGTA 
GTTTAAAAACTCATTTTAACCACTTTTTATTCTTTGTATTCAM 
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GCTCTAAGTAGGTCATCAACTCTCCTCCATGTCTTCTTTCTAATTCTGCCACAGACTCA 

^CyCCCGTAAATTAATGGAAGGAAATGAGTGTCTGAGTTCTTAGAATCTCAAAAGGCA 
TGAGGATAAAGCTTTCCTGGAGATAATATAAGTGGTGGCAGGAAGATTTGGGAGCCAGAT 
GATACTCTTTTCCTCTTAGAGAAACTCTGTGGMGCTCTGCCTATACTGTGGGAAATAM 
TTCTAGACGCTGGCTTCTTTCTGTAGTAAACATGTGGGCCCTTTAAAATGTrGAACCA 

ATGTGCTTCAMTATAGTTTAAG7TATAAAACATTTATGGGGGAGTATGTATGTGCCAA 

I AGA ^ GGGTTCA ^ 

TAGTAAGTAATAATTACTAACATATGCATTTACTATATAGGCAATACTAGGGTAAATATT 

TTACATAGATTACCTTATTTAGTAGCTCTTAGCTGCTAAAAAAAAAAA 
Sequence 344 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTAC I III 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
GGGAGTTAAATAAAATAAGCATGTCTCCATTCTTTATTCCTAAACATTTACTTATGACA 
ATGTMCAACTGACAGAAATTTGAAAMTACCAGACACTTCTTAAATGATTTCCCTTGG 

TCAWTTTACCCCTTCTTGTTTTCTCTTGCTTTTCAGGTMTTMCTCTTCTCTr^ 

^aTT^^SI^^^^^^^^^^^^^^^^^^^^^GMGGGTATAAAAAA 

AA ^ GAC JI TATATTAT ^^ 

TCACGGGTCATAGGGTAGTAAGAAGAATTTACAGAAGACAGTATAGGTTCGAAAA 
Sequence 345 

*II^Z~ GGATGTCTCAAGGGCT CCGGTGGTGCTCTCCTGCTCTATCCGCTGCTGTGGC 
iOSzIl CTAAAAACAGCGTTTTG CACAGCAGAGAGCAAAGTCCGCTTGTTATTCCACCC 
GTGAGCTCAGmGCCAGCTA GTGATCAAGTCCAGCTGTTGGCAAGTTGGTCCCT 

GAGG ^™J AGACTG ^ 
CCCTTGACACATGCGGACCCTCCCCAGGC 
Sequence 346 

GAAAGACAAGTCTGAATGCTCCACTTTTTCAATTCTCTCTCCATTCTTCAGTAAGTCAA 
C I CTGC 7 G ™ G ^^^ 

AATATCACCTTTCTTATAGATTCGCATATATGTGGCCAAAGGAACAACTCCATGTTTTC 

AAAAGGCCTAGAGAACATATATCGGGTGCCTCTCCTCTTTCCCTTTGTGTTCGTCATT 

GGCGAATTACTGGAAGATG 
Sequence 347 

AG ^ CCGCGGTGGCGGCCGCCCGGGCNGGTACCA CNGCCCAGCTAATTTTm 
TGTAGTAGAGACGAGTTTCACCATGTTGGTCAGGATGGTCTCAAACTCCTGACCTCAGGT 

GA !!^ C J GCTT ^ 

CTCTTTTGCTTCATCCATCCCTTMTTTCTTTGCTGGAGCATTTTAAAGCAAATATCAG 

GCAACTGCTTTCAATCGGAGTTCCATCCTCCGCCGCAGTATGCCCTAACGCAAGCGTTAT 
CTTCAGAGCTACCACCAGGNTTCCGAAACTTTTTCGGNGGGAGGCGCTTTNGCCACCACC 
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Sequence 348 

TTATGTGAGTGATACATCTTTTCATATCTTCTTGGTGTGTGTGTGTGGTATCATCAGCC 

TAAGAAGTCAMTAGTGGGTTCCTTAGAGGGAAGAGGrTGGAAAAAACCA^CTr^^ 

CCCTGACATAGCCATGCTTTTTGAAGAAGCCTTTGTGCACCTGAAACCC 
Sequence 350 

ATCCTTTACTCCAGATCGCCAGCCAGTTTTTGTTTTTTTTCCTGCGTTGCTGAGAGTCT 
Sequence 351 

TTrTTTAATGAmCTTTTTTGGGGGAGGGMTTmGTTGCAGTTTTATGGTGGA^ 

GCAAAAACCAC^GCCAGGTGCATAATCTTGTAATCTGTGGATATCCCTGGAGCAG 
Sequence 352 

Sequence 353 

GGCATAAATCAACAGGCTGTATGAGCATTGTGTGAGATTCTACATGAGGGAGAGCATTTC 
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AAACCCATGACAGATGAGAGAAGTTAGTACACTCTCACTGAACTGGGGATGTTTGACTTA 

AAATGATGGACAATAAGATAGTGAGCAGTAAGTGTGCTCTAGGCTAGGCTACGAGAGGCC 

ATGAGCTCCTCATCTCTTCTCTGTTCTGAGCTCTCTGATCCACCGCACTTGGGGCAGGGG 

GTGCATTCTCTGTGCCTCTCCTGAGTCTACTTTCTGCATCATTGGGTTCTCCCAGCTC 
AC 

TTCCATAATGTCCTCCTAGGCTGCATTGGAATTTGTGTGTTGTCTAGACCCATGGCCAAN 
ACTGTCATTGCCTGTGAGGGAGACCAAGCTTACCCACCCAAGGGCTTTTG 

c 

Sequence 354 

TGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTAC 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ) 1 1 

GC 

CTTTAGAAGGTTAAAA TGCCA ATATAAAGCTAAAACAGTAATCATCAGAGACAGCTCTAA 

TAAGGCTTTGCTACTG TTTTTAC TATATAAATCTTTACGTGTTAATGGAAAGAAAATTAA 

TJCATTCTGTTACTCCATTTTTTTCTCTCCATATTGTATGCCTGAAGTGAGCTGATGAG 
G 

GGCAGAAAGATCATACAGTTAGGAATGAAGACATCAGAATGTTCCACTAAACAGATATTT 
AACTAGATACTATTATACTACTAAGAATAGCAAGAATGTCTCTCAATTCTGGGAATTTC 

CCTAGCTCACACAAATGAAACGCACATCTCCATGAATGCTTTCTAATAAATGCTTCCAGG 

ATAGTATCATAAACAAAGTCAAAATTAAGAAAAATCAC 

Sequence 355 

GCTCCCGCGGTGGCGGCCGGAACCGCCATCTTCNAGTAATTCGCCAAAATGACGAACACA 
AAGGGAAGGAGGAGAGGCACCCGATATATGTTCTCTAGGCCTT7TAGAAAACATGGAGTT 
GGTCCTTTGGCCACATATATGCGAATCTATAAGAAAGGTGATATTGTAGACATCAAGGGA 
ATGGGTACTCCAAAGATTCAGGTTTACTCACGCCATCCAGCAGAGAATGGAAAGTCAAAT 

TTCCTGAATTGCTATGTGTCTGGGTTTCATCCATCCGACATTGAAGTrGACTTACTGAA 

G 

AATGGAGAGAGAATTGAAAAAGTGGAGCATTCAGACTTGTCTTTCAGCAAGGACTGGTCT 
TTCTATCTCTTGTACCT 

Sequence 356 

GTTGAGCTCCCGCGGTGGCGGCCGAGGTACCTGACTGTGGCTCAGATCTGCGTCGCAGCA 

GCGAGAGAAGAAATCACTCCATATCCGATGAGAGGAAGGGTGGCACAGAGATGGTGTCTA 

CAATTAGAGACATTTCTGACTCCACCTTAGCCTAAGCAAACTTTATGTACTGAGTAACA 

TTGAAGGTTGTCTTTTAATGGTGGGGGGTGTTTTTTCCTTTTTAAACTACAGTGCTTGC 

CAAGAGAGGGAGGGACTCAGAAAAGGTTAGGGCAGGTGAGGGAGACAGTAGATGGCCTGG 
GATGACTTGAGTCCATCATACTATrGCTTGGCAGGTGTCCTCCCCCATGTTTGATTCA 

TTCCATGAGTGACCTACCTTTCCCCAGGAATGGGACTGAGAGGGTAGTCTCCAGCAACTC 

AGTCTGCACAGGGCTCCCCGTTCAGGCTGCCTTT 

Sequence 357 

TCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCATCTGACTTGGCAATGTAACGACACACA 
CGTTACGTGTGGGGCACAAACGTGGAATATTAGGAGAGAGCTGGTTCCAGCACCAAATCC 
AGAGTCACTCGGGGAAGGAGGTATGGTGGCAACACTTTATGCTTAATATTCAATTCTGCT 
CCAGTAGAACATGGTACCACCATTCTTCCAAGTTCAAAAATTATCTTTGATTCATTTTG 

TCCCCATTCCTCTAATATGTCACCAATTCTGCTGATACATTCTTTGTAATCTCTCCATC 

ATTTTAATCTGTTATTCACCTGAGCTACACAAACATTCATCTGCACAAGGAGTATTCCA 

GTGCTGAAAAGACAGAGGATTAAGCCCTCCTTGTGGAGGCATTCACAGTCTGGTTTTAAT 
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ACACAAACCAACAATTATAATACACAGGGATAAAAAAAGTAGAGGCACTTATTGCATACC 

TGTACCT 

Sequence 358 

TTGACTCCCCGCGGTGGCGGCCGAGGTACTTTTCTAGCAGTCTGTGGCCACTCCATACTC 

AGCTGAAAACACTGTTTCAGCCCCCTCTCTGGTGACCTCAGCCTTCTCCAGGTGTATCTC 

TTGATGATCTTGGAGACCAGCAGCCACAGCTGCTGCTACTCCTGCAGGAGACTGTCAGGC 

TGTGGTGGGGGGCAGGGGTGTTGGAGGAGAAGTTGAAAATCCGTGTGTTCTCTGTCCCTC 

TGCTCCTCCATCTTAGCTTCTGGAGGAGTTAAGGCACCAAGGGCA 

Sequence 359 

CGGTGGCGGCCGCCCGGGCAGGTACTGGTGTTGTGATCGGAACGTGTCGATCCCCTCTTC 

TCATCACTGCTGCTCCAACTGGATTTATTACTCCGGGAATGGTAGAGAATAAAGATTTGT 

AGGAAAGGTGCTGAACTGCCAAGGAAGGCATTTCTTGTGCCGTGTCTGGAACCGTGTATC 

CTTACTACATCACTGAACGACACCAAGCAC^CCATGCACTTCTGGGTCCAACCT TGGCCC 

CTGGAGAMGACACTGAAATTTGGCCATGCAGGTCTACTTCCCGTAGGGGGGATTTTTTT 

TTANNAANTGTTTN NGCCCCNTTTGAAAAAAGGGNTTTTAAAANCNAAAAN AAAANTTT 

T 

NTTCCCCCCGGGGGGGNNGGNNTTTTTTTAGGGGGGAAMNGGNGGTTTTANTCCCCCCN 

NNGGNAAANCCCCCCCNNTTTTTNTTTTTTGGGGNNGGGAAANATTTTTTNGGGGGTC 
CNGGNGNNTTTNNNNANAANNNAAAACC^^ 
AANNGGGGGGTTTTTTTTTTTTTTAA 
Sequence 360 

TGGCGGCCGAGGTACCTACTGAAAACTAAACACGCCAGAGGAAATTTGGCCAGTTATCCA 

ATTGATGAACTANTAGGATAGAGCCAAACAATCTTTTCAAGAGGGTGTTTGTGAGATATG 

GTTGACCAGTGAAGACACGGGGGCTTATGGCAGAGATATTGGCACCAATCTNCCCACACT 

CCTGTGGAAACTGGTTGAAGTGATTCCTGAGGGAGCAATGCTGAGGCTTGGCATGACAAA 

TCCGCCCTATATTTTAGAGCATCTGGAGGAAATGGCANAAATCCTTAATCACCCCAGAGT 

CTACGCTTTTCTGCACATACCAGTCCAGTCTGCCTCCGACAGCGTACCTGCCC 

Sequence 361 

GATTGAGCTCCCCGCGGTGGCGGCCGAGGTACTTAAAACCAAATAAAAAGTGACATTTGA 

ATTTCTTTTAAAAGGATTTCCGAGCTCACAGTCAGCTTGCGAGCCATTCTCCCGCGTACC 

AGCACAAACCGGGCCAGCCTCCTAAACTGCTCATTTACTGGGCCGTCTACCCGGGAATCC 

GGGGTCCCTGACCGA 

Sequence 362 

GAGCTCCCCGCGGTGGCGGCCGAGGTACGTATGCACAGCCTCACACTCTATAAATGTATG 

TGTCCTGAATTTCAGAGCTTAATAATGAATTATGGAACTTGATAATGATTGGATCAGGCA 

GACAACACCTGATCAGTCCTAATATCAGAAAAGAGACAAGTAGACATTATGTGCTTCCTG 

AGGTGAGGCAGTAGTAAGGAAACAACATCACACATGTAGCAGTCTTGGGAAAAAAAATGT 

AACCTGTATCTCGTAATGAGGAAACAATCAGTAAAAAAGTCTAGATTGTGGGACATTCCA 

CAAACTTGCCTGAACTCTTTAATAATGTCAGTGTCATGAAAGACACACCACACACACACA 

CTGCACATCATACACAAACACCACCCCACCACCCACCACTCAGACACACACAAAAGGGCA 

ACTCTAATCAATTAAAGGAAACAAAAGAGAATGACAACTACATATAACGTATAATTCTTG 

ATTGGATCCTGG ATTTAAAAATAAAC AGCTATAAAG G ATATTTT 

Sequence 363 

GCTCCCCGCGGTGGCGGCCGAGGTACTTAAAACCAAATAAAAAGTGACATTTGAATTTCT 

TTTAAAAGGATTTCCGAGCTCACAGTCAGCTTGCGAGCCATTCTCCCGCGTACCAGCACA 

AACCGGGCCAGCCTCCTAAACTGCTCATTTACTGGGCGTCTACCCGGGAATCCGGGGTCC 

CTGACCGA 

Sequence 364 

TNCCGCGGTGGCGGCCGAGGTACAACGCATGAGTCCCGGGAAAGCATGTGGTAACAACGC 
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AGAGTCCCGGGAAGCAGTGGTAACAACGCAGAGTCCCGGGAAGCAGTGGTAACAACGCAG 

AGTCCCGGGAAGCAGTGGTAACAACGCAGAGGCTTTCAGCACAGCCCAGGGTGCCCGGGA 

CTGAAAACTCCTTCACCAGCCCCCTCCACAGGATATAGAAGACTTAGATCACTACGAGAT 

GAAAGCAGAGCCCATTAGTGGGAAAAAGTTGGAGGATGAAGGAATTGAAAAAAAAAAAAA 

AAAAAAANGTNCCTGCCCG 

Sequence 365 

TGACTCCCCGCGGTGGCGGCCGAGGTACCAAGCACTGGGTAAGGCACTTTTGTGGAGCAT 

TAGACAGTAACCCTCAAGGAGCTAGAGAACCGGATGGGAGACATGAGCGGTAATTAACTC 

ACTTGTTCCCCAGAGTTTCTATTTGTTTTNTTTTC 

TTCTTTCCTCCATGTAATTTTCACTATGGCCCAACTAATATAAACACCTGGAAATTACA 
A 

GGAAAAAAAATTCTTCCTCTAATAACTTTCCAAATTTGTGGAATATTTATTTGTAATAGC 

AGTTATCAAGTTATGCTTATATAAGCATTAAAAATTCTCCTCCTTTGACTACACACACA 

A 

CCACAGTGTGGTTCTAATCNATGGGAGATATCAAGTAA1 MM I AGTAACCTGAATTTT 
G 

AGGGACATTTCTCTGTTTAAGCATGTATGCAAACTGATATGTAATCCTGANGGTCCCAAG 

TCAAMMMICTT 

Sequence 366 

CTCCCCGCGGTGGCGGCCGAGGTACTTTGCATCCTTCAACCCAATCAAGCTGACACTCAG 

TATTAACCATCACAAGGCGTGAGGACAGATAGCTGCATCCGCAAAATAGAGAACCAAGAA 

ATAGTCCCACACCAAAGTCAGGATCAAATGATTCCTGGACAAGCCACCAAGTCAATTCAA 

CTGAGAGAAAGAAGCCTTTGCACCAGTTGGTGCTGGAAGTTCTGGATATGCACCTGGATA 

AGTGAACCCCCCTCCGTCACCACACACAAACGTTAATTTGAGATGGATTGCAAACATAAA 

AGCTAAAACCATTAACACTTCTTGAAGGTAACATAGAATATTTTGTAATGTTATGATAG 

G 

CAAAAGTCTCTTAGGACACACAAAAAAATTAACCATAAAAGAAGAAAATGGCTGGGTGCA 

GTGGCTCACACCTTTAACACCAGCATGTTGGGAG 

Sequence 367 

CTCCCCGCGGTGGCGGCCGAGGTACATTGTGATTCAAGAGAAAAGTCACATGCAGGTCTG 

AGCTCCTCCAGCAGGCCTTATGTAATGCTAAG A I I I 1 I GGGGAAGATGAAGTTGAACTGA 

TGAACTGGCTGAATGAAGTGCATGACAACTGAGCAAGCTCTCAGTCCAGGATTACAGCAC 

TGAGGGGCTATGGAAGCAGCAGTCTGAACTTCGGGTTCTGCAAGAGGACATCTTACTCAG 

GAMCAAAATGTAGATCAGGCTTTACTAAATGGTTTAGAACTACTTAAACAAACCACAGG 

TGATGAAGTTTTAATAATTCAAGATAAATTGGAAGCCATTAAAGCAAGGTACTGCCAGAT 

ACCGAATTGAGCATACCACAAAAAAGTTCTCATTTTGTGTCCTCCCATNCCATTCTCCT 

C 

ACTAACCAAAG 
Sequence 368 

CTCCCGCGGTGGCGGCCGCCGGGCTGGTACAATGTGCCTGGCACCTTACAAGACACAAAT 

ATGCTCTTATAGGCTGGGGAAATAAGAAAATATGAATGAAGCAACCCAGGTCTTGAGCCA 

AAGAATTACCTGGGGTCCGTTGAGTTCAAATCTGAAAATTTCTGTCTTTCAAGGTCAGCA 

TCGCCCACAAAC 

Sequence 369 

CTCCCCGCGGTGGCGGCCGCCCGGGCTGGTACGCGGGGGTTTCCGGTTTGGGTGTGGCCG 

CATGGCGTGCTGGGGTGCAGGTGGCCGAAGGGGGCGTTACTGTTGCGACTGGCATCCGCA 

TCCGGCAGATGTAGATGGAACCAAAGCCAGAAGTTACGCGTCACCCTTGCTCTACAGCCA 

AACATGCAGGACTCTAGTAACCCGCGAAATGATGGGATAGCGTTGCAAATCCTTAAAAGA 

GTCTTAACGGAGAAGGAAAAATGTTACATTGTCAAAGTCCCAAAGCCTTTCAGCCTGAAG 

CCAGGAACAATTGTTCAAAGTTTCTTTGGAACATCAAGGAAGGAAATCCAGATTTTACTT 
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TAAGTGCAATGGGGGAGTCATTAAGGATTTTGTGTAGATACAGCAAAAAGACAACAATCT 

TCAAGCCACAATGGCCCTCACCAGAACCCAGC 

Sequence 370 

CCCGCGGTGGCGGCCGAGGTACTTAAAACCMTAAAAAGTGACATTTGMTTTCTTTTAA 

AAGGATTTCCGAGCTCACAGTCAGCTTGCGAGCCATTCTCCCGCGTACCAGCAGAAACCA 

GGACAGGCTCCTAAGCTGCTCATTTACTGGGCATCTACCCGGGAATCCGGGGTCCCTGAC 

CGATTCAGTGGCAGCGGGTCTGG 

Sequence 371 

CCCCGCGGTGGCGGCCGCCCGGGCAGGTACGATTATTTTCAAACAAGCCTACGTCCCTGA 
CTAACCGAGTGGAAGGTGTGAGTGGCACTACAAATTCACAAAAGAACTGTAGCCTCAGAT 
A ATCA AAGGAGAGAAGGTCAGATGCAATCACTGATGCATGCTAGTAATTCTCAAACCTTC 
GTTTTCAGAAACGATTGGATTTTCAGATAGATTTGCAGTAAGAGAATAACAAGTCTTTA 
T 

I I I I I iCATCCCAACTTCTTTCTTGCACATTTTTCTTCTAGCTATATTTAATATCTGTTC 

TCCCCACACACTTGCTAATCTACATTTCACAATCTTCTTCACTTTCACTTTGTCTGCAA 
A 

GGAAATCTACCCTGGGACAGAANAAGCATCTC I I I I 1 1 I 1 I CCCCCTGACCCTTGGCA 
TT 

TTCCTCTCCCTTCAACTT 
Sequence 372 

GATTGAGCTCCCGNNCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGATGTCTCTTGTC 

AGCTGTCTTTCAGAAGACCTGGTGGGGCAAGTCCGTGGGCATCATGTTGACCGAGCTGGA 

GAAAGCCTTGAACTCTATCATCGACGTCTACCACAAGTACAAGAGATAGAAAGACCAGTC 

CTTGCTGAAAGACAAGTCTGAATGCTCCACTTTTTCAATTCTCTCTCCATTCTTCAGTA 
A 

GTCAACTTCAATGTCGGATGGATGAAACCCANACACATAGCAATTCAGGAAATTTGACTT 

TCCATTC 

Sequence 373 

CTCCCCGCGGTGGCGGCCGAGGTACGCGGGGAGAAGGAATGGAAACGCCTGGAGAAAGAG 

GATGAAATGACGGATGAAGCAGTTGGAGACTCTGCTGAGAAGCCTCCTTCTACTTTTGCC 

TCACCTGAGACTGCTCCAGAAGTGGAGACCAGCAGAACTCCACCAGCCTGTGAAACCACG 

AACCCTTCAATCAAGAAAAGACCTTTGATCAGGAGAAGACTTCTCGTCTCATTTCTGGGG 

ACACATTCAGGATTTCTCCAAAGCAGGTGAAGGTACCTGCCCG 

Sequence 374 

TCCCGCGGTGGCGGCCGAGGTACGCGCCAGTCACTAGCAGGTCCTTGTGAATCTCCTCAC 

GGAGGCACTTGCGAGAGTTAATGGGCAGATGGAAGGAGATGGCAAGGACCAATCTGGGGC 

CGAGCAGGAACAAAAGCAGCAACGCTAACGGAAAAGGGCCGCGCCGGGCTGGTGGGCCAG 

ACAAACCAGACATGGTGCTCCCCGCGTACTCCTTATACTTATTAAACACAAAATTAATTG 

TAAAATAGCCTCAGGCAGGTCCTTCAGGAGGTATCCAGAAGAAGGCATTGTGATCATAGG 

AGCTGATGGCTCCGCCTGGGTTACTGCCCCTGTAGACTTCCAGTGGGACAGGATTGGGAG 

GTGGGAAGGACAGTGACATGGATGATCCCGGACCCTTTGTAGGTCTAGGCTAACGTGGTG 

TGNTTTGNGTCNTTAGCTTTTTAACCAAAAAAMGTTTAAAAAAAGGTTAAANNANCNT 
N 

TNNNNNNNNNNNNTNNAAANNNNGGGGTNCCTTGCCCGGG 
Sequence 375 

TCCCGCGGTGGCGGCCGAGGTACCTCAGCTGTTGATCTGTGGAGCCTAGGAATCATTTTA 

CTGGAAATGTTCTCAGGAATGAAACTGAAACATACAGTCAGATCTCAGGAATGGAAGGCA 

AACAGTTCTGCTATTATTGATCACATATTTGCCAGTAAAGCAGTGGTGAATGCCGCAATT 

CCAGCCTATCACCTAAGAGACCTTATCAAAAGCATGCTTCATGATGATCCAAGCAGAAGA 

ATTCCTGCTGAAATGGCATTGTGCAGCCCATTCTTTAGCATTCCTTTTGCCCCTCATAT 



Page 65 of 22 1 



WO 01/42467 



66 



PCT/USOO/33312 



Table 1 



T 

GAAGATCTGGTCATGCTTCCCACTCCAGTGCTAAGACTGCTGAATGTGCTGGATGATGAT 
TATCTTGAGAATGAAGAGGAATATGAAGATTGTTGTTAGAAGATGTAAAAGAGGGAGGTG 
TCAAAAATATGGACCAGGTGGTATCTCTACTTTGTTCCAAAG 
Sequence 376 

GGTCACAGGTCTCGAAAAAGCGGGTGGTGCAATGCTCCATGGGGATGAGGGGAGCACCGC 

AGTGGA GCCAGCTCGGTGTGGGAGAGGTACCTCTAAGGTGTTCTTCCTACCTAGCCTAGT 

TTTTTTCTACCAACCTAGTTCACCTAGTTTCCTGCCTAACCTCGTTAGATATCACTCTT 
C 

GCTGCTTCAAGAATACTAMGCMCACTCCTGATATTAACCTACTACTCAGTTTTTGTG 
T 

GGCAAAAACAGNAGATCACATCCCATTTGTCTTTTGNGTTCTCTTGGCTGNTTAAGCANC 

AANAGTTTAGCACTTTAATTCATTGCTCTACCAAATGGTTTAGTTTGGAAATAGGGGTG 
G 

ANGTGGACAAGAAGNTTTTGNTTTAATCCCTTCAAAGCCAATTNAACTTGGTTTTTGGT 
T 

TTAGGTNGAGGAAGGGCCANGNANTNGTTCAAAGGTAGGCCTCAATGNAACCGTTTACCC 
CCCN 

Sequence 377 

GCGGTGGCGGCCGGACGGAGGAGACGGTGCTGTGCTGTGTATGAAGACGGCAGTGAATGA 

CTCTGCCAAC^GAGGCCATGTGGAAGTGTTACATCACCTTTTGCTTGGAAAGATTTACTA 

AGAAGTCAAATAGTGGGTTCCTTAGAGGGAAGAGGTTGGAAAGAACCATGACTGTATTCA 

GGAAGGCACATGAACTGAAGCTTCTGTCAGAATGCCAATACAAGCAGTTGAGTGTTTCGT 

TGCTGTGTTATAAC 

T 

Sequence 378 

TCCGCCCGGGCAGGTACCAGGTGGTGAAACCAACTGCTGAACGCACAGCCTACCTCCTGT 

ATTACCGCCGAGTGGACCTGCTGTAAACCCTGTGTGCCGCTGNTGTGTGCGCCCAGTTGC 

CCGCTTNGTAGGACACCACCTCACACTCACTTCCCGNCTCTCTTTAGTTGGCNCTTTAGA 

GAGAAACTCTTTCTCCCTTTGCAAAAATGGGCTAGAATGAAAAGGAGTATGCCNTTGGGG 

TTCGTGCACAACACAGCTTCCTGATTGACTCTAACTTTCCAAATCAAAATTCATTTGGT 
T 

GAAACANGACTTGTTTGCTTGGATTTTAGNAAAATACACAAAAACCCCATAATTNCTGAA 

ACAAATTGCTTGANTCCTGGAGATNAAGGAAAGNTGGGATTTNGATTCCCCAAGTCCTCA 

TTGCTTAAGTAGGAATAAAATCCTTGCACCCATGCNAACAACCAACTTNGTAAATTTNGG 

TGAAAAANTGAAAATTTTAANTCTTNTCCTTTAAAAAAAAGAAAAA 

Sequence 379 

GAGGGACTGCTAGCCAGCCAATAAAATATAAACTCCATTTGTCTTAGTTATATAGAACTG 

TGTTTCCAGCTTAGAAAAAGTCAAACCAATGACTTNTAGAACAANCTACTCTCATTTTT 
T 

ATTCAGCCTCTAGAACATGGAAGCTTTAAAAGTGAATTGGCTAAANAGGCAAGACCTTCT 

GAAAGTTAACATCTTAATGATTAAAAACAGTAAGTACGCACAACCGAAGCCGTAGAGTCA 

CACTTGCAACAAAAGGTTACAANTATTGCTAATGGGGCTCTGTCCGGTNCTGCTTGTCCA 

GCTGGACCATCTATTTCATCCCTCCTCCTCTTGAGCTGTCATTTTAATTGC 

Sequence 380 

NCCGAGGTACGTTAGCTCATTTTCCCTTAAGCGGGTTGTGACGTACGNTGAAATTGCAAA 
CGCTCAAACTTCCAACACTTGCGTATACACTTGTAAACCCAGCTTTGNNAAGTGAGACAC 
GCATCAAAATCATGATGAACAATTGACCGGCTGCNTNGCAGTCAAGCAGTTGGGTTA 
Sequence 381 

CCGCGGTGGCGGCCGAGGTACACCATGTGAAGACTGGACTTAAACAGCTACACCACCAGA 
AGCCGAGAGAGAGGCTGGAACATAGCCTTCCCTTTGGAGGTAGCCTGGCCCGGNGGGCAC 
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TGTGATCTCAGACTTCCAGCCTTCAGAACTGTGAGACMTATTTTATTGTTTAAGCCAC 
T 

TAI 1 1 I I I GGTACCTGCCCG 
Sequence 382 

NGGCGGCCGAGGTACT rTTTTTTI NTNTN 1 1 1 1 1 1 1 1 1 1 GAGACGGAGTTTCACTCTTG 
T 

GGCCCAGGCTGGAGTGCAACGACACGATCTCAGCTCACTGCAGGGCTNTGCCTCCTAGGT 

TCAAGCTATTCTCCCTCCTCAGCCTCCCAAGTAGCTGGGATCACAGGCATGCACCACCAC 

CNCCCNGGCAAATG I MINI I GGATGTTTAAGNCNGACGTGGAGTTTCTCCATGTTGGC 

CAAGGCTGGTCTCAAACTCCCTGACCTCAAGGGNGATCCACCNTGTCTCAGCCTTCCAAA 

GNGCNTGGGGATTTATAGGCNATGGAACCAATNAACGCCCGGGCCGGCAATAAATTTGTT 

ATACANNACTACCATGNAGTTAAATCTGCNANTANNATTGGGACCGAATGGTNTAATCCC 

TTCNT ACTTCT TTAAATTNTTCCCAANNGGACCTTCAATTAATAATAATAAAAATTNGGA 

TCCTN I M 1 1 1 1 AAAATGA 

Sequence 383 

CTGCCGAGGTACTCACAGTCACNCAAATTCNGNGGGTGGNTACACGGCTCTCCATTCTTC 

TTCTTGGCTTTACAGGTTCCCAGGNCAAGAGCTTTACCCATAATTAAGNGNffTTCTGAGG 

ATNATCCGNTACATAAACNACACCTCCTCTNGAACCATCCTTGGGGCCTTCATGGGGGTT 

GGGCATTTNAGGNATCCCTTACNAACAAGNCCCCCNTGGTGNCGGNCTTTCCCAGAAGCG 

GCCTTTGGTGNAACCTTCNTCCCCAAAATAAANAAACCAAGGGACAACAACATTTGNGGT 

CANNNGGTNACCGAAANGAATCAATTTCAATTTTCCAATATGCNTCGAAAGGGGTTTTTC 

CCACTTATTNC^CACCTTCTTGNGGGCCNNGAACCCmCTTTCAAATATTAANCCCC 
NC 

AAAATTGGTCACCCCAAATCCTAATTTCCTTTCCAAACCTTTCTTCTTCTTGGCCCATT 

C 

TTTTTCCCTTTTGAANCCTGGAAGAACAAGGTCTTGGAATCCAANTTTTTTCCGGGGN 
CN 

NCTCCTAAAAAACTAAN N N NGGAATNCCCCCCCCGGGCCTGCAAGGGGAAATTTCCN NTA 

NTCAAAAGCTTTAATCTNATTACCCCNTCCAACCCTTCCAAAGG 

Sequence 384 

AGACTGCAGGAGATGTGGGCCGTGCCAAAGAGATGGATGAGACTGTTGCTGAGTTCATCA 

AGAG GACCATCTTGAAAATCCCCATGAATGAACTGACAACAATCCTGAAGGCCTGGGATT 

TTTTGTCTGAAAATCAACTGCAGACTGTAAATTTCCGACAGAGAAAGGAATCTGTAGTTC 

AGCACTTGATCCATCTGTGTGAGGAAAAGCGTGCAAGTATCAGTGATGCTGCCCTGTTAG 

ACATCATTTATATGCAATTTCATCAGCACCAGAAAGTTTGGGATGTTTTTCAGATGAGT 
A 

AAGGACCAGGTGAAGATGTTTGACCTTTTTGATATGAAACAATTTAAAA 
Sequence 385 

GTACTCCGTCTCAGAGGANGGGATGCAAATCTTCGTGAAGACACTCACTGGCAAGACCAT 

CACCCTTGAGGTCGAGCCCAGTGACACTATCGAGAACGTCAAAGCAAAGATCCAAGACAA 

GGAAGGCATTCCTCCTGACCAGCANGAGNGTTGATCTTTGCCGNGAAAAGCACGCTGNGA 

AAGATGGGNGCCGCCACCCTGTGCTTGNACNTANCAACAATCCCATGAAAGGAGGTCTAC 

NCCTGGCACCCTTGG 

Sequence 386 

CTTTTGAAGGCCCCGNTCGCCCGGGCAGGTACTCCCTGATAAAGGGGAATTTCCATGCCG 

TCTACAGGGATGACCTGAAGAAATTGCTAGAGACCGAGTGTCCTCAGTATATCAGGAAAA 

AGGGTGCAGACGTCTGGTTCAAAGAGTTGGATATCAACACTGATGGTGCAGTTAACTTCA 

GGAGTCCTCATTCTGGTGATAAAGATGGGCCGTGGCAGCCCACAAAAAAAGCCATGAAGA 

AAGCCACAAAGAGTAGCTGAGTTACTGGGCCCAGAGGCTGGGCCCCTGGACATGTACTCT 

CAGAATGTTTGTCATATGCTTCTTGCAATGCATATTTTTTAATCTCAAACGTTTCAATAA 
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AACCATTTTTCAGATATAAAGAGAATTACTTCAAATTNGAGTAATTCAGAAAAAACTCA 
A 

GAATTTAAGTTAAAAAGTGGTTTGGACTTGGGAACAGGACTTTTATACCTCTTTTACTG 
T 

AACAAGTACCTCGGCCCGCTCTAGAACTAGTG 
Sequence 387 

TCCTGTATTGCCTTTTTAATCTTGCTTGTTTAAGNACNTTTCAGGGATTGTCATCATTG 
A 

TCATCTGTAAAATTGTCAAGNACTAAGGTCCTAAACCTTAATC 
Sequence 388 

CCTTCCCNCCCNGCGAGNCCGCNGGGGAGATAAAAATATCACCAACATAATATANCACGG 
ACTAACCCCTAAACCTTCTGCNTAATGAATTAACNAGAAATANGGGGGGCAAGGAGNGCC 
ANAGCTAANACCCCCTNAACCAGACGAGCTACNTAAGAACAGGTA 
Sequence 389 

CACGCCTGTAATCTCAGCACTTTGGGAGGCTGAAGCNGGGCCGGATCACGAGGTCAGGAG 

TTTCAGACCACCCTGGCCAACATGGTGAAACCCCCGTCTCTACTAAAAATACAAAANNGG 

GTGTGGTGGCGGGCACCTGTAATCCCAGCTACTTGGGAGGCTGAGGNGAAGAATCGTTTG 

AACCTGGAGGCAGAGGTTGCAGCGAGCCAAGATCACGCCATTGCACTCCAGCCTGGGTGA 

CAGGGCAAGACTCTGTCTCCAAAAAAAAAGAAAAAAGGAAAAAAGCCTTTCTTGATGCTG 

TTCCCCATTTCTCCACTAAAACGCCTGCTTTTCTTAACTCCACACCGAACCAACCTGA 

AA 

TATTTTGGCNAGAATGCCAACAAGAATTGAAAGAAAAGATGCTTTACAAAAATAACAATA 
TAAAAAGCAAATTATATTATCCCTTTTATCTCCATTCTTACATTAAAAAAAAAAAAATCG 
GCCGCTCTAGAACTAGTGGGATCCCCCCGGGCTGCAGGGAATTTCGATATCAAAGCTTAT 
CGATACCCGTCCGACCTCGAGGGGGGGCCCCGGTACCCCAGCTTTTTGGTCC 
Sequence 390 

AGTACNCGGGGCTTTTCTCAGGCGGNGGCATGGCGGGACAGGAGGATCCGGTGCANCGGN 

AGATTCACCAGGACTGGGCTAACCGGGAGTCGGCCGCTCTAGGGGN 

Sequence 391 

CGCCGAGGTACGCGGGATGGGATTTCTGACCATTTGCCCTGCCTCTTGCAAAATAGGTCT 
AATGGCAGGATGGTGTCATAATTAAGGCTACCAAGACTGCCCATTGTTCCAGGCTGGGCA 
GTTCATAATGGGGGCAGACAATAGTGCAAAAAAATTTTACATTTTATCTTTAGAGTGTC 
A 

GGGTCAAATTGATTTCCATGGTTGAGGATGTAGCCAAGTGTGGAATCAGGTGGAATAGGT 

GGAGAGTTGCCCATAGTGGTTTGGAAAAGAGAAGAGGACTTTGAAAAGTGGAGGGCTCAT 

TAGGTGACCCAAATTT7ACCTGGGGCATCCCCCCTTTAGGGCCCCAACTTAGTCTGTCAG 

ACATCTCTGACCTTAGATGGGTGCTGGCACCACTTTGGAATGGTTCCCTCCATCACTGAG 

GACCTGACTTAAAGTTTTTCTATCTCACTTAAAACAACCCTTTAACGCTCTCAACTTAG 

G 

C AATAATAAATTCCTTTTC ATGAATTCC CTTC A 
Sequence 392 

AGCGCGGGGAGAGGCCGGTTTGCAGTATTGGGCGCTCTTCCGCTTTCCTCGCTCACTTGA 

CTCGCTGCGCTCGGGTCGTTCGGCCTGCCGGCCGAGNCGGTNATTCAGCTTCACTCAAAA 

GGGCGGTAATTACCGGTTTATTCCACCAGGAATCAAGGNNGGATAAACGCAGGGAAAAGA 

ACATGTNTAGTCAAAANAGGCCAAGCNNAAAGGCCAAGGNAACCCGTTAAAAAAGGCCCG 

CGTTGCTTGGCGG I I I I I I CCATAAGGGCTCC 

Sequence 393 

NATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACAGGACACAGGCACTCCTTTG 

TCTGGTAGAGAGGAGGAGGGGAAATGGAGCTATTCCAGGATACAAGGGATGGCACTGAGG 

GATGCATAAGTCCCCTGCCTCCCTTGTCTCAACATGTTCTCCTCTGCCAGCCCAGTCAGC 
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TTGGGGAGCTAGGTATCAGAAACCTGAAGGATCCAGCCCGCTTTGTCCTACTAGTGTCTA 

TAAGTCTCTGTCCTGAGATCCTGGGGCTCCTCCTATTTCTAGAAGGGATGAGGTGCCATC 

AAAAATAACTTGGCTGGTGTAACAGTTTAGAGAAGGAAGTCACACCTGTAGCCTGGCTGG 

CAGGCAGGTGGACATGAGGCTGAGAAGGGAAGCCAGATGTCAGAACATACTAGGCTAGCA 

TGCCTG 

C 

Sequence 394 

GTGGCGGCCGAGGTACCAGGCTGGCGACAGGTGCTACCAGGAGTGGGCTGAGGGGAGAAA 

AACTATCTCCCACTCTTTTGGCCCAGGCAATGTCAACGACTTCCACATTCCCTGGCCCAC 

TTGCTGAGCAACCCCAGGTTCGGCTCTGTATAAGGACCCTCCCCTNCCAACCCCAACCCC 

AGAGTGCAGTGCAAATCAACCAACAATTTACTGGTGGAATGGCAATCAAAGGAAACAGTT 

AAACACCAAACAATTNCTTAAAGCCAAAAAATATTTTTCATGGAGTTGAACATTTTTCG 

A 

GTGTGTTTTTTTCAAGTGTAAAAGCAGTGACATTTTGTTCAAACAGAAGCAGCATCTAGG 

AATTCTGGCACTTGGGGTTCTAAGGGGGTTACAGGTATGCCATCATGGATTCTTCTCC 

C 

Sequence 395 

NGGGGCCGGGCCCCCGGNGGGGTTANCCTTTCCA 1 1 1 1 I NANCAACCTTTTAAAAGCCCT 
TGGGGAGGGNGGGGTT7AANGGGGAATCCCTTTNAAAA I II I 1 1 AAATNTTNAAAAAGGG 
CCCCCATTAAGNAATTTCCCAAGGTTTTTNAAGCC 1 1 I 1 1 1 A AACCCCTNAAGNACCAGG 
GNAAAAAGGTNGGAAAAAAGGGCCAN 1 1 1 F I 1 1 1 ACCAAAGGGNGGGGGGAGNGGAAGGG 
CCAAANTGGGAAGGAAAAATTAAAANGGGCAAAACCAAGGAATTANATTACCGTTCCAAA 
AAAGCNTG GGGAAACCAAGGGGGGCAGGAAAATTCAAG N AAACCGTTGGTCCTTGGGCCT 
TATTCAAGCC I I I I I IGGI I I 1 1 1 1 1 1 GGACCTTACCTTAAAAGGGCCCCAAACCCCTT 
T 

TTTTTAATTTCCCTCC7TGGGAATNGGGGTTCCTGGCCAAGNACCCCAAAAGGTTTCCAA 

GGGAAAATTTTTTAAGGGCCCAAAAAAAGGGGAATTTTTCCCCCAAAAAATNGGGGNATT 

CCCCCCTTAATTAACCAATTCTTTCNAAAGGAAMGGGAATTANCCAAGGGGGTTTTGGG 

AAGGNAAAAGGGAAAANGGCCCCCNNCCAAGNAAAGGGGNCCTTTTGGGTGGGAATTGGG 

AAAACCCCCAAAAAAAAGGAAAAATTCCNTTTTTTAAAAAAAGGGAAAAANGGGGGGTTN 

TTNCCTTTCNAAAAAAATTGGCCCAATTTNGGTTCCCAAGGGTNAAGGNAATTTTTTTG 

G 

GGGTTNAAAACCTTTGGGGGCCAANGGGGGGGAAAAAAMCCCTTTTGGGTTCCTTTGGG 

GGGGNAAG 

Sequence 396 

TGGGGGCCGGGCCCCCGAANGGTTACCCCCGCGGGGGGGGAGGCCTTTTNTTNCCCTTTG 

GGCCCAGGGTNTTNCNTTTCCCCAAGNCAANGGAAACCCCCTTTCTTTTNCTTTGGGTTT 

TTTGGAAAAAANGGAATGGGGTTCCCGGGCTTGGCN I I I I I I GGGGTTANGGGCCACCGC 

TTCAAGTTCCTTGAAATGGTTCCCGGCNCATGCTTTCCCCGGGGCCCGGCTTCNTAAGNA 

AACCTAAGTGGGGAATCCCCCGGGGGCCTTGCAAGGGAAATTCCGATAATCAAAAGCTTA 

ATCCGGATAACCCCGGTCCGAACCCCTCGGAAAGGGGGGGGGGGGGGCCCCCNGGGGTAC 

CCCCAAGCI 1 1 I I I IGGI I I I ICCCCI I I I I AAAGTNGGANGGGGGGTTTTNAAAATTT 

T 

GGCCCGGCCCGCCTTTTGGGGCCGGTTAAAATCCAATTGGGGGTTCAANTAAGGGCCTTG 

GGTTNTTTCCCCTTGGTGGGTGGGNAAAAAATTTGGGTNTTAANTTCCCCGGCNTTCCAA 

CC AAAANTTTN C N CC AACC AACC AAAAC C C AATTTANCCG G AAAGGCCCC N GG GGGG N AA 

GGCCCAANTTAAAAAAAAGGGTTGGGTTAAAAAAAGGGCCCCCTTGGGGGGGGGGGTTGG 

GCCCCCNTNAAAAATTGGGAAAGGGTTGGGAMGGNCCCTTTAAAAAACCCTTTCCAAAC 

CAAATTTTTAAAAAANTTTTNGGCCCGGG I I I I I I GGACCCGGCCCNTTTCNAACCCT 

TT 

GGGGCCCCCCCCGGGCC I I I I I I I I I CCCCCAAAAGGGTTTNCCGGGGGGGGGGNAAAAA 
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AA 

Sequence 397 

GTGGGGGGCCGGGGCCCGGGAGGGGTACCCCGCCGGGGGNGGCCTTTNTTTCCTTTGGCC 

AGGTTNTCTTCCCNAACMGGGGAACCCCTTNTTTCNTTGGGTATTTTGGAAAAAGGAAT 

GGGTTCNGGGCCTGGCTTTNTTGGGGTTAGGGGCACCGCCTCAAGTCCTGGAAATGGGTC 

CCCGCCAATGGNGTGGCCNGGCCCCGCATCTTANGGAAACCTANGTGGGGAATCCCCCCC 

GGGGGCTTGCAAAGGGAAATTTCNGAATATTCAAAAGCTTAATCGGAATNACCCCGGTCC 

GNAC CCCTC NGGAGGGGGGGGGGGGCCCCCGGGGTAACCCCAANCNI MIN I IGGTTTC 

CCCCTTTTTAAAGTNGGAAGGGGGGTTTTAAAATTTGGGCCNGCCCGCCTTTTGGGGCCG 

GTTAAAATTCAATTNGGGGTTCCAATAAAGGCCTTGGTTTTTTCCCCTTGGGTGGGTTGG 

AAAAAAATTTWGGNGTNATTNCCCGGCNTTTCAACCAAAANTTTGCCCCAACCCAACCAA 

AANCNCAATTTAACCCGGNAANGNCCCCCGGGGGGGGAAAGGCCCAATTTAAAAAAANGG 

TTGGGTNNAAAAAAANGGNCCCCTTGGGGGGGGGGGGTNGGCCCCCTTNAAAAATNGGGA 

AAGGGTTGGGGAANGGCCCTTTAAAMCCTTTCCAAACCCAANTTTTTAAAANTTTTT 

GCCCGGTTTTTGGNCCCGGNCCNTTTCNAACCCTTTGGGCCCCCCCCGGGCNTTTTTNTT 

NCCCCAAAANGTTTCCTGGGGGGGGGGAAAAAAA 

Sequence 398 

GCGGCCGGGTACAAAATTTAGAGGTTTCCCCTTTATCAACAAGAGACCCAGGTGCCAGCA 

TGTTACTACCAGATCCAGTTCTTCTTAGGACAGTGTGGCTCAAAGGGATGAGACCTTCCA 

GACACTGGTATCTGAGCATCTGTGGCCTGCCCCTGAGTTGTCAAGATAATTTCTTATCTC 

TGAAGGAGTCCAGACAGGAATGCTTCCACTGCTGGGTGGGTGCTCGCCCCTCTTGCTCCT 

TAAGCGCCCGGCTCACCCCCTTGCTAGCACAGGGTGTCTTACACAGTTTATGGGACTTTT 

CTGTGAACTACCTGAGGGCAAGAACCATGTNCCACTCCCTGCTTGCTCCTCAAATATTTT 

A 

Sequence 399 

CNGCCGAGGTACNCGGGGAGAGAGGAAAAGAACACAGATCTCGCATGGTTCAGATTTTTC 

TTTTTAGGTCCAGGAGTAAGATATATCATACNGAAAATGAAAATTATAATTCTTCTTGG 
A 

TTCCTGGGAGCCACATTGTCAGCCCCACTTATCCCACAGCGTCTCATGTCTGCCAGCAAT . 

AGCAATTGAGCTTACTTCTTAATCTTTAATAATGGGTCAACTTTTGCCACTACAAACTT 

C 

AGGGGCCCACTTAATTCATGGANTCCACCTTTCTCTGGGAATTTTACAACAGCAGCAGCA 

GGCTCAAATTCCAGGACTCTCCCAGTTCTCTTTATCAGCTCTAGACCAGTTTGCCTGGAA 

CTGCTCCCAAAATCAGAATACCCTTAACCAGGGAAGAGGCCAGTTTTGGNCCCAAAGGGA 

GCCCCAAGGCAAGGGCCAAGGTTNGAATCCCNTTAACNGNNTTTAAAAACAACCCGCCTT 

TAAGAACACAAACCCAGGNCCCCCANGACACCGTTGAATGCCCCTTATTGTTATTTCTTC 

CC 

Sequence 400 

GACAGACAGTGCTTGATGTTCATAAAAAATACAATGCCCTGGTAATGTCTGCATTCAACA 

ATGACGCTGGCTTTGTGGCTGCTCTTGATAAGGCTTGTGGTCGCTTCATAAACAACAACG 

CGGTTACCAAGATGGCCCAATCATCCAGTAAATCCCCTGAGTTGCTGGCTCGATACTGTG 

ACTCCTTGTTGAAGAAAAGTTCCAAGAACCCAGAGGAGGCAAGAACTAGAAGACACACTC 

AATCAAGTGATGGTTGTCTTCAAGTACCTGCCCGGGCGGTCGAGCGGCNCGCCCGGGCAG 

GTACGCGGGGGCTAACCAGGCCAGTGACAGAAATGGATTCGAAATACCAGTGTGTGAAGC 

TGAATGATGGTCACTTCATGCCTGTCCTGGGATTTGGCACCTATGCGCCTGCAGAGGTTC 

CTAAAAAG 

Sequence 401 

CGGTGGCGGCCGGTTGCCTTGTATGTCACGAGCAATTAGGAGAGTCACGAGGATGAAATA 
GATGAACCCGACCATGCAGTTAATCACCAACATCAACTACTAGCCAGACGGGATGAACCA 
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CAGCGTCACACAATACAGTGTTCCTGTTGTAAGTGTAACAACACACTGCAGCTGGTAGTA 

GAAGCCTCACGGGATACTCTGCGACAACTACAGCAGCTGTTTATGGACTCACTAGGATTT 

GTGTGTCTCGTGGTGTGCAACTGCAAACCAGTAACCTGCTATGGCCAATTGTGAAGAGAT 

GGGAGTCTCCCCGTATTGCCCAGGCCGGTCTCAAACTCCTGGGCTCAAGCAATCTTCCCC 

GCCCACTTCCCGAAGCCCTAGGATTACGGGAGTGAGCCACCGCACCCAGCCAGAAAAACG 

TTTAAAAATTTGGAAAACCTTACTTTTTTTMTGAGCATTTTTGCATCAAGG 

A 

GGGACATTAGGCTTTTTTTTTT 
Sequence 402 

ATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACACATATCCTCTGTGGGAAAAA 

CTGCTCTCAGAGTGTGCACTCTCCCCACAAGCCAGCGCTCAAACTGGAAAAAGTATCTCA 

ATGTCCTGAATGTGGGAAAACCTTTAGCCGAAGTTCTTATCTTGTTCGGCATCAAAGAAT 

CCACACAGGCGAGAAGCCTCACAAGTGCAGTGAGTGCGGGAAGGGCTTTAGTGAGCGCTC 

CAACCTCACTGCCCACCTACGAACTCACACAGGGGAGAGGCCCTATCAGTGTGGGCAATG 

TGGGAAAAGCTTCAACCAGAGTTCCAGCCTCATTGTCCACCAGAGGACCCATACCGGGGA 

AAAGCCTTACCAGTGCATTGTCTGTGGAAAGAGATTCAACAACAGTTCCCAGTTCAGTGC 

TCACCGGC 

Sequence 403 

ATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCAAATTAAGTATTAAAATGAGGATTGAA 

CTGGGGCAAACAGGTTATTGTGAAAACAGTCAATATGTAAGCTCCTTCAAGGGAAATCAA 

CTACTGTTCCTCAAGATTAGAAGATGTNCACACTCTTTGCATTACCTCCCTAAAGGAGGA 

AACACCCATTAATTTTCCCTTATGGAATCAATATGGAGTGGAAATATGAAATGAGGAGAT 

GTTTTAGAAAGCAGGACANATCTACCTACCATTACTGGAATTAAAATGTATCCTCTGGGC 

CCACTCCATTGATTCCGATCTGAGGTGAGGAGGACTAAAAGCAGCAGCAGGTTACAGAAA 

GACTGAATAAGATGAAAGTATGCTACGTATGTCTAGCTGGGGAAGGGGGGATCTGGAAAA 

A 

Sequence 404 

CCGCCCGGGCAGGTACGGACGCCCAGGGATCCGCGCCGAAGCTAGCACGCANCCTACCCA 

ACAGTCTACACAGCNCGACCAAAGCCCCCGCGTACCCAGAGGAGTCGCTGGTGATNGGGG 

AGCTCAACCCTGTTNAGTAGCTCTGCTCATCAAGTGTCTGGAGAAGGAGGTTGCGGCATT 

GTGCAGATACACACCCCGNAGGAACATCCCTCCTTATTTTGTGGCTTTGGTGCCACAGGA 

AGAAGAGTTGGATTGACCAGGAAAATTNAGGTGACTTCTCCANGGCTTTCCAGCTTGGTC 

TTTTT 

Sequence 405 

CCGCGGTGGCGGCCGAGGTACGCGGGGGGCGGCGGCGGAGAGAGCTGGCTCAGGGCGTCC 

GCTAGGCTCGGACGACCTGCTGAGCCTCCCAAACCGCTTCCATAAGGCTTTGCCTTTCCA 

ACTTCAGCTACAGTGTTAGCTAAGTTTGGAAAGAAGGAAAAAAGAAAATCCCTGGGCCCC 

TTTTCTTTTGTTCTTTGCCAAAGTCGTCGTTGTAGTCTTTTTGCCCAAGGCTGTTGTG^ 

T 

TTTAGAGGTGCTATCTCCAGTTCCTTGCACTCCTGTTAACAAGCACCTCAGCGAGAGCAG 

CAGCAGCGATAGCAGCCGCAGAAGAGCCAGCGGGGTCGCCTAGTGTCATGACCAGGGCGG 

GAGATCACAACCGCCAGAGAGGATGCTGTGGATCCTTGGCCGACTACCTGACCTCTGCAA 

AATTCCTTCTCTACCTTGGTCATTCTCTCTCTACTTGGGGAGATCGGATGTGGCACTT 

TG 

CGGGGTNTGTGTTTCTTGGTAAGAACTCNATGGAAACAGGCCTCCTT 
Sequence 406 

TCCCCGCGGTGGCGGCCGAGGTACAGTTCACAGTGCTTGATGATAATAAATGGTTATTTT 
ACTGGTTCATGTATTTACTATATCATAC I Mill I CATTAGAGTGTGCTCCTTCTACTTA 
TGTAAAAAAAAAGTTACCTCAGGGAGGTCCTTCCTGAGGTCTTCCAGCACACGGCATTGT 
TATCATAGAAAATGACAGCTCCATGTGTGTTACTGGCCATTACCACCTTCCAGTGGGAAG 
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GATGTGGAGGTGGAAAGCATACTGATGATTTTGTCCCCGTGGAGGCCTAAGCTAATGTGT 

GTGTTTGTGTCTTAGCTTTCAACAAAAAAAAGTTTAAAAAGCAAAAAAAAAAAAAAAAAA 

A 

Sequence 407 

GTGGCGGCCGGTGTGCTCATCGTAGCCTCGGGTCGGGGGATGCGTCTCCGCTTTAGCGCC 

AAGATAGAACTTCCTCAGACCACCGCCGCCGCCCCCGCGTACCT 

Sequence 408 

GTACCTCCCTGGCTGAAGTCTCTACATAGCTCTCAGGAACCTTCGGAAAGGCATCCAACT 

CTTTTACCAAACTTAAAGTTTTTTTCCGATTCAGTCGCCTCATCTTCAGGAAAACCTTC 
C 

TCTTCCTTCATATAGTCATGCTTGTGTTATGGTCCCAGCCTACCGCCATGTTTTACAGA 
A 

GCCCGGGTCGCCGGGGCTCCCGCGTACCTGCCCGGGCGGCCGCTCGAGGCAGGTACTGAA 

TGACACATTACCTCCACACTCTCCCGGACTAGG . NGTCAACAGGGCCACAGGGTTGCTTT 

CTGTCTTTGGTGGGGCAGGGGAGTTGACAGGGATGAGGGTCCAAGGAATTAAGCATGGAA 

TGACAAGAAAACANGGGAAAGAGTTACCCTGTCACATAGTAGGTTAACTTTTTTAAGGGT 

TTG CAAG TMGAGGNNTTTCGACCCTTTCNCTTGGCTGAGCCANATCNCGGGAACTTGAG 

AGCTTrTACTGGGATTTTCAATNNAAAAAATTAACAACAATGTCAAACTNGGGTTTGGA 
T 

NATTGGNTTAAAGCCTTTTTAAGATTCTTTTTTAAATAACATTTTTCCC 

AAAAA 

Sequence 409 

TTTTNGGGGGGAGTTAAATAAAATAAGCATGTCTNCATCCT7TATTCCTAAACATTTAC 
T 

TATGACAAATGTAANNACTGACAGAAATTTGAAAAATACCANGACACTTCTTAAATGATT 

TCCCTTGGTTCAAAATTTACCCCTTCTTGGGTTTCTNTTGCTTTTCAAGGGTAATNTAA 
A 

CTCTTCTCTTTTTANGTTTGAACTATGCAAGTGCCAAAGGATTCCNCTGTAGTCTTTCC 
A 

AAGGGGGGGAAAGGGGGTNTATANAAAAAAAAAAAACACCTT 
Sequence 410 

GGGCA GGTACT GTGCAGTAGTAACCCATAATTCTAAATGAGGATTATGGATTTTTCTGGA 

AGATTCTTTTTTCCTGTGGAACATGATGAGAAATGTTTAGGAGAGGGGACATAGCCATTT 

TTGTATGAAGACCAATTCAAGAAAAAAATATATGTATGTGTGTGGGTGTATATGTGTGTA 

TATATGTATAT 

Sequence 411 

GGTACGCGGGGTGCTGGGATNCAGGCACGAGCCAGTGCGCCCAGCTGCCTNTGTTTNTTT 

TATTAGCTGNTCTGGACTGNGGGGCTCCTTGGGCAGATGCTGTATTATGGGGATAAGCCA 

CACACTTTNTGAACTGGCCCGGTCAGGGGGGACATANCCATTTCCTGTGCCCCCCATCAA 

NACCCACCTATTCTGAGNGTNNGCTCCTCCCCTGCTTGAGTNATGGCCACANATCTTGGC 

TCGGNNCTCCTAAGCTGCATGNTGAATTCCTGGGACAACAAGACTGGCTTGTGGTTCCAT 

TCTCCAGATCCTTGGGT 

Sequence 412 

GCCGGGCAGGTACTTAGAGTTTTCCAAGTATGTTCTAAGCACAGAAGTTTCTAAATGGGG 

CCAAAATTCAGACTTGAGTATGTTCTTTGAATACCTTAAGAAGTTACAATTAGCCGGGCA 

TGGTGGCCCGTGCCCGTAGTCCCAGCTACTTGAGAGGCTGAGGCAGGAGAATCACTTCAA 

CCCAGGAGGTGGAGGTTACAGTGAGCAGAGATCGTGCCACTGCACTCCAGCCTGGGTGAC 

AAGAGAGACTTGTCTCCAAAAAAAAAGTTACACCTAGGTGTGAATTTTGGCACAAAGGAG 

TGACAMCTTATAGTTAAAAGCTGAATAACTTCAGTGTGGTATAAAACCGTGGTTTTTA 
G 

GCTATGTTTGTGATTGCTGAAAAGAATTCTAGTTTACCTCAAAATCCTTCTCTTTCCCC 
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AATTAAGTGCCTGGCCAGCTGTCATAAATTACATATTCCTTTTGGG 
Sequence 413 

GCGAGGTACCTAGTCTANATGAGTTTGATGCTTACAGTCAAGGCTATTAGCAAATATTCA 

GGAAAAGTAA AGCCT AAAGAAGAAAAGAGGGAATGAATAGTTTGTCTAGAGATAATAAAA 

GGAAGGTGMTTTTTAAAAAGACAAAAATAANGCTAGAAAAGACTGAGTGGAGAAAGCCT 

ACAGAATTTCAGAAAGCTAAAGAAATTGGAAATTAGATTGAATATAGATAGAAATGGGAG 

GACAATGCAGCCAATGAAAGACTGTGGGGACTAATAAAGGGAGAGCCCTGTGGTTTGGAA 

AGTGTCCCTTAATCAGCCTGCAGTGCTGCAAAACAGAA^CCCAGAG 

Sequence 414 

GGTGGCGGCAGGTACGCGGGATCCAAGATGAATGTGCAGAGAAAATAAAGAATCCAAAGT 

CATAGTCATGAGGACAGAATAAAGACATTTTATGCC I I I I I GTTTTGTTTTGTTTTCCTT 

TTTGTGGAGAACAGGGTCTCTCTATATTGCCCAGGCAGGTCTTGAACTCCTGGGCTCATA 

CTGTCCTCCTGCTTCTGCCTCCCTAAGAGCTGGGATTACAGATGTGAGCCACCATGCCCG 

G CCAGAATA A AGACATTT TAAAACTAAAAAAAAAAAAAAAAAGAGTTTGCTTTGCATTAA 

TC I I I I 1 1 1 1 C I I I I I 1 1 1 CGTTrrTATTTTTTAGTTTTTA I I I 1 1 I 1 1 GAGACGGAGTC 

TCACTCTGTCACCCAGGCTGGAGAGCAATGGCATGGTCTCGGCTCACCGCAACCTCTGCC 

TCCTGGGTTCAAGTGATTATCCTGCCTCAGCCTCCTAAAGTAGCTGGGATTACANGTGTG 

AGCCACCACGCCTGGCCAGAATAAAAGACATTTTAAAACTTANGGAAAANAAAANAAAAN 

NNTNGNNNCNNCCCCCCNNNAAAAAAAAAAAAAAAA 

Sequence 415 

ACCGAAGACGAANGCCACTACATGCCCCCGCGTACCTGCCCGGGCGGGCCAAAGGCCAAC 
AAGGG NAGTGGGG NCGGGCTGCANGAATTTCGATATCAAGCTTATNGATACANGTTGACC 
TCNAG 
Sequence 416 

CCCCGCGGTGGCGGCCGAGGTACGCGGGGCTGCGGAGGACCGTGGGCACGCCAGGGTCGG 

TGAAGGATCCCAAAATGGCTGGGCGAAAACTTGCTCTAAAAACCATTGACTGGGTAGCTT 

TTGCAGAGATCATACCCCAGAACCAAAAGGCCATTGCTAGTTCCCTGAAATCCTGGAATG 

AGACCCTCACCTCCAGGTTGGCTGCTTTACCTGAGAATCCACCAGCTATCGACTGGGCTT 

ACTACAAGGCCAATGTGGCCAAGGCTGGCTTGGTGGATGACTTTGAGAAGAAGTTTAATG 

CGCTGAAGGTTCCCGTGCCAGAGGATAAATATACTGCCCAGGTGGATGCCCGAAGAAAAA 

G AAGATGTGAAATCTTGTGCTG AGTGGGGTGTCTCTCTC AAAGGC C AG G ATTGTAG AATA 

TGAGAAAGAGATGGGGAAAGATGAAGAACTTAATTCCATTTTGATCAGATGACCATTGAG 

GGACTTGAATGAAGCTTTCCCAGAAACCCAATTAGACAAGAAAAAAGTNTTCCTATTGGG 

CCTANCCACCCATTGAGAATTA7TAAATTTGAGTNCAGGANGGAACTTCTGGCCCTTTGT 

ATTACCCATTCTGGGCCTTTAAAATATTATTTTTCCAAAAAAGGAAAAAAAAAAAAAAAA 

AAG 

Sequence 417 

GGCGGNCC I I I I I I I I 1 1 I I II I I I I I n I II TTGAGAGGGAGTTTTGCTCTTTTTGCCC 

GGGCTGGAGTGCAATGGCACGATCTCGGGTCACTGCCACCTCTGCCTCCTGGGTTCAAGT 

GATT CTCC TGCCTTAGCCTCTTGGGTAGCTGGGATTACAGGCGCCCACCACCATGCCTGC 

CCMTTTTGTATTTTTAGTAGAGATGTGGTTTCACCATGTTGGTCAGACTGGTCTNGAA 
C 

TCCTGACCTCAAGTGATCCACCCNCCTTGGCCTCCCAAAGTGTTGGGATTACAGGTGTAA 

GCCACCGTGCCCGGCCATCAGTTGTATTTNTATATAGTAGCANATGAACAATCAAAATGN 

GATTAAANAAAATGCCN I I I I I AATAGCCTTAAAAAAAAAAAANTTNTTANTGAATAAAN 

TTTAANCCAAAGGAGGGGNCAAACCTTTTCCNTGGGAAATTCCAAAACNCNTNTTTGGNA 

NGAATTCAAAGNAGGNTGAAANCCCNNCCCCTTTTTNCGGNGTTNANAAAAAANANATTT 

TTTANNGGGGGGNCCCCNCCCAAANNATANTTCCNCNGTGGGGGGCCCTCTAAAAAANAN 
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I J I I I I 1 1 I I I I 1 1 NTAAAAAAAAAANNTTN 1 Mill IGGGNG 
Sequence 418 

CGCGGTGGCGGCCCGAGGTACGCGGGATTTTGAATGAATTCTCAACAAAATGTGCTAGCC 

ACTGGGGACGCAAAACAAGTAAGATCCCTGTTGCAAGAAATTCATTTTATNGNGAGGGAG 

GTTGGCATGGAGACTAAAATTCTCAGGAAAATGAGATCCGTGTTAGATTAGAAGTCCTGA 

TGTGAMTGGGAGGACTCAGGAAGGAGGATCGTCTTTACCfGAGGATTTCTAGGCAGAGG 

TCCCAGATGCCTGGGCTGAGAACCCAGCGATAAGGGGGCGTTCCCAAAGCAGACACAGGG 

ATAAGAACAGAGGAGGCAGCAGCATTGCACAAGCCCCAGGCACAGTGGCAGTTAGGATGG 

CTGGAGAGTAGGATAGTTCTATGGGTTGCCCAAAAMTGTGATGTGCTTCATGTTTTCTC 

TGACTCATGGATCTGGTAGAGACCATAGACATGATATAGGACTAACTTGCCCATTTTTCA 

CANAGAGGAAACCATCCTTATGACTTACCTTAAAGI INI I GTTCTGTTTTGAAAGGAA 

A 

CCATGTGCTTCATGAAACCTACAGTTGGCCAGAAGAATGNTCCTGCCCCGGCCGGCCGCT 
CTAAAACTAGGGGGATCCCCCGGCTGCAAGGAATTCGATTTCAAAGCTTATNGATTCCCG 
NCACCTCGAGGGGG 
Sequence 419 

CCGCGGTGGCGGCCCGAGGTACAGTATATTGACCTTAAAAATCAGTAAAGCAGTCATGGA 

AATAACAGGTCGTGTATTATTCATGGGCACAAACTGACTCATGGCTGGGGAAGAAGCAGC 

CACCTTAGACCAGATGGACAAGCCAGATACTGCAGAGAAGTTTCTGGGCTTTTCGGGGAG 

CTCTAGATTCAATTCTGTAAAGTTATGATGCAGTTTTCTCCTTCCTCTCCTCTCACCTN 

C 

TNTGAGCACAGCTTTCAACAAAAACTTTGCATACCCCGCGTACCTGCCCGGGCGGCCGCT 

CGAGGTACTTCTCTGAGCATTGGCCTCTGGCTGGGATTATGCTTCAACAGTCTTGAAATG 

AGGTCCCTGGCTCCCTCTGTTACAAAGTCAGGGAATGTGAATTCAACCCGTGATATTCTT 

TTGTAGGTCTCTTGGTATGTGTTTGCCTCAAAAGGAGGCTTCCCAACTAAAAATTCATAG 

CAAAGAACTCCAAGGCTCCAAGAGATCCACCTTCTCATCATGCATCCACCTTCAATCATT 

TCANGGGGCANGGAGTCCAAGGTGCCACAAAGAGNGGTCCTTCTGGGAAGATGGAGCATG 

TACCTCGGGCCCTCTAGNACTAGTGGAT 

Sequence 420 

GAGGTACGCGGGGGTCGGCGCCATTTTGTCTCGGCAGCGGTGGCCCGTAGCTCCATCGCA 
TTTTATGTTTCTGGCGAGAAGGGAACGGAGTTTTCATCAGGTAGATTGGTTTTTGT 
Sequence 421 

GGGGCGGCCGCCGCCTNCCCGTGAAAGACCTCCTGCTGGAAGACCTCCAGGATGGAGAAG 

TGAGGCTGGGTGGCTCCCTGCGAGGGGCATTCAGCAACAATGAGAGAATTAAAAACTTCT 

TCAGAGTCAGTTTCAAAAATGGATCCCAAAGTCAGACCCACTCGCTACAAGCCAATGACA 

CTTTCAACAAACAGCAGNGGCTTAACTGTATTCGTCAAGCCAAAGAAACAGTTTTGTGTG 

CTGCCGGGCAAGCTGGGGTGCTTGACTCCGAGGGATCGTTCCTAAATCCCACCACCGGGA 

GCAGAGAGCTACAGGGAGAAACAAAACTTGAGCAGATGGACCAATCGGACAGTGAGTCAG 

ACTGTAGTATGGACACNAGTGAGGTCAGCCTCGACTGTGAGCGCATGGAACAGACAGACT 

CTTTCTGTGGAAACAGCAGGCACGGTGAAAGTAACCGTCTGACAGAAAGCATGTGCACTT 

CNGGAAGCAGGCCTGCATCTTACCTGTACCTGCCC 

N 

Sequence 422 

ACTTCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGAACTGGGGAATTCTGGCCCTAC 

GTGCATTCACAGGCAATGATGGGTTTGTGTGTATGGTGTCATGAGATCCTCTACCTCATA 

ACAAMGGACAGTGGGTAGACTAAGGCAGTAGCTCAAAGGGCTTTGCAAAATTTTAATAT 

ATTAAAACAAGAGGCATCTGCTAGAAAACATTCTATTGTATACATACTGAAAACCCTATA 

AGGTCCTGGATAA I I I 1 1 GTTTGATTATTCATTGAAGAAACATTTATTTTCCAATTGTGT 

GAAGTTTTTGACTGTTAATAAAAGAATCTGTCAACCATCAAAAAAAAAAAAAAAAAAAAA 

AGTACC 
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T 

Sequence 423 

NCCCGCGGTGGCGGCCCGAGGTACGCGGGAGAAGGAGATTACCTCAACATAAGAACCGTA 

TGTGAAAAGCCCACAGCTAACATCATACTCAATGGTGAAAGACTGAAAGCTTTTCCCCTA 

AGCTCATGAAGAAGACAAGGAGGC7TGGTTTTGTGGCTTCTATTTAACATGGTAATGGGA 

AGTTCTAGCCAAAGGAAGTAAGCAAAAAAAAAAATCGAAATTAGACAGGGGGAAGTAAAA 

TTATCTTTTTGCAGATGATATGACTTATATGTATTATAGAAAACCCTGGGCCAGGTGCA 

A 

TGGCTCTTGGCTGTAATCCTAGCACTTTGGGAGGCCGAGGTGGGTAGATTGCCTGAGCTC 

ANAAGTTTGAGACCAGCCTGGGCAACACGGTGAAACCCCCCTCTACTAAAATCCAAAAAA 

AAAAAAAAAAAATTAGCCCGGGCGTGGCGCATGCTAANGCANGGAGAATTGCGTGGAATC . 

TGGGANGGTGGANGNTGCANTGAGCTTGAAGATCTCCCCCTGNACTTCCAGCCTNGGGGG 

ACAGANCCAAGACTNTTTTNTTCCAAAAAAAAAAAAACCGGGGGGNGGACCCCTCAAGAA 

TTCNCCCCNCCCCCCCCCGAANCCCTGGTTTGAAATTAATAAATGGGGTTCCGCCAAANA 

AAGTNCCNGCTTNTTCAATCAACAGGCCAAAAATTCCTTGTTTTTAAANCCCTGCCCTT 

T 

AAAANTTTTAAAAAGGAAACTTNGNATTCCC^ 

AAAAAAA 

Sequence 424 

CCGCGGTGGCGGCCGAGGTACTGCCGAGCCGCTCCTCCCGCAGCTGTGCCGCCTCCTTGT 

CCTCCTCCTCATTGTCACTGCCAAACAGGTCAATGTCATCATCCTCGTCATCCTCTGC 
TG 

GTGTGGCTGGCTTCCAAGCTGGTGCCCGTGGGCTACGGTATCCGGAAGCTACAGATTCAG 

TGTGTGGTGGAGGACGACAAGGTGGGGACAGACTTGCTGGAGGAGGAGATCACCAAGTTT 

GAGGAGCACGTGCAGAGTGTCGATATCGCAGCTTTCAACAAGATCTGAAGCCTGAGTGTG 

GGTACCTGCCCG 

Sequence 425 

CCTCCCGCGGTGGCGGCCGAGGTACTAAGTGGTTAAGGATGGAAAAGAGCTAACAAGTGA 
CAACAAATACAAAATAAGCTTCTTCAACAAAGTATCCGGCCTTAAGATCATCAATGTAGC 
GCCGAGTGACAGTGGGGTATACAGTTTTGAGGTGCAGAACCCTGTTGGCAAAGACAGCTG 
CACAGCTTCATTGCAGGTTTCAGGTTGGTTGATTTCTTGGGCTTTTCCTTCATCATTAT 

A 

ATAATGTAGTTCCTGATTTTCATAAATGTATATGGGTTGTTACATCTTCTATAGGATAAC 
ATGAGTCCGACATCTTCTGAATCAGCAAATTCAGAGGCAATACCATCTCAAGAAGCCACC 
Sequence 426 

CTNCCGCGGTGGCCGGCCGCCCGGGCAGGTACTGAATGTGGGAAAGCCTTTTGCCAGAAA 

CCACACCTGACCAACCATCAGCGAACACATACAGGAGAAAAACCCTATGAATGTAAGCAA 

TGTGGAAAAACATTCTGTGTGAAGTCAAACCTCACTGAACATCAGAGAACACACACAGGG 

GAGAAGCCCTATGAATGTAATGCATGTGGGAAATCCTTCTGCCACAGATCAGCCCTCACT 

GTGCATCAGAGAAGACACACAGGGGAGAAACCTTTTGGATGTAATGAATGTGGGAAAACC 

TTCCGTCAGAAGTCGGCCCTAATTGTTCACCAGAGAACTCATATAAGACAGAAACCCTAT 

GGGATGTAATCAATGTGGAAAATCTTCTGTGTGAAGTCAAAACTCATTGCACATCATAGA 

ACACACACAGGGGAGAAACCCTATGA 

Sequence 427 

CCCGNGGTGGCGGCCGGGTACCTTACTTAGCAGAGCACTTTGCAAACATATTACTTATTA 

GCAGAGCTCTTTGTAGACCTTCCACATCTGGCTGTCAGATCTTAAGGTTGTGAATTTAGG 

CTCCAGTTATATTCACTGGAGAGCATAATCCCACACGGGTTATTTATAAATACAGAGCCT 

CTGATTGGACGGTCTCCTGCCAAGAACTAGTAATACCCTTGTTTTAAAATCTTCACAAGG 

TAAAACTTAAAAAGCCAACCAAACAAATTGCTCTCCATTCTACTTTTAATTGGGCCAAAC 

AGCATATGCTACAGTAGTAACATGTTTTTCGGAGAGTGTAAAAAACTCTGTTTACATTT 
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G 

CCTCCTCGTGGGTTGATCGAAAATGTATAAAACTGACTGCTTCTCGCCAGCCTCAGACAA 

GAAAGAGTGAGCTGCTGGTACCTGCCCGGGCGGGCCGTCTAAAACTAGGNGGGAT 
Sequence 428 

GGCCAAATGCAGAAACGTCCCACATGCCCACCAGGAGCAAGCTTCAAAATGTTCAGCTTG 

CGGGGCANTNNGCAGAGAAATNCCAGGGATGTTCCTGAAGGCCTNGATGATACCANTATC 

CTCATTATAAGATGAATGCACGGGGCCCNTTGCGCTGGATACCGGCNAACCGGN7TCTNA 

TTNTGCCTNTGNCAGCTCTCATTCGCTGAGAGGCATAGACCT7TTTGANGATCATTCCAA 

NGCTATAAGTCNTCTTAAGGAGCAAAAACCAGCTTCCTTGGTCTNTCTTGAAGNCCTTCA 

ACTrrATCTTTCAACTACCAAAGGGAAGGTNCAGGAAACTTTCCTCAATAACCGANGGAC 

CTTTAGGACATGAACC AGGTG NCTGGNTAGGGGCTGGAGGCCAGCCCAGGGCAAGAAACA 

NAATGGCCGATANCCGTTTTTGGGGTTCCCGCGGTACCNTTGNCCCGGGNCGGGCCGGCT 

TCTAANAAACCAAAGTGGGAANCCC 

Sequence 429 

CGCGGTGGCGGCCGAGGTAC 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I GTGATCTCAACTGCTTTT 
GCAAGTTGTGAATATACTTGGGC7TTCTGTCTTTCCCCAAAAGCAATTTGGGATTATTT 

CCTCCi nun iCTGCATTTCATCATAAATACTGTCATATTCATACACAGTAGCATCTT 
CTGCAAGGGCCTTCTGGATTTCCAGTTTGGTCTGTTTCATGGCCTGCTTCTTAGCAGC 

CCCTCTGAAGGCTTTCACTCACAGAGGTCTCATCATCATCATCAGAATCATTCCCAAACA 

CTGATGGTTrTTGCAAMCAGGGTGCAACTGCTGTGTTTTCTTTGGCAAAATAAGCCCAT 
ACTACCTGCCCG 

Sequence 430 

GTGGCGGCCGAGGTACAGACAAAACTACAGACTTAGTCTGGTGGACTGGACTAATTACTT 

GAAGGATTTAGATAGAGTATTTGCACTGCTGAAGAGTCACTATGAGCAAAATAAAACAAA 

TAAGACTCAAACTGCTCAAAGTGACGGGTTCTTGGTTGTCTCTGCTGAGCACGCTGTGTC 

AATGGAGATGGCCTCTGCTGACCCAGATGAAGACCCAAGGCATAAGGTTGGGAAAACACC 

TCATTTGACCTTGCCAGCTGACCTTCAAACCCTGCATTTGAACCGACCAACATTAAGTCC 

AGAGAGTAAACTTGAATGGAATAACGACATTCCAGAAGTTAATCATTTGAATTCTGAACA 

CTGGAGAAAAACCGAAAAATGGACGGGGCATGAAGAGACTAATCATCTGGAAACCGATTT 

CAGTGGCGATGGCATGACAGAGCTAGAGCTCGGGCCCAGCCCCAGGCTGCAGCCCATTCG 

CAGGCACCCGAAAGAACTTCCCCAGTATGGTGGTCCTGGAAAGGAC 
Sequence 431 

GGTGGCGGCCGAGGTACCAAAACAACAGCCCTCCAAACAATGATGACCAGTGGAAAAACA 

ATGGAGTCACCAAAACCTGGGACAGGCTCATGCTCCAGGACAATTGCTGTGGCGTAAATG 

GTCCATCAGACTGGCAAAAATACACATCTGCCTTCCGGACTGAGAATAATGATGCTGACT 

ATCCCTGGCCTCGTCAATGCTGTGTTATGAACAATCTTCGAGCGGCCGCCCGGGCAGGAC 

GCGGGAGTTCAAGAAGCTGGTGGTCAAGGAGGAGGAGGTGGAGGTGGCAGTGGAGGAATT 

GCAGAAGCTGGAAGTGGTCATATGAACTACATTCAAGTAACACCTCAGGAAAAAAAAGCT 

ATAGAAAGGTTAAAGGCATTAGGATTTCCTGAAGGACTTGTGATACAAGCGTATTTTGCT 

TGTGAGAAGAATGAGMTTTGGCTGCCMTTTTCTTCTACAGCAGAACTTTGATGAAGAT 
TGA 

Sequence 432 

GCGGCCGAGGTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTGCTTCCCGGGACTC 
TGCGTTGTTACCACTGCTTACTGCGTTCCCAGCATTTCTTTTCTCTTCTCGTTTCCTGT 

GATTCCGGCTAATGGTTTCCCCTGGCATTTGACTTCGTGATGTGTAACTGAGTCTCTT 
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TGAAGGGGGAMCGCATTCCAGAGCATTTGTTCGGGCTCATGTAGGAATAGATCTTTGAC 

TGCCCGGTAAATCCCGCGTACCTGCCCG 

Sequence 433 

GNGGTGGCGGCCGCCCGGGCAGGTACAAATCTACCTCCCCACCAAATGTCCTTAGAGGGC 

CAAAGATGGCCTTTGTTTCTTCATGATAACATCGCCTTTC I I 1 1 1 II 11 I I I GAGACAC 
G 

GTTTCATTCTGTCACCCAGGCTGGAGTGCAGTTGTGCATTCATGGCTCACCACAGCTTGA 

ACCCCCAGGCTCAGGTGATCCTCTCACCTCAGCCTCCCCAGTAGCTGGGACTACAGGGGC 

ACACCATCAAGCCCCGGGTAATT1TTGAAATTT7TATAGAGACAGGATTTTACCATGTT 
T 

CCCAGGCTGGTCTTGAATTCCTGGGCTCTAGTGATTCCTCTGCCTTGGCCTCCCAAAGTG 

CT GGGATTA CAGGCATGAGCCACCACACCCCACCTGTCTATTTTACAATTTTCCTTTGAG 

CTCTTTTTTCC AGCA GTCATGAAGCTGGCAAATGGCAGAACTGGAGCTAGAAACTGCTGA 

CTCCCTTTATCTTTTCCATAGCACCCCAAGC 

Sequence 434 

NCGCG GTGGCGGCCGAGGTACTTTTCTAAAAGCTCATCCACTCTATCATTTAGATATCCA 

ATTTTCAGAATGTGCTCAACATTGGCCACTCCATCTGCCATTCTTAAGTCTCCTTGGG 
AG 

TCTCCCAGAAGAATTATGTTACTATTGTCTTTTAGTTGATTGAAATATTCTGTATTCCTC 

AAGGCACCATCATGT7TGTTAAATACATGAATTAGTTCTCCTTTAAATCCTTTGAGCAC 

C 

C CCTAT GAAAAATATAAATCTTTTGAACAGGCTTTAAAAATTCTATTTGTTGGATTTTCA 

TATTTTGGAGCTCTTAATTGATGTCACTATTATTTCATCATATTTGTAAATACATCTTTG 

ATACTAGAGATCTCAAAGCACTTAAGTCCATCACATTCACCATAGCTAAGAAGGGCTCGG 

AGAAGTAAATGATTTTTTAGATACTATTTTAAA 

Sequence 435 

CCCGCGGTGGCGGCCGCCCGGGCAGGACGCGGGGGTTGCTCAAACCGAGTTCTGGAGAAC 
GCCATCAGCTCGCTGCTTAAAATTAAACCACAGGTTCCATTATGGGTCGACTTGATGGGA 
AAGTCATCATCCTGA 
Sequence 436 

GTGGCGGCCGAGGTACGCGGGGGAACACCACCCAGTGTGGAGCAGCCCAGCCAAGCACTG 

TCAGGAATCCTGGGAAGCACCTCCAAGTGACTGCAGATCTGGAATAATAAGTGNGGGGTA 

GATCTGCCCATAGAGCTCACTTTAGACCGGCCTATACTCCTACAAGGAATTGNGGTAGGG 

ATCTTNTACTCATCCTTGGCACAATAAGAATGGCCAATGCCCTTTCTAGTTGTTTGGGGG 

AAGGTCTTTGAAGGCACCATTTNCCCCCATCCCCCTGGGGGAAGAAATGGGGTCCCTAAG 

GTAACGCCANGGTTTTTTGGGGGTTNAATTTGCAAAAATCCCCTTTTTNGNGGGNTANNA 

CACAA ATGGGCTNGGCAATTTNTTTNTTTNCCCCAATTNGNTCAAAANGCCCAANAAAAT 

l l ll lAACCGGGGTTGGGGGGGGGGCAAAATTTTTTGGGCCANNTTGGCAATTCNCNGGG 

ANAAAAAATTTCCCAANGGGGCCNGNNGTTCAANTTTCCTTNTAACCCCGTTTNAAACCT 

TCNCCCCCCNGTTTNTTTTTTTGGANCCCTTAAAAAAAACCATTTTTTTGG 
GG 

Sequence 437 

GGCCGAGGTACCTTTTTAGAAGAGAAAAGAATCTTGAATTGTATATATTTATTTTGCTT 
T 

ACAGAAAAAMTGGTTTCGTAMTAATTTGCCTATTTTGGTTAACATAGCACATGGAGAT 

AATCATCTGAAAGTTATAGGGCACTGCCACTGCTGAATCAAGAGCATGCCCAATATTTGA 

GGTGGCTCTGATTTCCTGGCAGCTGAACTCGGGTAGTCCAGTGGCCTAGCTGGTCCTGCC 
CG 

Sequence 438 

CGGGCAGGTACGCGGGGAGGTGCCGCTGTTGCTGCTCGTGTTGAATCTAGAACCGTAGCC 
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AGACATGGGACTGGAGGACGAGCAAAAGATGCTTACCGAATCCGGAGATCCTGAGGAGGA 

GGAAGAGGAAGAGGAGGAATTAGTGGATCCCCTAACAACAAGTGAGAGAGCAATGCGAGC 

AGTTGGAGAAATGTGTAAAGGCCCGGGAGCGGCTAGAGCTCTGTGATGAGCCGTGTATCC 

TCTCCGATCACATACAGAAGAGGATTGCACCGGAGGGAGCTCTTTGGACTTCCTTGGCAT 

GCCGAGGGGACCCATTTGCGTGGGCCCACAAACNTCTTTAAACAACCTTGGAAATAAAAT 

GTGTGGGACTTTAAATTTCACCCCAANGTTCTTTCANTNAATTCCTGGGGGGCATTCAAG 

AAATAATTTTCTCTTTTATTGGGGTTWTTTGGGGAATNNTAACCCCTTCGGGGCC^ 

C*T 

TCTTAAGAAACCTTGNTGGGGGANTCCCCCNCGGGGNCTTGNCAAGGGAAATTTTTGGAT 

ATTCTMGGCCTTTAATTCNGATTACCCCGNTTCTAANCCTTNGAANGGGGGGGGGGNC 
Sequence 439 

CGAGGTACTCTGTGATTTCACCTAGATTTGGAGAAGGTGAGGGAGGAAAGGCTGTCCTNT 

TTGATCCCATACCATGCAGGGGCAAATGGCTGCCAGCATAACAAAATAAGAAGGAAAGAA 

AGAAAAGTGGGCCAGGCGCAGTGGCTCACTCCTGTAATCCTAGCACTTTGGGAGGCCGAG 

GTGGGCAGATTACTTGAGGTCAGGAGTTCAAAACCAACCTGGCCATCATGGTTGAAACCC 

CGCCCCACCAAAAATACAAAAAATTAGTGGGGCGTGGATGGTGTATGCCCTGTAATCCCA 

GTCTACTTTGGGAGGCTGAGGCCAGGGAGAAATCNGCTTTGAACCCAAGTAGGCAGNAGG 

GGTNGNCATGTTGAGCACGAGTATCGTTGCCCACTTGCACTCCAACCTGGGCCGACAGNA 

GTCAAGTACTCTGGGNNAAANAAAAANATAAACCAGGAAAAAAAAGNGAAGGNAAGGGAA 
GGGGGGAAAAGAAA 

Sequence 440 

GGGGCGGCCGAGGTA CGCG GGATGTCTAAAATATCTTGTAAAAAGTGTTAAAATAAACAA 

ACCCAGTCAATTAAAAATTTTGACTGTTATTGAGAAAACTCCAATGAGGGAAATAATAAG 

ATCTATAAAGGTCTTAAGAAAAATATAATTTGAAAAAAACATGTGGCTGAGTGTGGTGGC 

TCACGCCTATAATCCCAGCACTTTGGGTGGCCTAGGTGGGCAGATTGCTCGAGTCCAGGA 

GTTTAAGACCAGCCTGGGCAACATGGCAAAACCCTGTCTCTACAAAAAATTAGCCAGGTG 
TGGTGGGACACGCCT 

Sequence 441 

GCGGTGGCGGCCGAGGTACATTGTAGCTTTGMCTCAGTGTTTAAAAATTCAATCTGGTT 

ACACACTCTATCTTCTAGATCCCTTGAGACACTGTCTTCCTTGAANAAGNNCCAGGTGAA 

ATGGCATTTCAGCTGTGGAAGGATTTTCTCCAGGGAATTCTTGGTGACCTCACTCATGAC 

TGCCCTCTGTGTCTCTGCTGTTCCGAAAAGCTGGTGACCAGGCTGATTTGTTCTTCAGAA 

GTCTTCCTGTCTGCCCCCGCGTACTGTTCCTGCAGGTTAAGGCAGGACTGGAACTCCTCC 

ACAGCTTGCACATAGTTTTCAGATTCAACACTAACTTCTCCGAGTTTAAGATGTGCCTGG 

GCAGCATAMGCTGTGCTTCTTTTGTTTCTTGCCTTTTAAAAATGATCTTTGCTAAATC 
C 

AGCATATCCCAGGCAAGCTCTAGGTTCCCAATCTCCTCCTCCTCATTTTCTTGAAGAGAC 

TTGGTTTCAAGGACTGAATCATTTGGCAT 

T 

Sequence 442 

TGGCGGCCCGCCCGGGCACGTACTTTTGCTGCTGAGGAATGGGAATCAAAAGAACGTAGT 

CTCCTGGTAACCACCTCAGATCTCTATTATTAGGCTAGATGTNGNGCNNGTACTCCCCCA 

GCTTCTTGCTCNNNACCCTGCACTGTAAGTTGCCCTTCTATTAGCAGCCAAGGAAAAGGG 

AAACATGAGCTTATCCAGAACGGTGGCAGAGTCTCCTTGGCAATCAACCAACGTTGCTAT 

GAAATATGCCTCACACTGTATAGCTCATTATAGGACGTCAGGTTTGTTGAAAAAAAGTGN 

GGCAAGACATGATTAATGAATCAGAATCCTGTTTCATTGGGTGACTTGGATAAAAGACTT 

TTTACTTTTANAAAAAAAAANTGTCAANAAANANGTTCCCTNGGCNCGGCTCTAAGAACT 

AGTGGGATCCCCCGGGGCTGCAGGGAAATTCCGNATATTCAAAGCTTATCCGATACCCGG 

NNGAACCCTCCGAGGGGGGGGGCCCCGGGNAN 

Sequence 443 



Page 78 of 22 1 



WO 01/42467 



79 



PCT/US00/33312 



Table 1 

CCCGCGGTGGCGGCCGAGGTACATGAGAGACACTTTMGCAG6CTCACAGGAATAGAGTG 
AGTGCGGACTC^GATrGTTTAAGCTATCTCTGMCCCATTCCTACTGCGTTTAACTATT 

TATTGGTTTCTAACTACTACCACAGACACGGATACCTCACAGGTTCCATTATTACTCAC 
A 

GCGTTGTGGTCCGGGTTCATCGCCATCCTGCTCCACGCTGTCATAATCCTCACGCATCCG 

CGCTCGGGACCCCTC7TCTATAAGGGACATACACGAGATCACCGAAAACTCCTCCTTTCT 

CCCATTGTTCCTATGAGGTGGGTGGGGACTCCAAAACCCGTAGCTCCTGCCCTACTAGGC 
CACTCTACCCCATT 

Sequence 444 

CCACCGCGGTGGCGGCCGAGGTACCCAGCCCCACCCAGGCAAACAGCTCCGACATGTTTC 
GTAAGTGAGACAAGCCAGTGCAAG 1 1 1 1 1 1 1 1 1 1 1 CCTTTNNTTTTGNGCTTACCTTCT 

GCTTAATGGAATTGTTATGGCTAAGCACATAoMGGCCAAAAMGGAGTTTTTCAAACCC 

AGCAAATCAAGTGCTTGGATTCTGAACTGCCAAAAGAAAACTGCACTTCCCCTCTTAAGT 

AAAACCGAAATGAGTTTTCTTAGGTAAATGTATTCATCAAGCCCAGNATATAGAAAATAA 

MCCCAGGTTANTGGTG^GCCGTTTAGGTCACCTGCATCATTTTCCAGGGAAAGATTCA 

AACCAAAAATACCAGTNCCCAGNCCAGGACTCACAATGTGTTGGANTAATATTATTATTA 

AAAGCAAAAGGAGGCCCCNCCCCCACCAAAGCCCAAGCAGCTGGGNTGGAAAATAATCAA 

GGCCTGGTCCCACNCCCGTNGGGTAATGCCCAAATTCCGGGGGGAAAAATATACCTNCCC 

TTTGGNAAAAAMCCTTGGGAAAGAAATTCTTACCCTTNGCCTTGGGGAAAAAAAA 

Sequence 445 

TCCCCGCGGTGGCGGCCGCCGGGCAGGTACTTTACTAAAATGACTGCATTCTTTGGATTC 

CTTCAGTCTATGGTTCAAGTCACTAAAGATTCATTTTTGTTGAGTCCTTATGAGAAACA 
G 

NAGTATGAATCTTGACGGTTTCTGCCCGTCCTAATGGCAGAGCTCTCTGACTTGGGTGTA 

TGCTACCAGGCTGGGTTCAAGTGAGAAGTTCTGGTCAGTCTTCTGTGGGTTGAAGGTTCA 

ATATCAATTCTGTTTCAAAGCCTTTGTGATGCTATTTGAATCTTTGCTCGGTATATGCC 
A 

CCCAGTGGGTCAAGTCTGGGACCTAGGTGGTGAGCTATCCCATAAGTTCATTCTCAAACC 

GTCTTTACTGC ACTGTTTAGGGTCAGATAC NCATTATATATAC N ACTTTGGGTGAGCT 
CA 

GGAGTTTATMGCTTTATGGGCTTTGGTGTTrrGATTTATAAACAGGAGTTTATNGAAC 

TTATGGGGTTTGCTTCCTCTTTCTGCCCAGGTTCCTTGGG 
Sequence 446 

GGTGGCGGCCGAGGTACGCGGGGAGACACAACTTCCTGGGCTTAGATATTTCAGAATATC 

ACAACTAAACTCTTAAAAATTTCTGAAGGCTGGACACCGTGGCTCACACCTATAATCCCA 

GCACTTTGGGAGGCTGAGGCAGGCAGATTGACTGAGCTCAGGAGTTCAAAACCAGCCTGG 

GCAACATGGCGTAACCTCGTCTCTACAAAAAATGCAAACATTTGCTGGGCTTGGTGATGT 

GTGCCTGCAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATCGCTAGAACCCATGAGG 

TGTAGGCTGCAGTGAGTCATGTTTGCACCACTGCAGTCCAGCCTGGGTGACAGTGTGTAT 

TAGTTTGTTTTCATGCTGCTGATAAAGACATACCTGAAACTGGGAACAGAAAGAGGTCTA 
ATTGGNCTTACAG ' 

Sequence 447 

CGGCCGAGGTACGTTTTGTGACAGGCAATAAAATTTTAAGAATTCTTAAGTCTAAGGGAC 

TTGCTCCTGATCTTCCTGAAGATCTCTACCATTTAATTAAGAAAGCAGTGNGCTGGNCGA 

AAGCATCTTGAGAGGAACAGAAAGGATAAGGATGCTAAATTCCGTCTGATTCTAATAGNA 

GAGCCCGGGCTTCACCNGTTTTGGGCTTCCGATATTAATAAGACCAAGCTGAGTCCTCCC 

TCCCAATTGGAAATATGAATCATCTACAGCCTTCTGCCCTGGTCGCATAAAATTATGT 
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GGTGTTCTCMGGCAATTAATMTGATTGTTTTAACACCAACAANAAAGAAAACTATTA 

CACNA^TAAGGTNCCCTGCCCCGNGGCNGGNCCGCTTNCTANGAACTTAGGTGGGAT 
CCNCCCCGGGNCTGCAAGGGAAATTANGNATTATCCAAAGCCTTATTCGAATAACCCGTC 

AGTGGAGGGGTTAAANTGGCCGCCGCTTGGGCGTAAAATAAATGGGACNAATAAGCCTGG 

TACCGAAGCCCGGGGGAGCCAATAAAAAGTTGGTANAAAGCCCTGGGG 
Sequence 448 

CGGNGGCGGCCGAGGTAC 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 > G TTAGTGTTTTCTGATGTCTTTT 
CTAACAAATCmGCCTGCCCAAMGTCTCAAAAACATTCTCACGTTTCTAGATTTTTA 

CmAGCTmGTGmGGGACTATGATCCATATTTAGTGAAmATTTTTGGGGGGGC 

^2l c ™^ GCCC ^ CTGGTCTGGAACCACCACA ^ 

GGG ^ A AGA ^^®^®^^®TCCTGGACTGCGCCTTCTACGATCCAACGCATGCCTGG 
A^GTGGAGGACTAGATCATCMWGAAAATGCATGATTTGAACACTGATCAAGAAAATCTT 

S™ g ^ cccatgatgcccctatcagatgtg ^ gaatact ^ 

GTCACTGG 
Sequence 449 

CGGCGGCCGAGGTACAAAAAGCAGGGGCCCAGCCCCAGCTGTTGGCTACATGAGTATTTA 




A ^^™ CATAAGGCACC ^ CAGCCCAGGACTGCC ^ 
?2™^™ GTACCTGCCCGGGCGGCCGTCGATCTCC ^^ 

CGGTAGTCCTGAAGCGCCTTATCTCTAGGGTCCGCCATGATGAGAACCCCGCGTACCTGC 
CCG 

Sequence 450 

!!™ GCGGCCGAG ^^ 

GGCAG £ G ^^^ 

CTTGGTCTCCTTCCCGCGTCAAGAGATAGAAAGACCAGTCCTTGTGAAAGACAAGTCTGA 
ATGCTCCACTTTTTCAATTCTCTCTCCATTCTTCAGTAAGTCAACTTCAATGTCGGATG 

ATGAAACCCAGACACATAGCAATTCAGGAAATTTGACTTTCCATTCTCTGCTGGATGACG 

TGAGTAAACCTGAATCTTTGGAGTACCTGCCCG 

Sequence 451 

^a^^^^^ G ^^^ GGG ^^ GG ^ A ^ AAA ^ G ^ G ^^ ANGAAA ^^^®^ a ^^GGCTGATCT 
G ?^^ AAA ^^ AA ^ A ^ AA p G ^ A ^^^^^^^^^TCTAATTTAATATAGGGAATAAGAT 
TATTGAAAAAAAAI I I I I I I CCTGATTTTCTTTTTCCTGAAGGTTTTTTTGTAGAAACCA 

HS^^^^^^^^^^^ A AG ^ GAA ^ A ^ A ^^^ A GAAAGAGTTATTTTTGTGAAAGA 
GGCAAMTTGGTCTTGAGCTGCTTCAGTCTATGTCTGAAGGTTTTACTGAAATTATGG 

CAGTTTTAGGAGAAAAATTCACAGAAAAGTCAGATTGTAGATTTTGAGAAGGAAACTCTG 

AGGTGGTGATTTTCTCCAAGGTCATGGTTATGAAGCTCAATGAGGGCCTGAATTGCTTCT 

TCCACAGATCCCMTTGAATGAGCGCCATTTTGCGATCTTTCTGAAAGAATTTAAAA 
Sequence 452 

GGGGCGGCCGCTAATGT NAGAAGT TAAGTNAGAACCTATATTGTACGAGGAACAAAAGCC 
AATCAGTGTCCTTTTTGTCTTTTTTTACATAAACTTTTACTACAAAAATTNATATATGGA 
T ^GMmCCAGTCAAACCAMTTGTAAAACTGTTTCATTTGGTTCTATATTATGTAT 
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ACATMTTTATCTATTATATATTTACATTAAMTATATGCATATATAATGGATTTAATTT 

CCTTTNGGNACCCCCATATNTAGAAGNNTCTTCATAANTTAATAAATAATCTAGGGCCAG 

CATTATGTTTGCTAGACCTGGNTTTGGCTCAATACTTAAAGTTAAAAGTTTCTGTCTTT 

TTCTTGGACTTGAAACTGCCTANAGCGTCAGCCTCTCTGTTATTTNTNTCTATTTNCTT 

TTCCCCCATCAGTCTTTTAGCCACTTGMGCCAAAATTCTTAGTTTCTGTCCTAGTNGA 

AAGAGTAAAAGGGGAAGGAG 
Sequence 453 

ACGGATACCCTGTTCCGCCTTTCTCCCTTCGGGAAAGCCGTGGCGCNTTTCTCATAGGCT 

CACGGCTGNAAGGTAATCTCAGNTTCCGGTGTAAGGTTCGTTCGGCTCCAAGNCTGGGCC 

TGTTGTGGCACCGAACCCCCCCGGTTTCAAGCNCCGAACCCGGCNTGCGGCCCTTATCCC 

GGGTAACCTATACGTCTTTGAGGTCCCAACCCCGG 

Sequence 454 

NGAAGGCGGACGCCCGGNCAGGTACGCGGGGACCTTTNACGGGCGGGGGGAGCTGAGGCT 

CCTGNCGNTATCTNTGATCCTTGCACCCTGGCAGGAAGNTGGTAGGGGGNACTNTAACGG 

GAGGNCTNCACATATTGCAGAAAAGAAACCACTTTGGNGNGTAAGACTTGGAAGAAAGTA 

ACCGGTCACTTTGGAAAACAGGGGTGGGGAAGAAGCTGCCTCTCTTTTGAACCTNTTCCN 

AGGGACCAANTCTAACCCAGGTGAGGNNAACCNTGGTNGATGTAAAGCCGGTGGCTTTGG 

AGGACAGAATCATCTAAGTGGGAANAAGATACACTAGGAAGGGNGCTGGGGGGANTACCA 

TCAAGAGGGAGGNGGGGATNACCTTCAGGCCGGGGGCTTNCGGNGGGGATGAAAGAAGGA 

ATGGGNCCGGACAGGTTTGNGGGTNGGAGGGTATGAAGGCTTGGCNAAATGGTGGGGAAT 

TTTGGTAACNTTCGGGCCGGGTTTTTAGAANCTNAGGGGGGANTCCCCCGGGGCTTNGGA 

AGGGGAAATTTTCGANTAATGCAAGGCTTAATANGAATTACNCGGGGGGACACTTCGGAG 
GGGGGGGG 

Sequence 455 

CCCGCGGTGGCGGCCGCCCGGGCAGGTNCGCGGGGAGGATCTCTGTCTTTTGTTCCCTCA 

CCTGTCTGCCTGTCTCCTCTCCTTTCCTGCCTGGGGGGACTGTCCAGAAGACATCATCGT 

CCAGTTCCTCTGCATTTGAACAGCTGTNCCCCCACCCCTCAATACCGTTTAGAGCAGAAG 

CCAGCAAATACTAATCGGTCAGGGACACGATAGAAACTATTTTCGGCTTCATGGGCCACA 

CAGGNCTTCATTGCAAGCTCCTCAAATNTGCTGTTTGTAGCTAAGGAAAGAANCCATTAT 

ACCNTGTGTNAANCAAAAATGAAATATTGGCNTGTGTGCCAATAAAAAACCTTATTNACA 

AACATTAATNGAGTNGGGCNTGGATATGACTTCACNANTACTGGTTAGTTTTGACAACCC 

CCCTGGNTNCTAGNAGTTAAAAATCCCAAAAACTNCTTATTAGTCCCTCCC 
Sequence 456 

CGGCCGAGNACAACATGACATTTTTAACCAATCCAATCTAAAAATGTTGCCAGAATCCAC 
CTGTGGCCCNGAATCGNGTNTTGGTTCCTCTTTCTACTCCNCTGCAGANGACCAAACCTG 
TCCCGCTGCCACTTTCCTCACTGATATTGGGAGGAGGGCAAGGCCCAGCCGAAGTTCCAC 
TAAAAATGCCCCAGGAGAATAGGCACCNGGCTGGCTTGCCAAAGGGTTTNGGGTTTTATT 
GCTTTCTG i CTTTTCCCCGACAGCACAAAGAANGTAAAGGGGCAGTTAATTGGAC 

AGAGTGTTATTTTAAAACATCTCTAATTGTAAATGNAATGTGGTTGGTTTGGGTTTCTA 

c 

TGCAATTGGTGNGAAGCCATGCCGGNGGGGAAAGAAGAAACNTGACCCCAAGGNTAATTG 

AAAATNGGGAGNCCCCCTTTC 

Sequence 457 

NCGATATTACTGTGCGAGAGGTAAAGGATATAGTGGCTACGATTACNGCCTCTCT 
Sequence 458 

CCCCGCGGTGGCGGCCGCCCGGGCAGGTACACGACAAAACTACAGACTTAGTCTGGTGGA 
CTGGACTAATTACTTGAAGGATTTAGATAGAGTATTTGCACTGCTGAAGAGTCACTATGA 
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GCAAAATAAMCAAATAAGACTCAAACTGCTCAAAGTGACGGGTTCTTGGTTGTCTCTGC 

aacaaatcccggaaggaatcaagtgatttggaactagcaaagaaact 

Sequence 460 

mccmcaattagtttatacattgtcmtgaccttctaagatatgtcatgagtggatcc 
^I^ TC ^ cccccwg ^ GM6gta ^ ca ^ gg ctaaattccgacactttaaaatg 

ACACACATCATAGGCTTTACCTGm^ 

tgatcccgcgtacctgcccgggcggccgctcgmtagacttcagggaaacaacacgtcct 

S^ACTAATTmMmAAAAATACAATTAACTGATCTAGCTGATAA 
AAGTCACAAGACAGAAATMGCTMGTTCTCTCTTNCTTTAGGGMCG^^ 

Sequence 461 

^PI^^^AAA^TGCAGAGGAGGTTAGGCACCTTAAGACCAAGCCATCGGATGAGGAG 
i^ G ^ CATCTATGGCCACTACAAACAAGCT ^ 

CTGAAAGGGACTTCCAAGGAAAGNANGCCATGGAAAAGGCTNTACATCAACCAAAGTATr 

naagmgcctaamgaaaaaamtacngggantmtgagagS 

NTGTGCCCCATGTGTTTTATTCCTAAACTGGAGNACAATTC 

Sequence 462 
A GGAcS^ 

GACM G G rr^A^ 

SSSJI? f mTAAAGGTrTAGTGTGGTCT CAGGATGTGACAGGCAGTCCAGCCTGACC 
mCTGCACACTCCAGACAAACTTCCCAGACAAGCTCC^ 

Sequence 463 
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AATNCGNCNTGGAGGTCCCAAACCCCGGGGNAGGACACCGACTTATCCGGCCACCTGGGC 
AGG CAGCCAACTGGGGTAAAC AAGGGATTAAGCAG 
Sequence 464 

CCCGCGGTGGCGGCCGCCCGGGCAGGTAC 1 1 I 1 1 I M I I I I I I 1 1 i 1 1 I 1 1 H I GGTTT 

I 1 1 i ii i j i i i m !i 1 1 i i I I | | | | | | | | | i J NAACNGCNGCCNCCNCCATGAAAGAGGG 

GCCNCCACATNTTTATTGCATACNCAGGGGAATAACTTATTNTACAANGAACNCTCCTCC 

ATTNGGAGACCATGCCCACTTACAGAATGCANCCGNAAATGCGGTAAATNTATTTACAGA 

GGNTGGGGNGCAAGATGAGANMGTTTCANCCCCAGGAATTTGAAGNGAGAATGATCTAC 

AAATTNTCCTGACAAGGNGCAACCGGGCTTGNGCTAGNGNGGNCTGAAANAATTCCTGGC 

AAA N CG TAG G GGGAGATTAAATCTCG G AATTGAC AGC AAGTTTGGGG ACAG N GC AAAAAN 

AGAGGGGTGACCCTGTGAAATTTGGTGCCTGGGGGAACTTCTTGANGCCCCAATGNGGGG 

GCACCNC7TNGAGANGATNGGGNTAAATTTANGGGGGGATNTTTTAACCCCTNTCCNNCC 
CCAACCAAAAAAGGG 

Sequence 465 

GGCGGCCGAACGCAGAGAAGGTNGANGATTGCACCATGCCGATTCGTCGAACTGTGAATT 

CTACCCGGGAAACTCCTCCCAAAAGCAAGCTTGCTGAAGGGGAGGAAGAAAAGCCAGAAC 

CAGACATAAGTTCAGAGGAATCTGTCTCCACTGTAGAAGAACAAGAGAATGAAACTCCAC 

CTGCTACTTCNAGTGAGGCAGAGCAGCCAAAGGGGGAACCTGAGAATGAAGAGAAGGAAG 

AAAATAAGTCTTCTGAGGAAACCAAAAAGGATGAGAAAGATCAGTCTAAAGGAANAAAAN 

TTTTATN N NATTAAAAGTACCTCGGCCCGCTCTAGAACTAGTGGGATCCCCCGGGCT 

Sequence 466 

TGGCGGCCCGAGGTACGCGGGGAGGTCGGTGCGCGCTTCTCCCGAGGTGGAACGGGCGGC 

AGTCAAGCGCCGGCGTTCTCTGCCGTCACCCTTTCCTTGC 

Sequence 467 

GCGGTGGCGGCCGCCCGGGCAGGTAC I 1 1 1 I 1 1 II I 1 I 1 I I I » I I 1 1 1 1 1 1 GAGACAG 

TCTTGCTCCATCACCCATGCTAGAGTGCAGTGGAGTGATCTCGGCTCACTGCAACTTCCG 
CCTTCTGGGTTCAAGCTATTCTCCTGCCTCAGCCTTCCAAGTAACTGGGATTACAGGCAC 
ATGCCACCACGCCCAACTAATTTTGTATTTTTAATANAGACAGGGTTTGACCATGTTAG 

c 

CAGGCTGGTCTTGAACTTCCATCAGGNGATCTGCCCTCCTCAGCCTCCCAAGTGCTGAGA 
TTACAGGCATGAGCCACCGbGCCTGGCTGAlTGNGTTCCTTTCTCACAGATTTTGTTT 

CT 

GTTmGTmCCTGAACACTCAGCTGGACTGCATTTCCCAGCTTCCCTTGCAGTTAA 
GT 

CACAAGTAGCGCTGTGACTGGGTTCTGCCCGGTAGGAAGGTAAGCAGAAGTGAATGTGTA 
TCACTTCTAATGGTGTGGGNCTCCCNAAACCTTCTAAAGGGGTATGTTCCCCCTTTTT 

T 

Sequence 468 

TTGGAGCTCCCCGCGGTGGCGNTCGGTGTGCTGNGCTCAGCTGCCTTCCNANGGAGGANC 
NGATCGGCNAGTGCTCTGACTGCGTGGCCGACAANNGCTGNCGNAGAAAGAAATNAAANC 
CCTGAAACATGACA GNGAGTGNT GNAAAGTGTGGAAATGCCTTCTTAAAGTTNATNAANG 
TNAANTCAAANNACA I I I I I I I I I CAAAAANATAAATTTAGAACTAANTGNACCTT 
Sequence 469 

CGGAGGAGAATGGTATCACTCAGGCTCTCAGAGTGACACTGAAGCAAGACACTCATGGGG 
TAGGACATGACCCTGCCAAGGAGTTCACAAACCACTGGTGGAATGAGCTCTTCAACAAGA 
CTGCGGCCAACTTGGTAGTGGAAACTGGGCAGGATGGAGTACCTTCAGGATTGGCCTGTT 
ATC7TCTTTAGAACTAAGTTCATCTTAAAAATTTAAGAAGGTGGACATTTCAACACCAT 
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MGTGCATTTAGGTGACATGTTTAAGTTAACTTGACTTCCTTGAATGACCTAGTTAGTA 
A 

ACTAGTCACTAGTAATTCGGTCACCAAGCAAATCAAGCCTGCAAGAAAGGAAGCCAATAT 

TCAAAATGCCATGTTACCATCTAAACC 

Sequence 470 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTGATTTTATTGTCTACCTCTCTGGACTTG 

CTCCCAGCATCCGGACCAAAACCATCAGTGCCACAGCCACGACAGAAGCCGAACCGGAAG 

TTGACAACCTTCTGGTTTCAGATGCCACCCCAGACGGTTTCCAGTCTGTCCTGGACAGCT 

GATGAAGGGGTCTTCGACAATTTTGTTCTCAAAATCAGAGATACCAAAAAGCAGTCTGAG 

CCACTGGAAATAACCCTACTTGCCCCCGAACGTACCTGCCCG 

Sequence 471 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTAC I ) I I I I I 1 1 I 1 1 H 1 I I I f I GGGAAGA 
CA 

CAAAGATTCAGACCACAGCCTACAGGGAGAGAGGATTTCTGAGGATGGTGGTGCACTGTG 

AGTCCACGCAGGCCTCCTGGGCATAGGATGGAGCAATTCTATCTCACCTCAGGCCTAGCA 

CAAAGGGCTTCAGTAAACCACTGGAGTTTCCTTCATTAGGATTCCATCCCAGGATATCCA 

GAGGACAAGAGGCTGGCCAACTGCAGGATTAGCCTATGCTCCCGTGCTGGATATAGGCTA 

CACGCAAGAGAAAGCTTGGGTGGGATCTCCTGATCCCGCGTACCTGCCC 
G 

Sequence 472 

GCCGGGCAGGTACTATGGGTGTAGTGNTACTATTACAGTTAATNCNTCCTTTGTAGTGCG 

CTGNTAAATGCAGTGAGGATTGGAGCACTGTCCACTGAGTCTCTGTGC 

Sequence 473 

CAAAATAATTATAATGTATTAACTCATACTGCCTGTCTTTTATAGGGGAAAAAAATAAC 
C 

TNTTTTATTTTAAAGTTATAAGGGGGNTTACCTTNTAGNGTGCTTGGATGACAGGGAA 
AT 

TAGCCTACCCCATTTTGGTCTGGAACAGAAGACTTTCAAATTTAATATGGNCCAAGTGTC 
7TNACTANTTAAGGCAAGATCATGCTTNTGTCAGTTNACCCCANTGNTTGGAATACCGTG 
NACACCGATCGTGGCTCGNCTACAGCCTCCATGTNCCCAGGCTTCGAGCAGGT 
Sequence 474 

GGCGGCCGCCCGGGCAGGTACGCGGGGGAGCTGAGCCGGTGGGTGAAGCGGCGGCCACGG 
CATCCTGTGCTGTGGGGGCTACGAGGAAAGATCTAATTATCATGGACCTGCGACAGTTTC 
TTATGTGCCTGTCCCTGTGCACAGCCTTTGCCTTGAGCAAACCCACAGAAAAGAAGGACC 
GTGTACTTCTAAAATTGCACTTTATGTTTTGTAGGCTTGGAGCTTCTTGATTATGGGTT 

TTTCGTTACAAAATTCMCAACAGAATCAATACTTTGCATAAACATTATGGATGCTTTTT 

CTGTTTGTACCTCGGCCGCTCTAAAACTAAGTGGATCCCCCNGGCTTGCAGGAATTTCGA 

TATTAAAGCNTTATCGATACCGGCGAACTCGAAGGGGGGGGGNCCCGGGACCCANCTTTT 
GGT 

Sequence 475 

TTGANG CCCT CCCCGCGGTGGCGACAGGGTTACATTGGTAAGGGTGACAGTTAGAAGGGG 
AAGTCCTTTTAGTGAAATAGATGAGAGGTTTTAGATCTGCACAMCCTTTTTCATGGAAG 
TCCAACTTTGCTCCTGGGTAGTTTAAAGGACGTAGTCCCATGTACCT 
Sequence 476 

NGGCTACACGCTAGGAACCTTGCAGCTTACAGTGACAGAGCTCCCATTCACGAGGCCACC 

ACTCATCTCGATTTCTGGATCTCTAGGGAATGAGTAGAGCTCCACCTGGATTCCCTTT 
TC 

CAGTTTCTTATGTCCACAAGTCACTGTGCACAGATAAGAGTGTTCGTTCTCAAAACTCAC 

AGGGCTCAGGGTCATGCGTGGAAATTGGGTCCCCTTCACTCCTCACCTTTCCCCGCTTCA 

GAGGGCTGTCTATCTGGGTTCTCCAGGGAGAAAGATGGGGAATTCACAGCCCATGGACAC 
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TACCATGTCAACAATGACTGAAGTCTTCCAATCTGAGCCAGGCAAATTCCNGGNGGGTCC 
AGGGGGGAGMTCTCAAACAGNTAAMTGGGTTTTCTCTTGGAACAAATTAAATTTCCCA 
CCTC II i n iNTTGN MI I U CCCC 
Sequence 477 

NGGNGGCGGCCGCCCGGGCAGGTAC I I 1 1 I M I I 1 I I M I 1 1 I I i 1 1 1 I 1 1 IG GCAAAA 
A 

TATTTATTAAAATGATTTTTTTAAGTTTGAACmATTGGA^ 

^^^^ A TCCTAGATAAATGGGTMGAACCACATATGGAATATAAAGCATTGATTTTTT 
A 

AAAACCACATAGTAGCACAGTTGAAAGAAATGCAATTCTCCAGGGTCTTAGAGAATTCAA 

AGGNGGCATCTTAGGGNGGGTCCTAAGGAMCCCAAATTACCAGGTCTCATGGGTTTTCC 

TTTTGGGTTCAAGGATTAGAAAGGAGTCAGNGGTTACCCACCTACCCTGGTTTTTTAGGA 

GGGGTAGGAATATTGAAACCTTTCCTACTTAGTCCANCAGGTTTTACCTGGTTCAAGGGT 

GGGNCCCCCAACCAAGGTTCTTT7TTTATCTTTCAAGCCCCCATTCTTTGGCCCTCTT 
AA 

GNGGGGGGTGG 
Sequence 478 

TCCCCGCGGTGGCGGCCGAGGTACCTGCATCAGGGATAAGAACCCATTCCCCTCCCTTGT 
TCCGGTGTGCTCTCGCCATTGCACCATCCATGAGACGCACTCTTGTATAGAAGTAAAATT 
GCCTTGCTGAGAAAAAAAAAAAAAAAAAAAAAAAGTACCTGCCCG 
Sequence 479 

CTCCCCGCGGTGGCGGCCGAGGTACGCGGGGGGTGTGGCCTGCATCTCAGCTGGCCGCCA 
TCAGNGTAAATAGAGCTTAMGTCATGGTTTGGCTGCATAAAAATTTTCTAACTTGGGT 

NAATATTTGTAGNTGAAGTATCTGCTTTCATTTTTTTCACGTTATAAATAAAAATACTAT 

GCTGGNCGGGCGCGGTGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCCAATGTGGGT 

GGATCATGAGGTNAGGAGTTCAAGACCAGCCTAGCCAAGATGGTGAAACCCCGTCTCTAG 

TAAAGATAAACAAAAAATTAGCTGGGC 

Sequence 480 

GCGGTGGCGGCCGCCCGGNCAGGTACAGATGCAAACGGAGGTGTAGACTGNGCAGCTGCC 

AAAGTGGTGACAAGCAATCCAGAGGACCATGAAAGGATCTTAATGCAAGTCATGAACTTG 

AATGTGCCGATGAGGCCTGGCATTCTTGTCCAGAGACAGAGTAAGGAAGTGTTGGCCACA 

CCCTTAGAAAACAGAAGGGACATGGAGGCAGAAAAAAAAAAAAAAAAAAAAAAAACGTAC 
CTN 

Sequence 481 

ATGTTTTGTGGCCAAGGTGAGGGCTGCMGTGTTTTCTAAGGGTTGAAACATCANAATAA 

AGGTATGGTGGCAAGTCCTCCTTCTGCTAGGCTGGCTGGCAAGGCCCTATGTCTTGACCT 

AGGTGGTA GTTACA AGGGTATTTTATTTTGCCTTATAATAATTCACTAAACTATGTTATT 

TGAGTN AG ATTTTTATGTN GTGNGNCNTTTTAATTTACAC AAAATTAAAN CAAAAAG N A 
A 

CNAAANGTTGCNCTCNGNCTCGGNTTNTAAGTAAACCTAAGGTGGGA 
Sequence 482 

CTGAGAGATCCCCTCATAATTTCCCCAAAGCGTAACCATGTGTGAATAAATTTTGAGCTA 

GTAGGGTTGCAGCCACGAGTAAGTCTTCCCTTGTTATTGTGTAGCCAGAATGCCGCAAAA 

CTTCCATGCCTAAGCGAACTGTTGAGAGTACGTTTCGATTTCTGACTGTGTTAGCCTGGA 

AGTGCTTGTCCCAACCTTGTTTCTGAGCATGAACGCCCGCAAGCCAACATGTTAGTTGAA 

GCATCAGGGCGATTAGCAGCATGATATCAAAACGCTCTGAGCTGCTCGTTCGGCTATGGC 

GTAGGCCTAGTCCGTAGGCAGGGACTTTTCAAGTCTCGGAAGGTTTCTTCAATCTGCATT 
CGCTTCGAA 

Sequ nee 483 
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GCGGTGGCGGCCGAGGTACTCTTCAAAATTGTCAAGGTCATGAAAGACAGCAAAAAGTGA 

AGAATTCTTACAAACTAGAGGAGACAAAGATTGGAGAAGAAACAATGACTGGCNGGGCAC 

GGTGGCTCATGCCTGTAATCCACTTTGGGAGCACTTTGGGAGGCCGAAGAGGACAGATCA 

TCTTAGGTTGGGAGTTGGAGACGAGCCTGACCAACGTGGAGAAACCCCATCCCTACTAAA 

AATACAGAATTAGCTGGGTGTGGTGGTGCATGCCTATAATCCCAGCTACTTGGAAGGCCT 

CGGCAGGAGAATCACTTGAACCCGGGAGGCANAAGGNTTGTGGTGAGCCAAMTTGCGCC 

ATTGCACTCCAGCCTGGGCAACAAGAAGCCGAAATTTCTGTCTCAAANAATAAANAACAA 

AAAAAATAAGTACCTGCCCGGACCGGCCCGCTTCTANAACTAGTGGGATCCCCCCGGGCC 

TGCAGGGAATTTCGATATTCAAGCTTATCGGATTCCGTNCGACCTTCGANGGGGGGGGCC 
CGGNTCCCCAAGC 1 1 1 1 IGGTTC 
Sequence 484 

GATGTGAACAAATGTGTCATTGCTCTCCAAGAGAAAGGATGTGGATGGCCTGGACCGCAC 

AGCTGGNGCAATTCGAGGCCGGGCAGCCCGGGTCATTCACGTAGTCACCTCAGAGATGGA 

CATCGAGCGGCCGCCCGGGCAGGTCACAAGCTTTATTGGGCAACAGCAACGAGCCACGCT 

GGCAAACAATGAAAGTAGAGTCGCTCAGAAACACGAAAGATCATATGTGTGTCATCACAG 

CATCGAGAATTTAAATCATCTGGAAGTTCCTGCTAAATTAAAGCATACTGTGCCNNAGCT 

CCCCTCTAATCAAAAAACGCTTGTCCTGGNGAAAAATTTGCATGNGGGNTTACAGAGAGA 

GAGATCAACCAGGTGAGGAAATCACAAGACTCTTACATGAGTTTACAGTTAACCCCCCTG 

CACCAAAAAAATAAATTAGCCATAATTTGGTT 

Sequence 485 

TCCCGNGGTGGCGGCCGAGGTAC I I I M I M I I I I I M I I I I I 1 I 1 1 GGGGAGGATACT 

TCATTTTTATTTTATATC GTG AGGTATTGTTTGGATTG TTAC AATGAACTTGCATTTCTT 

TTGTAATGAAGAAAATAATACAGAGGAAATAACAACAACTAAACCTTTGGCCTGGGATTA 

TCATCCGGGCTGGGAAATTCATGTTGGGATGGCAAGGTTTTTATTGATAACAAGGTTATT 

TTTTGGGGTTTATTATTGCAAAAAAAAAATTGTTCATTGGGAATTGCCCTCCTATTTGG 
G 

CTTGGGCACCTTGCCCTAAGGGCCACTTTTCACCAAGGGTATTTTCATCCCTTAAATCCC 

TCACCAAAC CAGG CCCTATTGGAAGGGGTAAATCAATTGGGGTCCCCAAGGTTTTACCAA 

G GAAAG CCCTTTTGGGGGGNGGGGGGMGMTTATTTGGGCTTTGGGATTATTACTTT 

AATTTTGGCCCACCACCAI (Mil I T GGTTGGGGCAAAGGACCGGTTTCCGGTAATCCGG 

GCTTGGGTGGATTTCACCTTGGGTCAAAAGGAAGCTTCTCATTGGGGCCAAGGGAGGTTT 

CCCTAATTTGGTTGGCTTGGNAAAGGGAATTTCAAAATAATTCAAAAAATACTTAAGAAA 

I I I I I I NCCCCCCA 

Sequence 486 

TGGCGGCCGCCCGGGCAGGTACGCGGGAGTGTGGATNGAACAGAAAATTGGAAATCATAG 

TCAAAGGGCTTCCCTTGGTTCGCCACTCATTTATTTGTAACTTGACTGGGGTTTTTTCT 
G 

CTTAAAAATTTCAATTCTCGTGGTAACAACCGCAGAGTAGAAGGAGAGGGTGACTTTACC 

GAACTGACAGCCATTGGGGAGGCAGATGCNGGTGTGGAGGTGTGGGCTGAAGGTAGNNGA 

CTGTTTGATTTTAAAAAGTGTGACTGTCAAGNTTGTATCTGTTGCTTTTNTCAATGATT 
C 

AANGNGATACAAAATGGGGCTTCTNTCANTCATTTAAAAAGGAAAAACGCCGACCATCCT 
TTCTAAGGATTCTCTGTGGGAAAAATGGACTGTCAATTAAAATGGCGGGGTTTT 
Sequence 487 

CCCCAGGGTTCAGTCCTCAAGGGGCCATCCTGTCCCACCATGCAGTGCCCCTAGCTTAGA 

GNCTCCCTCAATTCCCCCTGGCCACCACCCCCCACTCTGTGCCTGACCTTGAGGAGTCTT 

TGTGTGCATTGCTGTGAANTAGCTCACTTGGTGATATGTCCTATATTGGCTAAATTGA 
AA 

CCTGGAATTGTGGGGGCAATCTATTAATAAGCTGCCTTAAAGTTCAGTAACTTACCCTTA 
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GGGAGGGCCTGCGGGGAAAAGGGTTA^TmGTATTCAGGGGTTTnTTGGTGTACCC 

A -I?^ GGC ^ A ^^ 

NCi 1 1 1 1 GGTTCCCCTTTTAAGTGGAGGGGTTA 

Sequence 488 

CNCGNGGTGGCGGCCGAGGNACmGTTTTTTTTTNTTTTTmGAGGGTGGC™ 

™I^ GTCm ™ TA1 ^ CmmAT ^ TGCM ™AACNG P fTTTAGGA 
GACA^CMTATAAACAAAAGMTGTTAMTAGGTTTTTTnAAAA^ 

GGCTTTGCAANGGAAAGTCCATAATMNTCTTATTCCCCCCCAAATATTMGTTTTATT 
CTTTNGCCACNTAGAGACCCAAAAAATAGCTTATTGGGGAAAAAAATTANGTTATTTAAA 

ATTAAAAAATTACCMGGGTTTAAMCTTTTTAAATGGGNGGGATNGGCCTTTAAAAACC 
Sequence 469 

^IS G SI^ CCCCCCCATCCGGGCAAGCAGGGCC ^ GGT G6C^^^ 

CCCACCCAGTAACAGCAGCAGGTATTTCTTCTGGGTAAATGMGAGCCTTTCGAAA/^CJ 

TTTCTTGCCCTCAAAGTATTTACCATAMTTCTCTTTAAAAGTGGACATGGTTCAAGA/i 

T^CAAGTTTTGNTATAACTTTTCAAGCCCTCTGGCCCCTTTTTCAAAAAGMTTTTCTT 

GGAGGAGGTCCAMTTrTTTTTCTTTTNGTTTNCCMTACNTTTCTTTTTTT 
Sequence 490 

!! c ? G f^ 

AATGGGACGATTTTGCTTTTGTTTCTTGGCCAGGAATCGCTTAATCCTGAAAGTCTTG 
Sequence 491 

AJ^TGCTTCJGCCCCAGAGTTTGA^ 

GGCCTGGGCGATGGAGCGAMCTGTCTCTTAAAAAATGGCAGGGAGTTGGGGAGCTGGGC 
AGGTGCAGTGGCTCATGTCTGTWNCCAATACCTCTGGGAGGC^ 

AC ^ G A C A CCCAGGAGmGAGACCNGCCCTG ^ 

ATTmAAAAMNTAGTCATTNCTTAGTGGGTGCNTTCCCTGTNGTNCCCCACTTCm 

^^^t^?^^^^.3iTrTI^l!^?^^^P • tc^t 1 1 tini esc o c c tgcs a.i*«*gc3 a.ovaac3gct i nc^ aim To/vcsci 

CTTmNATTmACCCCTTGGCTTTTAAACCTTGGGCCATATNMTTAGAANCCCTTN 
N 

Sequence 492 

CATTAAGTATGGGTCAAAAAAAGAAGAAATGGGCCAGGCGCGGTGGCTCATCCCTTTGGG 

AGG ^ GA ™ AGGTGTATCACM 
^^J^TACTAAAAAAMCACAA^^ 

ATCCCAGATACTCAGGAGGCTGAGGCAGGAGAATCGCTTGAACCCGGGAGGTGGAGGTTG 
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CAGTGAGCCCGAGATCACGCCACTGCATTCCAGCCTGGGCAACAGAGCAAGACTCCATCT 

CCCAAAAAACAAAGAAATGACTTTAGACAAATGGCTTGAATGAAATTACAAAGAGGAGGT 

GCATTAAAAAATCCCAGCAGTAAAANCTTTTGAAGAATTAAAATGACAGGCTAAAAATAA 
ATAATAAATGTTC 1 1 1 1 1 

Sequence 493. 

CCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGGTGGCGGCGTTGGGTTGAGCGGGCT 
TTTTGGMGTTTGTGGCGGAGTTCTGTGATATGAGCAACAATGGACCAGAAGATTTTATC 
TCTAGC^CAGAAAAMCAGCAGACAAACTGCMGAATTTCTTGGGCAGGGCCTGGGGAA 
TGCi I M I lATCTCATATTAGTGCCTGTGATGGCATCTTTCATCTAACACGTGCTTTTG 

AGATGATGATATCACGCACGTTGAAGGAAGTGTAGATCCTATTCGAGATATAGAAATAAT 

ACATGAAGAGCTTCAGCTTAAAGATGAGGAAATGATTGGGCCCATTATAGATAANCTAGA 

AAAGGTGNCTGTGAGAGGAGGAGATAAAAAACTA4 

Sequence 494 

CGCGGTGGCGGCCGAGGTACTCATGGTTGCTGTAAATTAAGGCAGCCGTTCTGCAGGGTT 
TTGCTTAGCCAGGCTCCTCTGAGATCTGGCTATTCTGTCTTGTGGATTTTCAGTCCCC 



Sequence 495 

AGATCTCAAGATCTGGACTTCTGTTGAAAAATTTTCCCGTGAGGNTNACTTATGTCTG 

AAGATGGGAAAAAAATACAAGAACATTGTTCTACTAAAAGGATTAGAGGTCATCAATGAT 

TATCATTTTAGMTGGTTMGTCC7TACTGAGCAACGATTTAAAACTTAATTTAAAAATG 

AGAGAAGAGTATGACAAAATTCAGATTGCTGNCTTGATGGAAGAAAAG1TCCGAGGTGAT 

NCTGNTTTGGGCCAANCTAATAAAAAAT7TTCGAAGAATNNCCCCCCNCTNGNAANCNCC 

CNGNCJTG^NCNTmAAAAAAAAAAGAAAANGGmAAAANNGTAAAAGGGGNCCCC 

CNCCCI 1 1 1 1 1 1 AAAAAAAGNNGAAAAAAAGGGGNGGGGGGG 

Sequence 496 

CGCGGTGGCGGGCCGGCCGGGCAGGTACCGTGAAAAGGGCACTTCTCCTTGAGAAGGCCT 

GACAGTGTCGTTAATGTCCTGCTGGCGCATGGTGAAAATTTCAGGGCAACAGTAAAGCAC 

CCTCTTTAATTTCCCTTCTCCAAGCCCAAGCTTTTGCAGGTAACTGGAGCGCTTCCTC 

TTGCATAATAGGCAGTTTCAATAACTGGGGAC 
Sequence 497 

CCGCGGGTGGGGCCGGCCGAGGGTACNNNGGAGGCCTCATAANGGCNGGGNATCNTCGAG 

GNTGGTATNGNACTGNTNANAAAGCCNNCATGGTGGTANCNCACCAAAANCTCACAAGAA 

CAATTGNNGCNGCGAAACAGGCAACAGANTCTGNCATTATATAATAAGGGCGTGGTACGG 

TTGGGGAACCCCGNANGANTCNNTATGGTCCTTGNTTNGCAAGCNNTGCATTTTAAATCA 

GACGACCGTNAATTTGTTANCCCCAANCCTTNTTANAATAAATCGGCAATCGCGCAATAT 

CTCATCATTNANCNACTGTGGACGACTTGACAATCTTAGTGGCTTNATGGACTTATTGCA 

AAACTCGAGAAAGAACAAACCTAGGGGTGCGCCCTGACCTTCGGAATAATTCGTAAGCTA 

TATGTGAGAAACTAGCAACAGGGCGTTTCATTTATGNGNAANGGGACGCGAANTGGANGA 

TAATTATGTAANAAGNGGGCCCCTACGANTTTGGCCCCTAGACGCCCAGGGAAACCGCGG 

GGCNCCATGCATNACNCANACTTANGGNAGGGGTANTTCTCCNCACACNCNTCNTTTTCG 

ATTTGGANAATANGCTGGGAATNAATCCTACATGACCTGTCATTTTCGGAGTTATCGCNG 

GCCGGTACNGNNCCC CCCCG GGGGGGGGGGGGGGNCCCCCCGGGNTTANCCCCCCAAGCT 

in 1 1 1 IGGTTTCCCCCTTTTTNAGGTTGGAAGGGGGGGTTTNAAATTTTGNCCGGCC 
GC 

CTTTTGGGGCCCGGTTAAAAT 
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Sequence 498 

TGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACACGGGCCTTCCACTTCAGCTGACT 

GAATTTAGGCAGTTCTGGCCACTTCAGTTTCCGCACCCAGGCCTCCTGACCCATGGTATC 
TACGATGAGATCC 

Sequence 499 

GTGGCGGCCGAGGTACCTCAATTGATGATTTCTGGTATGACCTAGCAAATACACTGCTTT 

CACTGAAATTTCAGTCTTGCAATCTGCTTTGGGTTCCCCAATCTAAGACAGAAACATACT 

CATTTTCCCATCACTGGACTTCC^GGTTGTTTTCAATTTTTCACTGTTACAAACAAGGT 
G 

GCAACATTTATCTACAAACCTCTTGGATATTACACCGTAGGNAAGCTTTCTGGGTTATT 

rcACCTAGTGAMCCTTGCTCMGTTTGAAGGGGGTANTGTTGGGATNCTTTCATCTT 

TMTTAAAATTATTTACCAACCATGTTGAAAAAGCCCCGACCAATGGTCAAGGGACTGNG 
CAAAGGAGGTGCCCACCAATGTTGAATGGGGGNTGGTGGGAAATGGGCAANGCTTCACTG 
NTANACAAGGGTGGCTTGGGGGGACCTCAAGTTTTGGGGGTTCTTTGGGAGNAAAGCCAC 
TrTAGNTTTATTAGCCMGGAAhrTGTTCTTCATAAAMTTGGGTNTTCTTGGATTTAGG 

AGACCAANGAAGTTAGGTTNGGGGGGAAAT 
Sequence 500 

CGAGCCGGGAGCCATTNANAGTTGTTAAAAGCCTNGGGGGTGCCCTAAATGAGTGAGCCT 

MCCTCACATTTAATTTGCCGTTTGCGCCTCAACTTGCGCCCGCTTTTCCAGNTCGGGGA 

AAAACCTTGTCCNTTGCNCAGCTTGCATTAAATGGAATCGGNCCCAACNGCCGCCGGGGG 

GAGGAGNGCTGGATTTTGCCGTTATTTGGGGCGGCTTNTTTCCCGGCTNTCCTTCCGCTT 
CAACTTG NACTT 

Sequence 501 

ACATACTAGCNNGGGTAGCATAAAAGNTGTTAAAGCCTGGGGGTGCCTAATGAGTGGAGC 

TTAAACTTCACAATTAAATTGCCGNTTGCTGCTCCACCTGCACCTGCTTTNCCAAGAT 
CT 

GGGGANAACACNTGNCGTGCCCAGGCCTGNNATTAAATGCAATTCNANNNCAACCGCCGC 

NGGTGGGAGNAGGGACGGTNATTGCCGTTAATATGGGGGCCGCTACTTTTTCCCGC 
Sequence 502 

NACAAACATTACGAGCCGGGTAGTCATAANAGCTGTAAAGCCTGGGGGTGCCNTAATGAG 
Sequence 503 

GCGGTGGCGGCCGAGGTAC I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ATGAATTATTTATTTTCTT 

TCTCAGAAAAGGATGCGCCTCCACTTAGCAAGGCTGGGCAGGATGTGGNTTNTGNATCTG 

CCCACAGACGGGGTGGTTCTAGACGGCCGCTCTNNAAC 

Sequence 504 

ACATACTTANCCCGGNAGCATTAAAGTGTAAAGCTCTGGGNNTGCCTAATGAGGTGAGCT 
AACTCACATTAATTTGCGTTGCTGCTCACTGCCCCGCTTTCCAGTCGGGAAAACNCTTGG 
TCNGTGCCCANGCATGCATNTAAATGNANATCGGCCCAA 
Sequence 505 

CACAACATACGAGCCCGGGAGCATAAAGTGTATAAGCNCTGGGGTGCCTAAN 
Sequence 506 

CGGTGGCGGCCGCCCGGGCAGGTACTCGTCTTGGTGAGAGCGTGAGCTGCTGAGATTTGG 

GAGTCTGCGCTAGGCCCGCTTGGAGTTCTGAGCCGATGGAAGAGTTCACTCATGTTTGCA 

CCCGCGGTTGATGCGTGCTTTTCGCAAGAACAAGACTTTCGGCTATGGAAGTCCCCATGT 

TGATGGATCCTGAGGC7TGAAAAAAAACTGAAAGAGAATAAAATATCTTTAGAGTTCGGA 

ATTATTGAGAAAAATCAAANACTCCCNAGTTTTGATGACCTGNGAAGGAATATTTCNGAG 

GGACNCCANGCCCTTTGGGGNAAGGANTCCTTGACTCTATCTTTTCAAAGGGAATGNAAA 
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ATTC CTAGT AACAG GCCCTNTAAA GACTNAANACCAAACTTTGGACTTCTTGCTTGGATT 
TTCN I I I I l ATTCC C I I I 1 M I 1 i 1 ATTNTTTTTTTAAAAATAAANAAAATAATTTAATT 
^AAACTTGGNACCTTTTCCTTAAATMTATTACCTTTCTNATTCAAAAGGTGGGAAM 

GGGAAAATTTCC 
Sequence 507 

GGCGGCGCCGGGCAGGTACGCGGAAATCCCCTAACTTCCTTGCTATCTTCCCATNCCATA 

TTTAGGTTAGATNGAGAAGTGTGTATGTGTGTGTGTGTGTGTGTTGCTCNGCACAGTNGA 

TGA ACTG TAAACATAAATTGAAGATATTGGAAAANTACATNAANTTATGGACCAACATGA 

CMTTTTCATTAGGACTTCCTATTCANAGAGTATCAGTTTNACANNTTGGGTATTAGNT 
A 

CTAGTATNAAACATTTCAGATACTTGCACTGATTTTCTGGTGGANTAAAAGCAANGGCTT 

NTACAAGTTNTAAGCATGTCTTNTANGNCTATGCTTTGGAATACCAGCTAATAACCAAT 
C 

AACMGNCCAGNAGCCTTAANGTGGTATTTTTTTGGTTGACCCTAAAAAACATGGAACCT 
NAANGGGTTTCTNCAAAAANTTGCCTTAACCAAATGGAAANTAGGTGGGGGGAAG 
Sequence 508 

TATCCGCTTCACAATTCCACACAACNATACGAAGCNCNGTTAGCATTAAAGTGTAANAGC 
CCTGGGGTTGC CCTA ATGAGTTGAGGCTAACCTCACATTAATTTGCNTTTGCCGCTTNAC 
NTGGCCCCGCATTTTCCAGTTCGGGGGAAAACCNTGATCGTTGGC NCAGGC NTGCCATTT 

ANATNGGAATTCGNGCCCAACCNCNCCGGTTGTAGGAGGGNCGGGTTTTGCGGNAATTTG 

GGNGCGCTTCTTTCCCGCTT 

Sequence 509 

CCNANGTACACTCCCACCACCACCNCATGGTCTCTTTCATATNNCTCAANNNTCAACNTG 

NTCCTGNGGCTTCATAATTNTCCTNTTNCATCTTTTTCACTTCNNANGCAAACACCGC 
CT 

CN NCTN ANGCTNTN NANTCAATNCANTTNNCCTTAATN NAAATCACAAANTNTCCTCC 
AT 

TACNCAN N AANNTNTN N NC ATTC AN N N CCAC AATCC N GGTN NTGGTCTN NCTN N NCC AC A 
TCANCAAAAATCACATCCACCATTNCNATCCCNCNTACCTTCCCNNNCCNCCCCTCTAAA 
ACTANTN NATCCCCC N NNCTNCAANAATTCNATATC AANCTTATC N ATACCCTCN ACC 
TC 

NAANNNNNNCCCNTACCCAACTTTTNTTCCCTT 
Sequence 510 

CGGCCGCCCGGGCAGGTACTCTCTGAGCCMGGACATTCTCATTTAAACAGTTTAAANAG 

GCTGGGNGCNGGATCGGGAAAAAAAAGAAATATACCCTGGCAGCCGCCTGCCCGGCCGGA 

AAGCGGANAGGGACNCTAANATCAGCAAATTCNCCAGTTTGGATCCTTGTCCTTTTCCGC 

CCTTTTCCCCCCATTAAATCCANAACCCGTCACATGATAATTAANAAAANGGTTCAGTTC 

CTCCTCCTCAAACCACTTCCNGTAAGAGGATCCCCCNCNTACCTCNGCCCCTCTAAAACT 

AGTGGATCCCCCCGGCCTGCANGAATTCNATATCAACCTTATCCATACCCNTCACCCTCA 

AGGGGGGGCCCCGGTACCCAACTTTTTTGTTC 

Sequence 511 

GGGGGAGGGCAGNAAANCAAACCACAGCNCACNGCANGGGCACACANCACAATCCCCAGC 

AAAAAAAAAAAATNNNTNN TNCC AAACANAAAGAGCCTGGCCAGGGGGCCCANACGGGCC 

NNAAAGCCCNGGAACCMTTTTTTNTGGGGGCGGGGGCCCCCCAAAGGGCGGGAAAAACA 

GCCACGACCCACGGCNCCAAGCNCGAACAGAGAGCNGGGGGAGACGCNGCCAAAAGCAAA 

ACGGCGGCCAAANCNNAGGGAGCAANNNGGGGCGAAAAGNNNAACGGAACCANNANGAAA 

NAAAANCAAAANAAAACCGGACCANA 

Sequence 512 

AGCANCACCGCGGNGGCGTTTGCGGGAGAAACNGNGGACCCCCCGGGCTGCAGGAANNCG 
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ANANNCNATTTAGGGNGACNNAAACCCC 
Sequence 513 

NAGNCACCGACGAGACCAG ATTANA CNTNGGGGGCNGNAAAACCCCAGCCCCCCCCGGNC 
ACAGCCCNAAAGGCCAACCCTTTTTGGAGGNGCNNGGGGANGCAAACNGAAAAANAGCNG 
GAAAAA GNAGGAG NNGAAGCCAAACAGCCAAANNCNGCCANNAGGAAGNGNGNAAGGGTT 
TTGCNAN 1 1 i i \ iNANGGGGGGGGNANCACACCCCCNGAANAAAGNCCGGGCNGNCGNCC 

CNGAACGAGGGGGGGGGGGGGGGGGCNGCAAGAANNGGGNGANCAAAGCNNNANCGANAC 

CGGNGACCNNGNAGGGGG 

Sequence 514 

ATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACCTCCGAAATCTTACCTTCAGT 

CpCTCTGCCACCCAGTCAmATATGCTTCCTGCACTCTTCAGTGTCTTCAGCAAAG 
GA 

CAACTCCTCCAGCTCTGCCTGATAGAACTTCTGACAGTATTCTTTAAAGTCTGGAAGGAA 

ATCACACGTCTTTTCTCCAAAGAGTCTGTTGGCAGTTCTAAGCAAGTACGCGGGGTAAGC 

AGGAAGTGAAACCACAGAGC7TCAAAAAAAGAGCGGGACAGGGACAAGCGTATCTAAGAG 

GCTGAACATGAATCCACAGATCAGAAATCCGATGGAGCGGATGTATCGAGACACATTCTA 

CGACAACTTTGAAAACGAACCCATCCTCTATGGTCGGAGCTACACTTGGCTGTGCTATGA 

AGTGAAAATAAAGAGGGGCCGCTCAAATCTCCTTTGGGACACAGGGGGTCTnTCGAGGC 

CAGGTGTATT7TCGAGCCTCAGTACCTCGGGCCGGTTCTAGAACTAGGGGGATCCCCCC 
Sequence 515 

TTCGCCCACCGGAATGATCACCAAGACACACAAAGTAGACCTTGGGCTCCCAGAGAAGAA 

AAAGAA6AAGAAAGTGGTCAAAGAACCAGAGACTCGATACTCAGTTTTAAACAATGATGA 

TTACTTTGCTGATGTTTCTCCTTTAAGAGCTACATCCCCCTCTAAGAGTGTGGCCCAT 
GG 

GCAGGCACCTGAGATGCCTCTAGTGAAGAAAAAAAAAAAAAAAAAAAAAGTACCTGCCCG 

GGCGGCCGCTCGACGTGGTCGCGGCCGAGGTACAACTGCAGTAAGAGGGACGGTTAATTC 

ACAGCTTCCAGCTCTTGGCGCCAGAGTCCGATGCACTCCTGCAGATAACGGTCATTTCCA 

TTTCCGGGAGAACCTCTTTCGAAAAACAACCCGGATGAGACTATCTGGCAAATTGCAGCC 
CTTGGCGGGCTTT 

Sequence 516 

ATTGGAGCTCCCCGCGGTGGCGT7TTGCTCTTGTAGCCCAGGCTGGAGTGCAATGGCAGG 
ATCTCAGATCACTGCAACCTCTGCCTCCTGGGTTCAAGCGATTTTCCTGCTTCATCTT 

cc 

CAGGTAGCTGGGATTACAGGCATGTGCCACAACGCCTGGCTAATTTTGTATTTTTAGTAG 

AGACTGGTTTCTCCATGTTGGTCAGGCTGGTCTCAAACTCCCGACCTCAGGTGATCCGCC 

CGCCTCGGCCTCCTAAAGTGCTGGGATTACAGGCGTGAGCCACTGCGCCCAGCTATACTG 

TATATTTTAAGGAAGTTCCAGCATGTTGCATCTTCTGCATTTATCCCTATATCATTAAAA 

GAACATAAAGTTAT CATGGT GTTGGGTAAATTAGCGAAATTCAACCCCTTCCTAAGGTTT 

AAGGGGAAAAGGTAi i i i lAAAAAACAACTTAATNAAAACTTTACCCTTCTTATACAAGA 

GTGGATTTCCCCCTTAATTAGGGATGCATGGTTGATTAAACCTCNAGATACAGCTTTr 

GCAGTAATGGGGGGGNTGGGT 
Sequence 51 7 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGTGTTGATCCAGTTCTTGCTT 
TTCAACGAGMGGAmGGACGTCAGAGTATGTCAGAAAAACGCACAAAGCAATTTTCAG 
ATGCCAGTCAATTGGATTTCGTTAAAACACCGAAAATCAAAAAGCATGGATTTAGTAGCT 
GACGAGACTAAACTCAATACAGTGGATGACTAGAAAGCAGGTTCTCCCAGCAGAGATGTG 

GGTCCTTCCCTGGGTCTGAAGAAGTCAAGCTCATTGGAGAGTCTGCAGACCGCAGTTGCC 

GAGGTGACTTTGAATGGGGATATTCCTTTCCATCGTCCA 

Sequence 518 
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Sequence 519 
Sequence 520 

?^^^^££^^^^^^CGCCCGGGCAGGTACTATGTTGMTMATGTTTTTTTCC 
CTTTTAATTTTTCTGCTTCCCTAGTGCATAGMTTGAACTGCTTAGC^ACT^GAG^CT^ 



Sequence 521 
Sequence 522 

Sequence 523 

FGCTAAAATGCATCACCAACAGCGAATGGCTGCCTT 
™ w . -ATTTACTGGATTTCAGTGCi 



CC JI C II5^ TCCCCATGAATGAACTGAC ^CAATCCTGM^ 

S G ^I CMCTGCAGA ^^ 
™; CCAT CTGTGTGAGGAAMGCGTGCMGTA^^ 

TTTGTAAGTGCTGGAGTGCAGTAACGCCATCTCAGCTCACCGCGACCTCTG^JTC^ 
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TTCAAGTGATTCTCCAACCTCAGCCTCCCGAGTAGCTGGGACTATAGCAGTGCACCACCC 

ATATATGCAATTTC 

A 

Sequence 525 

AATTGGGGGGNAACNACNGGCCCCCACGGNCCCNCNGGCCAGNGCACCCATTTTTTTNGN 

GGGNGAGAANNCNGGCCACCCNGACCCGGAGAGGMGGAGACNGTTTTTNAAGNNGCCNC 

GGGCCACACNCNAAAAANCGACCCGCAANNNGCACCGACAAACANCGGNGNGCNAAAACA 

NAACNNGAACANCCCGAGGAAACCGCCCNA \ 1 1 1 1 1 I 1 1 I G GGGGGGNCCAANGAGGGGC 

CCGNCGCCACAAAAAAAAAACCAAGGCCCCNGGGGGGGGGGGGGGAGCCCAANANNGGGG 
NGGGGGCNN 

Sequence 526 

AACTTMTGTCTTCCTT TTTTTT TTTC 

GCATCATGGAGGTMGTTTTTGACCTTGAGAAAATGTT7TTGTTTCACTGNCCTGAGGAC 

T ATTTAT AGACAGCTCTAACATGATAACCCTCACTATGTGGAGAACATTGACAGAGTAAC 

A 1 1 1 i i iNGGGGNAAGAAGAATCCTACAGGGTCATGNTCCCTTCTCCTGTGGAGTGGGGG 

GGNAGAAGGGGTATGGCCCCAGGGNNGGCCATA7TACTGACCCTCTACAGAGAGGGCAAA 

GGAACTGCCAGTATGGNATTGCAGGATAAAGGCAG 

Sequence 527 

AGGTACTCACAGTCACGCTCCTCTGAACCATCCTTGGGCTTCATGGGGTTGGCATTGAGG 

ATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTCTCCAAATAAG 

AACAAGGACAC^CATTGTGTCAGGTCACGAAGATCATTCAGTTTCCATATGCTGAAGGTT 

TTTCCACTATTCACACTCTGTGGCGTAACCTTCTTGAATATAACCCCAAATGTCACCCA 
A 

TCTATTTCTTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAG 
TTT 

Sequence 528 

AAGGANAA i i 1 1 i iGGGGGGNCAAAAAAACCCCANCCCCCCCACAACCANGCCNAACTNA 

ATCTTNGGNAAAAGAGGGAAANAGGCCCCAAAAAGGACAAAAGGGNNCANNCANAAAAAC 

AAANNNCCAAAAANCCGGCCAANAANANNNCAAAANNNNCCCCCAATTTTNTTTTTTTGG 

GGGGGGGAAANGGGAAGNNACCCCAANGNACGCAAAAACNACCCAAACAGGGGGGGG 
Sequence 529 

CCGCGGTGGCGGCCGAGGTACATTGTATACTGCAGTGTCGTCTACATGGCATTGGACAGG 
ACATAATGT AAAACA TAAAAGTGCAATTGTTACACTTACATATGATAGTGGAATGGCAAC 
CGTGACCAA I I I ! I GGCTCAAGTTAAAATACCAAAAAC 
Sequence 530 

CGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTGGAAACCCATTTGGATTAATTAGA 

GGTCTGTCTGAAGGAGTTGAAGCTTTATTCTATGAACCCTTCCAGGGTGCTGTTCAAGGC 

CCTGAAGAATTTGCAGAGGGGTTAGTGATTGGAGTGAGAAGCCTCTTTGGACACACAGTA 

GGTGGTGCAGCAGGAGTTGTATCTCGAATCACCGGTTCTGTTGGGAAAGGTTTGGCAGCA 

ATTACAATGGACAAGGAATATCAGCAAAAAAAAAAAAAAAAAAAAAAAAAGTACCTGCCC 

GGGCGGCCCGNTCTAGAACTAGTGGATCCCCCCG 

Sequence 531 

ACATTACNAAAAGGAGAGGNGGCCCAGNNNAAACACNCNGAANCCANCCNNGCCCNGAGN 

AACAAANCACNGGAGAACAAAAACGAAAAACAGCAGGNCCCNCNNNNAAANCCAANNCAN 

ACAAAAANGNCAAAGNAGAACCAAAAGCCANGNGNCCCGCCAANAAAGCCNCCCCAAAAG 

CAACAAAGAGGNCNGCCCAAACCNCCNAAAAAAACAAACCCCCAAGANGAAAAAAAACCA 

AAACCCCNAANGNAAANGAAACAANCAACCGGGGGCCCCCCAA 

Sequence 532 

Mill l ATTCAATTTGCGATNGACAGNNNTAGNTTNAAATGTTNGTAACACTCTTAGAN 



Page 93 of 22 1 



WO 01/42467 



94 



PCT/US00/33312 



Table 1 



N 

NNCTGGTTTGTTCATTTGACATNGGGGCTGCACCAATTTTTATTACAAAAATCAAAAAA 

TAAAAATTCTTACAATATTTGCAGAGTATAACCACTAGTTGCCTAGACAAAAGCTAATT 

CTACAAMTCAAAMCTTAATGCAGTTTTATTAAGAGAGTCAAAATTCTCTCAGTTAAC 

Sequence 534 

TGGTGAAATGAGGGATCTCTTTGAGAMTTAAAGATCACNTTTGGGATTACMn^TC 

A^^ 
Sequence 535 



Sequence 536 
C ™™ C £ TCCA ^^ 

™r cTNNNATAGm ^^ 

GG ^ A ^ CGCGGNGGCCCTNGGGGGGACAA CNCCGCGCCCGCCAGNAACAGGCCACAGrr 

cagagctcnntcgggggcnnaaaaacccggacmgcngcangcggggV^ 
caaggancccaccaacncatnctmncagcga^ 
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GNACNANNNCANAGAACAGGCCNACCGCAAGGGCANACCAAGAAAGGGGGGCGNAAGGAN 

AGNNAGGGGGNAACAANGNACCANAGGNCNNCAAANGNCNGACANNCANCNNNACCCNAC 

CNCNAAANGCCCNNCCNTNNCACAANANCNNNCCNGANNGCNGNGNAANAGAAAAACAAA 

CAAAGACANGGAANNACCGGGCANANNAGCAGAACCAAACCGGAAAANGCANGGAGGGNN 

CAAAAACACCACCNACAGGAAGGAANAACCCAGAGGAAAAAGGCCGAAAGAAAGAAACCG 

AAANANAAGACCNGGGCCGAAAAAGCNNACCCAGGAGGAACCCACNNNCACGAAANCAGA 

ANNNCCCCCNNCCAACCANNAAACAGGGGGAAAAAAAAAAAANCNG 
Sequence 539 

G^GATTCGAGC TCCCCGCGGTG GCGGCCGCCCGGGCAGGTACTTTCTTTTTTATAGTTTT 
TTTGTTTTTGTGA 1 1 1 1 1 1 1 1 1 1 1 1 GGTTTTTGTTGTTTTGTGTTTTTTTTCCTTTTTTT 

T7TGGTTCTTAGAAAATCTGAGACACGTGAGGCCAGACAAAGCAAGGCCGGGGCTGATGG 
CCTGGCTGCCTGGTGGTTGATGGTTTTGCTCCCCCTACC I I 1 1 1 1 1 1 IGAGTTTATTCT 

attga. rrrm icttggtttctggataaaccaccctctggggacaggataataaaaca 

GTAATAI 1 1 1 1 AAGAAGGAAAAAAAAAAAAAAAAAAA 
Sequence 540 

ATTGGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTTTATTTGCTAAAAAAATGCT 
AATGATATCCAAACCATCAGCTACTTGTAATCT7TTTGCTGGTGGAGGGTTTTGTCTCA 

TTTTGGTGGCTGCTGACTGATCAGCGTGGTGGTTGCTGAAGGTTGGAGTGGTTGTGGCAA 

TTTCTTAAAATAAGACAACAGGCTGGGTATATTGCCTCATACCTGTAAATCCCAGCACTT 

TGGGAGGCTGAGGTGGGAGAATCTrTTGAGGCCAGGAGTrTAAGACCGGCCTGGGCAACA 

TGGTGAGACCGTGTGTCTGCAGAAAAATGAAAAGAAATTGGCTGAGTGTGGGGGTGCATG 

CCTATACTACCATCTACTAGGGAGGGTAGGATGGAAGGGTTGCTTGAGCCCAGGAATTCA 

AGGNTGGGCCACTGCACTCCACCCTGGATGGCAGAGTGAGATCCTGCCCTCAAATTTTAA 
ATNA 

Sequence 541 

" ' . ■ ■ i ■ ■ 1 1 1 1 1 1 1 I IGTT AAAAGACACAAGTAGTGATATATCAACATCTGTTTAACT 

CGreACCGTTTCTTTTTTTCAACTTCTTTTTTCTTTTCAGTGCTTTCTTCTT 

TTTTCCTGATTTCCACTTTCAGTTTCCATTCGTTCGCTATCTTCTGGTAGCCACAGCTC 

GCTCCAATCTGCGAAATACGGCACTCTCTTTATTGACTACTGCTTCTCTCGGCCCCCGCG 

CGGCCCCGGGAGTACCTGCCCGGGCGGCCGCT 

Sequence 542 

GCCGCCCGGGCNGGNACAAAATGTTAAAGACGTTGTTTGTATNTGTAAGGCTGGTGTATT 
CAGAGAGCATNATCTCTTATTCCTCACTTTCCACCCCCGTATTTTGTAATGACCATGAT 

AATGTTTNTACTTTTTGTNTAATGGGGTGGGGTGGAGTGGGGGCTATCTGAGAGTCANCC 

TGAGGTCTTTAGAGGACCANCTATTGTATCACCTTGGATACTTGAAGTTT 
Sequence 543 

CAMNACTTTGGCCANANTAAMTNGNTGGMCTANAGGTTTCTTTTTAAAAAAAGGAAG 
GGTTAAAGAAGCCAAACGGTNGCTTTTNGGGGGAANGCCANGAAAGAAAANAAGGGGGGA 
GNAAAAAAGGCCATGNCCATTCNTNTGCCCCTTGGNAATGGAAGCCCCANGGGGGGGNAC 
ACCMGCNAMNNMGAAAAGGCCCCACCTTNATTCTTCAATTTTTAAAATTCCTTTTA 

CCAGMCATTCTTCTTTTGGCAACAAGNGGTCTTCCCCTTNGGGATTGGTCGGAAANAAA 
TCACCCATTGGAAGANTGAGAGAGTNCACTGGGAAAAGCGGCCCACCTTATTCAGTCCCC 
TCCCCTTTCTTGGCGTNTGGCAACCAAAAGNTTNTTCCTGGCGGGGCGTTGGGGACCCCG 
TNTTTCAAACCAAGTAAGGAAGGGGCCTTTTAATTTTTGGGGACCTTTATTAATGGCTT 
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Sequence 544 

^ A ^I™37^ ACCMCmGAmGTCTGGmGGATA ^GTTTTAGTGGATA 
TGCTTTAATTCGGATCAATTACTGCAGTAAATCTCATCCCTAAGCATGAAATGTTGTCA 

AGAGTGCTGTGTTTGTTGCTATATCCCCTCCAACACCTAAGGCAATGCATTTCACATC 

GCTGAGAGCAGATAACCTCAATACCTGGGAACTAGAAAAT 
Sequence 545 

A^GTTGTNAAAAAGCCCTGGGGGGGNGCCCCTAMTGGAC^ 

Sequence 546 

G ~~ G £ A ^ 

agag S™ atctcagggtggcto ^ 

tc^g^S 6CTGAGTATCAAA ^ 

Sequence 547 

ATTTTTTGGCAATTTACCAATAAATTTTTTACCACCGAAAAAGCCAAANTGGCC^ 
CCAATTTTCCTTCCCTTTTMGAAAGMGGAAMGTTGGGGGGGGTNGGGGCCTTTTTTT 

NAACTTGGCCTGGTTCCAACCCTTTTCNACCCCGGTTTNNCCAAGGTTTTTTTTTAAAA 

TCCCCCTGGGAGGTTCCAAAAGGCCCCAAAAAAAAAAAAAAAAAAAA 
Sequence 548 

CTTCTTATATAGCAGTGGCMGAGAAAATGAGMGGAGCAAMGCTGaAACTCCTG^V\A 
ACCMTCMGATCTCATGAGGCTCATTMCTATMCAAGAATAGCATGG^^^ 
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Sequence 550 



Sequence 551 

AGTGGACTNTGTGACCTTGAAAAAGTCATTTAACATCTCTGAACCCTACTTTCTAAGTC 
CTACAAGTAATATATAGTGGGTGAGGTGTTCTTTCTTTGTTCTGNTACTNGGATGTGA 
CTCTCCNTrrGGAGATGAAACCATGGCGTAAGTAATATAAAGACTTTTCCCTGTAGTT 
CTTACAGACTGGAGAGAGTGCTAGTGWGCTTTTGTCTTCAATGCCCATCTrrrrrAAA 

Sg^^^^^S^^ggagmtat 

Sequence 552 
AG?GMCCM^^ 

MTGCCTTGTCTTTGCAAATGTTTTTATNTTAAAATCATTAAGGGAAGGGAACTACTTT 
CCTTTAAATGNTTATCAAAAGAGTTTTCTAACCAAGGNGTAATACCCTTANTTCTTAAC 

^ACAAGACNCATAmANAAMGGGCTANATTTTTAAMTACT^ 
AAGGTTGGCTCCTNGMTTANNAGCCAAGNAAAATTANTATTTTACCAGTTT^ 

AAGGGGCCMTTATTTATTACGTTATTTTTTGGGGAAGGGGGAAANTCCAANNGGGGGGT 
Sequence 553 
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CCAGATTACACATCCCCAGTGGTGCTTCCTTACTTCGAGCGGGCCGCCCCGGGCAGGGTA 

CTTCACACCAAACACTAGCTCAAGCACTGACGTTATTCTACAGGACTATGAACCTTCATA 

TCCACATTTACAGTCCGGACAGATAAAGGAAAACAACCCAAATCCAGGAGGCAATATAAA 

AGGAAG AGAA CAAAACACACATTCATACACTCACACTTAAAAATAGGGGAAGACCAACAG 

GGGAACTTTTCGTTCTCTTCCTGGGATGTCTACTTAAAAATCCCATGTGGGTACCT 
Sequence 554 

NCGGGTGGCGGCCGAGGTACTCTTGAGATTGCTTTAAATTTTGTATTGAAACAACAATAC 

ATTTTGCACTGTAGTMTGGGAGCACTMCTCTTACAACAGTTAGTGMTCGTTTTAAA 
G 

AATCAGTTCAGTGTAGACATTTTGAAAAGATTGTTTCCTGTGCTCTACGATAGCTTAGT 
G 

CAATGTGCACTTCTGTTTTACTTGCCATTTTCCTGCTCTGTTTTCTCTGTGACATGAAG 
C 

AACAGAAACTGAGATCAAAGTTAAGATTATATCCTGTTTGTAGTATCAGATATTTTTCT 
G 

TGTACATTTACATTCMGmGATAACACTGGTGGTTTCATTTC^TACA^ 

GAGAACTGACATTTTCANACATGGTCATATATATGCTATTTGMTTCCTTTATCTTGATA 

CCAGATCTTGGATTGTGAATCTCTTGATGATAGATGTGCAGCTMTTTTGTCCCGAAA 



Sequence 555 

GGGTGGCGGCCGCCCGGGCAGGTACAAGACCATGACACCGCCCAAAACACTTCCTGCAGA 

TGTTGTCGTTGGAAAACTGTCGTCTTACAGAAGCCAGTTGCAAGGACCTTGCTGCTGTCT 

TGGTTGTCAGCAAGAAGCTGACACACCTGTGCTTGGCCAAGAACCCCCATTGGGGGATAC 

AGGGGTGAAGTTTCTGTGTGAGGGCTTGAGTTACCCTGATTGTAAACTGCAGACCTTGGT 

GTTACAGCAATGCAGCATAACCAAGCTTGGCTGTAGATATCTCTCAGAGGCGCTCCAAGA 

AGCCTGCAGCCTCACAAACCTGGACTTGAGTATCAACCAGATAGCTCGTGGGATTGGTGG 

GATTCTCTGTCA GGGCA TTAGAGAATCCAAACTGTAACCTAAAACACCTACGGTTGAAGA 

CCTATGAAACTAATTTTGGAAATCAAGAAACTTTTTGANNGNAAGTGAAAGGAAAA 

Sequence 556 

GAGAGCCCGGGTGGCGGCCGAGGTACGCGGGGGGGGAGTGGCACTCGCAGCTGCAGCAAA 
TCTCAAAATAAAGAGGCAACGGCCTTTCTCTTCCTCTCCATCTCTCTATAGCACACCTT 

TATTTCTTTTCTTCTTTTTTTAAGCCTCACGAAAGA 

AATGTAGGAAGTCAGAATGGGTGACATCATCAGAAAAATATGTGGAGCTGATCACAAGAA 

GTGAAGAACCCAGAGCACNGAAAGCGGTTGTGACTCCTGGGCCCAGGGAGTTGACAGCGT 

CTGGGCTTCAGAGGAGCCAGCCGCCTCCGAGTTGTCTTGGAAGTGAGGCTCTGCTGTAGT 

CCTGTTCTTCTGGCTCTAAGATCTGMTGTTGTGACCACTAATTTGCTNTTTCCTGGA 
GG 

GTAACCCCAGTTTGGTCCACAAGGGCTT 
G 

Sequence 557 

GAGCCCGCGGTGGCGGCCGAGGTACTGGATGTCAGGTCTGCGAAACTTCTTAGATTTTGA 

CCTCAGTCCATAAACCACACTATCACCTCGGCCATCATATGTGTCTACTGTGGGGACAAC 

TGGAGTGAAAACTTCGGTTGCTGGCAGGTCCGTGGGAAAATCAGTGACCAGTTCATCAGA 

TTCATCAGAATGGTGAGACTCATCAGACTGGTGAGAATCATCAGTGTCATCTACATTCGA 

GCGGCCGCCCGGGCAGGTACCGCGGGGGGAGCGGGCCCTACCGTGTGCGCAGAAAGAGGA 

GGCGCTTGCCTTCAGCTTGTGGGAAATCCCGAAGATGGCCAAAGACAACTCAACTGGTTC 

GTTGCTTTCCAGGGCCTGCTGATTTTTGGAAATGTGATTATT 

Sequence 558 

CCGCGGTGGCGGCCGAGGTAC I I I I M I 1 I I I I M I I I I M I 1 i GTTTTTGAGACGGAG 
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CTCCCTCTGTTGCCCAGTCTGGAGTGCACGTGGCATGATCTTGGCTCACTGCAACCTCCA 
TCTCCTGGGCTCAAGCGATTCTCCTGACTCAGCCTCCCAAGTAGCCTGGGATTACAGGNT 
GCCTGCCACCATGTCCCGGCTAATTTTTGTATTTTTAGTWAAANACGGGGTTTCACCA 

TTGGTCAGGCTGCTCTCGAAATCCTGACCTCGTAATCCGCCCGCCTCGGCCTCCCAAAGT 

GCTGGGATTACAGGCCCGAGCCACCGNACCTGGCCTGTATTCCCGCGTACCTGCCCGGGC 

NGGCCNCTNTTAGAACTAGGNGGATCCCCCGGGCTGCAAAGAATTTCGATATTAAAGCTT 

AATNCNANTNCCGTCGACCTCTAGGGGGGGCCCCGG 

Sequence 559 

CGGGTGGCGGCGCCGGGCAGGTACGCGGGGGGTGCCTGGCTCCGTTTCCTGCTTTTGGTT 

CTTACAGTAGTCGGCGTAGGCCTTAGGTGGGTTCGTGCGCCTTCTACCTCGCTGTTTCGG 

TTTTCCTGGCTCCTCGGCCC7TTTCTCCCCTGTTGCAGCTGGGAGCGGACGAAGCCGCGA 

AGCTGGGATTTnTACTGTCTCCTGAAGAATTTAACACAAACATGGATATCAGACCAAAT 

CATACAATTTATATCAACAATATGAATGACAAAATTAAAAAGGAAGAATTGAAGAGATCC 

CTATATGCCCTGTTTTCTCAGTTTGGTCATGTGGTGGACATTGTGGCTTTA 
AA 

Sequence 560 

GCTCCCCGCGGTGGCGGCCGAGGTAC 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 IG ATCGGCA 

GCGACGCTCATACANGGCr4TAGCCCCGGGAGGAACCCGGGGCCGCAAGTGCGTTCGAAGT 

GTCNATGATCAATGTGTCCTGCAAT 

Sequence 561 

CATGTGGGMGCGCTGTGAAGAGTTGTTGCCTTNCAAGATATACTCCAAATTCCCAGTTC 

CAGCCCGTGTCATTAAAACTCCGCTGGCGTGAAAGATGACATCCTTAGCCCAGCAGCTGC 

AACGACTCCGCCCTCCCTNAAAAGGGGGATNCCAGCCTTTTAATNTANAGATGAANTTTG 
CCTTCCTTTGNTATTTT 

Sequence 562 

NNNAGCCGGGTATTCANCCTCTACTTCAAAGGCGGGTAATNACCGGTTTATCCACAGAAA 
TCANGGGGGAATTAACCGNCAGGAAAAAAGANACCATTGTTGTATGCCAAAATAGGGCNC 
ATGCTAAAAATTGCNCATGTGGAAACCCCGTTTAAAAAAAAAG 
Sequence 563 

CGATAAGCTTGATATCCGAATTCCTTGCAGCCCCGGGGGGGGATTCCCACTTAAGTTTTC 
TTAAGAAGCCGGGCCCCGCCCCCGGGGGCCAAGGGTTACCCCCCGGGGGGGGGCCCGGGN 
AAAAGTT TGGGA AAAAAAAAAAAAAAGGG I 1 1 I I I I I I I I A AGGTNGGGGC NTTTTGGNA 

AGGGGTNTTTTTCCCCCCCCCAAAAGGGAAANACNCGGGGNNNCCCCNGNCCANAACCCG 
GGGGGGG 

Sequence 564 

AGGTACCAAGTAGGATAATTACTACTGCCAACACACACATGCACGCATGCACACACACAC 

ACAGATGTATGCACGCACACACACTCTCACTCCTAGACTGCTAAAAGCAAAAAAAAAAAA 

AAAAAAAAAAAAAAGTCCCTGCC 

Sequence 565 

NGACCTCGGCACTNAGCANCGNCACTACTTAGGGGGNGTTAAAACCCCCCCCCCCCCCCN 

GNAGAAACCNCNGCGCCATGAGNTNTCAAGNGGAGGAAGAAGCGACCCGCGCANGCTGAA 

GCGCAAAAGAAGAAAGANGAGGCAGAGGGCCAAGNAAACCGNNAGCNNGNNGCACCGNGG 

AGGCNTTNTNGNNTTTGNNGGGNGGAANGCNNGACGCCCNNGGAAGNANGAACNAAGAAG 
CG 

Sequence 566 

ATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGGGGGACTGGAGGACCTGTCTGG 
TTATTATACAGACGCATAACTGGAGGTGGGATCCACACAGCTCAGAACAGCTGGATCTTG 
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CTCAGTCTCTGCCAGGGGAAGATTCCTTGGAGGAGGCCCTGCAGCGACATGGAGGGAGCT 

GCTTTGCTGAGAGTCTCTGTCCTCTGCATCTGGATGAGTGCACTTTTCCTTTGTGTGG 
GA 

GTGAGGGCAGAGGAAGCTGGAGCGAGGGTGCAACAAAACGTTCCAAGTGGGACAGATACT 

GGAGATCCTCAAAGTAAGCCCCTCGGTGACTGGGCTGCTGGCACCATGGACCCAGAGAGC 

AGTATCTTTATTGAGGATGCCATTAAGTATTTCAAGGAAAAAGTGAGCACACAGAATCTG 

CTACTCCTGCTGAC 

T 

Sequence 567 

GTTTTGGGGGAACACCGCGGNGGCGNTTTNGGGGTANACCGGGCCACNCACCANCNNCAA 
GGNCGA GGNNNN TNNNTTNGGGGGGTTTAAAACCCCNCCCCCCNCGGGCNNNGNAGGCCG 
NCANNANTTTTTTAGNNNGGGGGGGGGGNNGCCCNCCGAAAANCCCGGACCTGNCCGGGC 
GGGC GTTNNAGAACNAGNGGANNCNNNGGGCNGGAGGAANNNGNNANNAAG I 1 1 1 I 1 1 1 I 
TTTTNGGGGGGNNNGGGGGGGGGCCCCNTAAAAAAAAAAAAGGNCCCCNAGNGGGG 
Sequence 568 

GCGGNGGCGGTTTTCGGNCGAGCCCTCTCTTGNCCATCTTCTCCCGCTGCTGAAATTTCT 
NTTGCGGGCGCTGNAANCCCAGGACCCCNCCCCCCGCGTACGCTGGATAGCCTCNTGGCC 
AGAAAGAGAGAGTAGCCGCCGAGCACAGCTAAGGCCACGGAGCGAGACATCTCGGCCCGA 
ATGCTGGCAGCTTCAGGAATCCCCGCGNACCTGCCCNNTGCGGTCTGTTCGN 
Sequence 569 

ACAAAAACCCAAACCCCAGACAGCAGNAATGNCAGAAGANCCANGGAGAACAGCAGAANC 

TNACACCGCNGCNCTCTGAAGGCTGAGAACACAAGNCAAANACATNNAACTNAAAAACAA 

CCGCTGAGAGAACACGGGGAAAAATNTNCANTTTAGAGANGNCCACAAAAAAGGACACGC 

AAAGGGGAAGGGCAAGGCGGNGAGACAACGACGNNANNCNNGGGAAGACNGGGGAGGGGG 

NGGAGAAGAGCCNNGGNNGCCAGAANNCCGGNCGGAGGNCACGAGGCGGNGACCCACAAG 

GGACCNGCCCGGGCGGNCGGNCNAGAACNAGGGGAACCCC 

Sequence 570 

GCGGGNGGGCCGGGTTTTTTNGGGGGGGGCAAACCCGCCNGGGANGGAAGGAAGGAAAAA 

ANGGGGAAGGCCAAGGGNCCGA I I I ! I I 1 1 NGGGGGGGGGGNNNAAAAACCCCCGGGGNG 

GGGGG GAAACGGGGGG N N N N AAAAAAANGGGGGGGGGN AAATTTGTTAAAGGGGC N N AAA 

AAANGGGGGGNAAANCCNCAAGGGGGNGGGGGGNNCNNNGGGGGGGGGGGGGAAAAAACC 

NNAAAAANNNNGGGGGGGGGGGNANAANNNNNNGGGNNNCCCCCNGGGGGAAAAAAAAAC 

CCCCCCCCCCCCNGGGGNGGNAANTTTTTTTGGGGGGGGGGGGGGNNNNAAAAAAAAAAA 

CCGGGGGGGGGGGGGGGGGGAAAAANCCCCCCNAAAAAAAAAAAAAAAAACNACNCCCCC 

CCCCCCNNGGNGGGGGGGGGGGGGN 

Sequence 571 

CGGTGGCGTTTAGGGACCAAACGATAGCNGTTCTGTTTAAGTAGGGACCTCTCATGGTNT 

NCAGGCTNTGACAACCGAGAATCAAACTGGAGAACATTCCGAAGCCGTTCTTATAAGNGT 

CTCCATCTCTACCTGGGCTGAAATGGAATGTGCAAATGTAGCCCAGCCTGGTCCTTGGGT 

GTTGCCAGTTGATTGATGACTGGGAGCCAAAGTGGCATTTNCTTNGACCTAAACGGGCGA 

TGATGAAATAAATCGAGCGGCCGCCCGGGCAGGNACATCTGTGAATGTGAATGCCAAAGC 

GAAGGCATCCCTGAAAGTCCCAAGTGTCATGAAGGAAATGGGACATTTGAGTGTGGCGCG 

TGCAGGTGCAATGAAGGGCG 

T 

Sequence 572 

TGNAANNCCCCCGCCACGGAAAAGGNGGCCCCNGAGCCAGAGCTCCAGCAGCCCNGGGAG 

GGCGGGGCCCGAGGCANGGANAAGNGGGAAGGAAAACGAAGAACAGGAGCAGAANNGAAG 

AAANACAAAGNGAAANGGGGCCAGNCAGCATGTCAGAGACNGACCACAAAGCCCCCACNN 

CCACNGAAAAAAAAGGNGGGAAAACACCGGAANNAAAGGAAGACCCAAGCAACNNGGNNN 

CNGGCAANGAAAGCAGCAAAANAGAAAANGAGGCCAAACCAANGGCAANAAACACCG 
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Sequence 573 

GCCGGCGGCCGCCCGGGCAGGAACANAGCACTNAGGNGNGNCGGAAACNCGGCANGGGAC 
AGGACANAAAGGAAAACANAAAAGANGCAAGGGGACACGACACANANGAAAGGNGAAGGG 
CAACGNCGACCAAACGGGGGNAGAAGACAAAAAACCAAAA 
Sequence 574 

NGGGNGGGGT TNTTT GGGGGGGGNAAACCCACAAANAATACNGGGAAGGGNGGNGGNNGG 
GGNNGGAATTNTTTTNGGGGGGGNGGTAAAAANCCCAAANCCCNAAAAGGGGGGGGGGGG 
GNAAAGGGGNAAAAAMTTTTTTNGAAAGGGGGGGGGGGGGGGGGGAANNCCCCGGGGAA 
AANNAANGGGGGGNGNGGGGGGGGGGNNNNNNAANNANNNNANGGGGGGGGGGGGGGGNN 
NNAAANGGGGGGGGNNNNNNNNNNNAAANTTTTTTAAAN I mTTTTI I G GGGGGGGGGG 

GGGGGGAAAAAANCCCCNNNGGGGGGNGGGGGGNNNNNGGGGGGNNNNCNNNCNNNNNNG 
GGGGGGGGGGGG 

Sequence 575 

GGAAAANCACACGCCAGGAACCNNGCAGCNNACAGNGACAGAAATTNGGGGGGNCGANAA 

ACCCCACNCACCCCGANNNCNGGANCNCNAGGGAANGAGTTTNAGCNCCACCGGGNGGCC 

CTCCCCCCAGAAACNNANGNCCACAAGNCACTGGGCACAGANAAGAGNGNNCGGNCNCAA 

AACNCACAGGGCNCAGGGTTNGCGTGNTTTTGGGGGGGGGGANGGGNNACCCCCCCCGAA 

AAGAGGGCNGGNNANCCGGGNNCNNCNGGAGAAAGANGGGGANNCACAGNCCANGACACN 

ACANGGNAACANAACNGAGNNNNCAANNNGAGCAGNAANNCGGGGGNC 

Sequence 576 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGTAGGAGCCTCTCTCCCTAC 

TGCTGCTACACAAGACCCTGAGACTGACCTGCAGGACGAAACCATGAAGAGCCTGATCCT 

TC1TGCCATCC 

Sequence 577 

CAGGTACAGAGACCTCCTTACTTACCCCCCTTCTCCTTCGGCTGGAGCTCGGCGAGCGAG 

AGGCGGCGCTGGCGTTGGAGAGCGACGGCGGCCCCCGCGTAAGCAGTGGTAACAACGCAG 

AGTAACGCGGGAATGAAGAATCTTAGGCGGGTGCACCCAGTTTCCACCATGATTAAGGGT 

CTTTACGGAATAAAGGATGATGTCTTCCTTAGTGTTCCTTGCATTTTGGGACAGAATGGA 

ATCTCAGACCTTGTGAAGGTGACTCTGACTTCTGAGGAAGAGGCCCGTTTGAAGAAGAGT 

GCAGATACACTTTGGGGGATCCAAAAGGAGCTGCAATTTTAAAGTCTTCTGATGTCATAT 

CATTTCACTGTCTAGGCTACAAC 

Sequence 578 

GCGATTGGAGCTCCCCGCGGTGGCCCGCCCGGGCAGGTACCTCACAACGAGTTCAGTCAG 

TAGCAGAAGGATCTTCTCTCTTGTTCCTGATGATTTCAAGGTCCTCACAGTCCTGATA 
AT 

CTGGTTCTTCCCGAAACTCCCAMTATCTATGGAGAGCTGTTCTAGCTTTTGCACAGGGA 
ACC AGTGGACAGAGGTATC ATTAAACATGTCCATGTATTG N GAAGTCTG AGG AAACTC AA 

GCTCCTCCAGTCCTTTTAAAATCTTTGCAATGTAGGGATAATTTTTCTGCAGAATCCTT 
G 

CCAACAACCTCTCCTCAAGTCCTTTGAAACTGTTCCCAATGATGACCATCTTAGAAAGGG 

CATCTACTGACCAGTTACTCCATAAAAGATTGTTGTACCTCGGCCGCTCTAGA 
Sequence 579 

ATTCGAGCTCCACCCGCGGTGGCGGCCGAGGTACTTTGGACAGTGAGGGTTCGATCCCAA 

TTTTAGGGGTAGGGTTGGGGGTGGGAGTGGGAGTGTGGGTTGCCAGGAGGAAGAATGAGT 

CTACTTTNGANACAATTAAGTCATGGNCCTCTCTTTTTTTN I 1 M I I I I I I I I 1 1 I GGCT 

ACNTAGACNTCTTrCTCATGTATTGTTACTAGMCMCTTNTATAGGGTTTTATGGTTN 
G 

GGGAAAACATTNN TAAAAA ATGGACTNATCTCTATTATACAGANNTATAATATAAAAATG 
ATTTAAAGGCTATATTTTTCAGCATGTAGGTAGCTNCNCTGTCANCCTGTTGAAGAAN 
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TTCCTATTTAAGCTTATAGGATGAAAATATATAATTAAAG 
Sequence 580 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCATCCAAATGCTTCCCTGGTCTTGATGAT 

CTCTTCCAGAGTCGATCTGAGTGGCCTTTTCTGCACCCTCCCCTTCTTTCTCTTTGAA 

TG 

GAATTAAACCCAATTTGGAAACAACATTGACCCAGTCAAAAGCTTCTAATGGTTTCTTT 
T 

TCTTCCTCCAGTTTTAGTTTGCTTTTATTAAAAAAAGAAAATAGTGCATGGCCATAGCT 
C 

CTTCAGTTCTCTTATTGCAGACTAACCATCAGGATGGTATCAAAGCACAAATACTTTGGA 

GGGGAATGCGTTGAACTGGGGCAAGTACCTGCCC 

G 

Sequence 581 

CGTTGCGCTCACTGCCCGCCTTTCCAAGTCGNGGNAAACCTG GTCCG TGCCAGGNTGCAT 
TAAATGAAATCGGCCCAACCGCCGCCGGGGNAG^GGGCCGGTTTTGCCGTTATTGGGGG 
CGCCTCTTTTCGCTTTTCTCGCTTCACTTGACTTCGCTGGCGCNTCGGGTTNCGGTTT 
CG 

GGCTTNGCNGGTCGNAGGCCGGGTANTTCAAGTCNTNAACTTCAAAAA 
Sequence 582 

NTNGAGCTCCCCGCGGTGGCGGCCGAGGTACCAAATTGTTAAATACTCGNAGGCCTTTAG 
GAACCTGTGACTGANTNCATAAATANCAGANCCTATATTGTGATGNTGGTNAAAGGACAN 
GTGCTCANCTTCCAATTACA 
Sequence 583 

ACCCTCCTGGAACCGNAATAAGTTNNTGGGGGGGGTNAAACCCNGGNCCACNGAATNNNC 
GGACCACANGANCNAAACTNAAGGNCTAGCTCANAGAAAGCAAGNGNCAAGCNGGGCANT 
AGCTGCTGCTTCCCCTGGNGGAACATNGCCTGCTNCCTCATAANCCATNNCCAGACAAGC 
AAACATTNGTTNGGCAAAGCCGACANC NACNCCAACNACAAGAGACACTAAAG N GCN NGC 
NGGGGGGGCTNCCAGGGGAGANGAAANGGGAAGNCGGGCNGCAGCAACNCNGGNCAAAAA * 
AAACACCAANNNCNGGGGCNCAANGGCACNAANCAGAACGGCNCGCCCNNNGGGANCCAC 
AGCNAAGAACCGGCC 
Sequence 584 

TTGGTTATACAACATTTGTTTAATAAATGCANTTTNCAAAGCTACACANGACTTAGATA 
T 

TGAAGCAGAAAAGGTGGTTTTACAGTCCCTGCATTAACCTCTAATTCTTACTACCCTGGC 

CAAGAAAGCATTTTCACCTCCTGCGCTTTCCTTCCTGTGTGCTTGTGGTTGGTTCTTT 

CT 

TCTCAGGCTTTNTNATTCTGATGCTGAGATAGTTCTGTTCACTTAGCAACTTGGGACA 
GT 

GACACAGGGTTTGTTCTGTACAAGCAGGTTATCCAAGAGGCATCCATACCCTGGGTTTTC 
CTCCAACCATAAGGAAAATTGATGCAGCTGTTTCTGACAAGGAAAAGAAGAAAACATACT 
TCTTTGCAGCGGACAAATACTGGA 
Sequence 585 

AGGTACCTGGGCCACCAAACACAGCTGGACTCAATATATGGGGAAGGTAAGTGTCCTCAG 
TTTTTGGAGAGAGATTACCCTCTTCCAAAAGAGTGCTTGATTCTGGTAGTCCAAGCTGTC 
TCCGTCTGGTGGCACCCCAATTTCCCCTGCCTAGACCCACCTCCTTTCCTCAGCCCCCTT 
CGCCTGCCGCTGAAAAGTGAGAGCGGGCTCTTGCGTCCCCCGCGTACCTGCCCG 
Sequence 586 

GGGGGGNNAAACCCNGAAGANGCGGNNNACGCCNNNCAGAGCCACANNAl I I l l GGNCGA 
AANAGGGGNCCAGNNCCGAGGAAGGNGGAGGAGGNCNGNAGGNACCNNGGGCGGNNNAGA 
ACNAGGGGANCCCCCGGGCNGGAGGAATTTTNNA I I I I I II I AGGGGGGNGGGGGNNCCC 
CCGGGGGGGACCGGGACCCAGNNNCCNGNNNNGGGGGGGG 
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Sequence 587 

ATTGGAGCTCCCCGCGGTGGCGGTCGGGTCAGCTTTAAAGCATCATAATGACTAATTATA 

GGTGAATAATTTTACAGACAGTCTATATTCTAGGAGGCAGCTGTAGGCGTTTTAATTGGA 

AATAAGCATTCTGAGATAATGATAATAGCAGTGTAGAAAAATGAAGCTAAAAAAATTCAA 

AGTGTTGAGAATCCTCCTGTCCTTCTGGGATTTTTATTTTAATCATCTCCTCCACAGAG 

A 

ACAAGCAGNAC U I I I I 1 I I I 1 I I I » I 1 1 1 1 I I I GGGGGTTATTTTATGCACAAAGAGCC 
ATCGTGG I I 1 1 I 1 A TTAGGTAGATGCCCTGGATAATCCTTTCAAGGAAGATCACTTAGT 
C 

CAACTTAATGAAACCAATATCCTTCGCATAC 
Sequence 588 

GAACACCGAAGAGCCAGANTNTTTAAGGNCAGAGAAANCCCCAGANNGCCGAGGNACGGG 

ANAAGAACCGGGAAGGGAANGAAGGACAGGGAAGAGACCAANGACCGGAACCCNCCCNCA 

GACTANGAACAAGCAGAGGCAGAAGCCAGGCACCNGGNCNANGAANCAGACCAAAACAAG 

GATGN NAAGC NGNC NAAGGAGGAGAACCGCCGACAAGNANGACANAAAAGACGGCAGCCA 

GGN N ACAGAAN N NGGGGAGGCCNNAG NACCCCGGCCGNNCC AGAACCAGAGGAACCCCCG 

GGCNGGAGGAANNCGANANCAAGCNNAANGAAACCGGCGACCCCGAGGG 

Sequence 589 

GCAGAACAGACTTGCAGCCGACCAATTTTTGGGGGGATNAAAACCNAAANCCCGGANTNC 

ACCTTTCCACTTTTTGAGGACANTGGCCAGGGGCNCTGGGCTACCCGATGACAAAGCAAA 

NCAGCACAGCATCCCGAANCAGGGGAAGAGAGGGGGCGGACANTGGCANAGGAAGGAGAA 

CCCGAAGTGTNCCACAGGCNCAACNCTANNCCCNGGGGGGCGAANNCAAAACCGGCCGGG 

NAANNCGNAAACACTGGAGGAACGNAAANCNCGGGGAAGCAGNCCCNGGCGAAG 

Sequence 590 

GCGGNGG I I 1 I IGGGGGGCAACACGCGGGACNGCANGCCACNGNCNAGAGCNNGTTTTTT 

TGGGGGGAGAAAAACCCCGCCCCCCGAACGCCGANCACCNCNGAGACCCACCTTGNCTCA 

NAAACAAAAGGCCCANGCCCGGACCACNGCCCCGGACCNGGGACAANCNGGACNANNNCN 

GGGNNNAANNGNGGCCGAGNGGAACAACCATATAANAAATTNCCNCGGGNGGGGGGGAGC 

CGAAGAANNAACNAAAAAAAAAAANCCCNNANANGGGGGGGGGGGANGNACCCNGCCCGG 

GCGGCCGNNCNAGAACNAGGGGANCCCCCGGGCGGCAGGAANNCGANANCAAGCCNANCG 

ANACCGNCGACCNCGAGGGGG 

Sequence 591 

CGCCCGGCAGGTACTCAGGTTTTATCTCTGCACTCCAAGTAGGATGAAANGATAAGAGCA 

AAGGCTCATGTTTGCCAAGTCTGTCCTTTTGTAACAAAAAACCCAGCAGCTTTATCAAGC 

AGAATTCCACCTGTATTTCTTAACTTGCCAGAGCTGAGTCTCATGGCCACCCTTAGCAGG 

AGTTGGGGAGGTA I I I I I AACAAGGCACATTATCATCTCCCCCACCCAAAGTGGAGCTAT 

TGCTAATGAAAAAGATACAATGAGATGTTTATGAAATTATCTGTAGCTATTAATGTCAG 

G 

TTTTTGAAATTTACTGACCTGGAAGAATACTCATAATGCAATGTCAAGTGAGAAGCAGGA 

CAAAGA 

A 

Sequence 592 

TTGAGCTCCCGCGGTGGCGGCCGAGGAC I I II I I M I I I I I II I I U I I I I IGCCCACG 
C 

AATTAAAAAAAl M I I I I I I I GTAAAGACTGGATTTTGCCATGTTGTCCAGGCTGGTCT 
G 

GGATTCCTGGCCTCAAGCAATTCTTCCTCCTCGGCCTCCCTAAGTGCTGGGATTACAGGC 

ATGAGCCACCATACCTGGCCACTTCTTCATTCTTGTTGGCTTTGCGTNCCCGATTTAA 

AA 

TTGGNGAGAAGTTCCTTCGGCTGGGCTGAGGACCCGNGGTCATGGGTGGATCTCATGGAG 
AGAGGGCNAGGACAG 
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Sequence 593 

GTGNATTGAGCTCNCCGCGGTGGCGGCCGCCCGGGCAGGTACATAACTCCCGCAGGATCT 

CAGGGCCTGCCGCCCCATTATGATGATGTCGAGGTTTTCATCCTGCAGCTGGAGGGAGAG 

AAACACTGGCGCCTCTACCACCCCACTGTGCCCCTGGCACGAGAGTACC 

Sequence 594 

CGAGGTACAGGTGCGATTCTGGATGACAAAAGAAGATGCTTACTTCACAGAAATTCGAAA 

TTTCATTGGGAACAGCAACCATGGCAGCCAATCTCCCAGGAATGTGGAGGAGAGAATGAA 

TGGCAGTCATTTTAAAGAT GAAAAGGCTTTGTCGAGCGGCCGCCCGGGCAGGTACTTTNT 

l i l 1 1 I I II I I I I i 1 1 1 1 T I AAGGAGCTTTTATTGTTTTAGTAATCTTAACATAACTTAA 

AATAAGAGAGGGGAAATGACATCTGGAGATCTAGGTATGTGGCCCATTGCAATTGAGCAC 

ATTTCTTGGGTCTGTTTCTCTATCTCTAAGGGCAGTCTCAAAACCCCAGC 

Sequence 595 

TCACGGGTGGCGGCCGCCCGGGCAGGACATGGCCACCAAGTAAGAATGGTTGGTGACAAC 

GACAGAAGGCTAAAACAGGAAGGTAATCTTGTGCACCTGACAAATAGAAAGAATAAAGGA 

TCAAAATTGAAGGCANGCTATAANAGTATCAAAGAAATTTCTTAAAAACCAAANAGTGAT 

TTTGGAAGCACAAAAACTTACNGTTAACTGCTTNCCCAAATGTTCAATGATTGTGGCCCA 

AAG AAC ANTTTGNGGCATTNCTAAANTTTAGAAAAAATTGC N N ATNTGC N AAAAAATTTT 

TANAATNGGGANACACNACCTACCA 1 1 I I 1 1 1 1 1 1 CTAAATCCNAAATTTCTCCCCCCC 
C 

TCCTTCCCAGAAANAGAGAAATTTTGNTNAAACCTTCAATNT 
Sequence 596 

TGAGCTCCCGCGGTGGCGGCCGCCCGGGCAGGTACTATTTAAGAAAAGAACAAGGTTAAC 
TAACTAAAAGCAGGAACTCACTTATTTTTTGCTCCCTAGCCAATTAAAAATAAGTTCAT 

AAAAGCACTTGAAATTATATATTTAACCTGAAAAAAAAGTTGCTAAAATTCCAATATAAA 

TGTAAATATCTTTAACTTGCTTAACCCAGCTATCCCCAAAACAGTGTAAGTGGGGCAAAA 

TGTTCAAAAGAAAAATCATCCAGTGCACGTAAGATGGGGCACCCAAGAAGGCTAAGCCTT 

CCTTGNGCCGCGTACCCTCGGGCCGCTCTAGAACTAGTG 

Sequence 597 

CCGCGGTGGCGGCCGCCCGGGCAGGACTTTN 1 1 I N I II I I I 1 1 1 I I i I I I GAGTTAC 
TC 

TGATGTTTATTTTAATGCATCTTAGTCCACACAGTTGGTATAAAATCAGAAAATGCAAA 
G 

CAAAAACAAAAGGTCTGGAGTCTTAGCATCAGAAGGGCACCATATATACATCTACAGTTG 

GNGGCCAATACAAGTCATTGCCAGACAGTCCTTGGAGGCACAGAACAGCCCAGACCCAGC 

CAAGCTCTAGGAACTTCACGGGTCCCAAGGGGTNTAGACCNCTTGTTCTNGATGCTCCGA 

ACCCGTAAAAAAAMTGTGGGGMGTTGATGAAGGCTTTTATGATTTACTCATTATCCCC 

GCGTACCTNTGGC 

Sequence 598 

TCACGCGTCCGGGGAGGTAGTAGAAAGGCGCTGGGTGTTCTAAAATAAGGCTCTCCTGGC 

CCACGGCTGACTGTCTTCCTTGTGTCTCTACAGTGGACCGTGACTCTGGACCCAGACACG 

GNCTACCCCAGCCTGATCCTCTCTGATAATCTGCGGCAAGTGCGGTACAGTTACCTCCAA 

CAGGACCTGCCTGACAACCCCGAGAGGTTCAATCTGTTTCCCTGTGTCTTGGGCTCTCCA 

TGCTTCATCGCCGGGAGACATTATTGGGAGGTAGAGGTGGGAGATAAAGCCAAGTGGACC 

ATAGGTGTCTGTGAAGACTCAGTGTGCAGAAAAGGTGGAGTAACCTCAGCCCCCCAGAAT 

GGATTCTGGGCAGTGTCTTTTGTGGTATGGGAAAGAATATTTGGGCTTTTTACCTTCC 
CA 

ATGACTGGCCTACCCCCCCGNGGNCCCCCGGTTCCACCGGGGTGGGGGGAT 
Sequenc 599 
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ATAGAGGTTCTGACTCCTCAGGAGCAAAAAACATAACCTGAAGAGGGAGGAAGTGGATTT 

GGGGTTCACCATTTCTTGGGGCACACTTGATTGAAAACTGANACTTCTGAAGAGAAGGCC 

AGAAGATACAAAGACAGNCCATNCCAGTTGAATGCTGTCTTCCAAGAACAGAAGAAAATG 

ATCCAGGCCCAGGAATCCATAACACTGGAGGATGTGGCTGTGGACTTCACTTGGGAGGAG 

TGGCAACTCCTGGGCGCTGCTCAGAAGGACCTGTACCGGGACGTGATGTTGGAGAACTAC 

AGCAACCTGGTGGCAGTGGGGTATCAAGCCAGCANACCCGGATGCACTCTTTNAGTTGGA 
ACAAGGNGM 

Sequence 600 

AGGTGACACAATGGCCGAAGGCTCCATGGCGGCTGGCTTCTTCCAGCCCTTCATGTCACC 

GCGCTTCCCAGGGGGCCCCCGGCCCACCCTGCGGATGCCGAGTCAGCCTCCCGCAGGCCT 

CCCTGGCTCCCAAGCCCCTCCTNCCTGGCGCCATGGAGCCCTCCCCACGAGCCCAGGGGC 

ATCCGAGCATGGGCGGNCCAATGCAGAGGGTGACGCCTCCTCGTGGCATGGCCAGCGTGG 

GGCCCCAGAGCTATGGAGGTGGCATGCGACCCCCACCCAACTCCCTCGCCGGNCCAGGCC 

TGCCTGCCATGAACATGGGCCCAAGGAGTTCGTGGCCCGTGGG 

Sequence 601 

AGCNCTNAGCTCGACGCGAAAAAAAATAAATAAAAATTAAAAAAATCTGTGCAATAATTT 

TAAAATGTGCTCCCAGGAATAGACACAMTGTTTTGAGTATCTTTTAAGCTGCATTTTC 

c 

TTTAGTGATGCATTTGTCAATTGCACTGAATTTAAATCTGAAAGTCAGAGGTGATTATT 
G 

ATAGTACTTTTGTATTTTGATATGGACAGTTTATTCATTTGCATACAGTTATTGACTTTT 
TCC CAGCT GATTAAAAGATAGTCAAGAAATTCTGCAATATAGCTGCCAAAATAGACAGCT 
ACATTTTTATGATATTGTCATCTTTTCTGN 1 1 1 1 1 1 1 1 1 C TTTTTTTTCTTTAGCTATTT 

TACTTAAGCATAATAGCCACAATAGGACATATAAAAGATTATAAATACAGA 
Sequence 602 

CAAGATCGGNGCAGCGACGCTGCGGGCTACCCCCATGCCACCCATGACCTGTAGGGACCA 

CCTCTAGATGCCTACTCGATTCAAGGACAACACACCATNTCTNCGCTCGANCTGGCCAAG 

CTGAACCAGGTGGCAAGACAACAGTCTCACTTTTGCCATGANTGCACGGNGGGACNCGGA 

TTCGCCGGAATNTGNACTCCAGCTCTCCAGAGGATGNAAAAGGCTANTGGGCAAAGTTTT 

TGGGATGCCATTCTANCTCATAACCCACCCCANTGAAACTNCAACCCNATTTCNCAAANA 

NAACNTTAAAATTGGGCTTGTNAATAAANTCCNNGNGCCGGCACAAAGGGCCGGCCCAAA 
CCAT 

Sequence 603 

GTCCGGGAAAAATTACCTGTCTTGACTGCCATGTGTTCATCATCTTAAGTATTGTAAG 

CT 

GCTATGTATGGATTTAAACCGTAATCATATCTTTTTCCTATCTATCTGAGGCACTGGTG 
G 

MTAAAAAACCTGTATATTTTACTTTGTTGNAGATAGTCTTGCCGCATCTTGGCAAGTT 

GCAGAGATGTGTGGGAGNCTAGGAAAAAAAAAAAAAAAAAGCCCTTTTCAGTTTTGTTGC 

CACTNGTGNTATTGGGACCCGTGTTAGNATTTGTATGCCAAGAATTTTTCTTGAAAAT 
GG 

AAAATGN7TTTGNTTTTAGN ACCGNAG NATTCAATACNCCGGTTAAAAGGCANGGNAAAT 
TNGACCAAAAAGTCTTTGGC I I I I I I I I CTTGGGTAATTGNTTTCCTAAANGNTGGTTA 

NTTGGTGGANCi Mill I AACCTGGTTTAATAANTTTAAAATNTGGCCCCAAATTAATT 
A 

N AGGTTTAAAAAATNATTAAGG N AATTTA 
A 

Sequence 604 

CCCGCGTCCGAGACAATACAAAGTTACATTTTTGGACCATATTAAAACTGCAAGAAGACA 
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GGGGTCTTACTGAAGATCTTTTAGAAAACTTAAATCCTGTCACAGGATATTTA6ACATG 

GTAGAATGTAGCTCAATTTTTTAAAAAGTAACTGACCTAGAGGGTGAAAGTTGAAACTGA 

CACATTTTCAAATTTAAGATTATGCTTATTTTGTACAGAAAACAATGTTTAAACACCANA 

GGCAGNATC TTGTTG TANTGTATATAAACGCTAACACCAGGAGTTnTTAAAAACCANAA 

ATTrAAATTTATTTTTANGCTTTTMTTGGAAAGGNTTTGGTTTTTTNTTTT^ 

GAAACCCTGGGAG7TATTCAATTMTTTMTTAAAAACAGGGTNAGT77TTTNAANACC 

c 

NAAGAAANTTAAGGCCAAGTTNGCCCCCCTTTTTCI I 1 1 1 1 I 1 1 G NTAACCATTACCTT 
G 

GNATTTTGGGGAACC 
Sequence 605 

CTCCCCGCGGTGGCGGCCGAGGTACCCAAATACCACTTCAGGAAATCTGGCCAGATCACC 

TGAATCCAAATGTTCTATTAATTCAATACACGTTATCAAGTCAAATCCAAGCAAACGAGA 

GTCTCTCTCCACAACGGAGCCATGATACAATGTGATGGTCAAATTCAGATCCCGAGGTTT 

CAGAAAATCCCCCAGGAAAGGAGCTAACGAATCCCCTCTCCATCGTAATTTATCCTCATT 

AATATCTACTCCAACAAGCAATTCAATGCATGGATTGACTTTTAGCAGCCTTAAGAGTGA 

AGTATCACCACATCCCAGGTCTGCAACCTTCTTAGGCTCATGTTGATCCACTAAATTTT 

AACGAACTGGTACCTGCCCG 
Sequence 606 

CTNCCGCGGTGGCGGCCGAGGTACTTACAAATAATTACTGGCAGTAGGTTATAATTGGTG 
GTTTAAAMTAACATTGGAATACAGGACTTGTTGCCAATTGGGTAATTTTCATTAGTTG 

mGmGTTTTGATTTGAAACCTGGAAATAC^GTAAAATTTGACTGmAAAATGTTGG 
CCAAAAAAAAAAAAAAAAAAAAAAAGGTCCGCGGGGGCGGAGGTCAGGGACAAGATGGTG 
CCACCGGTGCAGGTCTNTCCGNTCATCAAGCT 
Sequence 607 

CGGCCGATGAGAAGAAGAAGGGGCCCAAAGTCACCGTCAAGGTGTATTTTGACCTACGAA 

TTGGAGATGAAGATGTAGGCCGGGTGATCTTTGGTCTCTTCGGAAAGACTGTTCCAAAAA 

CAGTGGATAATTTTGTGGCCTTAGCTACAGGAGNAGAAAGGATTTGGCTACAAAAACAGN 

AAATTNCATCGTGTAATCAAGGACTTNATGATCCAGGGCGGAGACTTCACCAGGGGAGAT 

GGCACAGGAGGAAAAAAAAAAAMTAAAAAAAAAAAACGAANGGTACCCTCNGGCNCGTT 

TTTAGNAACTAGTGGGATCCCCCGGGGCTGCAGGGAATTTCCNATATTNA/KAGCTTTTAT 

TCTGGANTACNCCGTCCGGACCCTTCGAAGGGGGGGGGGGCCCCCGGGTNACCNCAAGCC 

TTTNTTTGGTNTCCCNTTTTAGTNGGAGGGGGGTTT 

Sequence 608 

TTGAGCTCCCCGCGGTGGCGGCCGAGGTATGCGGGAGCTGAGAGAACAGACACAGACCTG 

TCGGAAGGTCCTCTGCAGGTCCCCCTTCCGCTCTGCCGATCGACTTCCGCCTCGGGCAGT 

CAACATACTGCCAAGGAAATCTGATGTGGAAAGGAAAATAGAAATAGTGCAGTTTGCTAG 

CCGGACACGCCAACTCTTCGTTCGATTATTAGCTTTAGTGAAATGGGCTAATAATGCTGG 

CAAAGTGGAAAAATGTGCGATGATTTCMGCTTTTTAGATCAGCAAGCCATCCTGTTTGT 

GGACACTGCTGATCGCCTGGCCTCGTTAGCTAGAGATGCTCTGGTCCATGCACGCCTGCC 

TAGTTTTGCCATCCCATATGCCATTGATGTACCTGCCCGGGCGGCCGCTCTAGAACTAG 
Sequence 609 

CGCGGTGGCGGCCGCCCGGGCAGGTACTTCCGCCTTGCCGTTAGCTTGTGGAGAACGTGC 

TTCTTATTCCTGGCAGGCTTCAAGAACAGCTGCACATGTGCCGCTAACTGACCGCGTTGC 

CATTGGCGACCTGGACTCTGAACTCAGGTTTATTCTAAACCCAGTGAGAGGTGAGGGGGA 

GTGATGAAAGGGGATCAGCTGTATTTGTGTGTGTGTGTGTGTGAGCACCTGACAAATCTA 

TGAMCCCGAGTGAAAGGAGAMTGTTAGATTCTTTATTATTTTATTATATTTATATGGA 
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AAGCTCGACTCTCCCTTT6GTAAGTCCGAAGCA 
Sequence 610 

CCGCGGTGGCGGCCGAGGTACTGCGTTTTTTTTCCTATTATAAAAGTGATACTGAAATAT 

GCTAATTAATATATTAATTTTAGTTAAATGCTGCTAATATGCATACCTCTTACTTGAAGG 

MM iMTATGTTTTGATAACTTTMTAACTTCAGGGTGATGTCTGTATMTTTTTAAAG 

TGCAGCTCTCTCTAACAAATGTGCCCTACAACTCCTGATTAAACCGGCGTCTTGAAGGTT 

CAAAAAAAAAAAAAAAAAAAAAAANGTAeCTGCCCG 

Sequence 611 

GTGGCGGTCGAGGTACTTANGAGAMTTGGCATGCTTTGCTAATNTTTATGCAGAGGTAA 

CCATGTTGANNACATATGTANTGTTGAGAGGNATGTCTMTTTTATGGTCNTAGGAAAAA 

TTAAAAGAAAACTGCTGCTTTCCTGAAGTCTGAAATANAAATGTTTACAACTTGACNAGG 

ATCCATTTGGTGGCTAGNCTCGCCTTCCAGGGNGGNAAAGAGAATATGCCAGTTCTGTNG 

TATGGACTNTT CACAN AAGCTAAGGNAGGGGNAGTTCCTTTCTTGGTGGNGACAAGTTCC 

TGCNCACTTAATTTTTCCCNTCCTGNCTTCNAAACCTGGGAAA 
A 

Sequence 612 

GAGCTCCCGCGGTGGCGGCCGCCCGGGCAGGTACCAAAGAAGATGCAGTTCAAAATACTG 
CCAGTTTTCCAAGAAA7TTTGTAAAGTTGAACATGGCCATCTACTCTTGCCTTAAAACT 

TTCTCACCACACCCACCTTCCCACATGCATGATATCCAAGGTCGACAGACCTGGATTAGA 

ATCCACTCTCAAGCTTCTCATGCAGTGCGTATTGTATTTTCTGCATAAGAAAGGGCTGCC 

TCTAGAACACAGTAAGTGTA TTTGCC CAGTAGTGACATTGCCTACATATAGCCAAGTGTT 

ATAGTATACCAACTTAGTATATTTrrCAAGGAGAGCTAAACCACCTmGTAATGffrTG 
G 

TTTCTCACTGTTATCTTCCTTTCCTATAATTAATTTATTTTAATCTACAAATTGACATAG 

GGCT AAAAGC TTCAATATTTTACAAAATATTAATTAATGNAAATTGGTCCCAATTATTAA 

GAAACTTTTTTTNCATTT 

Sequence613 

AGGAAGNCCACTTTTGANGAGGCCATTWAAAANCNAACGGNNATGANCCCCCCACANNNC 

ACTCNGAGGGGGAGGTANGAGNANNNCACCNGGGGGCCCCGNCNGGGGAAAGGAAAGGCN 

AACNCCACGNCNGGGGCCAANGGCCNCNGCNGGGNANNNACNNNACGAGAGGCCCACCNN 

AACCAAAGAGCGANANGCCCCGGGGGGNCCAAGAAGGGCNGCACACAGNACCTGCCCGGG 

CGGGCCGCNCAAGAACNAAGGGGGAACCCCCCGGGCCNGGCANGGGAAANNCGAAAAAAC 

AAGGCCNNAACCGAAAACCCGGGNCGGACCCCCGGAGGGGGGGGGGGCCCCGGGGGAACC 

CCCAAGCCNNNNNGGGGNCCCCCNNNAANGGGAAGGGGGGGAAAAAAANAGGGNNCCGCC 

CANGGGGCGGNNAAAACAAAGGGGGGNAAAAAAANGGCCCGGGGANACCCCCGGGGGGGG 

GAAAAAANAGGGGGNAAAANCCCGGNNNCAAANAAAANNCCCCCACCCAAACCANNAACC 

GNAGNCCCGGGGNGGCAAAAAAAAAAAGGGGGGAAAAAAGNCCCCGGGGGGGGG 
Sequence 614 

CCAGAGNTAACGAAACATTCTTTATAAAGGTTTGAACCCNCNGTTTNAAAGCCAANACCA 

TAATTTAATTACAAANGGATAAATATGGTAACGGGTATTTACAGAAGGAAGGGNGTTATT 

ACGGAAAMGCTMCGGCACGACGTTTATTTTTCCCCCACAATCTTTCATACAGGAACTA 

ACAAANTGAACTTGCAAAAGCACTAAAACATCACATGTAAACCCAGCTAACAGAAAAATA 

CATTCACAAGCGTTGNTGGTGGGGGTGNGNATNGTGTGNGCTAAGGGNCAATGGGCNGAA 

GAAACAGAAGGGAGACTNTGGCACGGCTCAATTCTTTCCAGNCNANAGNTACATGGAAGG 

TTACAANCAGGGTGCCCCANAAAAAAGGNACACCACTANTCAATACCCNCCAATACAAAA 

AGAAAACCAATNTTCTTCCNCCANTACCTAAAAAAGGAAACCCGGGGTAAAC 
Sequence 615 

CGGTGGCGGCCGCCGGNCAGGTACTTTN 1 1 I I I I I I I I H 1 1 1 1 I A ATTTTCCATGTAT 
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Sequence 616 

GGTGCTTGMGTCATTCTCAGGGGTCTCTATGACCTTTTCCCTCCTG^ 
TTTCTTCTATTTCATCATCCCGCACTGCTCTTAGCATCGAAGTCACTGTCTGCATCTGG 

OTTACTTCATTGGAGAAGCCCCTTGATTTTTCTTCCTTTATACCAGATCTGGCTTCACG 

AAGCTGCATTTAGGTACCTGCCCGGGCCGGNCG 
Sequence 61 7 



Sequence 618 

e^CGGGGGAAGCTGGCCTTGGGTGTTTTACCTCMTCATATATCCACACAArTrr^rr^ 
GG^r^^ 



\GGAATGTCTATTG/ 
AATAATTAAAGAGG1 
<ATTCAGGTCCAATT 

^ATCATGGAGMGGm 



CA 

^ ga ;s ggaccgagg ^ 



^JTATATTTTGGCATTTATTTTCTAAAAATAAACCAAAAATTGGM 
Sequence 619 

™G^GAAM^^^ 

GGGAGGAAATCCAGTTTTAAAAGTCTTGATTTAAAAAAAAGAAMCMnT^ 
CAAAAAATTGCATTTGTTTGAGGAGCAGAATGTMCTTATATTAMGMTAMC^Cci^ 



r C ?r CCG ^ AGGTACAnCTM 

GATGG ^GAGAAGAAATTMCTTMTTCTAAGAGCCAAA 
ACACCAAAATTAACAGCCAGTmCTTGATTTTCTTCTTGA^ 
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ATGGTGAGATATACTATGGCCTTGAGAGGCAGTTTCAACTTGAAAAGAAGATGCAGGTTG 
AGCAATCGGAGAGGACTTCAAAGAAGCTGATGAGCTCTCCCGTGGACTTACTTTGACAAT 
GTTGGAAGAATC TGGCT GGCTAGTCTGAACTGGAGTGGCTTGAGAACTCTGGGCTTCCTT 
ATTCTCAAAGTTCTTTTTGGmGCMCCCTTTTmAGTAACCTGCAGAGGTATAAAC 

GATTGTGCACACCCCCTGGTATTCCCCCAGCCATGGGCATGGTCCCAGAATATAAAGTAT 
GATGGAAGGGCTTCCAGG 

Sequence 621 

GGTGGCGGCCGAGGTTAAGGACGCCTGCCCATGACAGAGCCTCAGGAAATCGCGATGACA 

GTTTACAGCAGGAAAATCCGTGGAGACAGCAGATCCCGAGAAGCGGCGATGTTTGCGTAG 
AACCCTGTACCTGCCCG 

Sequence 622 

CCCGCGGTGGCGGCCGAGGTACATTTATTTAACATAAAAGGACAATAAGTTTACTTTGTA 
TCTGAACTCAAAACAAAGTAGTTGTATATTTTAACATTCAAAATTGGGATTTCCCAATG 

GACACATCATGAATGCAAACCCCTCCAGCCCATCAGACGCCAGGCTGCCTACTGGTAATC 
TGTGTATAGTATATAAACATGTAAAAATAGGTTGTATTTTACTCTATGTATGATGCTAAT 

CMTGMCACTTr ATTTATTTT ACAGAGAAAACTTATCTGTGAACTTTACTATATATCTG 
NTATTTTACCTTTAI 1 1 1 1 1 1 1 [ I [ AAATAAAAAAGGGGTTT 
Sequence 623 

CCGCGGTGGCGGCCGCCCGGGCAGGTACAGCCATTGCTCTTTGAGTTTGGTCTGGCTAGC 

AAAAAGCTGGCTGTGTTATGTAAATAAAGCCCCTATAGTAATTAAAATTTAAAAAAAGTT 

TmMGCTGGCTGTTTTCCTACCACTTCAGAGTCCTTGACCCCGTAATTTAGGGTCC 

TTCAGATTTGCAGACAGAAACAAACAACAAAACAGTTAAGCAAAACTAACAATGGTCACA 
CAMmTACMTTTCTGAGTGCTCTMGTGCATTGGAAGAAAGCTGAAACTCCATAAAA 

acatcacctgccttccatcatcatgaaagcaggaaaacttgccttcttgttgggagcaAg 

TAAAACTCCAAAAAAAGAGGTGTTGTACCT 
Sequence 624 

CCGCGGTGGCGGCCGAGGTACGGCGGGGAGCCGCCTGGATACCGCAGCTAGGAATAATNG 
GMTANGGACCGCGGTTCTAT7TTGTTGGTTTTCGGAACTGAGGCCATGATTAAGAGGGA 

Sequence 625 

CTCACCGCGGTGGCGGCCGCCCGGGCAGGTACAAACTTTGATCTTCTTTGAAATGTGGTT 
GTCCACTNGCTTTTCTGTTTCTGTCACAGTAGCTATAAACAGCTGTTTAAGGATATCCT 

ATCTAMTTTCTGCCAATGAGGACCAATCGATTTGTTCTCTCAGTGTCATCCTTCCAGC 

CACTGGAGTCTCCTCNATCATAGAGCTCATCCCGCGTACCTCGGC 
Sequence 626 

NCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGATGAGTCCTAGGAGGCGCTGG 
CTCTTTGGCGGCTCGGAGGAGCGGCTGCTGCTGCTGCTGCTGCTGCTGGTGGCCCCTTTG 

CAGATGTATTGCTGTCCTTGAATATTAGCCeATTTGAAAACGCCTGGGAAGTTCAGCCAT 

CAGTATGTCAGTACCTCGGC 

Sequence 627 

CCCGCGGTGGCGGCCGCCCGGGCAGGTACTTTTTCTTCCAGAAAAATTCTCCTTGAGGAA 
AAATGTCCAAGATAAGATGAATCACTTAATACCGTATCTTCTAAATTTGAAATATAATTC 
TGmGTGACCTGTmAAATGMCCAAACCAMTCATACTTmCTTTGMTTTAGCAA 
CCTAGAAACACACATTTCTTTGAATTTAGGTGATACCTAAATCCTTCTTATGTTTCTAAA 
"^GNGATTCTATAAAACACATCATCAATAAMTAGNGGGCAAAAAAAAAAANNAAAAA 
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GG ; AAA £i^ m ^^^ 

GGGNTTNTI 1 1 1)111111 1 NNAAAAAAAAGGGGGGGGGGNCCCCC 
Sequence 628 

3NTCT ^ CT ^ GTG ^^ CG G^GGMGGMTNCG^T^ 

Sequence 629 

GGATATCACCGAAGAGGACTTAGAAAATGTTGCCATAACTGTTCGAGATAAAATCTATGA^ 
^^ TGGGTMCACGTGCCATCAGT6T ^ 

GCTATGGGGAGGATGTCAGATCGGCATTGCTG6ACCCGGATTGGGTGTCTCCCCCCTGTC 
GTGGGATCTGCAATTGCAGCTACTGTCGGAAGC w »* a v»TGTCCCCCCTGTC 

Sequence 630 

t^acmgttaaagctacagaatccctttttgctgtmttgcaccagttttaaagcctct 

GCAGAGCAGATTCGTTTAAMCTTTGTTTTTCTTAAAAGCTTACAGTGTTTGGCTAATT 

CTGTCACTTTAAGAAGCCTGCAGATTGMGTGTAMCATGGAGAAATTAGGGGC^^TT 
TTTA^CTGTGTGAGATATTAACCAGCCCGCCCTGTTATAAAA^G^ 

CGATTTACACCGATTMCACCCCCTTTATATATTTTTTACAAAMTACAC^^GAAAATA 
ATCAAACGTmCATCTCTCTTGTCT^ 

Sequence 631 

CATGTGGCCCCTAGGATGCACCGACTGGTAGTGATGAGCCAGGmACAAGCAG^CACTG 
GCTMGAGCTCAGACACTCTG^^^ 

™TATATCTGCTCTCTCCCmC^^^^ 

ATTGCTGTTTGCCATCGTTTGTCCATCTCTTCTACAACAGGTTGCATCTTT 
Sequence 632 

CCCAAATTACCTCTTCATTACCCAAATCAAAGAATCTTTCTGTTTTCCCAATCCTCAAA 
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Sequence 633 

GCCCATTGNTGTTTGTTTGTTTGCTTGAAGACCAAGACGGAGTTGGGCCTCTTGATTCCC 

AGTGGCTGCAAGAACTGGGATTCCCTCTCCTTCTCTCTC7TCCCCTCTCCCCCGCGTACC 
TGCCCGGGCT 

Sequence 634 

GAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACTGAAAACCACTTCCAGAGTCTAAAG 

CAGCTCAGATGTTATCTCTGGGGGAATTAGTGTTCCCCTCATTTAGCAACCTCCATACCA 

CAAGGTCTCTGTCTGTAGTTACTGGGATTATCCAGATACACTATCAATGATACAAATTC 

TAGGAGTATTAATGCATTTC7TTAMCACAACTTGATTAAGAAGCAAATATGTTAAGCA 

TTTTCTTTTTCTGCTGCTAAATTACAGTTAGACACTTCAGTATCTTCTCTTTACATGTGT 
ATATAAA7TAGTAAGAACCTGCATCCAAAGCAATGTAGTGTGTGTATGTATCTATATAT 

TTrATTCTAACTCAGCACTTCAGMGCCTTTTTGAGTTACAACMTATTTTAGTTTGCCT 
CATCTGTAGAGGTAAAATTTCTATATTACCAAGCTCCAGAGGAATATGATATTTTACAGG 

CACAATTTTCTGGCTGTAGTCCCTGGGGCATTTCATTTGCTGGCCTCCA 
Sequence 635 

NCTCCCGCGGTGGCGGCCGAGGTACAGATGATGAAGCTTCCAGAGCTTATCTGTCTCTTA 

GACAGAACTCACATAAACACACAAATACAAGAGGTTATTTTCAAGACACACACTTGCAAG 

TAATCTTTCTATAGAAATGGCCACAGCATTATAATATTCAAAATATGGAAGATTGCAGT 

TGAGGATTTTTANGAAAAAAAAATCAAAGGACTTGCCAAAAGGATAACTACATAACAGAT 
ATGACAATCTACAGGACAAAAAGACAACATGTCACCAAATATTGTTCATACAACAGCGTT 
AATGGAAAACAGTAAAACACCTTTTAGCAGTGTGCATGTTAAGTCTTTTAGTAAGATTA 

CTGTAATGAGGTTTGAAAGTAAATCACTTAGTAGACAAAGTAAACCACCACAGAACCAGG 

AATAGCACCCATCACTGCTGCTTTGTCACTCCAGAAAGCTGAAAGTCAACCCGAACAATG 

AAAAAAAGTCAAAGAAGCATTTCCCTTTGAATTCAGTCCTAAAAATATGAATGCCTTATA 

ATTAATTTCAAAATAAGTATCTTACAAGTGTTTCATGAAACATTGGTTTT 
Sequence 636 

GTGGCGGNCGAGGTCTAAAGGGCAAGGTTCACCACTACAAAAAGGAAGTTGTCTAAAAGC 

AAGAATTCAATTAACNGCTGGGTAAGAAAAGTCAAAACACTAATGAGTTGTCCATGAAGC 

CAACTGCTAAGAACGCGCTCAACTATACCGCCGACATTGAAGACACTACGCACGAAGCCT 

TACTTGGCGAGTCTGAATTTCTATTAACTAAGGGCAGAGTGAGGGAGAACAAAGAGCCTA 

CTTCCGTAACATTTTAGTATCCAGATAGTACCTGCCCGGGCCGGCCGCTCTAGAACCTAG 

TGGGATCCCCCGGGCTGCAGGGAATTTCNTATATCAAAGCNTTATCGATACCCGTCCGAC 

CTrNGAGGGGGGGGGCCCCGGTACCCCAGCTTTTTGTTTCCCTNTTAAGNGAGGGGTTAA 

ATNTGCCGCCGCTTGGGCNTAATCATTGGGNCATAGGCTTGTNTTCCCTGNGGTGAAAAA 

TTGNTTAATNCCGCTTCACAANTTTCACCACCAAACCAATACGGAAGNCCGGGGAAGCAA 

TAAAAGGTNNTAAAAGGCCTTGGG 

Sequence 637 

AGCTCCCCGCGGTGGCGGCCGAGGTACAGGAAAGGGAAGCACAGTTTGGAACAACAGCAG 

AGATATATGCCTATCGAGAAGAACAGGATnTGGAATTGAGATAGTGAAAGTGAAAGCAA 

TTGGAAGACAAAGGTTCAAAGTCCTTGAGCTAAGAACACAGTCAGATGGAATCCAGCAAG 

CTAAAGTGCAAATTCTTCCCGAATGTGTGTTGCCTTCAACCATGTCTGCAGTTCAATTA 
G 

AATCCCTCAATAAGTGCCAGATATTTCCTTCAAAACCTGTCTCAAGAGAAGACCAATGTT 
CATATAAATGGTGGCAGAAATACCAGAAGAGAAAGTTTCATTGTGCAAATCTAACTTCAT 
GGCCTCGCTGGGCTGTATTCC7TATATGATGCTGAGACCTTAATGGACAGAATCAAGAAA 
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TTrTTCTTACCAGAGTAGCTGGCTTGNCTTCCTAATGATGATGNATTGAGAATTCAGCT 

cm 

Sequence 638 

Sequence 639 
Sequence 640 

S2?^GGA^cr GCGAGTCTCGT6CTGTGTCGGA CCTGCAGTCCCTGGCCTTCCGC 
Sequence 641 

TAATGTGGATAAAGCCGTGCAAGCCTTTGTGGATGGCAGTGCAATTCAAGTTCTAAAAGA 
Sequence 642 

TA^AMTGGAGATGATTCCATCTTGTCTACAGACACTGAAATACCTGGCTAAAAGCCGC 
G 

Sequence 643 

;IT^III CTATATNNTNmC ^ A CAmcmTACAAATAACAGMTGCTTCATmAT 
TCACTTCAATAGGACAAAGTCCTTAAAGAAAGACTGAAAAGAGCTGATAATCAA^TCCC 

agttacatgtatcccatgttgcttttggnttcccatctcttctttgcttcaaaccccca 
gcmgntttttnttttttcgggcagnctgtgmttttcmcctccttttt 

Sequence 644 

===== 
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?£^II AGCCGTGGTGA ^ 

WCTCAGCCATCCATTTGGGTGGAGAACTAGTAATAGGACTTTTGAAGGAAGCTGCAAA 
TTCAGCAACACCTCCTAATTGTTCTGCXX^AAG^ 

^^^ZI^^^^^^^^^^^^^^^^CTGTGGGAGACGCCATCTTTCAAC 
SeVuIni«5 ^ CCCGCGTACCTGCCCGGGCGGCCGCTC( ^GCCAGGAACCGTAAAAAG 

CCG ^ G 7Pi^ CGGCCGCCCGGGCAGGTAC ™^ 

^?^l G ^ TGCCACCTGCTGCTCG AGCGmGCCTCACTCGTGTGCmCTCACm 

CAGATGGCCTGTCCACCTCCTATATATTGACAGTGCCAATGAGTGTAGAGTC7TGCTACA 
AGAAACA ^ G ™™^ 

T^CTCTATCCTTTAGACCAGAAACTTTTTCTTCTAAGCACTTGCCTACCGGGAAGGTT 

GGAGTCTTGTTTTACCGTACC 

Sequence 646 

aZ^ g ^ g ^ g ^^^^ aatgcang ^ g ^ g ^ ggtga ^ gag ® gaaa ®®^^tgttgcttccgg 

J 000 .?^ TTCACTGAAGATTGCCANN TGCCGATGGCTTCGCTCACCANGATTCTNGGCT 
TNCTNCTCCTCCATTGTCTGGCCTAAACTTTATCTTCAAATACAGACCATTGCTTGCTC 

?A^^^ AAACCCATNNGGTGACCACTAAGGGCAA ^ 

TAGGATGTCTTGTATTAGGGTN G<3AGAGTCCCAGGTAAATCTATGCTACTNCC 
CC ^ AGNNTCTNGCAACCCAA ^ NTA ^ CN NTTTGNATACNCTTG/W^ 

TGGTCCAGTTGNNAGAAGGGGAGTTGGGAGCNTCCAGGTTTGGAAAAGNAAA 
Sequence 647 

TrrrT^g G J GG ^ GGCCGCCCCGGGCAGGTACI 1 1 11 1 " " I GAGACACGCC 
I? GG J GACAGAGCGAGAGAGACTCTA AAAAAAAAAAAAANGAAAAAGAACTC 
TACACAATATGTCAAAATATTAAAGCTTTTTTTTAAATTGGGAACNCTCAGGATATTGG 

ATMTTAATTAGGCAATGATNCAMGATGTTTTGTTTTAAAATTCANAACCCNCCAAAG 

TNNAMCCNTNGNMNMTTTmGGGTTTCCCCCCCCCCCNNTTTTTTTTTNTNNNCC 

CNTNAAAAAAAAGGGGGGCCNNCCCCCCNTTGGGAAAANNN I I 1 1 1 1 1 1 1 1 1 1 NNNNGCC 

SxJ?S™o NCNGGGGGGGTTTTTAANAAANGGGGGGNAAAAAAAANNGNGN 

GTCCCCCCCCTCNNNNAAAAAAAAAAAAANANGGGGGGGGGGG 

Sequence 648 

TG GCGGCCGCCCGGGCAGGACTT TNTTTN I I 1 1 I I I I I I I I I I I I I I I I I ATTTTTTTTT 

^"""" """ i i i i i ii i iii i i i i i iii ii ii i iinnn | 



T ' ' 1 ! I 1 1 1 1 1 1 1 1 1 1 1 CCCNGGGGAANNCCCCNTTNTNNGGNNTTT 

CCCCCNNNGGCNCCNANANGTNAANCCNNCNNANCCNNGGGGNNGGGGNCCNCNNNNCCC 

Sequence 649 

GGGTGGAGTGAATGTCTATGAGGCCCCTGACTTCTTTCATTCAGGAACACAGATTCAGAG 



Paae H3ot'22l 



WO 01/42467 



114 



PCIYUS00/33312 



Table 1 



CTTCTGCTGTGCAGTAGGGGGCATCAATAGTTCATTTTCTTTTTATTGTCTGCTACCAT 

CCATTGTATGGATTCAACCTAGTCTGTTTATTCATTCTCCCAGGCTTTCCACCAGGCC 
AT 

CTCTTTCACTTCGGGGGCACCTTTCCCAGGGAGATGAAGAGACACAGGTTGGCCTCTGCT 

GGGACTCCACATGTCTCCCCGCGTACCTGCCCG 

Sequence 650 

TTGACTCCCGCGGTGGCGGCCGAGGTACTGAGTGGGGAAGAAGGTAAGAAACACGTTGAT 

TAACACCCTGTGTTCTGGCAGGTGGGATCAGCAATATGTAATCCAACTCACCTCCATGTT 

CAAGGATGTCCCTCTGACTGCAGAAGAGGTGGAATTTGTGGTGGAAAAAGCATTGAGCAT 

GTTCTCCMGATGAATCTTCAAGAAATACCACCTTTGGTCTATCAGCTTCTGGTTCTCT 
C 

CTCCAAGGGAAGCAGAAAGAGTGTTTTGGAAGGAATCATAGCCTTCTTCAGTGCACTAGA 

TAAGCAGCACAATGAGGAACAGAGTGGTGACGAGCTATTGGATGTTGTCACTGTGCCATC 

AGGTGAACTTCGTCATGTGGAAGGCACCATTATTCTACACATTGTGTTTGCCATCAAA 
TT 

GGACTATGAACTAGGCAGAGAACTCGTGAAACACTTAAAGGTAGGACAGCAAGGAGATTC 

CAATAATAACTTAAGTCCCTT 

Sequence 651 

GACTCCCGCGGTGGCGGCCGAGGTACTGCGTTATGCAGAGGTGTCCAGCCCCCTTCCTCT 

TCCT GGAAATTAACATTGGCTCCACCTTCCAGCAATTGCTGGACCAGGTCAACATCTTCG 

TTTTGAACAGCTTTAATCAGCAAGTGATTGTCTTCCACTGCAGCCCTTCTACCGCTGGAG 

GACGTGGGTCCCTCCT GGGG GTTGTTATGATCCCTGCTCTCCATGACGGTAAATGCCACC 

TGCTACCACTTTTAGCCTTTTCCTTGAGAAAATGCAAATTTATCTCCTAGCACTTAATC 
A 

AAGAAGCTTTGAGTGTAAATTGGGATTCTCTGGCAACAGAGCAGCAGTATGAAGAAGGAA 
CAATGTTCTCAGTCTTCTGACATTCCACCTGCTCAACTCAAGACGTCTCAATTATTCCT 

TGGCAGCCGCAAAGCCTGGAAGACTGCTTGCAGCCCGAGCAGTTTCCTCCTGCTGCCCCC 

GCGTACCAGTGAGGAAGGA 

Sequence 652 

TTGAGCTCCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGAGGGCCAGGTCTCAGGG 

CTCCTGGAGCTGCAGGCGGCGGGAGGGGCTACAAATGCTTGACTCAGTGATGCAGAACCT 

TTCAGAGTTAGCTGGAAGCCACAGCCCTGCCTCTTGATGCAGCCTGGATCCAGCCGGTGT 

G AAGAGGAGACCCCTTCCCTCTTGTGGG GTTTGGATC CTGTGTTTCTAGCCTTTGC AAAA 

CTCTACATCAGGGATATCCTGGACATGAAGGAGTCCCGCCAGGTGCCAGGTGTATTTTTG 
TACCT 

Sequence 653 

TCCCGCGGTGGCGGCCGCCCGGGCAGGTACCTGTGAACTGAGGAATTATAGATAAACCTT 

AGGTCAAATCATTTCGCAATTGCATTGGTGGTATTGAAAAATGATGAGATTTCTCTGACA 

GAGAGCTTTGTCCTAGTTTTTGTTCTTCATAGGTCAAAACTGGCAATATTCTCTTGTCT 
G 

CAAGATAAAGTGTTTGTGCTTCTATCACCATATGCATGAACATGTAAGAATCAGATACAA 

TTTCTGCTTCATCAGTTTCACATGTTCATGTTGTCACTGAAAAAATGCATCTACTGTTT 
A 

TAGCTCCCMGGAGACCCCAMTCCTTTTTTTCTTTTGAGATGGAGTCTTGCTCTTGTT 
G 

CCCAGGCTGGAGAGCAGTAGCGCGATCTCAGCTCACTGCAACCCCCACCTCCTGGGTTCA 

AGGTGATTCTCCTGCCTCAGCCTCCCCAGTAGCTG 

Sequence 654 

GACTCCCCGCGGTGGCGGCCGAGGTACCTGTTACCCTTTCAAAAGTAAGTTCTCCATCCC 
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ATAAAGCCATTTAAATTCATTAGAAAAATGTCCTTACCTCTTAAAATGTGAATTCATCTG 

TTAAGCTAGGGGTGACACACGTCATTGTGCTATATGTATGTGACTTCCCTCCCCCTGCCA 

GAATACTCCTTGG TCAATT GTAGGTATTCTTTTTGGTTTAATTTTTGCCAATGTAATTAA 

AAAATGGTATGTCATTTrrAAAATTTGTATTTCTTTCATTACAAATAAGATTGTTATGTC 

AGTATTGTTATTGGCTTTTCGTATTCCTCTTAACGTGAACCGTCTGTTCATTGTTTTTAC 

CTGTTTTCGTTTTAGCAAGTAAGTACCTGCCCGGGCCGGCCGCTCTAGAACTAGTGGGAT 

CCCCCGGGCTGCAGGAAATTTCGATATCAAAGCTTAATCGATACCCGTCGACCTCGAGGG 
GGGGGCCCGGTA 

Sequence 655 

TNCCGCGGTGGCGGCCGAGGTACGCGGGGGAAGTCGGCCATGGACTGGAAAGAAGTTCTT 

CGTCGGCGCCTAGCGACGCCCAACACCTGTCCAAACAAAAAAAAAAGTGAACAAGAATTA 

AAAGATGAAGAAATGGATTTATTTACAAAATATTACTCCGAATGGAAAGGAGGTAGAAAA 

AACACAAATGAATTCTATAAGACCATTCCCCGGTTTTATTATAGGCTGCCTGCTGAAGAT 

GAAGTCTTACTACAGAAATTAAGAGAGGAATCAAGAGCTGTCTTTCTACAAAGAAAAAGC 

AGAGAACTGTTAGATAATGAAGAATTACAGAACTTATGGTTTTTGCTGGACAAACACCAG 

ACACCACCTATGATTGGAGANGGAAGCCGATGATCAATTACCAAAA 

Sequence 656 

CGGTGGCGGCCGCCCGCCTGGTACGCCCAAGGCATTTAATGCCCACAGTAACAGGGCTGT 

TTGACAGTGGCAGAAGAGGACGGGACTAAAGTTACTTTGTGCTGAGAGGGGGAAAGAAGC 

ACAAAGTTTGGTCTGTTGCATAATTGAATTTTTAACACTCTTATCCACAACAAACACTTT 

TTCGTGTCCTGCTGTGTAAAAGACATCAGATATATTACAGATTTTCAAACAGGTGAGCAT 

NCTTTTACGAGCTGGGCAGGTGGGGAGTGGCGTGGTTTTG 

Sequence 657 

ATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACATTCCAATGAAGAATTTCTTCATTCTGA 

TCTCCTAGAAGACAGCAAATACCGAAAAATCTACTCCTTTACTCTTAAGCCTCGAA 
Sequence 658 

CACGGGTGGCGGCCGAGTACCTTGTGGGCATTAGGTCANTNTTGTTATACACTTTCACAA 
AAGATTTTATCTTTGATCTCTTGGCGATCTTCTTCTTGCCCATGGCAGCTGTCACTTTG 

c 

GGGGGTAGCGGTCAATTCCAGCCACCANAGCATGGCTTGTAGGGGCNATCTGAGGTGCCA 

TCATCAATGTTCTTAACGATNACAGCTTTGCGTCCGGAGTAGCGTCCAGCCAGGACAAGC 

ACCACNCTTCCCAGGTTTCATGAACTTGCCCATTTCGGCAGCAACCACCCCGGGGCNCTA 

CAGCAAAAAAGGCCCCCCGCTGTACTCTGCCCCGGGGCGGGNCCGCTTCTAAGAAACTAG 

GTGGGANTCCCCCCGGGGCTGGCAAGGNAATTTCCGAATATTCAAAGCTTTATTNCGATA 

ACCCGTCGGACCCTCGAAGGGGGGGGGCCCCGGGTTACCCCAAGCTTTTTT 
Sequence 659 

CTCCCGCGGTGGCGGCCGCCCGGGCTGGTACGCCCAAGGCATTTAATGCCCACAGTAACA 

GGGCTGTTTGACAGTGGCAGAAGAGGACGGGACTAAAGTTACTTTGTGCTGAGAGGGGGA 

AAGAAGCACAAAGTTTGGTCTGTTGCGTAATTGMTTTTTAACACTCTTATCCACAACA 
A 

ACACTTTTTCGTGTCCTGCTGTGTCAAAGACATCAGATATATTACAGATTTTCAAACAG 
G 

TGAGCATCCTTTTACGAGCTGGGCAGGTGGGGAGTGGCGTGG7TTTGATGGAGTGAGGAG 

ATTTGGTTGAATGAACGCTAAGATGGCCAGACNCACCTCTTNGATCTCAACTCTGCAGCC 
TGGG 

Sequence 660 

CCGCGGTGGCGGCCGCCGGGCAGGTACTATGACCTGAAGAGGGCAGAGGCCATCACTGTT 
GGTCCGGTCTCCACCTGGGGAAACTGAGGTTGCACAGTGTCTCTGTGGTGACGAGCAGGG 
CTTCATCCAGTGCCTCTGTCCCCACCGAGGGGACTATGGGAGACATGGAGGGTGTGTGAG 
CAACAGGTGAGACTGGAGCCAGCTGAAAACTGGGAGACCGACCCAGCCAACAAACAATGT 



Page 1 15 of 221 



WO 01/42467 



116 



PCT/US00/33312 



Table 1 

CGGTCTCTGTCTTGGCACCTGCAGGAAACAAGCTCCTACTTCCAGAAAAAGTGCTCCTGG 

GACTCCAGGATACCAGGCATCTGGGTAAGCTACAATGCTTAACCACTTAACACAATCAGG 

AAGCAACAGCCATGCATTCGGGGAAAGGAACTTCAGTGTTGTGTGGCTTAGTCTCCAGAC 

CTAACTTTTCTTTGGTACCTCGGGCCGNTCTA 

Sequence 661 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGAGACGACTTTTTTCTCACCATGAA 

TGTCACCCCAGAGGTCAAGAGTCGTGGGATGAAGTTTGCTGAGGAGCAGCTGCTAAAGCA 

TGGATGGACTCAAGGCAAAGGCCT 

Sequence 662 

GAGCTCCCCGCGGTGGCGGCCGCCCGGGCNGGTAC I 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 | [ 
TTTTAi 1 1 1 1 1 iAI 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 [ 1 1 1 1 1 1 1 



TTTn'GGNCNANANAAAC^GTTTTTTNMTT^TTNAGGGGGAANGNGGGGNGNCTTTG 

GANAANCCNCNNNGAGGGCTNTNGGGGNGTNTCCNGNGGCNNGGGGGNNAGGGGTNGGGG 

NCTNGGGGNGGGT7TNAGGGGCCCNNGNCCCNNGGCCNCTNTAAAACNAGGGGANCCCCC 

GGGCNGGNGGAATTCGATNTCAAGCTTNTNGANCCCNCCCCCCCCGGGG 
Sequence 663 

TCCCCGCGGTGGCGGCCGAGGTACTTGTGGAAGGTAGTGACCAGCACAGCCNGCGCCTGC 

TCCAGAGAACTGCACATCATGGATCTGTGGCAGACCAGGTGGCAGAGACAGACCCAGGAA 

GGAGAGCAAGGCCCCCGCGTACCTGCCCG 

Sequence 664 

TNCGGGTGGCGGCCGCCCGGGCAGGTACGCGGGGGCGGTATCTGTATCGGGCCNTACTGG 
CTTNANGN GCNNNA TTCCCTTCCNNGNCCCCCCCNGGGGGNCCNCAANTAAGGGTTTNnr! 

ANCCNCTNTTnTTNATCNCGNCAGCANCTTAAAATGCCTGGGAAGATGGTCGTGATCCT 
TGGAGCCTCAAATNTACTTTGGATAATGTTTGCAGCTTCTCAAGCTTTTAAAATCGAGA 

CACCCCAGAATCTAGATATCTTGCTCAGATTGGTGACTCCGTCTCATTGACTTGCAGCAC 

CACAGGCTGGGGAGTCCCCATTTTTCTCTTTGGAGAACCCAGATAGGATAGTCCACTTGN 

ATGGGGAAAGGTGACCNAATGGAGGGGGACCACATNTTACGCTTGACAATGNATCCTTGG 

TTAGGTTTTTGGGGACCGAACCACTCTTAACCTGGTGCCCAAGCAACCTTGGNGGAATCT 
ANGGNAAATTG 

Sequence 665 

TCCCCGCGGTGGCGGCCGAGGCTAACAAGGAAAGCCCCTGGAGCTCCTGTAATAAGAATG 

TGGTTGGAAGATGCAAACTGTGGATGATCATCACCTCCATTTTCCTAGGTGTCATTACAG 

TGATCATCATAGGCTTATGTCTTGCTGCAGTAACTTATGTTGATGAAGATGAAAATGAAA 

TACTTGAATTATCATCAAACAAAACATTCTTCATCATGCTGAAGATTCCAGAGGAGTGTG 

TTGCTGAAGAGGAATTGCCTCACCTGCTCACCGAAAGGCTCACAGATGTGTACCT 
Sequence 666 

GGGTGGCGGCCGCCCGGGCAGGTTTAATCTCAGGTCTCCCTCATACACTTCTCAGCCTCA 
GCACCTAACCCTCACACMCACTCCAGTATTGATGCAGTCMTCTTGTATAACATTTTT 

GAATGTCCAATGTGCAAAGCACGATGTTGGAAATTATACAGAGGTGAATAAGACAAAAAC 
TCTTGCTCTCAAAGATGTCAGTCTTTTTCTTTGCAAGGATAACACATGTAGAGTAAAAT 

CATAAAGGGGACTAATTTTAAATGTACCT 
Sequence 667 

GGCCGAGGTACTGGAGAGTCGGCTTTGACCATGGCCTCAGCTCAGCTCCAGGTTTGGAGC 

GGAATAAAACAGGAGCTAGCAAGATGTCTCATCTGAGCTTCCCAGTGCCCAACTTATCTG 
AGGCCTGGGGCTGAAGCCAGCGCTGACGGAT 
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Sequence 668 

GGGTGGCGGCCGCCCGGGCAGGTAC I 1 1 1 1 1 1 1 M il l I CTGGTCGAAAATTT 

gaagtcmcctaatactctggtgcttactttgcaaatcttttccataagtcaagtatta 

'^^ MTACAQ ^ MGAAGTAAGGATAAACC ^ 

G £JS A 7^ CAGAAACmATGTA ^ GG GAAAAGTAAAATATAC^^ 

?f™^ AAGAGGGTAGATAAAAACAA ^ 
AAGTTAij iGAAA 

Sequence 669 

A^^I™l CTGTGTGmCAGCGGCAGACTGAA ^ 

A ^ GG Z™ CCTGACCATCTGAGAACCAAGCCTGArc 

^—j^^IP^^ ^^^^^^^^GGTGCAGATGCAGCCCAGGTTGGACTGAGTC 
AC I GC ?]7 GCTGCCCCATCCC ^^ 

TCTCCATATCGTTTNCTAGTTACCCTAATCTCTGCACAAATTTTGTGTGTTACAGAAGC 

GATCCAGAGCTTGAATA 
Sequence 670 

TNCGGGTGGCGGCGCCCGGGCAGGTACATTC 1 1 1 1 1 1 1 1 1 1 1 1 1 1 A AACTTTTAGGGT 

TGCCTAmGCATCCpvAGGGCAAAAGGCmGAGATATCMNGGGGCTAATNtTTTATKl 

^ A IL G ^ AAAACGAAAATCmCA ^ G ^CCCCTTACTGGATGGCCCCAGAAGTTGCAA 
^ AG Z^ AGAAGAA ^ GGTGGGTAGAAGGAAG ^ G ^ G ^® A ^ AT ^ T GGGCAGTAGGAATAACA 

C £ C TI A £ GGCAAAAAAGTM ^ 

ATCAACATTCATAATTTTTGTCAAAATAGCACTTATCNAAAAAAAAAAAAAAA 
Sequence 671 

Sequence 672 

AG ^ GG 5 GGTGGCGGCCGAGGTACTC ^CTGCACTGTTCmcmCTAATAAM 
TCTTTTTCGMCCTATACTGTCTTCTGTAAATTCTTCTTACTACCCTATGACCCGTGAG 

pAACCACTTTCCGATGCCAGGGTTCJGACACCTCACCTGGCATMTATAMGTGTTTT 

^GAGAAGAGn^TFACCTGAAMGC^ 
CAAGGCMAATpATTTW^GMGTGTClGGTATrTTTCAMTTJCTG^^ 

GTGATAApTAAATGTTTAGQAATAAAGGATGGAGACATGQTTAXlTrATTTAACTCCCC 

CNAAAAAAA 

Sequence 673 

T 
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Sequence 674 

??S^^ GGTGGCGGCCGA ^ TACTGMGCCCACC AGTGTCCGGATGGAAGTCTGCAT 
CTGAGGTTGCTCAGTGTCCCGGTCATTCATTTACACATTTTMCTTGCATTAAAGAGCT 

IT C II!^ GTGGCCTAG ^ 

FAG, , , , , , iGTTCGGTTTTGTTTTCCATCAGGAATTTGAGTTCTCTCTAACCCAGCTTA 
Sequence 675 

Sequence 676 

TAGGTCTGCTGGGGCACACCGAGCTGTGAGGGAGGGAGGCCAGCATGCG^^ 
Sequence 677 

TTTCmGGTAAMGTCTCTTTTTGCTACTGAAAGGGAAATGGTCTCTAAACACTGGTC 

£?™ CAGG J^ 

TCCNGGGGGGGGGGGNNGGCCCCCCCCCCCTN ^ CCCCCC CCCCNCCCCCC 
Sequence 678 

Sequence 679 



^t^ G ^ G »t^ GG ^ GG ^^ G ^^^ GGG ^ A ^^ A ^^ T ^^^TGA t CGGAACGTGTCGATCCCCT 



Sequence 680 
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AACCAATTTAGGCATGTTTCCTTGGCCGTGTCATTTGCATTCTCTGGAGAAAAGTGAT 

GGTAAGACGCTGCGGCTATCCACACACATGGAAAAGATGC 
Sequence 681 

?5 GG £ CGAGGTA ^ 
I G ^ AGGTGACTATAT C A G^ 

G ^^^ GACT ^ ATGAAGCCTAGGTAGNCT ^ GGAG AN^ 

GCCGAATNTTTTTCAGGGTCTTGCAAGCCCGGCT 
Sequence 682 

rfZ^ G ^ GCGCCCGCCGGGmCCGGAGATATGTOTA ^CGGCT(^GTCGAGGG 
£J?^LGAGTOOGCAQGCTO^^ 

GCACAATTGCGCCTGCGCGATTCTGAGGCCCTTTGTCTCCCCGCGTACCTGCCCG 
Sequence 683 

GC ~ G J G ^ GG ^ 

AAG ^^ TAC ^ CCCCTATCAT ^GAGCTTATCACCTTTCATGATCACNGCCCTCAT 



AATCATTTTCCTTATCTGCTTCCTAGTCCTGTATGCCCTTTTCCTAACACTCAC 



A 



AACAA 



ACTAACTAATACTAACATCTCAGACGCTCAGGAAATAGAAACCCGTNTGGACTATCCTGG 
C ^™ mTCCTAGGCCCTAATGGGCCTCCATCC ™NNATTTm 

M G ^ G ^ G j^ GGACCCNTC ^ ANAAAAAAAA ^ 
™ GGG SS^^ 

T^AAAGNTTTTTTCCCCCCCCCCCCCCGGGGGGGGGGGGGNCCCCCCCCNTTTTTT 
Sequence 684 

CCGGGG Ji^^ 

?TS2^2^ZI^ GAGC ^ CACA ^ GG ^ CCA ^ G ^ GAmGACNGAA GGCGAAGAAG 
252? mGGG ^ CTGCAGGTACGAGGA CATTTTGCCCCGCGGCTTGTTGGGGTCTCCT 

CGAGCTTTTCCTCAGAGTCCCGCAGAGCGGCCGCTCTAGAACTAG 
Sequence 685 

CGGTGGCGGCGAGGAC I 1 1 1 1 1 1 1 1 1 1 1 1 I I 1 1 1 1 | ,, 1 1 1 I I | GAGATGGAGGTTTCC 

^I»33 G r I TGCCCAGGCTGGAGTGCAATAGAGCGATCCCAGN ^ 

AAr GG ^o A ^ GGAA ^^^ N ^^ G ^^^ AG ^^^ G ^ GAG ^ AGG ^ GGGA ^ A ^ A GGCATAAGC 
AA ^ GA J G ^ AGCTM ^ 

?^ A ?^^ CCNCCCCCCNNNGGGGGNCNCCCCCCCTGGGG TCAA^ 

CCCCCNCCCGGNGGTGTGGATATANATATTTNTACATTNTATNTTTTNTCCNCCCCCC 
GGG 

Sequence 686 

CCGCGGTGGCGGCCGCCCGGGCAGGAC 1 1 1 1 I I 1 1 I 1 1 I I I 1 1 1 1 | | | | 1 1 IGGTTTTT 



Page 1 19 of 22 1 



WO 01/42467 „^„ 

PCT/USOO/33312 



Table 1 

1 1 I I 1 1 1 1 | || || | , 1 1 1 , , ,,,,,,,,,,, , rT A AAACNGAAAT 

AAATTCNGGGCCCCNGGGCNGGGCAGGGNTGANANCCCTTAAAGGG 
Sequence 687 

Sequence 688 

aJa?S Gcggtggcggccgaggtacactcgccag cggttttgccacaagagtataccgga 
tt^/SSSgg^ cttctgtatttgtcccgactggctagcacttagaac 

Sequence 689 

SS gggcggtggcggccgcc C(^gcaggtacamctgggcactggataggtagttcct^ 
ctaggtctaacttatccctctcagttcctagtttaatttatgtcttttcttttggagag 

ACTATACCCCACGTCTACTGCACCAAAATTAGGAA 
Sequence 690 

GGTTATTGTCCGCTTTCTCTCTCAGATGCTTGGCTTGTTTTTCAAGAGAACCTTTTTCG 
TATTCATTGCTCCATCGATTGGATCCAGTCCTTGTTCAGAAAATTGTTTCAAGGCACTT 
AGGC n TG ^^ 

~?^ GG ^ GGG ^ GAGG ^ AG ^^ G GAAGAMCTAGAGGAAACGGGAATTTCATCCATGTC 

AGGGTGCTCTCCTCAAACAGATCACCTGAGCCTCCTGCATCTATGAAAG7TATGACACAG 

°^ C ^ ACTCAGAGTCTGATGAGAAAAAC ^^ 
TOTA^ACACATCC^TGCA^^ 

Sequence 692 
Jtcggg^a*^ 

MGTMTGAAGATTTACACAMCTTTGGTATGTCTTACTGAAAGAAAGAAACATGCTTCT 

TMGGTAGTAGATTCCATGGATGCAmGATAMGTTGTCCAGGAMGAGMGATGCCCT 
T^GCTTCTTCAGACTGGTCMGGAAAGAGC^^ 
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Sequence 693 

TTTTTGCTACT 
Sequence 694 

AGNGANCCGNGTACCTGCCC 
G 

Sequence 695 

™ACCAC™GGTCATGATAMTGAm C A^ 

GCAAGGGTTGCACGATMGTTTTGACATGCATGCATGGGAGACATGTAGA^ 
AC JI A ^ G ^ GGGGMGMG ^^ 

TCTAATTACTTCTAMTTCCTCACATMGGAGTTTTTGCCTCTGGATG^C^TGCT 

™I AGGGNGATCmGCCCC ^ 

NNN ^TTA^CCCCTTTrTTT^ 

CTCTACAGMGGATTTTGCAAACANTTCGGCMGNTCCAAATG^ 



Sequence 698 



NGTNTTGTTCNT 




mmm 
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GTCACTGG 
Sequence 700 

Sequence 701 

CCATTACAATATTGTAACCTT7TGTTGCMG^ 
Sequence 702 

GCGGTGGCGGCCGAGGAC I I I I I I ) 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 A TGAATTATTTATTTTCTTT 

Sequence 705 
Sequence 706 

pCTTAGATMCCATAAAACTGCAAAAGCMTTmAAAMTGT^^ 

^.x.JPf TP^^^^^^QCQ^TGCCAATCAAAACTACAACGAGATAC 
CCTATATCCACTAGTATGGCTATMTAAAAMGAGTMCAM^ 

TTTTAGGATTCAGAATATTMCCTATAAACCTGTCATTTGATTCTTGATTV^ 
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™TCTGmATATmGNMCCGCCA™^^ 
Sequence 708 

Sequence 709 
Sequence 710 
Sequence 711 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 H 1 1 1 1 1 1 1 1 1 1 u r at 

™™ G ^ 

Sequence 712 

mSa'ga'SS 

Vt?« ^^^^^^CATGTATCTTTTGCTACATAAACCTTTRTTAr 
Sequence 71 3 

?rTr7lA?^^^^ GCCCGGGCAGGTACT( ^CACAAGGACTCCAGGCCACACATATCT 



tgtcttcttgtc^^ 

Sequence 714 

nA GG IT A I^^ CTCAAAATCACCAGAAGTAT AMmAMTG 
rx^ CA ^^ G ^ TACCAAAAAATAATCACA AMTA 

GTGACAGAATTAGGACTAAACATATCTGTAAAACMTAAATGTAAG(^T^^TXTCA^CCA^\ 
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Sequence 715 

AATAATGGGTACCTGCCCGAGCGGCCGCTCGAAAGGGCN 
Sequence 716 

c22£S ? J^SSJS^JJrn^ 1 "' ^GTAGAGACAGGGTTTCACCGTGTTGG 
I GGGA I! A I GGGCGTGAGCC ^ 

S G JIrI A ^Z A Z GACATGAGGGTGATCmATAA " m ^^ 

Oo!!mfTOWOT^ 6GGAGAG ^GGGG<^6TGCATANGGGATCTGCAGTT^GACT 
Sequence 717 

Sequence 718 

?^J?J C ^ A X C J GAAAAAAAGGAGA ^ 

I^CATTTTCCMCTATGTATGCAT^^ 

GTmCCTACTGTTGTCTNCATGCCATTTTCATTTCACATGGTACCTTG 
Sequence 719 

ACAGTMGTAGAmCATmGTAAACAGACAAAGCTTACAAAGTTTTCTCAAATATGAA 
AGTCATACTAMCTGGGAGACTGTTMCTTCTTGATGGGG^MTCTCTA^^ 

£^ GTMGTGATGACNTO ^ 

CCCNTTNAAANC i mm i ANCAATTNTTTNTTTTAAACCCCTTGGGGGGGGGGGGCCCrr 
AAAANAAAAAANGGGCCCTTGGGTAACCCCCTTTTTGGG ^ GGGGGGGGGGCCCCC 
Sequence 720 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGAAGAACATGGTAAAAATATGTTCACAATAA 
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GCCTtSa^^^ 

ccttttggtttttttccaaaaaaaaaaaaamtaa!cccctttt^ 



GAAGGTATGAGAATAGTATTTTTCAACTTTAAATTTCTCATTACCAGAAGACCATG^TGGT 



^?^ A ^ TG ^ GGCGTGAGCAGTATA ^TTACCTATCT^^ 
^ G J?J G ^ mAAACTAA ^ GGCT ^ 

CTTGGTTCTTTCCTTATTTATCTTTGTCCATCTTGGAGATCTACTG^^ 
Sequence 722 

?Igaactow?g C S 

atmggatccagagamtggmtmtcttattgc^ 
gcatttgcacagtggagttactgttcatcatgggggtac agtttgttcatga 

Sequence 725 
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^^TGC^GTTCACTGGGTTTCAAACTTAAAAATCAT 



Sequence 727 
Sequence 728 



^^^^^ 

Sequence 730 



Sequence 731 



TCAATTCCATCC TATTGTTACC AGAATATN AAA 
Sequence 732 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTTCTTTCTTTTTTTTTTTTttttt^a/^ a to 
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^^^J^I GGGAmCAGGCGT GAGCCACCACACCCAGCCTATTCCmACTTTCTTAA 
Sequence 733 

GGGTGAA7TTTGMTATTTACTCTATGAAAAAAGCCTMGCMTTCAATAAAAACTTGAT 
AACTGCACGTTTAAGTTTGCAGCATCTTGTACCT ^ U/VU ' ^AAAAACTTGAT 
Sequence 734 

*? C 5^ mCGN ^ NCGCCCGGTCAGGTAC TTTCTCTGMmCATTAGCTACATTAAA 

A^G^GATCAAATGCAATAC3ATAGCACTGTMTA(3ATTTTGCTACAS 

™Z?^I^ CAGTGMCTAAAACACCAGAG TGGCTAAAM 

G ^ C J AAAACAACTCCACATAAAAAAA ^^ 

GAAATAAAAGGCCCAGTGGGAAAAAAAAAAAAAAAAAAAA G 
Sequence 735 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I II 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 N GNCACAGAP 
ACAGGCTGGGAATTTCCCAAATCTTACAAGTTCTCGTCCCCTTTCCC^ 

^AG^CTCTCCMGCTCTTCCCmcCTmCT^^^SS?? 3 * 7007 
Se quence 737 

^rII^oI? G 7o GCCCAGCAGCAGAGAAGATAGGAA 
™T.^CATCAGAT^ 

TTGAGGGTTGATTGGCTGACCTMTGTNTmCCAAAAAGGAAMmCMC^ 
CGCATTATTCATGMTGANMTTAGATNTCATATCAAATT^^ 

agangaccagmctacatamgcatctctttactacaaaaaT^^^^^^ 

Sequence 738 

!I! T A c rc c .II$! ATAA ^ 

AG J G JI C JTS AA JI rGGCAAAGTA1T ^CAGAAACM^ 

AAACAAATTCTTTmATGGNGCATTTAAMTCTACCTCCTTGTAGCCATATGC^ 
AAAATGGAATTATTTGGNCAACCATGCTTTCAGATACTTGGMGA^^^^ 
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Sequence 739 
Sequence 740 

Sequence 742 



IpCATCTGCTATTTTTCAAGTGTC^ 



Sequence 745 

CCCTTAGCGTGGTCGCGGCCGAGGTACC 1 1 I I I 1 1 I 1 1 1 I | | , , , , , , | CGTCAAAGTCA 
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AGA ? AG j AG i^ TM ^ 

AAAAATCCTCTTTTCTACATTTTTTAGTTTTCT 
Sequence 746 

C ^PIT AGCGTGG ' rCGCGGCCGAGGTA C « 1 1 1 1 1 1 I I I M M 1 1 1 1 1 1 1 A GTTAAAATGCT 

!; ACC J CAA T GGWGAG ^^ 

A .I AA T AAA <* A ^ TAC ^^ 

GA , GAGAC ^ AmC1 ^ GT CCGTTTCTGTGGTATCACTCATTGTCfiTTAAnTAAnT a A 

GCACAGAAGAATAATGAGAGCCACATTTTAGTTCAACT 
Sequence 747 

t^t^PJ^S^^^^^^^^ AAA ^ A ^^ GA ^ G ^ AAG ^ G ^ GA ^ G ^^GAGCCAGGCTTATA 
3^13^^^^ AAGGAGAGGAG ^^^ A ^^ AA ATAGAGGCATTGTCTGATGTGTTTA 
^?II^ TG ^ TCTGGC ^ GGGTC ^CTGTTTTCCTTTCTT7GCT(^TTAGAAGG^ 
TTACTCTGAAGAGTCCAGGTCTTACAGTGTGGTT 
Sequence 748 

C ^ C I rGAGCGGCCGCCCGGGCAGGTAC I I " 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 [ 
NCATNCAANAMNATMTmACNCTTATTNmGAMNANA^ 

! C J!3 C I AA ,!7J^ TN ^^ 

Sequence 749 

ATTATAAMTCTTCTTGGAAAAACmGGTATGTATCTTCAGAAGGTTTTTT 

3 A ITII AAGGGGCTC ^ 

Sequence 750 

AC ^^J G J G J GTGTCT ^^ 
C J™ C ™ AA I GA ^^ 

Sequence 751 

C J C A I AGGG ^ GG J GG i^ 

^9 AAG ^ G ^ G ^ G ^ GTG ^ G ^ GTGT GTGTGTGTAGACAAAATAAMTTCAGAAAGAGAAAAT 
CI^TACAATGAAATT^^ 

GG I CAGG I] " 1 1 'GTCTGAATTAAATGGCTCCTTTACGCTAGCTACTTAGGAACCACTT 

CCCATACCCTCAAGCTAGAGTAATAGATACCTGACC 

Sequence 752 

^^ A -^S G J G P TCGCGGCCGAGGTAC " I 1 1 1 1 1 1 I I I 1 1 I 1 1 1 1 1 1 1 1 1 GGGAGCCAT 

GG i^ G T!7 mCAC ^ GA '^ 

T9JIHI A J G C AAT ^^ 

TGGTATTCTTTTATAGAACTCAGCTACTAAAACCAGGGAGAGTACTTGGTGTATTTCTGA 
Sequence 753 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 1 1 I I I I I I I I I 1 1 1 | | GGTATTAT 

ATAAAATAATAATGCATCTTACAGGGGAAGTCATAAATCCAATGAAATAAAGTATTTACC 
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Sequence 754 
Sequence 755 

S$£II A 5*^^®®^ G ^®^^^^^^TGTTGGAAGGGTTTTTAAAATGTTTTGAAACT 
GG J GA ll A iiTAGGGTATAAMGTA^^ 

Sequence 756 

^AAA I ITCAGAAAACAATTTACAAAC 1 1 1 1 1 1 1 AAAGTATAAACATAGTGTATGOTTArT 
Sequence 757 



G^CGmASn(»*GTnGCmAAMCAGTGGTTTTCTGMCCCrrnTATGTTCCE 



gtacctgcccgggc 

Sequence 758 



Sequence 759 

TAATATTTTACTTTT mCTAGAmAAAMTA ^ CCAGAAG CCTGGCCTCAAGATAGA 
Sequence 760 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 1 1 I I I I I I I I I ) I I 1 1 1 1 | | 1 1 T A AAAAAAT 

AT^TTNATNAGGNAAAMTmNNmNMTTMCNGGAAAGTTTTNA 
TGTTAMTN<*TTTNAATGCTNTT^^ 

NCGNGNAATTGGGTNNTTTAATNGGGNGTTTTTTTTAAA I AAATTTTTAAA 

Sequence 761 
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Sequence 762 

AAAAAAAAAACMCTG TGTTGTGAACATTATTTTTT GTCTAGTGTAGTTAATTTAA 
Sequence 763 



^^^^^^ 

Sequence 765 
Sequence 766 

CAAGTAGCAAT 



TAG 

TCTAAACTG 



Sequence 768 
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^^^^^ C ^ GCC ^ G ™ TCCACAMTANGTTAA ATACCCAAATTAGTAATTAA 
JI^V GG J? GmTGGTAGGMCACCMGACNA ^ 

^II C jE AAAANGG ^TTTTTGGTNCCCANmNTTAAGGAACCMm^^ 

AGGTTTANGGAACNACGTTNGTTNAAATTAAGG I 1 1 1 III 1 1 I^ GGGT^ACCCCTTTC 

GGGGGCNCCGCCNGNAACCCCANNCCGTCCNTTAAAAGG<^NGGCCC 
sequence 769 

GCG JI[ GGAGCGGCCGC CCGGGCAGGTACmTTTTT^ 
CTTGmGAMTAAAGTGATCCTCATTCAGGAmAGAAACA^(3TTAT^ 

G^^T^f-^^^ ATATATCC ' n-ATCTAGATTCACTAMTG^ATTTTGT 

^moSSSSS^T^ tctcatcctagcccagtcag cctaacaccacccaggggat 

Sequence 770 

Sequence 771 
Sequence 772 

G J G I ATGCTAAAAAAAAAGTGN1 ^W^ 

I^ C J AA ? GAGAAANTNAAGAAAAACAATGGCG CCCTTNCCTTC^^ 

MM^I^ AAAA ^ CACAGGGGANG ^ GNAAmAAG ^ 
™ A ^ 1 ]3^ CCCCCCCCAAANAAG CCM 

Sequence 773 



CCCTTAGCGTGGTCGCGGCCGAGGTACTATCATCCCCCAAGGCCTTTTACAGTCTGAAAT 
ATCAAAATTGAAAGCAAAMTAGGATGACCAMGGACTACTA^ 

GAANNTAAANTGTTGCCCNTGTTTTNGNAAANGGGGCATTCANGATGTATTTGGGATGTN 

CNCANGGNCCTGGGGCANTTTTATNTCAAGGATGNMGGGGNTNNCATTAAC^ 
AG J GG ^ NTGACANGNGTG ™ CN ™^^ 

CANGCCACCCCAATTGGMCCTTATGGGGGGGCCTTNGGCCNTTTTTT 
AAAAATTTTTTTCTTAAAGGGGGAACCTTTTACCCGGNCCTTCCTTN 
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Sequence 774 
Sequence 775 
Sequence 776 



CCCTTAGCGTGGTCGCGGCCGAGGTAC 



Sequence 777 

■HPHHF 



Sequence 778 

Sequence 779 

Sequence 780 
Sequence 781 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTT 



.. . ° 1 00 1 ^^w^GAGGTAC I I 1 1 II 1 1 1 1 1 1 I I 1 I I ) n I l r r rrrrATnAP 

\AATCTATCA^ 
AAACAAACA 

<*ttatggcatc*cca^^^ 
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Sequence 762 
Sequence 783 

Sequence 785 
CCCTTAGCG1 

^CCAmWATCTGGGGTGfGAGTATCCGTG^G 

Yr^W^^^^^rm^^k^TTl 1 A ITAT rGGTCTTAAAAG 



Sequence 786 

JCTTAGCC 
*AAGGGA 



5AA 
TACA 



■■Mi 



Sequence 787 



Sequence 788 

■■■HP 
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Sequence 790 



ATGTTCCftTrTr^^™^^ 
TCTTMCT^f^TTCMi^ 



Sequence 791 
Sequence 792 



SCCACACCACTGAACi 

:tcaccatgaatgcac 



naamccctag^tg^^ 

Sequence 793 



Sequence 794 

ATCTGGMTATmX£^AT^ 

J^SSTGTCm^ 
Sequence 795 

CaJcIct^CaS^^ 



■■PHOT 

Sequence 796 
Sequence 797 
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Sequence 798 



Sequence 799 



Sequence 800 

A^GAmGTGCATGTCACX:CAGTAATTTCMCATACATTATAMTATG^ 



tgcttagggagmgcTgmg^^ 
^^ atagat cctaattccttaaatgcttgtaaVtag^^ 

Sequence 802 

Tn"CAAAATGAGTTTATTTGCTCACTGAAACTGMGT>C(^^lGGC^GArcASCT5AG 
Sequence 803 

Sequence 804 
AG^GG^rri^ 

AATTTATTAGCATGCAGGGGGAAAAAATTGATrACCAAATATc^ 
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?II^I^ ACCCCACCTC ^ MGA ^GAG6GAAAGTGGATGATTTTAGGGGAATAGTAAAT 
t^^'^ A I^ GAACTCACTGGGC ^^^ TAT AACAAAGGCCTGGGACAAAGTCTGT 

gaggg^togt CTTCTT< 5GAATATGATTCAAGTTNAAGGAAAACTAGGGAAGGGACTA 
Sequence 805 

I.^ G J^I ACCTCCAACATAGGAGGCAAGAAGTGAGGTA ^AT^ 

a^ g ^™ g ^^SSJ gcagtgctaacaggagga 

A A AGG J C . AG T[ AGTC ™ 

g ^ a ^ g ^ c I ggaggggaaga ^ctccagmccttgttaa 
cggactggcagtgtggcctcggcagtccctggg 

Sequence 806 

^ccagaataaaca^ 
^ a I g J g J™ c '^ cag ™^^ 

GCGGCTGCACCATCGGGATGTCCTGATCCAACATCGAGGGTCGTAAACCCTATTGGT 
og^ugdcq 807 

^^ol^^O^^^^ ^^^^^^^^^^ A ^* AAGAG ^* AAAGA ^ G ^~^^" G '^ GAGG "^~^"^^'^^^AACXG 

AGGAAACGA ^ AG n^ GccTCTGc 
T c ™ c lHT GTmcmGAc ^ 

A ^ A ^ C ^ G ^I GTCAGAAAAG ^ GAACATC ^ ATGGGCAG ATGCGGTGAGTTACGCTAA 

CTTATAGCATCCACTGAGATTAGCCCGCATAGGATTCTTCCATGTTAGAGCTAAAAGGA 
Sequence 808 

GGGGA ^ G ^ GA C^C A TAT^^ 
AGGG JC ACAG ^^ 

AG T C ^ GAC JT CCCTAG ^ A "^CCTMGGCATGAATGTCTGGGAAATAGCATGCATC 
AG ^ITI^ ACG I£^ A ^ 

ATATGAACAATTAGGGCAG7TTMGTTTTAGAAATNAAGAAAGTCCACTGGTCCTGCTTT 
Sequence 809 

oaaJTT 00 ^ 60000000600 ^ 007 ^ 77 ^ 07 ^ 0 1 1 1 1 1 1 1 1 1 1 1 1 1 1 IGGAA 
GAA I A T TGCATACCTA ™ GAAAA ^ 

AC E A £ AC I A J^ GAmAAA T A ^^ 

° A l ^ A I G 5 mAmAACCAGG ^ CTCAAACCA ^ GGA TGTGAAMCCAMTTTTACAATG 

TAAAAATCTCTTATATACATTTCTAATACTGAAGCAAATCGCCAACGTGACTGTAAATTA 

TTTGAAAAAATCACAAATTTCAGTTAAMTTGAATAATTTTATTATAGGTCTCATAATCT 

I^ GAGC ™ A I GGAATCAATGTG TCrrGATTTTTATTCTCGGTM 

AGCAATCTGTTGGAATATTTACATGTGGGTTCGGGATTTTCCAAAAATTGGAATTANTAG 
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TTTAATTGAANAANI 1 1 1 1 1 1 1 IACCCTNAAAAAN6GGATAAAATGNACTTGNCCNAAAA 
Sequence 810 

SJaSta^^^^ 
™? G ™T G ™ 

GAGAGGGTTCTCATGCATCMTGCCTGATTAACAAAAACTATCCCAAATGACTCTGCA^ 
Sequence 81 1 

SaItata^™^ 
AAAA C AAAA CCTCTG^^^ 
Sequence 812 

£^I AGAAA T G :^ GGAAA ^^ 

TACATTTCAAAATGATCTGTGCTCTTTAAATTACCAAAAGCAA 
Sequence 813 

GCAGGGAGC ^^ 

AG I AGA ! GCAC . AAAAGGTG ^^ 

™™ GAGGA ^^ 

AAAATTACCCATTCCTGTAGATTCTGAGTCAGTGAGCTGAAGTGGAGCTGATGAATCCT 
Sequence 814 

? CCTTAGCGTGGTCGCGGCCGAGGTAC " I I I I M I I I I H I 1 1 1 1 1 1 I M I I NGNTNTT 
ANl^.A , AAA , A l ATAAiiIil!-!vlll! r t , 1 1 I I I I I I I I I | | 1 1 NTTTTNNCA 

Sequence 815 

C ^ C t^a£ A t G ^^ 

r^^InA^ 6 ^^ 

r^ GGGAG ^ A ^T GCmAAACATG ^ 

? CCGG f A ^SZ G £ AACTCCTAATAmAA ^ 

CAAACAAGATGTATCTGTAGGCTGGATTTAGTCCACAG 
Sequence 816 

CGC II AGCGTGGTCGCGGCC GAGGTACAACTGTAATAGCTATTGGTCTTCAAGTGGGTTT 
AG ATTTGGTGAC ATC AGTTTGATATTCTC TTAAAGGAAATAAATATTCAAGAACTGATTA 
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Sequence 817 

GGG ™ CTCmCCCAATmA ACT^^ 
Sequence 818 

CCCTTAGCGTGGTCG CGGCCGAGGTAC 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 i ■ i ■ ■ ■ ■ ■ NATTTTTTT 
an 1 1 AAN 1 1 1 1 1 NAANNNTNN I 1 1 1 1 1 1 1 1 1 1 1 I NAATNTTTNTTNNTTTTATTAAAA 
GCNr^TGGANTCAAANTAAAAMTTT^ 

TTNTTnTAACAAAAANNTAGNAAAATTTC N NTT>ITTTTA^^AGHTAAAMnGGN1T^ 
Sequence 819 

ATGTTCTAAHATr; ATTATATTr- at-o^t^t-t a ^ rC^^^: ' V?^ 1 A 1 ' ^^AACTGATT 



Sequence 820 



Sequence 821 

TTATCTAAAATCTTTTTAATTTTTAAACAGTCACCTGATTT OTAGATTT 
Sequence 822 

Sequence 823 
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T^GATAGATGTTTGATTTGTAAATTACAMTATAMTTATCACCCCCATTTCCATTTAT 

TTTCTTGATATATCAAAATGTGTTG 

Sequence 824 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCCCATTATAGTAGGGAGACTGAATCTTCAAAG 

TTACAGGGTGAATCAATGATMTGATCTTTGCAGCTTTCTGGAGTTAAAAAGCATCAAAA 

TTGGGAGATATTAGATGATGACATCTAAGTATTAAAATAAGGAGATATTAAATGATGACT 

CCTAGAAATGAACCTGAATAAGGACTACCGCAATGTGTGTGGTGTGGGAAAGGACAGTTC 

TTTTMTGGCTGGCTGACCCAGCCTCMTTTTCTTGCAGCTTCGCCGACACGAGGTGACC 

ATCTGCAATTACGAAGCATCTGCCAACCCAGCAGACCATA 

Sequence 825 

ATTGGTGAGATCAGTGGTAMCTGTGCMGCTTTCTTTTTATCATTAGGAAATGTGAAAC 
GTNAWGACAAATTTTGAGTTTTAACAAGGACAAAAAGTTGAAAGAAAAGGCACAGTTAAC 
AAAAAAGGGTGGCTAGATTTATCTTGGGTGATGGAGGAAATGAGAGAGGAATGCTCTTGA 

AACGTCCTTGAAGCTGCTTGTCTCATGTGTATGATGTG 
Sequence 826 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAACMGCAGCTGACTTATGTTTTATTGGACA 
^ G I G ^T A £ AGGAACTG1 ^ CCA ^ GCTC ^ TA AGGTACGCGGGAAAGTC^CTCAGTTA 
C oI C I5IlI G 5 TGTGTGTATCAC ^ GCAGATGCTGTCTACCAG CTTTTC^^ 
AGAAGC ^ CTCTA ™ ^^ 

I GAGCATC 1 1 ' " 1 CTGATATAAACCAGGGAGGGAAAAAAACAAAGTTCCTTCACTTTGA 
AGGGAATATTC 

Sequence 827 

CCCTTAG CGTGGTCGCGGC CGAGGTACATATATGAAAAGCCAACATTCTAAAftTAftA^T 
TCACTTAAI 1 1 1 1 1 1 1 1 1 1 1 1 CAAGAGAGGCTTCTTGGTAGTTTCATCACACAGTGGTTT 
I A IT AGGG j^ TGTAAGG ^^ 

TATGAmGMTTWATAGAAAAGTGCATTTTTTCCAGTTTTTTTAGGG^ 

AC T^ CAC $ AGG ^ GGATAA ^ 
TGAAAAATTGTTGATGTAAGATGGAGGCACATTTT 
Sequence 828 

$^SIl^S G J GGTCGCGGCCGAGGTACAAACAAGG ^ G ^AAACT^ 

AG J3J GG ^ A ^ C1 ^GTTCAATCTTGTAACTGACTGCAACTGCTTCTGTGGGTCTCTGTT 
TCJpATGMGmcCCAGGCCATACAAAACTTGTGTTAGCCTATCTTCTGTCAGTTTAA 
rT?ZS G /^ CTCAGCCAGGCCC ^ AAGAGGATGGAGGAG AGTTTT^ 

AA I GGGATGAAGTGAAAAATAAA ^^^ 

TTGCAGCAGAAATACCGTTTAACTGTTTCTGCTTTTATTTTTTTCTGATTATCATCCAGT 
TTTATATATTTCATATCTGGGGGCTTrGATMTTATATATACATACTTTTTTGAAATTAT 

!T^ G II A II C J3 TACA ^ GAAAAGGA ^ 

TACA1 1 I I I I 1 1 
Sequence 829 

^ C ^II GGCTGGTCTCCAGGACAGGAATGTGGCCAAAAGGG TGCmGTATAG 

GCACTGWCTGTGjTTCCCCTGmCCTAC 

AG II TCAG ^ TGTA ' n ^ ACTACTGCAAG 'nTTTGGTCm 

TCTCTCTTTCTCTCTGTCTCTTTCTGTTTCTCTCTCCAG I I I I I I 1 1 1 1 I I 1 1 1 I A ATTT 
CCATATGGGCTAAAGAATCCAMTATTTTAAAAATCTGNCTCTCTTTTCTTCTCTCATAA 
AGTGAATTATTC CTC I I 1 1 I I GTTTTATGTAAGTGTATATATTCTTAGTTTTTCTTGAAA 

TCATTGTMTGCTAACmGTTGTTTCAAATATCTTGGTGATTGCTTCATTATCTCTTCA 
ACAAAAAAAACCTTTAATT 

Sequence 830 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAGCCATTGAATAAGCCTCTTCCTTTTTTTT 

G ?J G ^ AAGA ^ GGAGA ^ GG ^ G ^ GGA ^ GGGGT GCATTGTTTG7TTTATATMCATTTGA 

I A ZIL G ^ GTAGC ^ GTATATGAA ^^ 

GTATGACCCAGGTTTCTTGACTCTGAGTAATGCACCTTCTATAACTATCTAAATTTCTAT 
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TGAAGCTTTTTGGATTATGAGTATGCTGACTTTTCACGATTGGCTGGTGCATGTTTAGAC 
JTAAATGTCATATCCTTCATGTCTCAAAGCCAAAATAGTAACATCTCATCTCAGAACAGA 

GCTGTGACCACATGCCAATATATGTGTCACAAAGTCTACATATGTTACATTCCTTGGAAG 

TCTCCTTAAATGTTTCACA 

Sequence 831 

CCCTTGAGCGGCCGCCCGGGCAGGTACGCGGGCTGGAAAACTGAACGTGAAGTCACCACT 

AGGCAAGCTGCCTGTAATTGAGCTTGCTTGTATATGACCAATCAACCTTTGCTTGTTGAA 

GGGmGTTATCTAGmCCTTCTTTTCTrrmGGMTTTGGTCTTTTM^ 

AATCTTTCTAGTCTAGAGCATGTGAACAGAACAGAAGGAAAATCAGGACTCAGTTTACTT 

AATTTAAGCAAGCATTGGTTGCTGCAGTTCAGGGGAGGTTAAAGTTGCTGGGCTCCACTC 

JCTTATTAGCATGGATGCTTAAGMCTTCANGGGTTTGGAGGTCAGCTTGAACAGCTGTT 

TTTTGCACTCTCCCTGGTTTT TAGTAG CCTGAGTCTATAAAAAGAATACCACTCGGGTAA 

AAGCTAATATCCTTTAAN CCATTTT TTACCTTGATACCATTGCATTAAAAAAGNATTATT 

CAATGGGCTTTCATTTGCl Mil IGGGCCTTTTTGGCTTNAAANTCAAAGTGTNAAAAAG 

AATTGCCATGGNTTTAAAAAAAAAAAAAAAA 

Sequence 832 

CCCTTAGCGTGGTCGCGGCCCGANGTACCCTAGGCAGGGACAGTCAAGAAAACTTCATGG 
ATCTGTAGTGTAAAGCTAGGGAGAAAGAGGAAGAGATGCCTGTTTGAATTTCTGTAACTA 
GCGTATCTCCAAGATAATGCATGAACAGCCAGTAAAGATGAACGCAGATTATTGATGGAA 
AGAACACACATGGAGAAGAGAAAAAGCAAGTCCACAGAGCTTTTAACATACACTCCCTCA 

CCCCTACCCCCAGCTTAGAAGGGCAGGAACCTGCTGTCCAAAACAGGAAATATAGGAAAT 

CCAGCTTGAGAAACTATCCACT 

Sequence 833 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I 1 1 1 1 1 1 1 1 1 1 1 I I I 1 1 1 1 1 1 1 1 1 1 G GGNCA 

AGTAGAAATCAAACAGTCCTAATGGAGTTCATATCTTATGGCATTATAGAAAGGCTTAGT 

TATG^CTATCTTGTTATTGTTACTATTACATTGCCTGGCTCATATATATAAAGCATTT 

AGA^GACTGTTCCAATAACTCTCATTTAATTGGTGAAAAAATTAAATATTGGTTTAGAT 

ACmCCTAAATAJTAC^TAGTTAAATTCAAAGTAAATGAGTCTGTATCTTTAAAACTACT 

TGGCAGTAATAATTTTTAAAAGTAGATTTTTATTGCTTTTCTTGAACTAACTAGTGTTCA 

TACAACACAGGTAGTTTTATTTGTGCCTGGAATTAAGGAGTGAGACACATTTGTAAAATG 

TTCACAATCAACGCCTGTCCCATTrTAAAATCTCACAAGTTmCTTCATGATTAACACA 

ATTCACAAAATAAGAAATGGTATTTGGTCATTCTCTGAGTTCAATCTGTGCTCTAGTAAA 

TATAACTTGNGAGGAAAAAGTAAAAAGGNCAAGAGTCTAATTCATTTTCAGTTTTTAA 
Sequence 834 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 1 1 I 1 1 1 1 I I I I I I I I 1 1 I I 1 1 1 1 | G GNTTTT 

TTATCTGACCACTTCCAGGAACAAAGCCAGGGCTCTCTGGGCACCTGAGTATCCATTCTC 

TTTGTATCATCCATTCCATGTCCAGAACACATTCACATCCATGCTTATAGTTCCTCATTG 

CCTGAAGCCTGCTGGGTGGGGCATAGTATGAATACTTGCCCTCATCATCCCCATTTCACA 

GATGCATAAACAGAGGCCAGTCAGTATGCCTGCAGACTGTGGATAGAGCCCGAAGCCTCA 

AQTCCGTGTCTCGGTTTTCTGACCTCTCAGGTGGGTATCATGATGCTGGCTTTGGAGGGT 
AGCTGTGAGTATTAAATTACGCTGATGCAGGGCAGGTGAGCCCCCCAAATTGGGGTTTAG 
CTTGCGAGAGTTCTTGGCTTTGCCTAGGAAATAATTCA 
Sequence 835 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 1 1 1 1 1 1 I I I I I I 1 1 1 1 1 I 1 1 1 1 1 1 I 1 1 1 1 I A 

ATTTAATGGAAGAAAAGTCCAACTTAATAACTTTAATGGANAAAGAAGGAAGCANTATAA 

ATTTGTGGAGACTCCAATCACATGTCCTCCACTCTGCTACCCTGGGCCCAAAATAAGGGA 

GGAGACACTCANAGCCAGGTGTTTCCCTTGATGGGAATGTGATCAGGNGCGACATGGGCT 

CACAGCCTCNCTGAGGCTGGATCTTTT 

Sequence 836 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTAGCAAAGAGACTTACACATTAGTGAAAAATC 

TAAMTCAGCCTTACGTGGGATCTGCCCAAAGTATTATTrGCAAAAGTATCATTTTCAGT 

TTTAACTTTTAGGGGGAGCAGGGTAGGCTGGGGTGACACACACAAATCTAGGCAGGCAGA 

GAGCTTGCTTTCCTCAGCTTCTTACCCTTAGTAAGACCACTTTAGTAGGACACTTAAGTA 

TTTCAGTCAGCGGATTTGAATCTGACTTCTTGGATGCATCTGTATCAAAACATACCATTA 

GATGTGTTACAGAACTGAGCAGCATATCATTAGATGTGTTACAGAACTGAGTCCTACTTA 
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^TMTTMmAATTTCAATAGCGATCCCCACCATTTATGTCCTAGGCATCTACACAA 

IZ33I^^^ A ^^ < ^ AA ^^ A ^^^^^ AT CTGCAATAAAAGCCTCTGCTTTGCTrrGGCA 
TGI 1 1 1 FACAATCCCGCGCA 

Sequence 837 

CCCTTTCGAGCGGCCGCCCGGGCAGGTAC I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I G CAAACT 
TTMTAGGTTTTCTTAGCTTGACAACTCATTCTCTATATTCACNAACATCTCCTGACTTG 
TTCCTTCAGTGGANATACCCTTTTCTAGCCAGAGTTGGCAAAAGTAGCMTAGCATGCAT 
T^^^J^^^^^GGCCCTGGGTGAGCCTTTGTTC 

TCTTGGTAGCATATGCCTTCAmTMGmGCCTCTTTGAAAGAATATTCAAAGACCAA 

CACAAAAGAGAACATTTCCAGATCCAAGAGAGTGTATGTAGAAACAGTGACAAGTTAGAA 

AATCAACTTAGGTATCAGATAGCAGCCACAAAATATGTTCTGAGGAAAAATTCATAGCAA 
TTTATMCAGCJGAAAAAMG^ 

AGACTAAGGATTTATTGCATATTTTTTACTAATTAAATG 
Sequence 838 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTACAAAAATAATGAAGCCAGCTAATTACCAT 

CAGGmCMCmACAAAGAAGTGAAGCAGCAAAGAGCTGAAGCAGAAATGACATAGGA 

AAACAGCAGCAAAGTCCTTGAGTCCCAACAGTCCACCTCAAAGACAAACATACTAAAGAA 

CAAAGGCCCCTAATCCACCTCCTCACCCGCGTAC 1 1 1 1 1 I 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 N C 

CAGTTTCTGTTTCAAATTCTTTATTATACATCATGGTTGCACAATTTGAGGCTGGTTAAA 

TACAATTGGTTTTCAAAATCTCTTTGAATATTTTCTGGCTTATTACATGCAAATGACCAT 

GAAAATATTTGGCATTTTAAAATTCTGAAACTCTGAATAGGCACTTGCATGAAGGAAAAC 
AT 

Sequence 839 

^II^ GTGGTC ^ GGCC ^GGTACGGACAAGGGGGCGACTGGCATGTGGTTTGTTTC 

^ GG T C II G T^ GTCGGmGG ^ TTTT CTAAGTCAGGGTGGGGTGGGGGGACTGTGCACGA 

S^I^^^^^CCCATCTCCCCCTCGGTCTGCAAGTTAAMCMTTGGGTTGT 

H?TXSJP AGCATCTGCCAATGTC ^^ 

GAG ^J2^^ G ^ T ^^CAGTTCJCCGCCTC1GACATCAGGJCCAGCTGTTAGCA 
TCGTGCTGTGGGTCCCTGAACAAGAAGCAAAGTCAGGACTGGTTTGGCCAGGTAGGTGAG 
S A I?S AGTG ^ GGGTGA ^ CTGATCCATGCA ^CCTTAGAGGCGACACAGACGTGAACTG 
GACATTCTAGGAAGAAAGAGCCGACTGCCGGGTGACCTGTCTAGTTCACATCCACTCACC 

*J™®?JS c J CGUC0TA ^ cnM 

AGTCCCCTATAGGCATGTCATGGTGATTATTTGCAATCCTNCTGACTTTCCTAAGAAGAG 

ATCANACTTAGCAGGGTTAGTC 

Sequence 840 

GTGGTCGCGGCCGAGGTACAAATAAATGTATCTTGGGTTAAGTGCTATAAAGGAAAAGAA 
CAG ^ GAA J GGAAGGAAAAAT TAGAATTGTTGATACATGAA 

ACTTCCAACTCTAMTCTCTGTCTCATTTCACCTCTTTGTAAATAATCATTGCTATTATG 

TTA/^TCACAACTACTGTCATTTCTrGTTTACCCACTACATTCTAAGCTTGGTGCTGA 

CATCTTTGTATTrATTATATAAAATrCTCAAMTTACTCTGCCCGTTAGGCTTTCTTATC 

ACTTAmCAMTGCAAAMTAAGGTCCAGGGAAGATAATTATGTNACTTGTTCATGATT 

GG^^GCTAATMGTGTCAGAGATGAATTNAACCAAAGTTTGGTGTGACAAAAGCCTCTG 

GTrTTMGCAAAAGGGGAAAAAAAATTCTCATTAACTCCAAGGATTATCATCAGGGAGTC 

CAACAGGGTTCCCAATTTGGGAACTACCTATATTCAATTATCATATGGCAAATGGGTCCC 

CTTTTGTTAGATGGAGAAGGGCCAAAAAAAAAAAAAAAAAAA 

Sequence 841 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTTAAAAATGTATGTGCTGTTCTAATGCTACT 

TATTATTATTCCCTTCCTTTGTAGAATGTATCAACACTAAAAGTGTTTAATCCTGACTAT 

AACAATTATTTGTTMCTATTAMGGGGTMTTATACTCTAAGCTTCCAGTTTTCAGTTA 

AAACAAAAATGATTMTATGCCTATACAGMCTTTCTCCAGCACTTGGTMGTATTTTTT 

AAAGTGAAGTCTATTCAGACTGCAACCAGTAAACTATTTATGCTTATMTTTTTCTCACG 

ATGGATTTCTGTTCCTTTGGTGCATrGGTTGTGTTTATTTTATGTGATCTTTTTTAGCTA 

CAAGGTGGGAAAAATGACAGTGGTTTAGAAGATAAGAAGCACATGAATGTAAAGTAAAAT 

ATGTGGAGATTTrrGGCCACTCTGTAAACTACTATCTGAAGTAGTTTTAMTATTTTAAG 

S quence842 
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CCCTTAGCGTGGTCGCGGCCGAGGTACAGTGGCGTGATCATAGCTCACTGCAACCTCCAC 

CTCACAGGCTCAAGTGATCCTCCCACCACAGCTTCCAAATAGCTGGGACCACAGGTGCAA 

GCCACCACACTTATTAATGTAGATTTCCTTTGTAGATGTAGATTTCTTTTACAAAGTGAC 

AGCTTTTCAGAGCTAGTCCTATGTCTGCAGTTTCTCAGAATAACCAGCTCAAAATATGCC 

AGAGMGTATATTTTGGGGTGGCATATTCTAGTCTCCTCCAAGTCATATTTTGGGGTGGT 

GTGTCCTGAGCCCCAACAAGATAGGTTTCATTTTTGAAAATTGCTCTTTCAGTCCCACTG 

TTCATTCTCATAAGCCCAGGAATCACCACCTGTTGAT7TCCTAGGCATCTTCTTGCTCAN 

GGTAGTTAGATGTTTGGTGGGACTAGAAAATGCAANGGAGGGAGAAAAAGGAAAGGCTTG 

G TG NATGTC AAAGATTTTTAA 

Sequence 843 

CCCTTAGCGTGGTCGCGGCCGAGGTAC > IN I II H I I I I 1 I M 1 1 GCCTATTAATTGAT 

TAGGAAAAATAGGTAGACCCTGAGTGAAAGTAGAAAAGAACCATTCTGGTAAAAATTCTG 

AAAGTAGAAAAGMCCTTTAGCTTTAAAGGTATGTCTTAATAGAGCAGTGCTAAGACAGG 

TGGTTAGGTATGTGAATGCATGCCACTTAGAAAAGAATATGAAGGAGAAGGGACCAAGAA 

GGCAGATACATTGCCCCTGATAAAGAAGTCATTTTTCTCTCACCTTTACATAAATATCAN 

GCCACTAAAAATCTAGGAGCACAAATAATGAAAG 

Sequence 844 

GAGCGGCCGCCCGGGCAGGTACAAGAGAACGGACGGCACTTACTGAGCCCATCGCAAATG 

TCAGGCTCTGTGCTATACTTACATTATCCCATAATCTTCAAGACCCCTCAAGACCCCACA 

AAGTAACACAAAGCAGGAAACTAACTCANATTTACTTGCCAAAGGTCACACAGTTAATAC 

ATGGTGGAATCAGGACTCAAAATCANGCCTGTGTGACTCCAAAGTCCAGTGCTCTCTCCA 

CmACCAGGTAACCTTCATMTACCGGATTGGAAATCAAACCTGTCACTTTACTTTTCT 

ATGTCCCTGAGTGANTCACAACTTTTTCTTCANCCAGCTTTTTTCATT 

Sequence 845 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGGAAATTGGTTTGATTGCCATAGGCTAACCT 

TGGACCAATCACTGTGGCCAAATACATGAGGTATCCTTATTGGCTCCTTCTACTAGCAAC 

AGATGGTTTAGAGAACAGTGTATCACAGAGAAATGGGGATCACTATTATAGGCAGATTGA 

ATAATA AATG TTCACT CTACTACTCAATAAATAmGTTGAACAAATCAAAGCTGATCCC 

i I 1 1 I iCAAAAi i 1 1 lAATGTGACTCTTAGGGGATGGTGGATCCAGGAGAGAAGATTAGT 

GCCACACTGAAAAGAGAATTTGGTGAGGAAGCTCTCAACTCCTTACAGAAAACCAGTGCT 

GAGAAGAGAGAAATAGAGGAAAAGTTGCACAAACTCTTCAGCCAAGACCACCTAGTGATA 
TATAAGGGATATGTT 

Sequence 846 

CCCTTCGAGCGGCACGCCCGGGCAGGTACTTTATTTATTTATT^ 
ACTATTTCACAAAACAAAATGTAGCTTTCTTAAAATTTGT 

TTTCCCAATAAAATGTAAAGTTTAATATGTGATGGCTAAACTCCTAGGGGGATAAGGAGG 

CGCTAGGAGAATAGGCAGGTTGGAAAAGGGTAGTCGGGACTTGTCCAGATTCTTGTGTGG 

TAGTCTGGGTAGTCTGTATATTTACCATATGGGCTACAAGACACACACACACACACACAC 

ACACACTCACACACACACACACACACACACACACCCTTGTGAGCATTTATTAATTCGCAG 

TTGATGGTGCATAGTTTGGGGAGTGGGTAAAGGATATGTTACTTTTGTA 

Sequence 847 

CCC TTAG CGTGGTCGCGGCCGAGGTACTATGGTGTGTGTGTGTATGTGTGTGGTGTGTGT 
GTGTTT TAAG TTTANCCTTTTGTTTTTGTTTTTTGGTTGGCAGTM 
CTAAGCTTTTAAAAATACAGTACTGATCATTCTATTTCCCCCTNTATTGATCCCCACCTC 
CAAATATCTCATCAACAACCGACTAATCACCACCCAACAATGACTAATCAAACTA 
Sequence 848 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGTGTTATGCTTGTGCCTGTGTGAAATTCTAC 

AGTGCTGAAAATCTCATGCACTCTAGCTATGAATGCAGGTCTACTTGAAGCAAAACTCTT 

CAATCTAATTGTTTTCTCAATCTTTGTAAACCAGTTTTAAGAGTCACCAGAAATCTGTAG 

TTTAAGGCACCAGATACATTTCTTGGCTGAGCCTTGTAGGACCAATATGCTGGACCAATT 

CGGTAAAATACACCATAAATTATGACTGCTTTATCTGAATGCATGGGACACTTGCTACGA 

TGGCGGGAATTATTACCAGGAGTTTAGGAGCCAGACATGGGTTCTGTATTTTTCATACAT 

TGGTGATCMTTCAAATCTCmCCTTTGCANCCCAGGTTTGGTCAGTCTGGCCAGGAGT 

GCAGATTATGACAAAAAACAAAGCTAAAAGACCTGAGCCATTAAGGTTACAGTCTCAATA 

CCACCGAGTTAAACAACCTATTTAAATGCAAGACTATTGATTGGAAT 

Sequence 849 



Page 143 of 22 1 



WO 01/42467 



144 



PCT/US00/33312 



Table 1 



GGCTTAAGGAATAAGGGACCAGAAGTAGCCTGGTAGCCAGTGTATTTCTGGCTTTATACA 
>TCCTTAGGAAAAAAAAACTTTATAGATGTATTTAAGTAGAATTAAGGTTTACACAAATG 
A ' ' ' 1 1 iGAGAGAGAGAGTCCCTAGGACCTAAACATTCGTTCTACGGAGATAGGGTCAAC 

ACGCAGATATrrATFTAGCAGCATGGTCTGCAGAAGTAGGAGGAGGTGACCAGATGTGAT 

GGATTATGCCTGTAATTCCAC 

Sequence 850 

CCC JT AGCGTGGTCGCGGCCGAGGT ^ 

TCAACAACATTTTGGAGAAAAAAmATTCTACTTCTAGMmCATTACTACAAGTGCT 
I^IL C ^ GG ^ GGTANAT ^ GTGAAATCAAAA ^GGA 

GGAGCAGAGMTCTGTGGMmiTGCTGGANGACTGGCATAMTrTATTGMGAAAAAG 
AA JI CGTAGCTCGAC ^ GATAC TCT^ 

CTGGAGAATGTCAGAATATTAATAAACAGTATATGATGGTGAAATCTGATGTTTGTATGT 

ATAGAAAAAATATATATAATGTGAAGTCCACTCTACAAAAAGTGCTGGCATGTTGGGCTA 

CTTATGTGGAAAACCTTCGCTTACTAAGGGCTTGCTTTGAGGAGACNANGGAAGGGAGAA 
ATTAAA 

Sequence 851 

CCCmCGAGCGGCCGCCCGGGCAGGTACCTATATTCTATGCAAAATTTATAAAATAATC 
CTTGAACATGAAAACTCATCTTAAAATTACACGAATTAAGTAAGCATGCAATACAGACAC 

TCAAACTCTCTCTTAGGAAAATmCCCTTCCCACTGCCCATCCATTTCTGCTGACTCAA 
CAA II£CCACAGAGGAAATGGGMTAGTATCATCAAC™^^ 

AJTTGGGGTCCTTATCTAAGTGTTTCTGCAGCCCGGTCTTCCCrrCCTGACTTCCCGTAT 

I G ^ G J^rE AAAA ^ GA ^ AGG ^ GGGAA T A CAGGTATGTTTGGACTGCTATTGGTGGTGAA 

GTTTAATCTTCTMCTGTGTTTTGTGAAAGGAAATATTCCCTAAAAGCTTTGGTGTCACT 

TAAAAAAAAACAACTATATATGATTGAAAGAAATTTGAGATATTTTTGTTTC 

Sequence 852 

CCC JI AGCGTGGTCGCGGCCGAGG TACTAGCAGATGATGGCACAGTGACAGCTGGGAGGG 
ATGGGATGTGCTTGCTTCATGTCCCCTCCCCTCTGCCTGCTCAACCCTACACAGTCCTGT 
^I^Z GA S CGTGCCAAAGTCC ^ CCTGCCTTGCAGAGAGG CCTNTCTTCGTCGAACATGG 
G C C I^ GGAAAGA CAGCCTGAATGCCACTACCrc^^ 

GTGGCATTGTTGCGATAGCCCTCAGTTGATGCTTGTTTGTGGTGTTGGGAGGCAGGAACT 

AC J^ AGGAGGGTGGAGGGGTGA G^^ 
GGTCACCTGATGGC 

Sequence 853 
GGN £ G ^^ 

CTTAGACAATGACTTGTGGAGGAAAMCAAGGATAMCAAGAGTCTCMGAACTTAAGM 

AAACATCAGAGTTGATTATTTAGCACTTTCTCAGGATTCTAAGGCAATANGCCTAANTTC 

AAMCGTGAAATTGTTCTCTATTTCCCATTAGTCATTAAATGAGATAAATGACAAGCTAT 

TGCTGCTTCTCCATTCTGTTTTCAAAGAACATTACAAAAATAAACCAGTGNGTTCTCTAA 
C AGTTCTAAAAAC AG NTTG 

Sequence 854 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGAAGCAAGGCAGTTTAGGGACAAAGGGCATG 

AGCTTAGAGTCAGATTTCCTAGGTTCAGATCCAAGCATNACTACTTATTTTCTTTAAGAA 

CTTGGGCATCTGTAAACCAGGGATAATATCTTCTTCAAAGGGCTGNTGNGAAGATTCAAC 
AAGGTAATACATAT 

Sequence 855 

S^ctta^ 

TTGTATTTTTAGTAGAGACAGGGTTTCACCATGTTGGCCAGGCTAGTCTCAAACTCCTGA 
CCTCAAGTGATCCAC CTGCCTTGG CCTTCCAAAGTGCTGGGATTATAGGTATGAGCCACC 
GCACCCAGCCTTCAA H I I I I I I fAATTCTGATAGAGCACCATCTACTACATGCTTAATA 

TTATCCATAAACAGACATGTCTGAGCACAGAAGATCATGTTAATGAAAGATTATTGAAAG 

GTACCTGCCCGGGCGGCCGCTCGAAAG 

Sequence 856 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAGAAAAAAGCATAATGAATACAACAACTAGCA 
TCAAACTCAGTGTATATAAGAATGGCTAAGTGACCATTAGTCATGTGAAAAGCTTAACAA 
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CTATTAAGCTCTTATTTTCTTACTAAAAAACAATTTTAAGTTCTTTCMGG^ 

CGCTTTACATMGAGGCCCTATTACCCACTAATTCTTAAAATTTCTACCTACTTAAAATT 

TCTTTAGACAmCCAAAGGTTAGTAAAGGAAGACATAAGATATGCTTACTTAAATCCTT 

GCTGGTTCCATGCCTGGCCATACAT 

Sequence 857 

CCCTT GAGCGGC CGCCCGGGCAGGTACCATGAAATAGGACCTTCTACGGTTTAAAATAAA 

TGTTTGi Mill iCTAGCCCTGTAGGTCAATGAATGCCTGACTCCAGTGACAGACCATAA 

TTATCCAAAT CTCTCA TTTATGAATATGGAATATAAATATGCTAAATTGATTATGTCATG 

AATAGACTTCTTTTTTGCATAACAATGTTTGGAGTTTCTCACCTTTCTCCTNNCCTTNTT 
TTTCT 

Sequence 858 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAATGTGAGTTCTTCTCCAGACCATCAATATAG 

ATTGGATTTATACACTGATCGCTGTGTCTCTCCTTCGTAATAACCTTACCCCATGTTGCA 

ACAAACATGGACTTGTTACAACATCCCAGAGTGAAATCTGAATGTGGTCAAGAAAGTTCA 

GAAACAATAAGAGTGATGCAATGCATACCACAACTCAGGCCCAGTGCAAAAGTCAGGCCC 

CAGCCCTTCCCATATAAGGGACTTGGTCATTTGAAAAATCAAAACCCAAAAGGAACAACT 

ATAGGGACCTGTAATCAATTAGAATATTC 

Sequence 859 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGGCTGGACTTGAGGTGGTTTAAGTTGGCAG 

CTACATCGAAGGACTTCTGAAAAGCTCAAGTGACAGTTACACCTTTGCACTCTCCACATT 

CAGCTGGCCTTTTCCCTCAAAACATGGATAATCTTCAAACCTCCCTGAACAGGTGGAAAT 

GCGTCTTTCCTCTAAGCCAAGTTCTCAGTCCACATTAGTCCATACTTGGCTACAGAATTG 

ACGTTTGTGGCCACAATCCTACTAGAAATGACCTTTGGGTAATATCCTTATCTTGTTGAT 

CTAGTTAGGGTCAAGTAAA 

Sequence 660 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTATGCAGAAGGAAAGCAATTGCAGATGGAAA 

AAGCTGAGATGCTATAAGGAATTACGGATTTTATAAAGAGATCACCATGTGGGTGAATGT 

AAATATAGATGAACAATGAAGCATAAACAAAATTTTAATATCTTACAGGCTAAAATATTT 

AGAAATGAAAGACAACAATAGCATATAAGTTAAGAAAGGGGGTAAAAAGAATCAAGAGCA 

TTCTAAGGTCCTTATATTACCTGGAAGGAGAGTAAAGATAATGACTATCTTCAGGCTGAT 

AAATTAACAATGTATGCTGCCATTTC 

Sequence 861 

CCCTTTCCGGCCGCCCGGGCAGGTACCAGCACAGCAATTGCTGTATGTTTGTT^ 
ATCGGTTTTCACTTGGAGGGGCCAGTTCTCTATATTTCMTCTATTTTCTATATCAGAAA 
TGAGCAGGCATTTTAAAAAATGGCTTTCATTGATGGAGAGGTAAAAGTGAAATGGCTTTG 
TTGTATTTATATTATAAAAGGCCATTTCCCAAATCTAGAATTTATTACTAAAAATCAAGT 

TTGCATTGAGGGGAGGAGTATGATTTGCTCAAGCTTACT1TTTTTATAGGTGGGGTTTTT 

ATATTTTCAATGTGATTACTCAC 

Sequence 862 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATTCCATGCTGGGTCATACCTGAGTGCCAGT 

GGAATATAATTTGGAAGGAATAACGTTGTTGAAAAACATCCTCTACAGACAATATGAACA 

ATGCCTTAGTCATCTATTGATTATGACAATATACTCTTGAACAAATTGTTTTCGGTTCTG 

GTTTCTGTGGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 863 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTACACCTCACCACCTGGGTGTCTCTCAGACG 

TTACCAAGAGACAGAGTAAACCCATGCTTTCTCCTATCCAAACCAGTCTCTCCTGTTCCC 

TGCTTTGTCCAAACCCAGTTGCAGGAATTTATGTCTTAAAGTAAACCATCGTATGATAAT 

TTCCCCTGAAAATGTGCCTATTAAAAAAAAATAGGATATGATGGGAGGCAGACATAAACA 

TTCTGGTCAATTTATTGGTGTTATTATTTATTTCAGTTAATAAACTGCCCTTTCGCTATG 

CTTCACTTTCCACGTGTTTAGGCAG 

Sequence 864 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATGCTCTAAAATGTAAGGATTCATTTATGAG 

AGAGTGAACATACTGCTTGTAGCTAAAACATTACAGGAGACCTTAAAAAGGGGTATAATT 

GGTCCCTATGTGAAATGMCCTGACATATTTTTATAAATTATTTGTGCATGACTATCTTT 

TGNTGATAGCACTAGGAAGACTTNTAACGTTTAAATACTTTATTTGCCCTCAATTACTAT 

TTAAAAGTCCTATAATTTTAAGTAATTTTACAGCTGACAM 
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TAGTTTTTCTAATGTCTTGGAGGTAMGTGGAAATGGCCTGTTTTGACACATAATTTCTA 

GAACTTGGAGTTAATTTTGATCAGTTCCATTTTGGGT 

Sequence 865 

CCCTTAGCGTGGTCGCGGCCCGAGGTACATGTTACTGGGTATTAAATGCGTTCATAGTAG 

GGTATTAAATCAGCAAGGTCCCCATCCCAGAAAAATGTGCAGTTTGTCCAATGGGAAAGA 

TGCANAGACAGTTTCAGTTAATATACTAAGTGCTAAAGATTGGGATGTGCACAAGAAGCT 

GGAGGTAAAAATTCTGGAAAACTGAACGTGAAGTCACCACTAGGCAAGCTGCCTGTAATT 

GAG CTTGCTTGTATA TGACCAATCAACCTTTGCTTGTTGAAGGATTAGTTATCTAGTTTC 

CTCCTTTTCTTTTTTGGMTTTGGTCTTTTAAGGTCTT^ 

ATGTGAACAGAACANAAGGAAAATCAGGACTCAGTTTACTTAATTTAAAGCAAGCCATTG 
GTTGCTGCAGTTCAGGGGAGGTTAAAGTTGCTGGGCTCCACTCTCTTATTAGCATGGATG 
CTTAAAGAACTTCAGGG 
Sequence 866 

TAGATA TAGG ATAGTGATACNTTGAANAGGACTATGAAAAGGGACAGTAGGGCTTAGTGG 
AAAAAGTTTTAACGAN NTCTACNGTTATTGAATNAAANT ACATATAGCGNGATTCTTATT 

ACTTGAMTTAGGAGGAGAMGAATTTTTTGAGGTAAATTNGAAAAGACATAAAATAGAC 
TA 

Sequence 867 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCCGGGCATGCAGCCAGGCTAGACCGGCTC 
A 

GCCCCACTTCAAGACAAAATCTCAGCACCCATTACTCACCATACATATTTATGCAGTGAG 

CTGCATCATGACCAGCTATCATCTTACCTCATAGTTTTTTTCTCTGGTAGAGATAATTAA 

CTTATTATGCTTGATCAGTTAACTCTTGCTTAGAAATTTAAAAAATATTTTTAAGTGACA 

AATTCTTTG TAGA AATTTTTGAAAATAGAAATATTTGAAGTAGAAAGTTAAAATCACCCA 

CAATTCTGCTTTTGTTMCATTTGMTATGTTGTCTTCCATGATATATMCAAAATTTGT 

C TGGGTATTGCATATGTCGCCTTTCCTTCTTAATATTGC ATTTTGAGCATTTAACC N GAA 

CACTAAATATTCTCCCTAGAACATATGGATTTTGAATAATTTAGCTAATTATAAAAATAA 

CTTCCCTAATGGTCCTTTGGGCTCTTTTAAGGTTTTGCTGGTATATGTTCAGGGGATGAA 

CCACTTAAGGCTCTTTGACCACCATACTGNCCATACTGCCATACTGGCATACCTGNTTTT 

AAAAAAAAA 

Sequence 868 

CCAGTGTGATGGATATCTGCANTTTTCGCCCTTTCGAGCGGTTNTTNGGGCAGNTTNTTT 

CNNCCTTTCTGTGNTATTTGTGGCGGNATGTTGNATACTCTCTACCATGGGGATGAAGAC 

ACAAGMTTATGATAGTTCATTGAAAMGGTTGAGAATTCAGAACTTGTCAGTTTCCACC 

AATAATGGCAAAGATACAATATGACAAAGTTCAGTTGCTTAAATGAATCTAGGAATGAAG 

AATCTAGAMTTATAATGGAGAGGTGATTAGGAGTTTAAAATGGTTTAT 

Sequence 869 

CCCT TAGCGTGGTCGCGGCCGAGGTACATTAAATTAAGCATACTAAAGAAAAAAGGAATG 

TTTTCTTAGCAATTTAAGAACTTGCTTAAAAAGAAAAAAAGATCAACCACTCCCTCTAGT 

GACAAAAA TTAG CCACAAGATGAAATTCAGTTAAAATTCCAAACACTGTGGAGATGGAAA 

GCCTTGTATTTTAGATGAAAGGAT TTATG GCTGGAATTAAAAGAAATTAAAAGGCAGAAA 

AGTGGGTGAATGGAAAACATTTACTTTTTGTTTTTAAGTGTTA^ 

AGTCTGNATCTCCTTTCATTAGTCTTTATATATATATATACNCACACACCCCNCACGTAT 

GTTATATATACA TATAATG GTTTATGTATTATATATGNGGATATATACACCTTATATGGT 

TATATATATGGGTTTTTTTCNNGAGCNTTATATCATGGTGAAATGAGTTCAAATGGACCC 

TGGCCCGGGCNGGCCGNTCGAAAAGGGCNAAATTCCACCACACTGGCCGGGCGNTTACTA 

GTNGGATCCCCAGCCTCGGGNNCCAANNCTGGGCGTAANCATNGGGNAATAGGTGTTTNC 

CTGGGNGGAAAATTGGTNTNCGGTTAAAAATTCNCCCCAACATTCCCANNCCGGGAAGCC 

CTTAAAAGGGGGT AAAA GCCC CTNG GGGGGGGCCCCTTANTTGGGNGNGGGGNGCCCTTT 

AACCTNCNCCNNNTTTTAAAMTTTTGGCCNNNTTTTTGCCCCGCCCTTTTNANAAMTT 

TTGGGGCCCCCCCNCCN I IN I I 

Sequence 870 

CCCTTGGCCCGCCCGGGCAGGTACTAATATTCTTCAACAGAATGCAATAAAATACGAGCT 
ACATAMTCCAAACTTGGTTCAMGGTAGCTATGTTTTTTTAAAAAAGGTTATTATAACA 
GACAAAGCAAATGCAAACTTATCCTTCCAAACCCTGATAATTGGTAATACCAAATAACTG 
GTATCTAATAAATATACAAATCAAGAGAATACCTTGCTAGCTAAATTAAAAAAAAAAAAA 
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AAAAACT 
Sequence 871 

CCCTTAGCGTGGTCG C6GCC GAGGTACAAGGGCTTCTTTGGTGATAGTTTCTACTCTCTT 

TAMTACTGTTCTGTTATTTTTGAAATCTGATCAAGAATTGACACAATAAATCTCTTTGA 

TAmATACmTGCCTACTTTTMCCTTTTAGGAAAACmATGMTTGGAATATTCTA 

AAATCCTGAAATAATTTGGAATATTCTAAAATTCTGAAGAGAATATGAACGGATTGTTGG 

AATGGAACTTTTACCCGATTCCCTCAGACTAGAGTGTTCATACGACATTTTGCCAAGAAG 

TTCCTATAGAGGCAATATCACTTTTAGGATGGATGGGTCTAAAAGGATCATATTTAAGTT 

TCTGGTTATTCATGGNTGCACTCACTTTAGAGGATGTGTTCCTATTAGGGTTGCTGCTAC 

TATTTGTCTCTCCTAAATAACCAGTATGGAATTATAGAAAGAAAGGTGGGGAGAATAGTC 

CGTGTGATCTWCTGGGCAGCATTAAAGCCTGTTCCATCCAGCCCCTGACTATTTTGGTCT 

TTCTTTGCCmGAAGGCCCAGAAGACATTTNCATTCCTTCGMGNTTTTATGGTCTATA 

CCCCTCTCTTGCCTNCATATTNTTTTGCAAGNGGGGGCCAGAATTTTTTTGGATTCCCNT 

TAAAAATGGACCTTGGGGTNTTTTANCCATAANCCTGTGAAAATTCCAANGGGGGGGGGG 

CCCCTTNTNCCCCCCCGGGGGGCCCCGGGGGGNCCCCNCNTTTTTTTTGNAAAAAAAANN 

GGGGGGGNCCCCCAAAAAAAA ^w^wv™ 

Sequence 872 

CCCmCGAGNNGCCGCCCGGGCAGGTACAGTTCTGTGTTTTTCAATTGATACATACTAC 

TTATGTAAGAAAAATGAGTAAAAATAGAGGGCCACACAGGCAACAGCCATTAGGTTATGC 

ACAGAGMGGAAAAACTTCAGAGGTTGTGCTGCCATCTTCTGGAACAAACAAGAATCTAC 

AGGAACAGAAACATGATGGAAGAACAAGGGTTAGTTACTGCAACGAAAAAACATGGCAGG 

AAAAAAAACCATTTTGAAGCCAAGCTTTTGATTTAACCATGAATGAAAACAAATGGGAAA 

ACAACAACNACNAAAAACAAAACAAAACAAAAAACAAGAATGACCAAATACAGAAATTAT 
TA 

Sequence 873 

CCCTTAGCGTGGTCGCGNTCGAGGTACTTGTTAAAATTCAGATrCCTGGACCCACCCTAG 

ACCTACTGGATCCAAATCTCTGCAGACATGGCCTGGACATCTTCATTATAACAAGCTTCC 

ACATAGATTATTTTGTCAGTGGCCATGTCTTGCTTTGCTTCTGTGGAAACTACTCTCCAT 

CTTCTGGAGTGGAATGTCCCCCATTGCTATCCACATGGTCCTCGCCTCCCTGATACTGTA 

GTCTCAGATGGCACCTNCTGAACTGGGCCCGAGCTCAATCACTTTCCCAGACCCTGCCCA 

CCTCGCTNGGAGCNTCAGTGGTCCCATGGTGGGCAAAGGAACCCAGGT7TNG 
Sequence 874 

GATATCTGCAGAATTCGCGCTTTNCGTGGTCGCNTTTCGAGGTACTGAGGATGACTAGAT 

GACAMTAATAAGAAAAAATGGCATTGACTTTGTATAGMCTTAATAATCAGATTTTTAA 

AGAGGTTAGTCTATTCTCTTATTTGAGAGATATGGAAACTATCTAGGCCTAAAGACTGTA 

AATCTGCCTGGAATCAGATAGTTGGCAGCAAAATCAGAAATAGAAAGCAGTTACTCAACA 

^?^ CAGmMmMG ^ CAmGACAAGCATCT CCTGTGGATAAGACCCTATGCA 

AGATGTCATGAATATAAATATGCACAGTAGTACCTGCCCGGGCGGNCCGCTCGAAAGGG 
Sequence 875 

CCCTTANCGTGGTCGNNTTTNGAGGTACTTTAAAAATAACAGAGTGTGATTTAAGAATAC 

TCAGACTAGAGCCTTCAGTGAGTTGTCTGAGGGAAAGGAGTGAAGTCAGGACTTAGATAG 

AAAGATTACAAAGAAAGTCAAAGTAAGCAGAGGAAAAAGATACCAAAATGACAGCTTCAG 

AATAAGCAGTAAGGGAATAAAGAAAACAAAGTTGTGTGTGTGTGCATGTATTACATGATA 

AATCCATGGAAAAAGAACTCGCAATTTACTAAAGGAATAATTCATGGTCATACCAATTTC 

TGTGTCCAAAACTAACTTGATTAGTATCAGAAGGAAAGTCAATGTTTAAACAGTCCTTCC 

CACATCTGCTACTTCCATAATGCCTATGCAACTGTCATAAATTAAGAGTAGAGAAGGGCA 
CAGGGCC 

Sequence 876 

CCGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGTTCGAGGTACT 

TGNTAAAATTCAGATTCCTGGACCCACCCTAGACCTACTGGATCCAAATCTCTGCAGACA 

TGGCCTGGACATCTTCATTATAACAAGCTTCCACATAGATTATTTTGTCAGTGGCCATGT 

CTTGCTTTGCTTCTGTGGAAACTACTCTCCATCTTCTGGAGTGGAATGTCCCCCATTGCT 

ATCCACATGGTCCTCGCCTCCCTGATACTGTAGTCTCAGATGGCACCTCCTGAACTGGGC 

CGAGCTCAATCACTTTCCCAGACCCTGCCCACCTCGCTGGAGCTCAANGGGTCCCATGGT 

GGGCAAAGGAGCCAAGTTTGGGCAACAAATCCCTATGCATTTAGAAGTAGATGGGGCTGC 

ATTACAACACACAAGCACTCAAGGACTCTCTGTAATATCTGGACTCATAGGAAGGTGATC 
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ACAGCAAGAGGGCAGATGAAGCNGACTCAAGAGAAACAGATNAGACCAGAGAGACCCTGG 
TTCTTGGTTTGTTCTGAAGNCATGGNCCATCTNCTATTCTAGAATTANAGAGTTCCTGGA 
AAATTC TTAC C AN AAAAAATTTC CTTTTGG NTTN G AC GC TTAATTGAGGNTAATTTCTAT 

TNTGGGCAATNTCAAAGNNATTCAANGAAAAAAAAAAGGG 
Sequence 877 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 1 1 1 1 1 1 M I A A I rTTTTTTTTTTn I IA ATA 

GAGATGGGGTCTTACTATGTTTCCCAGGCTGGCTCGAACTCCTGAGCTCAAGTGATCCTC 

TCACCTTAACCTCCTGAGTAGCTGGGACTACAGGTGCANACCACTGTGCCCTTACTTCTA 

TTCTTACTTGACAAAGGAGAGGAAAAAAAAAGGAAGTTTAGAGAAATTAAGTAGTAACTT 

GTCCAAGTTTACCCACAACCACTAAGTGGTAAAGCTGGGGTTTGAACTTCAGCAATGTGC 

TTAAATCTCAGTAACTGAAAATCACTATGGAGGACCTTTAGGT 

Sequence 878 

CCCTTTGAGCGGCCC GCCCG GGCAGGTACATGTTTGTAAAATTCCTTAAAATATTTATGC 

TCAAACCAACATTTCCA TTTTATC TATCTTAAATATATCTTCCTCTTCTTTACGCCTAAT 

TTCTTAAACTCCCAGAGTTTTTTTCTGT^ '.GATCTAGTCATCTGTAGCACTTCTCACAAA 

TTAAGCTCTCTTATGCCCCAAACAGTAACGAAAGAGGTCTCTTAGTTGGACAATAAGCAG 

TGAAAGATATTTCTTATGGGACAAGAAATTAACATTATTAGTCAAATGTTGATGCCGGTA 

GGCTGAGAAATGATTCTCACTTAAAAGCCCCTGGGTTTTAAACCTCTCTTAGAAAAACAT 
TAGT 

Sequence 879 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAAGGAGCTAGATCATCAAGGAAGGTCAGGGCA 
GGGTTCACAGGATGAGG GCACT TTGCCATTCTTTTGTGATTTGGTCAACAAATGACACAG 

GTTATTTACMTCTTGACCTTTTGGAAAAGATACAGCAGGTAATAGCCTACAGGAAAGAG 

GAGGTAGAAAACAAGTGCCACAGTAGA 

Sequence 880 

CCCTTAGCGTGGTCGCGGCCGAGGTACATACAATAGAGTATTATTCAGCCTTAAAAAGGA 

TGAAAAAATCCTGACATGCTAAAATATAAATGAATGTTGAGAACATTATGCTAAGTGAAA 

TGAGCCCATCTAAAAAGGCAAATACTGTATGATTTCACTTAACTGTGATATCCAGAGTAA 

ACAAATTCATA AAAA CAGAAAGTANAATAGAGGTTTCCAGGGACTGGGAGTTACTTGATA 

TAGAGTTTCAATTTTGTAAGATAAAAAAGTTCTGGATATTGGTTGCACAGCAATATGAAT 

ATACTTAACACTACTGAACTGCACAC TTAAA GATGGTTAAGATGGTAAATTTTGTTAGGT 

GTITCTTACC AC AATTTAAAAAAG AMTTTTAATTAAAG G AATTAAAAAATTTAC AAAAT 

ACTATTCATCATTGNGTTTCCAGTTTATATTCAACCACAGCAGTATTTCAGGTATAGTAA 
TTAACTTACTTTCA 

Sequence 881 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCACTGCACTCCCACCTGGGTGACAGATCAAG 

ACCCTGCCTAAAGAAAAAATTTAAAAAAATAAAAAATTTMGMTTTTCTATGCCCTTTA 

CCAGGCCAGCTTAATCAGACTTCTCTAGGCCTAGGACAGGCTTAAGATCAGTTAATTTAA 

AACACTTCTGATGTTTCTTGAGCATTGAAAAGTTTTAT^ 

CTTTTTGTGTTTGTCTTTTACTAAGGCTAGAAACACGTATTTGGTTTGG^ 

TTAATTGCATTCATTGTGTTTATAGTATTTATCCCTGTAGTGTTGGAATTACCAGTCACT 

TACATTCATATTTNAGTTTTTTGCCT 

Sequence 882 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTTCTTGAATATTTCCAGGGCACAAGATA 

TTCTTATACAGAAACCTCAGAATGGAAAATAGCTAAGACATAAGCAGTGTTTCACAGAAC 

CATCCATCAGT C I INI I AGGATGTAGCAGTCTTCCATGTATCACTTAACCAATCATTAT 

TCTTACCCCATCTTTTTGGGCAGGGGGTGGTAGAATTTAAAATTTACCATTACTAAGACA 

GGGTGATAGTAAGCATAGAATTTTGGGATGTCT I I M i l I CCTTGCCCTAAACCTTCAGA 

GTTCTGCCAGGTGATTCAAATGTTTAAGATCCCATAATCTCGCCTGTGTGCTCAAGCGAA 

CACTAACACTTTAAAAAGTGGGAATGAAAAAATCTGAACTGGTTGAATTAGACACAGTAT 

TTGGCCCCATCTTTCAATTTCAG 

Sequence 883 

CCCTTAGCGGCCGCCCGGGCAGGTACTCAAAAATTTAAATAGCCATCTAAAAACATCTCA 
GGTAAAAAATCTGTCCCCTGCATTTGAAACCAAAATTATTTTTTCTCACTAAAACACATT 
^ATTTAATAGTG AGGTG AAATTAC ATTAGC CC TCTTC AC ATTTATTTGATTC AAACCTT 
I I I I AAAAAACTTAGATTCTTTTAAAAAAATAAATTAAAGAAAAATGACATCATTCATCA 
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^TAGCCAGCTACATGTGTAGTTTGATCATTCAGTTTAACCGTTTrATCACTGTTGATAT 

GAACATTGAGTACCTCGGCCCGCGACCACGCTAAGGG 

Sequence 884 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTGATACATGTAAAGTGCAAGGCACCTTGCTA 

G J^ G !^ i GGA J^^^ GAGG ^ A TACXAAGAXAXAGAGXCCXGGACAAAXCGACAAA^\XAACAXGAA 

XACAAAGXGXCCXAAAAGXCAXGCCAAAXAAAACAGANCAXAXAACXGGGCAGAGGGAXG 

GAGAGTCACAXGCXGGAGGAGGXGAGCG7TGACAXGGTGTXAXGGGAXAXGAACXTGAGA 

TGJXGAAGXAGAACXGAGACAXXXCXGGAAAACXANAXGXAXNAACAGAAGCANGAGGAA 

AGC TC AAAC AACATTCAG TGATAACA C TT AAAA N N ATC AAAAATTT 
Sequence 885 

£S9II AGCGT ^ TCGCGGCC ^ GGTACMTAAA CAAGACAGXGCCXGCXXGXGACCAGGG 

S^P^JJ^^^^^^ GAG1 ^ G ^^ A ^^ A ^^^C^GGATCATTTTTAATTGGTTTGT 

XXACXXCAAAGXCCCACTCAXCAGAGGCAGNTGXXTCGCXXAXAXXXGGCXCAACXACXX 

XNXCXGCXXGGXXXAGXAACACXAAXGXXTACTAACAXTAAAAXGAAACCAGXTXXGCAG 

CTAGCATCTATTGACCAAATATAATTATTTATTrCAAACTGXATATTCCAAAAXTTAAAC 

ATATTCAA TGCTTA TTGAACAXCTAAACATATANCCTTAATGAATAANGGGAAAATATAA 

CCAXCXGGXXXXXGGAXCXGAAAGCCACAACCCACCXGCXAGANXANXXXGGGGAAAGGC 

TrrrXANXXCCAAGTXCAAAGGNXGAATTCXCCCGAGGGNNGNNGGGGGNCXXCCCXTCT 

NAACCAGCAANAAAACCXNGCNCCAGXTTGGGATXXXGGGNGGAAAAXAAACCCNAAXGA 
NGCAi i i lACXXTCCI 1 1 1 1 1 

Sequence 886 

CCCXXAGCGXGGXCGCGGCCGAGGXACAXAXGGCXCGGCAAAGGGGGACXGGAXXAAXAA 

A IT C I GGTAATATAGTAAGGACAAAAT ^ 

XCAACAXGAACGCGXGCXCCXXXGAGXAGAAAGXAAXXTrrCXGCXTXGXCACTCAAAXA 

GCXGGCAGACCXGACAXCACCCXGCCXCXGCXTCCAXGCXCXAAAACXTXCCXGGGCCXC 

AGAXTXGGAXGCXAAXAXGAXXXXCCACXXAGTGGAXAAGAGCXCCCXGGAGAAGGGCXC 

ATTCTTGGATGGACAACAGAATTAGAGCCTGAGTTCTAAGAGCTTAATAAAACAAAAG 
Sequence 887 

C ^ZTS GAGCGGCCGCCCGGGCAGGTACCCGATGAAA G^ AAA TCXAAXCMC^^ 

ATGCACTGGTXGAAGAAAACCAGGAXXAAGACGGAGGAXAGXCAGCAXGGAAXCXAANAA 

GGGAAAAGXCCGNXAACXAXAXGXGrrCAXNAGAXTCXAAAGCXGTTAAGGGAGAAAGAC 

CCXGAGXCXMXGAAXATAAACTrXAAAXXXAAAGAAAAACAXGNXCXGXXAXAGAAAAG 

TGGGCXTrrAANXTTTGTAAAG 

Sequence 888 

CCCXXAGCGXGGXCGCGGCCCGAGGXACCATXAACCGTCXXTXAAAAAAXXATTATTAGX 

TXCAGXGCTGXXTCXXGAGGGAGCACCGGXGGXGCAGGXCAGGXXTGXCXXCXNAAT 
Sequence 889 

CCCTXAGCGXGGTCGCGGCCGA GGXAC XAAACAGGCCAGATAXAXTCXCTCATTAACTTA 

XXGCCXAGCAGAGAAGACCAACATTrTTAAAAGTTXAXACAXAXAGXTAAXTTCXATXAX 

GArrAXATGATACAAAXGGAAAGXGCXATGAAAAXGXGGAACAAAAGAGAATAATCXGXC 

TGAACAGXCAAAGAAGACXXCXGGGAGAXGACAXCXGAGCXAAAGGXXGAACAAGGAATT 

GGAAAACAGCTGGCAXGXGCAAAAGACTTGAANACXGAAGGAGXTAGCCTTXAAAAAAAT 

GAAGAAAGTTCXAXXXGGCCAGAGCAGAGTTTCAAAXAGXGCCXCACAGGCCACGXXAAA 

GACCTGAGGCCTTXATTCTAGGAGAATAGGGAGCXGCXCAAGGAATTTAACXXGANAAGX 

GACAAAGATCAGATTTGCAATTGCCTrXCAAGGXGGXAGGXXACAAGGGAGXTGGGXCXC 

TXGACCCXTXGCAAAXXATACCCCATXXCXTAACCTAAGAAATGGG 

Sequence 890 

CCCXTXCGAGCGGCCGCCCGGGCAGGXACTTGCCTTGCAAAATTATATTACAAGAAGAAG 

CACACXTGTTAXAGAAGTGCTGAATTGXATGGAACCTAAAXCTGTCAAGTTACCXGXCTX 

TCAGGTCCGTCXCCCCACCXCCCAGACCXCATXATAXTAXCCCGAAAAGAACACGATCTC 

TTTAAGGCTAGGCAAGTATTGCGCXGAXGAGCCAGGGACTGCCCACCAATTGGCAGGCCC 

AXTGGGXGAXAAATGTCCAAGGACCTCTAGGCTGACGACACATTTXTCAXCATTAATCCA 

GTCTATTGTAACCAGGGCCACTCACATTGAXTCGGACTAGGGGGCATCATCTGCTGTTAA 

AGAGGGTGATGACXCGCTAAAAAXGAGGG 
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Sequence 891 
Sequence 892 

A ^™5 GGAAATCAGCTAGTATA TGCTCTTTTTGAGGATTTTCAGCT^^ 
^oT A ^ AA X CTGGAAGGAmGCTGGTGGG ^CT^^ 

^ G g^gg A Sag^ 

^u^tgmggcccagttgtcttttttacctatatctgaaattcttacttagtc 

^^gS^CC^C^ 
Sequence 893 

GAG Z^^ GATAnCAACAGGGGTGCA ^ TG GAGAAAAAGTC^ 

tgggacamtggatagccacatgcaamgaacatatatataI^^ 

ttttagmgaamtatagggtttatcttcatgaccttgaat^gacm^ 

catgacaccaamgcacatgcmcaamgaaaaa^g^gtc^atc 

Sequence 894 
Sequence 895 
Sequence 896 

^ CC ZT AGCGTGGTCGCGGCGAGGTACC ^ G AGCTGCCTCAGCACTCTTTTGCCATTCGTG 
CA^GG^TCCGT^ 

Sequence 897 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGGTGTAGTGTATAGAATGGTTTGTATCAAACT 
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AGATCTAC^TTACTTTACTAGAAATATAGGGCAATAATAAAATTTCCAAAGCCAAACTGA 

ACGATAATATATAmcmAGAAAGTCTCAGAAMCCCATTCCTGAATGACAAAACGGA 

GAGATAACTTACMCTAGGTGATATCTGMGTTAAATTTTCTTGGTTATCTATTTCAAAA 

«IZ^ C ^ CTA ^ CTGCACTA ^ TG1Tr CACTGGGTCAGGCACAGTGGCTCATGCCTGT 

AATCCCAACACGTTGGCAACCTGAGGCAAGAGG 

Sequence 898 

CCC 3J TC ^ GCGGCCGGCCCGGGCAGGGTACCN CGGGGTNGGACTC™ 
AGC JZ ATGAACCA ^ AAC ^ GGGAA CCCCGGCAAAANTMGCCTNGGGGGGCTTGAGGGG 
ACl 1 1 lANGANNNAACCNTTTAMCAmGGTNTNNTTNAAAAAAAAATTNCAGGGTTTN 
CCGTNCCTTTTCCAAAGGGGGGAAAAANGCNCNAACN 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I IC 
Sequence 899 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGACAGATGCCTGGGTAACCATGTCCAATGT 
IH A ^II rAC ^ CTGCTGGACAGATAGAAGGCTCTCCTG CAGCCTTTTCGTCTTCGGGTG 
a^9SSIS AAGAAA ^ GGGGGAGAGAAGAAAGGAG ^ GAGA ^^^^ G CCTCATCAGGTTC 
AG^GTTGAAAGTGAAATAAAGGATAATMTClTTGTCTTATTTTCTTTGTTTTAATGTn" 

Sequence 900 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATTGGAGGGGGCCATATCCAGGACCTGTGATG 

TGTATAGGCAGACCAGACTGGTAGGGAAGAAAAGCAGAGATATCAAGTGGGGGACATGTG 

TTTGCCCTGGGGCTCTATTGGCCTGGAATTTTGTGGTAGGAGGAAGGCACAAAAAGTAGA 

?at/SS A ?^ A ^ GGGG ^ G ^ GGGAGGGGGGGGGGGG ^ aaag ^^TTTTATAATAAAACCTC 

AATCTGAAACATTTTAATAAAACCTTTAGATGACTAGATTTATGTTTATTTTGGATTTAT 

GTTTATATGAATAAAAAAAGAAAAAAGACGAG 

Sequence 901 

GCC I^ GG I GGTCGCGGCCGAGG TACCTATGAGATGCAmGAAAAC 
TATGTTTCTTCTGTTGCMTTTCTTCCATTACCTGGGAATAGCTGCTTTGGACGGCAAAC 

c ^s AA I^ cmcACAGCTGTGGGATGAATGGGGA ^ 

A ns A . ( ! A i 3AA ^ TGGGAGcATcT ^ TGGcAGc ^^ 

CA ^ GAA ^ GGAACCCTGATAAC ^GTGCCTGCCTGTCTGTAGGCCTTTAATG 
ATTGAA Mil GG 

Sequence 902 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCTATACAAGGCAAAATGAACTCTAAGTAAAA 

^t AAA ^J GA ^ AG ^ GTAAACAGAAA ^ AAG ^ A1 ^^ agta T^ m ^GCTCCTAAAAGG 

TGTATTCTACTTCATTAAATGTAAGAGAAAAGGTTACCTACATTACGCAGTTTAAGAAAC 

agga t a ^ct™gcatatam^ 

^o™l^ C .™ GATAATC 
CTNCCATATAAAATTTTGGTAATCCTGCCC 
Sequence 903 

9T^ZI A f^9i^^^^ GGGGG ^ GGAGG ^ AG ^ GGG ^ GAGAGGA ^G A GCTCATGTGACCCGAGT 
9I GGG J GGTCTCAGGCATG ^^ 

^J^??J?j^ AAAG ^ GA ^ GGAG ^ GGGA ^^^ A ^^ GAGG ^ A ^^ A TGAGAAACTAGAGG 

ACAAAAACAATTCCAAAATTAACAAAACAAAGTTTACTCTAGCCATCAGTGCCAATGAAC 

ATAAATGACTGCCTGAGAGTTATATTMCAAAATMTTAATTCAGACGAATTAAGGAATT 

AAACCAGCTATGGGAAATATACACTCTATACTTAGATGCACATT 

Sequence 904 

CCCTTTCGAGCGGCCGCCCGGGCAGGNACTTAAATAAAATAAAATTAAAACAAATCATTT 
TAGAGAT^GAGTGMGTTACTAGAAAAAGGTGACTAGGACTCTGTTTATGAAGAAAGG 
TTAGTATTTAAATCATGAAAAAAAGTAAGAATACTTAATTATTCAAGTAACTTAAAATTG 
TAATTCAGWGGCTTTTATGTATCTAAMCMTCTGGGCTGCTATAAAAATTCAGTCAA 

Sequence 905 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAAATAAAATAAAATTAAAACAAATCATTT 
TTAGAGATAMGAGTGAAGmCTGGAAAMGGTGACTAGGGACTCTGTTTATGAAGAAA 
GGTTAGTATTTAAATCATGAAAAAAAGTAAGAATACTTAATTATTCAAGTAACTTAAAAT 
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TGTAATTCAGAATGGCTTTTTATGTATCTAAAACAATCTGGGGCTGCTATAAAAATTCAG 

CGTGCAGGACCAGAGGGCTCATCTCTTGCCGAGCTTAATACAGTTT 
Sequence 906 

CCCpAGCGTGGTCGCGGCCGAGGTACCTTTGCTTTAAATGCATACTAAGCTGTGAATGA 
C I;T TATCAGAGACmc ^ GG ^GTAGGTTTCATAGGATGGAGGACAMTGAAACTTTA 
TGGGCGAAGAAAGAAGGGTCAGTTGGGTGGTGCATTGAAATAAGTGGTTCCAAAAGCAAA 

H! A 5 G I? A ^ c " n ^ AACTGGCTAGTGA ^ 

GAAGACAGGAATAAATCAGGACTCCAACAGGCAGAACAGGATTTATTTAGGGCATGCAAT 

GTGGAGGGCCCTAATGGGAACATGACAGTGT 

Sequence 907 

^?J7^ GTGGTCGCGGCCGAGGTACAAA ^ GCA ^ G TCMTTTATA 
HI A ^^ C J C S A ^ CC ^ GC ^ G "^ GmAAGTATCCCTG GGGCTCATCACAGGGCCT 
G JZ G ^ GnC1 ^ GAAATGAA ^ GAAGAATGTGAATAATA GTTCTAG^ 
ATG GAAAG CTMTAAGGmATGCTAGAGGCTCTTACTGCTGGGACTCTnTTrTTftTTTT 

^ G J77TI AGGAAAAAA ^^ 
TTGAAAGTATGTCAAAACAAAAACTGTTAA 
Sequence 908 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTATGAGATGCATTTGAAAACTTACCTTGTTTA 
AAGCAATGCCCTTTCACAGCTGTGGGATGAATGGGGAAAGAAGTCTTGGTAAGGAAGCAA 

IT GAGAGAACATG ^ 

^J^i^C^CCCTGAT^^ 
TTGAAi 1 1 iGGT 
Sequence 909 

cccjtcgagcggccgcccgggcagg™^ 

gc j c a t 7 aaaaaa ^i ai 1 1 1 1 " • aaaaaaggagggngttattatcagagatcccatagac 
°ii a ^ gg ^ taatgaaagaatgctatgggataacc ^ cat gctaaaaa 

agaa ^j gaaatgaatgaac ™ tctccaaaaaa ^ 

ATAATAACAGAAAATNTNGANTAACGCTCTAACTATTAAAGGAACGTGAAGTTTGTCAAA 

AGCTTCCCCAAAATAAAATTCCAGGACCAGATGG 

Sequence 910 

GC £III GGAGCGGCCGCCCGGG CAGGTACTCAATGGGGTAGGGTGTCTTGGGATCTGACT 
G ^ C r!3 AGAGmCAATGC ^^ 

CAGGTCTAAGTCATTCATCACTCTTTTGTCTGCTTTTCAGCTTCCAAAAATtCATTGCTA 

T^TCTCCTCTCCTGTTTTCCCTATTGGTGTGTTTGTNTCTTTTTCTTTAAAAAAATTCC 
TTTGTGG 

Sequence 91 1 

CCC n A -5 CGTGGTCGCGGCCGAGGTACAACCTAGCCAGCT GCACAGCAGCTCTCC 
A ^ G ^J G J ATA ^ AGACAGA ^ CAA ^ A ^ CATC ^ GTGA ^ATGAGTAGTAACCAAATT 
¥JXl~ G TAA ' nTTC1TATGGTGA ACTACCCAAAGCAAGGCCTCACCTTAGGCTACCAGC 

n5 AG T9X rAAGTGGACAGAAAGAGCCAAAGGCTA ^GG 

CAC J GAG T G ^ CTAG ^ CCAG ^^ 
AATTGGTAGAAGTAATTACATCTT 
Sequence 912 

CCCTTAGCGGCCGCCCGGGCAGGTACAACAGAGCACAATGCTTAGATTTGGGTGGATTTG 

AATAAGATGAMGATAMTTATGATTTTGTTCAAGTGTTAAAATAAAACTAAGACACTTA 

AGGACCACAAAAATTTAGACCAAAGTATCTTGTAAATTCTACCTGGTGAAAGTTTGATAT 

A ^^ AG ^l9^ A ^ GAG ^^ G ^ A ^ A ^ A ^TTCTGTTTTGAGTTTAGTAGTAAGCAGATGGT 

TTGTATTTOTJTAGTTGCMCTMGTGATCAGm 

I 1 1 1 1 1 1 1 1 I I 1 1 CTTAACAGTTATCTT 

Sequence 913 

CGC ni GGAGCGGCCGCCTGGGG AGGTACCACAAAGTTATTGCCTACATCCAGGTCAAGA 

AGATCTTCTACTGTATTTTCTTCTAAGAGCTTTTACATATAGGTCAATGATCAATCTAAA 

A JI AAGAG ^ GTGCAATCA ^^ 

CGAACTGGGTTAAAGGCATAGGACACATGCAGGCTGTGTTCATTTCACAGCAGGGCTCTG 
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Sequence 914 
Sequence 915 
Sequence 916 

GTGCOKKTGGACGCA^^ 
Sequence 917 

Sequence 918 

A ^ AAAA J£ A I™^^^ 

G mt^c7tc£S^^ tgcatttcaaaatgtgtttggttagcaaaaaataatgaga 

Sequence 919 

GGTGTTCACATTTAGAAI ""'"I I AAGTTGCATGTTTAGGATTTTAGTGCTCAGGAG 
Sequence 920 

TCTAATAAAGTGGAATAATTNTAAGAAAGGCAAGTATCACTATTTTAC 
Sequence 921 

ACCACTTGACCAACTATCATAMGATCAAGGCCAGGGGTTCTCAAACTCTC^ 
TTGACTGGMCATAGTTTGAAAGGGATGGAAATTTCCAAAAGGTGTTAATAGACACATAA 
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AGA7TTTTAAATATTAAAAAAAAGAAAAAGAAAGA 
Sequence 922 

Sequence 923 

oI^^ CTACTCTGG ^^ CA ^ CCTC CTCTCTrrTTGGTCTGGAATGTCCCCTGGCTT 
Sequence 924 

as^iSA^ 

Sequence 925 

I G ^ G J A ! CCCGA ^ GAAAC GGAGATCTA^^ 
ACTTGTGAMTCTGAMGTTCAGAGTCT^^ 

Sequence 926 

Sa^^JII^^I^^^^^^^^^aatacagaaagtgc 

^P^J^^AA^^ G ^^ A ^^^ A ^CAATCGMGGCATCTTTTGGGGCTGTTACAGTTAT 

Sgc™^^^ 
Sequence 927 

A?£5^ G T G r^ 
Sequence 928 

Sequence 929 

GCTCTGC7TTAAAAGGTCTTTCCATGTGCTCTTGGGTAACCACTTAGGGCTGAATTCATA 
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GTATAAATATCAATAAATGTTGCAATCACAA 
Sequence 930 

CCC ]7 AGCG I GG ™ 
Sequence 931 

n^^ G ^I? G J^P GAG 9Z9^ G JHT^^^^^ GG ^ AG ^^^^®®^CACACCACCACG 

$7j G P£^IT rAAAAAI 1 1 1 1 M 'ATAGANACAAGGTCTCACTATGTTGCCCACACTGG 
T^^^E^^^^GACATGAAT^ 

ATTCTGTTCTGTTACCTTATTCAAGGACTAA 
Sequence 932 

C ^V^ C , G I GGTCGCGGCCGAGGTA CI "" I II II I I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 G NAT 

G £I?^I c S G iH TGGCCTCC ^^ 
A " A ^ AAA JITT AATATA ^^ 

^^J A ^^^^ < ^^ GAGC1 ^ AGTAAAAC ^ T ^ CCTC ^ G( 'TAATCTATTAANAGTCAA 
ATCTGAA 

Sequence 933 

^ A 1 GGG < 3AGGGA CAGAAGGAAA™^ 

G I GA T 6 J!TI AG ™ cmA ^ 
AGA ^ GA I C , AAAATGTC ^^ 

TGGTCTCTGCA 
Sequence 934 

^™ G ^ G ^59 CCGCCCGGGCAGGTACCCAGTATATGAGG AA^ 

^?^II A X G l A I cmcAGTGTAAATG ^ AG ^ CTAA ^ 

9^I GCAG ™J AG ^ CA ^^ 
Sequence 935 

A T A I A T A J A ^ C i£™ G ^^^ 

AGTGMTACATA^ 
Sequence 936 

C .™ GA ^ GA J G 1 AC ^^ 

G J GA J^I AATCTT ^ ATCATAAAA ^TTMGTGTGGTAGAGMTAAM 

AAATGTTGAATGAAATGTGTTAT 

Sequence 937 

cc £IZI^ aggggccgcccgggcaggtacag taaamtagaatat^ 

^^™l°^ C ^ GAAGAAATAACAG 

g 7 caggggagaga I ggtccctaagg tgcaaaagaatgaactggtgct^ 

™ GT r G J G ^ 

gcctgtgtatttacacacaaatatgcaacctgcaaacttcttctgaggacagatgtcaac 
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TACTTTTTCA I I II I 1 1 1 1 I IACAGTCAAA 
Sequence 938 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAAGTATACTTCACCAGATATCTATAGAACATT 

CCACTCAGCAACAGCAGAATCCAGCAGAATATATATTCTTCTGAAGTGTATGTGGAACAT 

TCTCCGGGATAGACCATATGTTAAGTCATAAAACGAGT7TCAATAAATTTAAAAGGACTG 

ATATCATACCAAGTATGCTCTCTGACCAGAATGGAATGAAATTAGAAATCAATAACAGAA 

GAAMTTTGGGAAATTCACAAATATGTAGAAATTAAAAAACACACTCCTTAAACAACCAG 

TGGGTCAGAAAAGAAATCACAAGG 

Sequence 939 

CTTCCATACTC TTTTA ATTGGATATGCCAGTGTGTNTCANTAATTTCCAGTGGCTGTAAA 

ACmGAGAMTmGTAGCTTTTAGAAACCACATACCTGTATTGCCTGATTGCTTATTA 

AGTGATCTCTTAGAGGTTTCCAAAGTTATGAGTTTGAGTTTACAAGTGCAGTTTTTTTCC 

ATGAAAATTTCAGTGGTGACAAATTATAGAATTTATCATTCAATTCAGTCTTAACTAGAA 

ATAATTGCATATAATAAAACAGGTTCTTGACTGTTCTTTT 

Sequence 940 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCCACTTCCATTTTGTAAGTGAAGCCCAGA 

GAAGCAAAGAAATGTGCCCTAGGTCACATAGCTAGTCGGTGGCAGAGCTGTGATTGGCAG 

GTTGGTCGAATGCCTCCAAAGCCCTCGACCTTCCCACTATACTTCACGCATCTCTAGAGA 

AG AGACAGAAGT AGCCA GGATGAA GGTCTTCAGGTTTAAGAAGAACTATGAAAAAGCAAA 

AGATTTTTGTTTTCGTGGTTTTTTTACTATAAAGGAAAACTTTAAATAAT^ 

CTATAGGTAAGATATCAGA 

Sequence 941 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTCGTGGTTGAACTTATTTGGGGACAGAATTGA 

GACGGAAAAATTTGATATCAAAGGAAGTATCAAAACCCTTGATGTGGTTAAGAGCATGGA 

TAGTGAAACTAACCTCTGATGTATGGTGAGAGAGCAAAAGAGAAAGGATTGCAAAGAAAC 

TGGAATGTAGAGGATGAACATATTGGTAATAATAATACTGGTGGAATTGTTATTCAGGAA 

AAAATAGCMTTATTCCTGTTCATATCTCAMTCATTGTATGTTGTTTATTTAAAGGGAG 

ACATGGTAGAAGATATCAAATATAAAAA 

Sequence 942 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGAAAATGGCTGTTTTTCCCCACATTAGTCAG 

CTCT GGATT TTGCATGTGTGGGGC I I I I I I I I I GATAGTTATTTGTTTTTTATTTTAAAA 

ATTTATTTTGCCAACCCAGTAGAGAACAGCTGAGCATCTTCTCATGTATTTATTGGCCAT 

CTGCATT TCTGCTG CTTA TTGGC CATGTATTTATTGGCCATTTGCCGTCTGCTGTGAAAT 

GTCTTAAA TTTTTT GCCCATTTTTCTAGTGATAAAACACTGAAG 

TCTGATGATTTTTATTGT 

Sequence 943 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTCAGGAGATACATTCTGCTAGTTTGGGGTG 
GTGTGTTCTATAAATGTCAATTTAATCCAGTCGGCTTATGATTTTCAGTTCTATATTCTT 
ACTGATTAATGTGTATATACTAGTTCTGTTACTAAGGAGGGATGTTAAATTAATCCCTAG 
CTGTMTTGTGCATTAGTTTGTCTCTTTTCAGCTGTTCTAGCTTCATAAATTTTTGGAGC 

TGTTAGGTGCATATACGTTTAGGATTATTTTGTCTTCTTGGTGMCTAGACCTTTTATCA 
TTAGGAAAC 

Sequence 944 

CCCTTAGCGTGGTCGCGGCCGAGGTACAAAMTCAACTTTCCTTTTTACTATCTGGAAAT 
AGGAAAATGTTCCATTCACTATGGTGACAAAACTGTAAAATAGGAATATATTTCTGAGGA 
AAGTATAGGTATTTACAAATAGATAAACTATATTCTTAGATGAGAATACTTAATACCCAC 
TTTACAAAATTAAAAATGAATTACAGCTTTTTAAAAATAGATTAAGCTGGGTGTGATGAC 

ATGGCACCTATAGTCACAGCTACTCAGAAGGCTGAGGCAGGAGAAGCACCTGAGCCCAGG 

AGTTTGAGGCTCTAGTGAGCTAT 

Sequence 945 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTGCAAGTCCAAAGAGGACCAGGAGGATCCC 

CGCCAAAAGAAGGGTAATCGATGGGACACCAAAGTTATCAGTCAAGTAAGGCAGAAATGC 

TTGAATGAATAAATGTATATAGATAGAAAGTAGAGACCTTGATAAAGTCAAACTCCTTGC 

CTTTACAAGTGTGTGTTCAGCAGCCATGCAAGGGAGATGCCCATCTGGCAGTGGCCCAGG 

GCAAGGTGTCAGAGCCCTAGTGGCAGGGAGATGGCATCCACATATGAGGGAGGGTGACAT 

GGTGCTAACTGGGCATCTACATAGGGCAGGG 
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Sequence 946 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCATATTTAATGMTTATTTTATAAATTGC 
TGTTGTGAAGCAT7TGTGAATGACCTGCCTCCTAGCTTTCAATGCTATTGCCCAGGCTNG 
ACTTTTATTGCAACTGTTTTATGATACAGTTTTGCA 

AGCATTTCCTGGGAGGTTTCTTTTTCTGGTTATGAAAATAATATATGCTTATGGGGAAAA 
ATTGGAAAATAGAAACNAGTATCTAGAAGAAAAATCACTCATAATTCCANCACCCTGTTA 
ATACTTTGTCTTTTCTTACAGTTTCTAATA 
Sequence 947 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGTAGATGAGAACTACTTATTTAGAGTGGCAG 
AGCATGCTATAGAAACAAAATATGAGTAATTCTAACTGTAGTTATGTTATATTAGCATAG 
TGAGATAGTMCATTAATAGMTTCCTTAGGTGGAATTTCTTTAATGC 
Sequence 948 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTGCATATTTAATGAATTATTTTATAAATTGC 

TGTTGTGAAGCATTTGTGAATGACCTGCCTCCTAGCTTTCAATGCTATTGCCCAGGCTGA 
CTmATTGCAACTGTTTTATG^^ 

GCATTTCCTGGGAGGTTTCTTTTTCTGGTTATGAAAATAATATATGCTTATGGGGAAAAA 

TTGGAAAATAGAAACAAGTATCTAGAAGAAAAATCACTCATAATTCCAGCACCCTGTTAA 

TACTTTGTCTTTTCTTACAGT 

Sequence 949 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCAAGAACTAAATTGTGATACGATAGGTGACT 
TATGAGTAGCACAGAATGTAATAGGCCCATCTCTACCTAGTTCTGGTCACCACACTTCTG 
TCAAGGTAGCTCGGAGAGACGGTGTCTACTTATTCACCACATCATGAGATCACCTCAAAC 
TGAGCAGGCAGCCAATGAA AACCGTG AGCTTTCTTTACATTMCTTTCTGAAAGTCATTT 

TTTCTTATTCCACTTTGTGCCTTTTTTTAAAAGCTGC^GCTTCATGGMTTTAATC 

TATTTAAAACACT 

Sequence 950 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTGGTAGGTTGATCTCTTTCATTCTCATGGT 
TTAATTACCATCTATTCACTGATTACTCCCAAAACTGTATCTATAGTCCAAGACTGTTTC 
TAAAAGGTCTGCACCCACATATGCAAATAAATA 
Sequence 951 

CGGCCGAGGTACT CTTAGGA AAGAGTAATGGGGTTGAGGATGGTTAATTTAGCCCATCCT 

AACTTCTAGTGAGATTTTTTTCANAATATTTTGGATGGTTCTCTCACTTTNGTTATT 

CATTAGGGAAGAAGATTCTGCAGCCTACTCAGGTGAGCCAATCTCATGGCATTGAACANA 

NAANATATGTTTTCACGTCTrTAACCANTGTTTTTCATAGTGNMGTCAGGCCTTTCTCC 

TTTGATCTAAGTGGAACCAAGAGGTTAGATACTCCCTTTNCTTTAGTTATATAATGGGCT 
TCATGTAACT 

Sequence 952 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTCTGTAGGTCTACAGGTAAAAAGCTATTACG 

TTGCAAACATTATAACGTAATGTAAGGTCTGGATTACATGCCTAAAAATCCAATGATTCT 

TGGAACCATCAAATCTGTTAAGACTGAAAAGAATACCAATGTTTAAATATATCTATAAAA 

TGCAGGTCAAGGGGCTAAGAAAATTGCAACACTAGAAAACCAACAAACTTAGGTTGTTCT 

AACATACATACACAAATACAGGAGGGACGTTTATGGGTCACATCTGCGAAACATTTTTTC 
CCAAAAAGCTGAATTTT 

Sequence 953 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACCAATAATTATGCCCACAATTTTATCCTAAA 

TAAGAGTGATTCCCTGTTCCTTTTCCTACAGAACATGTTTCTGTCCGCAAAGAGAATAAG 

AAAACATGACCCCTCCATCCAGAACCAAACTAAACTCAGGAGTGATTAGAATCACCTGTG 

GGCATTTTCCCCCAAACCACCCATACTCTGTAGATTCTGATAAGCGCTCTTAAAGAAGCT 

ACAGCTCTTCCCCATTCCCTATCTGAAAGCAAGGAACCACTGGCTTTGGTCAGGAAACAG 

GCATACAACATCAGATGTGATTATAA 

Sequence 954 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGATGTTGTAAAATTTACTATAATTAATAGGA 

ATTAATTAATGAATGCCAAGGGGCAGAGCCACACTTCCTATGATAGTTCCTTGCTATAAG 

GTGCTATT7TGTTNCTCCTACATTTACTCCATAGTAAGCTNTTGTTTGAGAAAAAAAATG 

CCAGTTTGGTGCGTAGTAGATACGCAGAGGCCTGNGAAAGGGACNGATGACNCCATTACC 

CCATGGGTACAGAATGTATAATGCTTCCCCTCTCAAACTTGGGTTGNTTTGGNTTTTTTT 
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TACA 

Sequence 955 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTTAAGCCAGATTCATGGTATGAAGGCAGCAG 
CATAGCACCTCCATTGACCCACATGGGGGCCTGCCTTGGGCTTCATCAGCCCTTTGGAGT 
CTCAGATCCCTCACCTGTTAMGGAGAGTMTACTACCCACTTACCTTTTTGGGTTGTTG 
TGAAACACACATAAGACAGTATTAGGAGAAGTAAGGTCTGAGGGCTGGGCTTTGGACCCA 

GCGGCCCCTAGGTAGAGGCCTGTTGMTTGGATGACAGTGAACTTTGCAGCATTTCCTAA 

CCTCAGAAGTTCAAGA 

Sequence 956 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCTGCTTTATTCAGTCTAGGTAAGAAATGTAA 
TGGATGTGTGCAGGTGACATAATTTCAGGGGATAAGGTAAAAATTAGATGAAGCCCAAGC 
AAATATTCTTAAAAAGAAAAACTTAGGAI I I 1 1 I IT I ACAAAAGTTAACTTAAAATGC AT 
TATCTAGAATAATGTTATAAATCAACGTATAGAGACGTTAGTGMTAGTTCCCTTCATTA 

GGATGTTGAAGGAATATGGTTTCAATATTCAACAAATGTCGTGATGCCTATAAATTTTTC 

TACAAACAAGAGTATTGT 

Sequence 957 

CCCTTAGCGGCCGCCCGGGCAGGTACTTCAGGAGATACATTCTGCTAGTTTGGGGTGGTG 

TGTTCTATAAATGTCAATTTAATCCAGTCGGCTTATGATTTTCAGTTCTATATTCTTACT 

GATTAATGTGTATATACTAGTTCTGTTACTAAGGAGGGATGTTAAATTAATCCCTAGCTG 

TAATTGTGCATTAGTTTGTCTCTTTTCAGCTGTTCTAGCTCCATAAATTTTTGGAGCTGT 

TAGGTGCATATACGTTTAGGAmTTTTGTCTTCTTGGTGAACTAGACCT^ 

GGAAACTGTCCATATAACCAC 

Sequence 958 

CCCTTTGAGCGGCCGCCCGGGCAGGTACTCCATAATATAATCTTTTAAATGGGCAACTTC 

TAAATATTGATACAACCATTAATAATAATGCTTATAGGGTAAAAGAAAATTTTTGAAGCA 

CTGAATTCAGTAACCTGGGTCATGGTCCAATTTTGCTCACTACTTCATATCTTTTATGTA 

GATTATTCCTATAAACATGTTCCCTAAATTCCACATCAGTTTGTAAAGTCAATGGATTAA 

ATTATTCAAATGTAGCTATTTAACGGTCAGTAACAATGCCTAGAAACCTAT 

Sequence 959 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I M I I I I I I M I I 1 1 1 I 1 1 1 1 M I 1 1 I I IAANA 

CAGTCTTGCTATTTTAAGTCCAGGCTGGACTCAAACTCCTGAANATTGCTCAAGCAATCT 

TCCCACCTCAGCCTCCCAAGTAGCTGGGATTACAGGTGTGATGTCCAGCTTAGGTTCCAG 

CTNTTAAAANANTTGTCAGTGTGGTGGGCGAGGTGGGTCACATACACATATAATTATAAG 

GTAAAAAATCACAACTACTACAAGAAAGGTGCAAACATTTATGAGAAAACCAAAGAAGGG 

Sequence 960 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCAGCCTGGGTGACAGAGTGAGAATATGTCTC 

AAAAAAAATTATCAGCANAAGATAATATAGACCCCAAGGCTAAAGGGAACCATTATCATC 

TCTAGGCCTGAAAGCCTAGGAGAGGGTGCTGTATGGAGAGGACTGCTTCTGACAGAGGGA 

TATAGCCAACCTTGGTGGCCTAATAGAGAGGAAAGTAGGGAATAGCTTCACCTTCCTTCT 

CTAATCTTCTGCTAGTATCCCTATTAATTTAGCCTAATTAGAAGCTGGAAGGTAGGAGAG 

CCTCCATGGGCCAAAAAAGCTGTTGTAGAGAACATGGATCCTTGAGGGGGGTAAATGGGC 

AGATAATTCTAGCCACAGATTG 

Sequence 961 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCAGCCTGGGTGACAGAGTGAGAATATGTCTC 

AAAAAAAATTATCAGCAGAAGATAATATAGACCCCAAGGCTAAAGGGAACCATTATCATC 

TCTAGGCCTGAAAGCCTAGGAGAGGGTGCTGTATGGAGAGGACTGCTTCTGACAGAGGGA 

TATAGCCAACCTTGGTGGCCTAATAGAGAGGAAAGTAGGGAATAGCTTCACCTTCCTTCT 

CTAATCTTCTGCTAGTATCCCTATTAATTTAGCCTAATTAGAAGCTGGAAGGTAGGAGAG 

CCTCCATGGGCAAAAAGCTGTGTAGAGAACATGGATCCTGAGGGGGTAAATGG 
Sequence 962 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGAGAATATGATTGTAAATTTGATCAGCAGCT 
ACAACATTTCAATGATGCATA I I I I I I I I I CAGATGCATTCCTTTGATTGAATTTAAAGT 
CAAGCTTGTGCTTCTGGATGGTTGCTTTGTCAGTGAACACTTGGATTTGGAAAATACAGC 
ACCTGGGTTGGTTTTGAGAGAAMTGGTTTCAACTTTATAATTACAGTTTTAACCACCAC 
AACAACAAAATTAGGATGGTAGTGAAATGGAACTAAATCAAATGCAAGGTTTTAGTTTAA * 
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Sequence 963 

^^3H? TGGTCGCGGCC ^5T^TTGAGWATGATTGTAAATTTGATCAGCAGCT 

MTTG^TA TCATCCmMTMTCm ^^ GM C A ACTAAATAACCCAATAACAA 
Sequence 964 

Sequence 965 

j^S3 G J G ^^^^^^^^^^^^^^^^^^^^^^^^^^'^^AAGAAAATTCCCATGCAAGATAGGC 
A i^ G £ G ^ C £ rA I ACAA ^^ 

Sequence 966 

^j? aa ^z^ aa , gaaaamaaaggaaataaaaacta ^ 

gc^Ia^ gaa ^ aa J7 agcagaaac ^ cca 
catgaa^ taacaactg ^ 

Sequence 967 

PP^P^ A sT G ^^ G ^^ A ^^ AA J^^^^^^^^^^^^^^^^CAGAACTGACATACATACCAGAATTG 

G ^ G ^ GATACAAAAATA ^^ 

Sequence 968 

CACAATTGT ^ TAA ^ AAAmTCAGTAAGTCCTGGGAA GCTGTATTATmAAACATNTTG 
Sequence 969 

sr^t g ^ gg ^ cg ^ ccgggcaggtacg 
t gcacc ^7 accctcatggcagtgtcccaaaggmgggg ™ 

GGCC^ 

P ^ ^•S5^^lS^ r ^^'^^TP^J3^r^ AA CTATATTT ATTA G TTC TC TTTAAT G G AAAG TA TATAA T 
CCCTTAATGTCAAGACCTTGAGTGGCACTCAAGCTTTATTAATTTATTTAGGTAATAAAT 
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ANGANAGG NTCCTAATTACTAATNAGCTTTTCAAAATAN 
Sequence 971 

GG A TT A J AA i£T^^ 

^CCTGTG TCMTTTT GmTCTTTTTCTATAMmGTTCATrTATAATTTTAATATT 
TTTGGTATAATTTTTTTCAAAMTMTCTTGTATTTATTTTACAAGGAC^ 

Sequence 972 
Sequence 973 

CC ?J! rA ? CGTGGTCGCGGCCGAGGTACTCCA GCCTGGGTGACAGAGTGA^ 
Sequence 974 

g^nGACCAGTANCAGTTGAMNG^m^SjS^^ 0010 ***" 
Sequence 976 

Sequence 977 

Sequence 978 

TCAAAAAATGAGCTAGGAGTAAAGTATCTGCTCCAGAATCTACCCCCATCCCAGAAAG/^ 
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Sequence 979 

CTCCTG CCTMCTCATANGTTGTTGAGAAAATGAAGTGATT 

^CTWGCTATmMMTACTACCATGGAArTMTCmS^^"^^ 
Sequence 981 

oequence 982 

S8S0SST 

Sequence 983 
Sequence 984 

^ C II A ^g GTGGTCGCGGCC GAGGTACTTACTTAA I I I I I I I I I I I I I | | | | A GTAGAGA 
A I^I GGGG Z G ^ G ^ G ^^GATGTATACATTGTTGTATACGTTGTAATTGTATAC 
TTTCCTAATGATCCATTTTGTAATTCACCTAACAGCTGAGGGAAGGTCCAGAGAAGGAAG 
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TCMCTTTGGTGGTTTCTAAAGAGGGACCGATTATTAGTTGCTTTCACTAAGGAAGGGGA 
AG 

Sequence 987 

^]l^$J^ TCGCGGCC ^ GGTAC ^GGCCTAGAMAT Al 1 1 1 1 H 1 1 1 I GAAATGG 
AG T C J CAC J G J GTCGCCC ^^ 

?ZI^7.S A 7 CCCCCTC ^ CTAACTNTNACAGCACmC ' n "CCACTACGGCACGCATTAC 

TTCCTAAAGAACCAGGACTATGTTCTACTAGTCTTTGTAGCCACTGCACT^ vACAGAN 
Sequence 988 

TTGTCAAATGTTGAGTGCACAGATTTATTCATTGCAGCATTTGGTTTTTCATATCAAAAG 
A J C S AATA ^^ GAATA ^ ATGCAAGTATATAAAAAATAAGA ^ 

TtCGAAAATATATTGCTAAGATTAAAAAAAAGGAAGGGGCAGAAGAAAATAAGTTGGGTA 

a^mtgaIa^S™^ 

Sequence 989 

CCC rL AG NNTGGTCGCGGCCGAGGTAC I I I 1 1 1 1 II I I I II 1 1 1 1 1 1 1 1 1 | » | GGTAGAN 

a ^ aggg ^ a 9 a ^gttgccagggctggtctngmttncttggactcaancaatcct 
JTI^cagat^ 

A I^ CG I G n AAA J GAGAAATNG ^CAGGGCTTTTATAAAm^ 

CTTANTCCTTTTTCTCCATAAACTCTAATn^CAMTrTTACTACCACAGCAAAAAAGAGG 
Sequence 990 

TCCAAAAATTAAAATAAAAATAATAATTTTACAGAAATACATATTTGCATTGGAATATTT 
Sequence 991 

CCCTTAGCGTGGTCGCGGCCGCGGTACCCTAAAACTTAAAGTATAATAATAATAAAATTA 

A ^5 A ^^9^ A ^^^ AAAGA ^ AAGAGAAAAGAAAAGA ^ GAAAAAAAG ^CCAGCATATAC 
^^JCAJTTGCAG^ 

AGCTTTCATTTTAMTGGCTATATTACTTAAAGTTTGCANTAAATATTTATTACTTTC 
Sequence 992 

TGCTCGCTGGACAGAGGGCAACCCAACACTCTAGCCTAAAGCCCCGTGACACCTGCAGCA 

G ^Z G o^ c ^ CACGCN ^ GCACCCG ^ CCC6AANTAAAAAGT ^ 

NCGAGNTCTTGGTNGACCTTTGNGCANCCCCACCCGTTGCCAGTCTTGAATGNGGTTACC 
CCCGGTGGGTAGNCCCTTGNGGGGCNTGGGNAGCCCCCCGGANGGGGTTCCCCGNCNGT 

TGGCCGGGGCNCAAAATTCANAAGNCAAGGGTTGGGGGNATCCCCGNGGGGAACCTTGGG 

G ~ " 

Sequence 993 

^I G ,9^ GA ^^ GGGGC1 ^ GAG ^ GG ^ GGGGGG GGCAGGTACCCCATCAGAGTGTTTCTCT^ 
GGC JI^ CTGTATGTAAACC ™ CCT ^ 

Sequence 994 

CCCTTAGCGTGGTCGCGGCCGAGGTACCMGTTGTTCTCAAACTTTCATGTTTGTGTATA 
CAAATCAGCTGAGGCCTTCACTAMCTACAGATTCCATGGCCTGGCCCTCAGAGATTTTG 
ACTCAACAGGTCTGAGTTGGGACTAGAAATATGCATTGCTAATAGGCACCCTGACAATTC 
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Sequence 996 

TTTTTTATTC TCTAAATTTCGGG AC f!Tf5 ATr:r t a a rzri ^ tI^t/^^-t^ t a I^LSTv^lT 
CTGCGAACCC 
TATATTAGAA> 
TTGGGAGGC( 
Sequence 997 



Sequence 997 



?^^^ A ^CCAATTTMGTMTGAGTTA(^GCTTTGGCAACC>ynwW3GCTCTCTTT^r 
CMCTCTAACAATATGTGGTAATGTCTTCCCTGACTTCATrnwI^^ViScASwiTSP 

AaniMinM QQO 



Sequence 998 
Sequence 999 

?P. CTTAGCGTGGTCGCGGCCGAGGT AC I I I I I I I I I I I I I I I I I I ■■■ ■ ■ I r TTT-TTy-pr 

Hi™ 1 1 1 1 ' 1 1 1 1 1 1 1 1 1 1 I NMCTTGGGTTNTCCTTTTrNATNATTCTG^ 

^c^^S^ TAGGGGNG <^~ 

Sequence 1000 
Sequence 1001 

?crTA^T^r^ G ^^ TGTGA ' 1 "'" 1 1 1 1 1 H 1 1 1 GGTATGGAGG 
I C I^ CA JPJ mGTAAAAmATOCTAATA CTTTGGAT^ 

AAATTAmCACT(^CTmcCAGmGCTGCTGGCCTAAACATATANTTAAT^^ 

ATTTTMTCTTGTATCCTATNACTTTGCTAAATTCATATA 
Sequence 1002 
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TATGTTTTAGTTTATTGCAGTGAAAATACAAMTTTAAAAGTTATTGTAGAGAATTATCA 

TACCCCCCAAAAAGTGTCATTGGTCCTCCAGGACTCTGTAGTCCCCATCCAAGAAAGACT 

GTGATAATTGTCAAGGGGTTAGTATGGTCTGAGCATGGTTGATGGTGCTCTGTCATTCTG 

GTATTAAACAACCTGCCAAATGTCTTGATTACATGTCCTAAAAAAGTGAGGGGAAGAAGT 

GTAGGACAAATGCAAAATAAAATAACACATTTAGCTATACTTTTAAGTATTTTTTATT 

Sequence 1003 

CCCTTAGCGT GGTCG CGGCCGA GGTA CATCTGTTTCTGAAAGCATTTTTCACTGAACCM 

TTTTCTATACCTTTTTCTTGTATTCTTTTCCTTAGCTTTTGTTTATATGG 

TTTCAAGCCTCATACCAGTCATATAAAACCATGATAAAACTTCATCAAAGCATACTTGGG 

CAAATTTCAATTATCAAGTAAAATTGTAAAGAAAAATTTTTTA 

CTACATGTTTGATTTTCTTTCCTTCCTCCCTCCTTTC 

CCTAAAAAGTTAATGGCTATCATTATCTTCACCAAATTAGTGTTTGGTATACCCATAA 
Sequence 1004 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCTGAACTTAAAAGTTGAACAACAAAAAAAGA 

AGGAAAATG CGTTAATAC CTTATTGTAATTATTATTTTTTGG AAGACTATTTTTTATATT 

CAGAAGAAGTGTCAGAGTCAGCAGAAAGGGATTATTTCTCCATTTACCTACAACAATGGT 

TTTAAATGACTGGATAGATAGAAATCTCTTTCAACTTAACTGCTTAGCACATTGCATTTT 

TCTCTGTTTCAAGTTAGTTTTCCAAAGGATTACTGACTTTTTACCTAATTTGCTAAGGGA 

TGTCAGGCCTTAATGACATATTTCTCCTCAAATAAAGGATACAACATGC 

Sequence 1005 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCGGTATTACAGCGCCACCCACTGGCTAGAAG 

TCCTCATAGCACATATGAGATGTAGCCATAAAATAGATGAATTCTTGAAATANGGAATAT 

AACACTTGACTATTCTGATTCAGNAGAACATAAAAAATGTTCTAACAAAACAGAACCAGA 

CACATTTATATNTATTTCTACAAGTNAACAGAATATCTATTAGA 

Sequence 1006 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATAGTTCTGCTTGCATTGGTCCCATTACAAT 

CCTGTCTAAATCCTGAAGTAAAAATGAATACCATAGTGAAGAAATTACTTGTGCATGTGA 

AAGAGGCTGGTCCMCTCCTTAATTGCAACAGGGATTTGATTCTTCTACTAGTAGTTAGG 

AAAGGTTGCATTA ATATTC AGTAGTTAAAATGTGCGATTCTAMTTTTTTGTAATTTCCC 

ATGAGAGAATAAAT1TTTTCAAAAATATTCCCAGTAGGTGAATGGCTTTAATACATGGTA 

TCTGTGAAGATGGCAAATAAAATGAC 

Sequence 1007 

NTNTTNGNNNAATNCNCNNTTAGCGNGGTCGAGGGGCGNGGNNCATNTAAAANGTGATGC 

TMTACTTTAAAATGTGTTAAGATATATGATTTAAAAAGCATTGTNAATTGTATACTGCA 

GTGTCGTCTACATGGCATTTGGACAGGACANTAATTGTAAAACATAAANAGTGCNAATTG 

TTACACTTACATATGAATAGCTGAAATGNGCAACAGTGGACGCAANTTTTTTNGTTCTTC 

AAGTTTTANTAATTACCCCAANAANACCTATTTAACNAGGCTGATNCTAACNTGGGGGAT 

ATTTAATGGNTTTCTTATTMTTTGGACCNAAAMNTCTTTTTGGMTTAANCTTGGGCN 

ANTTCGCAACCAAAACCAAATTTTAAT 

Sequence 1008 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTGGCTCACCTCTCAGGGCTTTGCTCCTTGGG 

AGGCTATTCAAGCTCAGCATCACCTGTCTCACATCTGTCTGGGATCCTCAAACCTGACCT 

TTGTAAATTTCCACT AACTG AAGATTGTAGAGGAAAAAAAAAAACATCTTATCGAATTCC 

TGCTCTTATAGCTGATTTTA GCTAT TAGGAAAACATCCCAAGTTGAGCTTTTCTATTCCT 

AGAA TTTCAGATTT CTTTCCTTTTTAAAAATTTTATCTCCTTTTATAGT^ 

TTTCCi iiiiiii f GGAATGGGAGGTCTTAAGCTCAGTGTCAAAAATAAAATCATTTT 

Sequence 1009 

CCCTTCGAGCGGCCGCCCGGGCAGGTACCTTCTTGCCTACAGCGTTTAGCTCCGTTTGTT 

TTGCATAAAGATCTGTTTTCTGACTTCGCATGAGGGGTAGATGTTCAGCTTATTCTCACT 

ATGTAAATTACTTAGTAAATAATAGGAAGAGATGTTGAAATACAAACTTTCTGCCACCAG 

ACCTTCACTCTATTGCAGTCATTTTCTCCCACTCTCCCCCCTCTCTCCCACTTCCTCTGA 

GGATTACCTTCCCCTCTCTCANCATTCCTCTGTCAGTGGC I I M I I I 1 1 CCTTTGGCATG 

CAAACATGCTCAAGTCTGTCTTATA 

Sequence 1010 

CCCTTAGCGTGGTCG CNTNTC GAGGTACTCTTTTCAGATGAAAGTGTTCGGTCACCTGGA 
ACCTGTGAGTATGTGGTTTTTGATCTGTGACTAAACTGTCCCCATTTCCCAGTTTCTCTG 
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? AGCAGCC CC A ^^^^^ 

AGGTTGGATNATAGNAATGGGGGAAAGGG 
Sequence 1011 

AG H A 5J5 G ^ GmTCAAGGGAATGCAGAGG ^ CT GTATTCTGAGCATGTTCCT^ 
I AG ? A J AGATAGGCGATGTGGCAG CA^ 

GAA 5TZII A ^^ GG ^ A '^ A ^ GGGA ^ G ^TCCAGCACAGTTTCTCAGAGGGCTGTGCTCC 
^3H^3Z^£T GAAGG ^ G ^ GGGAA ^ G ^^^TGGCTACACTATCTTG{^GCCAC(^TATTT 
GGAACCTGTTGCCACTCTGATGGCAGCAGAGAACAAAAGAAA 
Sequence 1012 

^^J 070 ^ 0707 ^^ 
CAAGCATTAATCTAAAA 1 1 1 1 1 1 1 FAA 

Sequence 1013 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCGGGGGGTCTCACCATGTTGGCCAGGCC 
tJ 070 ^ 77 ^ 76 ^ 0070 ^ 

^* AG ^ GCCACCGCGCCCAGCC7A777TG777C ^ A ^ 
C £ A £ AA777CAGC £^ 

cG T G i G s AG n^ GG T TTTTATGTAGccAA ^ 
acag ^?i aag i c . a ^^ 

I GAT7 ™^ C I G ^TAATATTATATCAT^ 

I? 77 ?^ 77 ™ 6 ^^ 
GAC Z G7GGG ^ AGGA777C77GAAAAAANGTA A ^ 

G Z A o A l AT ^I GT7A77AT7A7AAANGGTAATArrc l " 1 1 1 1 I 1 1 GGAGAAAGAANTCTC 

ACTGNACTTCANNCTGGGGTAAAAGTGAGACCCCTGTCTNAAACCAACCGGAAAAAAAA 
oequence 1014 

G ^ G ^ 7A ^ GAT JA TACAT ^^ 

G7C777TGA J AAmGCCGT ATCTTAGTCAATCCCAAAAAAm 

T £ AG £ C IZ AA77 £ A J^ 
C ^ GTAAGAAGCTAAA ^^ 

TCAAAAGTCAAGTGACAGACTCAGTACCTCGGCCCGCGACCACGCTAAGGG 
Sequence 1015 

!j£ C77 I!^ A ^ 

C Z? T X^I CAGGA7GG7C7CGAAC7CCTGAGCTCAAGG AAmGCCGGAGCTCMGTCTC 
AGCC7CGCAAAG7GCTGGGA ™^ 

AAC ^I AA ^ 7A7CAAGCAATCAG ATGCCAAAAATTACAAAAGAAM 
7 ™ 3AG ^ GAGGCCAGGC ^^ 

rr? GC r T ^T AGA ™ GAGG7CAGGAM ^ 
CGTCTCTACTAAAAGTACCTCGGCCCGCGACCACGCTAAAGGG 
Sequence 1016 

^^™^ G J CGCGGCCGAGG7ACTA7TA7AA7AAG ^ AAC 

^ G J C J A ^ AAA ^ GGAAAGGGAAGGACACA77rrGG ^ CTGCM 
TAAAACCAGAAATGATGTGTGACAAGAAACTAAAGAACTGGACGAAATTCACTTCCATTC 
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?^tVII^^^™^I^ g ^ gtaacctagggag gggctgatataactcag 
™SrGc^^ 

Sequence 1017 

GWGATTAAATATAAAATTTCAAGTTTCCATCATCTTTTTAAATATTAGGAGTTCfi^f'A^ 

TTTAA^GATTTTTTAATTTTTATGGATACATAATACTTGNNCCTGCCC 
Sequence 1018 

S^£IZ5^ GGGGGGGGGGGG ^^ A ^^ A CGCGGGTCCCTTATTTTCTGGTGTTTACTTGf3(5A 

GA ?J GG ^ TGAATAAATAAATAM 

TGCTCTTGCTCAGTmCTGTCTTCTmGmAGGAAATTGTCATTCTCTGTATG^r 

Sequence 1019 
S^aTIa^a^^^^^ 

^^^^^^^^^^^^ 

Sequence 1020 

TTGACCATTAAGGTTTATATTTTAAATGGGTAAATTTTATTGTAATACACTAATTTTAAr 
Sequence 1021 

TAAAAAACCCCTTCTGGATTCAAAGATGMGGCCTCACTTACTTTATTTTTGTCATT^r 
ACAGACGCC ™ TGTAAATG ^ 

AJTeMCAAATACCCCCCMGGGACCTCG^^ 
Sequence 1022 



TTTAAGACGGAAACGTGCTTCATCTTGTTCGCTTTTTCTGCATTCnTG^ 
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TTCTAATTANCCCCAACACGG AAAA GAATGTAACACAACTGTCTTAGTTGTGCCATAGAG 
TTAG AATCTATCTATTAACATGTTTTAG GTNATAACAAGAAAAATAATAAAAAC AAAC CT 

ATTATGAGAAGCTGCCCATGCCAATAAATT7TGAAACATTACCAGGAAATATAAAAGGAA 
NG 

Sequence 1023 

CCC TTCGA GCGGCCGCCCGGGCAGGTACATATATTTCAAACMCATTTTCTAAATTAATT 

AATGTTTTGACTCATAATTATGTGTTCTTCCCACTTCTATATTCTCTATTTGGGGAAATA 

ATCCCATCAACCACCCAACGGCCCAAACCAGGAACCTGAAACTAACCATATTTCCCTCCC 

ATTGCACATAAATTAACTTCTAATCCTACCTACTTATCTTTGAATCCACTCTTCTATTTG 

CAGTGGCAATACTTAGGGCTTNCCTTACTTTTTACCAGGACTATTACTAGAGCTNCCTAA 

ATGCTTTCTATCTGTAGGCTTACTCTTCTGCATTTCTAT 

Sequence 1024 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCACAATGGAAAGATGATCTTCCTGCATTGTGA 
AGGTTGTTCTCATCAACCAAGCCTGCAATGACTAGACATTCTAAAGAGAAGAGTGATGGC 
AATGGAAAGAGGACACATCCGCTTGCCAGGTCACTTCTATCAGTTGATGACATGCCATAT 
TGTTATGGCTAGGTCAGCTTTCCACAAGTATGCACATGCAAAATAGAACTTGGGAAAAAA 

ATCTTTGATTTGGCCCTTTACCAAGTGGATCAGGTGTGTCAGAGTTCAAGTTGAGCAAAG 

GTCAGAGTTTAA 

Sequence 1025 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTTTCTCCCCTTCGGACCACTCTCCCCACTA 

GACAGCTGTATGGCCGGCTCCCTCACTCTCCTCAGGTCTATCAGAGGGTGGCCACTGACC 

TCATTGTCTCAAACATTATATAGAACACACACGCACCCATGCACGCACACCGTCGTTCTT 

CATCCGCCTGGTTCCGTGCACTATTCCAGGACCTACAGCAGTGCCTAGAACACAGAACAT 

CCATTAGCAACATTTGTTTAATGAATTTATAGTGCCTAAACCTGCACAACTCTGACTTTG 

CCTTGCTATTAGAAAATGCAAGGCCAGGCGCGGTGGCTCACACCTGTAATCCCAGCACTT 

TGAGAGGCCGAGGTGGGCGGATCACTTGAGGTCAGGAGTTCAAGACAAGCCTGGCCAACA 

TGGCGAAACCTNTTCTTTACTAAAAAT 

Sequence 1026 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGAGGCTAATGGTCTTAGTTGGGATAAGGAGAG 

TGGGGAAGGGGCAGGGGGAGATGATGAAATTCATTTATCCTCTGTGATGCTATGGAAGAA 

CAATTAAGATCATGTTTCCTACTTGATTTTAGTTGCTAGTCATTTCTTAATCTAAGCACC 

CCCTATAATTTACCTATGTCATCATGCAAAATCACCATCGGTAATAATGTGGGGGCGGGG 

GAAGTCTATACAAGAATATTAAGGCCCTGTGCGTGAGCATGTCTATAGTTAAAGACTTAA 

TGAGAAAGCATCAAATTGTGGTGCAAACAGCTGAAAGTAGAAGTAAATCACAACGTAATA 

AGATGCAACTTTGGAGGAGCTCAMGCAACANATACGTTTTTTATCCAAAAAGGAGTAAA 

AGAAAAAATCGCNACGGCAGTTCCTTCAGATAATCAACNGATGATTTCATTTGANAACCA 

TAATTAACTAGC GTTGTTTGTAAAATAACTTTTTTC ATTTATAC NTTTTAATG NTTATTA 

A 

Sequence 1027 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAATTCTTTTCCTCTTTCCTAGACCGATTCTAG 

TTTGTTGCCTTCCCTTTCCTCGGAAACCCCAAGTTTGTGGATGCTGCAGACACTCTGTGC 

CCCCCTGCATGCTGGGTGCCTGGCCAGCTGCCAGGGCATAAAGACAGAGACGATGTGGCC 

TTrGTCCTTAAGAATGAGGTTTGAAAGCCCCAGTTCTTCCATGTTAGGTGATTTCTTGCA 

GCTCTTGGTATCTGCAGAATTAGTGTGAATGCTTAAAAAATATTAACAGCTTT 

Sequence 1028 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATGGGTGTAGTGTTACTATTACAGTTAATCCG 

TCCTTTGTGTGAAGCTGTTAAATGCAGTGAGGATTGGAGCACTGTCCACTGAATCTCTGT 

GCAACAACTTACTCGGTGTGGCAGGGGTNTCCNGGTGTCTGGCTCTGATCTTGGTCGCTG 

GATAGNCGNCTGTNTNTCTTTAGGTGCCCAAGGCGACGGC 

Sequence 1029 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAMCATTTAGACTCCTTTGTGCCTTNTGG 

AATGGGAATTGCTTAAGCTGTCCTGAAAAAATNGCCTTTAACATCTGTTNGATTGAGATT 

TGTGATACATAGAAGTTGGGAGGAAGATGTCGGAAAGCCCTAAGAGAGCTACTTGCCAAC 

CCCACCATNAGGTCTNCCTCAGTGTTCCTAGTCAGGACAGACGAGGCCGAGTCTGAAATT 

ACGATAAGNCTTTGAATGCAGCATAAACAGACC 

Sequence 1030 
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^Hir^ GCGGCCGCCCG ^^ GGTACmGAC CTGTATGTAAACTCTAGTTACTTTGG 
T G ^^ GG ^^^^ G TCTTTCACAATTAAAGTAGTCTTTGAGGCTCAGCNCTGCTTT 
CC I2 A I^ CTAT ^ TA ^^ CJ ^CACJCAAGGGAGTATAAGCJNGAGGCAAACATGG 
ACTCATTTGTNmCTMCmCAGGGGATTATTTGNCCATCATTGCCTGATGTCCAGTG 

Sequence 1031 

^3I AG £ G J GGTCGCGGCCGAGGTAC CATTGTTTTGTTCAAAATCACAATTT 
I8 G J G ^IP TAGAAATAA ^ GGAGCCACCG1 ^CACCATTMGGT^ 

TJ TGGCACTGTCCATAGGmATGGC ^ CCAAC ^GTTTMGACCATTCCCAGAG 
TGAGAGCTGATTTGCCATGGTTATGAAGCTTTCAGGATATAAACTATAAGAATGACAAAC 

™?^ AG ^ GAAAATGTGTC ^ 

^JJ?^^ 7 ^^ TC ^ (X ^ C CAAATCJGCCTTGGTCAGJAAGAGTGTAGGJAACA 

TATAAATATTAATGTTCGTTGNAGTTAGTGTGGTACCTGCCCGGGCGGCC 
Sequence 1032 

CTCCCGGGCCCAAGCAATCCTCCCACCTCAGCCTCCCCAGTAGCTGTGTTCCAAAGAAAT 
T^TnATAAAACAGGTGTTGGGCTGGACTTGACCCGTGGGCCACAGTTTGTCAACTGCC 

A JI£I G Z~ GcmACATGTG ^ 

cactgtgttccttttaatagacaaaggaacccaggcacagaaggattgactaatatgacc 
^^T^^tgccagtgagt^^ 

ca 5? a ^ g £ agc ^ ctcaatgctcmggagggaccagag cccaggcagtagcaacggct 

^I G ^ GGTGGTGAGACATGAC ^ GCAGATAAGCCCTGG GCMTGGTCCAGAGCTC 

GTGGAGAACTAGCCATTTGTGACTTTGTGAACAATCCCTGGGGGAGTCTGGAAATTA 
Sequence 1033 * 

C ^Z! A ?£ G J GGTCGCGGCCGAGGTACTAGA ^ GGGTGTGT GTATTAAGAGAAAGACAGG 

AGTCAAAGATAGTTCCAAAACT7TTGAACAGAACACTGGATGAATACTGTTTACTGAGAT 

GGGGAACACTTAGAGAAAMTGCAmGGAAAGCAGAAATACGATCMGACTTCCATTTT 

TGATACATTAAGCTTGGTATGTTTAATTCATAGCTATATAGAGGTATTAAATTGGCAGGA 
?^^TCATAGCTAGAGATAAAAATT™^ 

CACAGGATGGACTTTCTTCTGGGATTTGAGTATACATAG 
Sequence 1034 

TCGCCCCGCGTCCGNGNACGCGTGGGCAGGCATTANTTNNNGCCCAGTTTATGAGTGTGA 

GCATAC ^ CAGTACTGAmcTGTGAAGG TGAGNCCCATTTTATATGTT^TTGATGm 

AAGA1 ^^ CTG ^CMCAAATTGTTCATTrrCTTTGCCCGTNTTTTCTTTNTGAGTAATN 

CTTTGTATATTCNGGATGTTGATCATTATGGATTATAAAA 

Sequence 1035 

CCCTrrCGAGCGGCCGCCCGGGCAGGTACCATTTAACTGAGTGAAAGCTTTACAATTGAG 

GGGTTACTCATTAGCAGGACCTGGGTTTTGTTTTTAATCTCATTAACCCCTTGTTACCCA 

TTTGATAACAAAGACTTCAAGGAAGAATTTGCTCAAAAATCTCTGGGAGACAGTAATAGC 

TTCTTGGGCCTGACTGATAAACTTTTTGCCTCCAGCAATGGAAATGTGGGAAAATTCCAG 

ATGCTAAATGATCTGGCTTGGACCCAGCAGGTTGAGGTAGTGGAGCCTTTCGATTGAGGC 

ACAGCCCAGGACTGCTGCAAGGGAGAGGCACAACAGAT 

Sequence 1036 

AGTCGACCACGCGTCCGGTTCGAGCGGTACCACGAGGACGCACATATGCTGGACACTCAG 
T A £ CGGATGCATGAGGGCATCTG ra 

AAGACGTGGCAGGGCCTGAGGAGGCCGCCCAGTGTCCTGGGCCACGCTGGCAAGGAGAG 

c 

Z*I^ C l GTCATCmGGCCACGTGCAGGGCCACGAGGGGAG CCTGCTGGTG^^ 

GAAGGGAATGAGAACTNCAAGGCCAACCTGGAGGAGGTGGCTGAGGTGGTCCGTATCACC 

AAGCAGCTGACCCTGGGGAGGACCGTATAGCCCCAGGACATCNNCGTCCTCACGCCCTAC 

AACGCGCAGGCCTNTGAAGATCATCAAGGCCCTTCGGCGAGAGGGCATCGCCGGGGTGGC 

H^I C 9 TCCATCACCAAGAGCCAGGGGAGGG AGTGGCGCTATGTGCTGGTGAGCACCGT 

CCCGCACCTGTGCCAAGAGCGACCTGNACCANCNGGCCACCAAGAGCTGGCTCAAGAAGT 

ANGGGCTCTGNCTGATCNGAGGACCACCTTCTTNTTGCGCTTGTTGCCCCCTTTGGCCGT 
AANCNTNCTGGACNTTTTGCGAGGNTTAAAAAAACCTTTTTCCCTGGCCGGCCAGGTGCC 
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Sequence 1037 

^^^9. GAGCGGCCGCCCG GGCAGGTACCATTTAACTGAGTGAAAGCTTTACAATTGAG 
I3Z^Z^ C ^ GAC ^ C ^ GGAAGMmGCTCAAA AATCTCTGGGAGACAGTAATAGC 

ATGCTAAATGATCTGGCTTGGACCCAGCAGGTTGAGGTAGTGG UW * VWU ' W *" e 
Sequence 1038 

£ C ™~ GAGGG ^ CCGNNCGGG ^^^ 

GACACACAGCACAATTGAmMCACTTCCMTmGGMCTATTGGATA^C^ 
GGA ™1^™ GCA ^^ 

Tfr^^^ATTGTGACACTTCCTTCmCTCCAAA^ 
CTTGCTTATATTTAACAAAAACTAGTATAGAT^ 

TTTTTTCTCAGAGTAGAAATCAGGTTTATAGGCTAAAGAATATAGGCTAATTT 
Sequence 1039 

T™ A 7 G 7 GG ^^ 

GGAATAAGACGAAGCAGTGAGGAAGrTGCCAGTTGAGTGATTCTTGGGGA^AXuTTAr, 
C A ™ G I G CCAGCTCTCTAAAGTGTGGATTCTGGA7^ 

CGnTTCTCTGGAGTGGAAGCTAGTAAGATTTATTCTGTGGTGA^GC^ 
CTOCAAGCAGTOTOGTO 

GAACGCANCACTCCTGAAGGGGATAGAAAGCATGAACAATACCC 
Sequence 1040 

a^a^T^T 0 ™^™^ 
Sequence 1041 

Sequence 1042 

?AT c I^ G ^ AC i^ GAAAmccAAAACATGGTATA ^ 

TAAAAGCTTrCTCTAAATCTTAAAGTGCTC^ 

AAATCAGATATTTTTCTATTCCATATCTTAAACTTT 
Sequence 1043 

AC T C J ATGG ™ GGACCTCTGTGG ™ G ^^ 

^I AAA ^ G S AAACA ^ CAGGGCACGGTGAAA G AA ATCTCTACCATGTATAAGGTTATATA 

TATACCAGAAGCAGTGGAGTTAGGACCAAATTAAGATTTGA 

Sequence 1044 

CCCTTAGCGTGGTCGCGGCCGAGGTACATAATGTAATTGTTACATATAATTGTTGTATAC 
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CA I AA £!7 ACTAT TTTTTCTT^ 

TGCCCGGGCGGCCGCTCNAAAGGG 
Sequence 1045 

CCG T7 GGAG C GG CCGCC^^^ 
C ^™^T AC T mGC ™ GTA ^ 

^?s?^s G ^r Gc ^ TGAGMAGTAecAc,TMCT0T 

Sequence 1046 

t^5JI3^ GAG ^ GG ^ CG ^^^ GGGGAGGTA ^ AG ^ a ^^TCAAAGTAGTGGAATATAAATCTT 
I^ A IIT AACAGCAA ^^ CAAATA ^ CCCA ^ CTGC ^ A "^ATTCCTCTCTGAAGGTG 

Sequence 1047 

9 G ^ZZT GGAG ^ GG< '^^^^GGCAGGTACATTATTGGTAGTATCTCAGAATCCTGCTTAG 
CTTTTGAGATAMCCMGTCATGATATTTTGGGTMTATGGCCATAGGTA^ 

I^™ CA ^ CCAAAACCTGCAACATAAAC ^ CAA ^GGGCAACTCATAGAC^CAA^ 
Sequence 1048 



^ AA ^I^TS AATAAAAACATT ^ AAATAAAAACAA ^ 

GAACATAATTCAAMTAATTTATGGATCAAAAAATAAATCATATAMCSATCT^AACT^ 

caatgtaaamtatagaaaamgtcataac^ 

AAAAATAGTACCTCNGcrNr.RArrArw^TAA/i^^A^^ 



sequence 1049 

agccagaagaamgggatctaaagtagacagagmgataggctga^ 

^ GA ™! CAG CTCATCACA^ 
Sequence 1050 

Sequence 1051 
Sequence 1052 

T^^^^^EATTACATGCCTGTAWGnSTT^X^TCAC 
^^^^^^"^^"AMTCmGA^fGVGAAG^m 

SSSSr T ™ CWWTWTCT "— 

Sequence 1053 
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CCCTTTCGAGCGGCCGCCCGGGCAGGTACAATCAAAAAAAGACAAAAAAGAAATGGTGTT 

AAAAGCCACAGTAAACATAAACCTCATATCAAGTATAAAACCACACACACTTTGCTCTTC 

ATCCGGACAATGCCCAAAATTATACTGAGGTATTGGGGTGGGCTGATACCTTCAAACAGG 

GAGAGAGGGACCATGTTCAGGAGGTGTATTCCTCGATTTAGGTGGTGACTGMTTTTTTT 

TTTTAAGACAGGGTCTCACTCTGTCACCCAGGCTGGAATGCAGTGACGTGATCTCGGCTC 

ACTGCAGCATCAACCTCCTGG 

Sequence 1054 

CCCTTCGAGCGGCCGCCCGGGCAGGTACAATGAAAATTACAAAATACTGTTGAGAGAAAT 

TAMGAAGACAAATAAATGAAAAGAGACGGAACATGTTTTCGCTTGTAAAACTCAGTAGG 

A^AAGATCTC^CTCTCCCACGACTCTATAGCTTTAAAGCAATCAAAATCANACTGGTT 

^GTCTGAACGTTTTTGAATAAGTCMTGGCTTAmCAAAATTCAT^ 

TGCCAAAGANTAGGCAAMTATTTCAGAAAAGAAGAAAGATTGAGGATTTGCAATAACCT 

GACTTCAAAACTCACTAGAAGAACGAGGCCAGACTGCCCAGGGG 

Sequence 1055 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCACCACGTTCATGTCTCCTCTAGCCAACTATA 

AAGTTATTAACACAAGAACCCTGTCTTATTCATCACAGTATCACCCACAGGGGCTGAGAC 

AGTGCTTACACAGAAATGGCCCTTGATAAAATATGGGCTGAATGAATGAACATATGAATT 

Z-S^S^ST^^^ A ^^^^^^^^^^^^ A ^^"^ A ^^^^ A ^ TAGC ATTTTTAAC AC AAG AAC TAT 

T^GATTACTTATATATTAGTAGTAAAATGTTTGCTTTATTCATTTTGATTGCAAAACTT 

ATAATGAACTCAGTGAACCTTG NCCCACCTTTTT 

Sequence 1056 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATTAACTCACTGACTTACTCTGGGTTGCTAT 

TGTATTAAAATTCTGTATAGACATTACGTAGCCTCAGAGTTGAATTTGGACTGCCCTTAA 

AATAAAAAATTCTTAAATCTTTAGTGTGGTGTCTATTAATTTTTATGATGATTTACAAGT 

AAGGAAAAATGCCATATATGGCATTGTTCTTAACAGCTTATGAAATTTGGAAAACGATAT 

TTTAGAAAGCTTTCTCTTGNTGGCTGGAATGAAGTGGAGACCCTGCT 

Sequence 1057 

^CTTCGAGCGGCCGCCCGGGCAGGTACAGCTTGTC^ 

TTGAGTTCTTGTTCATATTCTAGTTAATTTCTAGTAGTTCTTAATGTATTTTAACCAATA 

GACTTTTGTCTTCCTTCTGCTTATGTATTCCTCGTAAATGCTTTTTGTGACTTGTCTAAG 

TATAMCAACTTTACTATTAGCTGTAAAATmCATTTTTAGTATGTCATCM 

TTGAI I I I I I 1 1 I AAAGTCATTTTCATTTTTT 
Sequence 1058 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTATACCAGAGTTAAATTGCCTGTGTTCTTTT 

CTGCCATTAACTGGCTrTGGGTTGGGAAATTCAGATAATTCCACTTTTCCAACTTTAAAA 

TGAGATCTCATTCAAAACAAAATTGCCCACAACCATTTGGAATATGTGTTTAAATTAGAC 

AGTAATGCTTTGGAAAGTGGAATTAAACATTTCAGAATAATAGCTGTTAGGCCGGGCTCA 

ATGGCTCACGCCTGTAGGGAGGCTGAGGCAGGTGGATCACCTGAGGTCAGGAGTTCGAGA 

CCAGCCTGGCCAACATGTTAAAACCCTATCTCTATTAAAAATACAAAAATGAGGCATGGT 

TGGCAGGTGCCCGTTGTCCCAGCTACmGGAGGCTGAGGCAGGAGAATTGCTTGAACCA 

GGGAGGTGGAGGTTGCANTAAAGCTGAGATTGCGCCAGTGCACTCTAACTTGGGCAACAA 

GAGTGAGATTCTGTCTCAAAAAATAATAATAA7TAAAAAATAATAGTTGGTAGATTGAAC 

ATAGAAAACACGTTTTGTAGATAAAAANTGGCCMGTNTTAGCCACCTTTGACAATTTTT 
TAAAA 

Sequence 1059 

CCCTTAGCGTGGTCGCGGGCCGAGGTACTTTAACAAATTAAAAACAAATTTTAATTTAAA 
ATATTTTAGAAATTTTACTTMTACATTTATTTAATGAAGG 

ATCCTCACGTAAACACCACCACCTGCAAAGTATTAATATCAACTTTTTCAACAAAATGCC 

TGCTATGTATAAGCTACTGAAAGAAGACAAAAATTAATAAAATGTGTCCCTCCTCTTAGA 

TATCTATAATCTAGGAAAATGAACACATTCTTTTCAGACACTAAACTCCATAAGAACAGG 

CATCAGATCTATCTTATTTACCACCACATCCTGAGAATGGAGCACAGTGCCTGACACATA 

ATAGATGCTCATAATAGATGCTCAGGGTTTATAGTCAGTGAATAAGTAAAGAAATGAGTG 

AGCAAATATCTCTTAAAAAGAACAGACTTTTAAAGTTAACAAGCAAGTGATGTGTTATTC 

AGTAGCAAATAAGATTGTTTCCTAATGTCATAATTCAATTTT 
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Sequence 1060 

CC CTTCG AG CGGC CGCCCGGGCAGGTACAGTTACCAAAACCCATCCAACTAAAAATTTAA 

GCTTTTTGCATTTTAGTGGATGCAAATTGTGTCTTAGTAAGAAGAACATACAAAAACTAA 

GAAAGATAATGTTGAAGAAAATAACAAAGCTTAAGGACTTAAACTATTACCATCAAGACA 

TGTATAACTACAGTAATTTTAAAAACTGTTTTCTTGCATAAGTATAGAGAAATGTACCTC 

GGCCGCGACCACGCTAAGGG 

Sequence 1061 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTTACGCTTTATGATCTTGAATATTTTCAGNGT 

NTAAGGMTCTCTTCCTTCTTTGATCTCCACTGCATGAAGAACTCTGTTGCAGGTGTTAA 

CAAGGAAGT 7TTG AAATACAAAGCCAGAACCTGCCCCCCAAAGATCTGACAGTAGTANAA 

GGAGATCCATTTTGAAGAAGGTATAATGGCAACC 

Sequence 1062 

C CCTTAGCGTGGTCGC G GC C CGAGGTACTTTAACAAATTAAAAACAAATTTTAATTTAAA 

ATATTTTAGAAATTTTACTTAATACATTTATTTAATGAAGGCTGCTTTTAAG 

ATCCTCACGTAAACACCACCACCTGCAA A GTATTAATATCAACTTTTTCAACAAAATGCC 

TGCTATGTATAAGCTACTGAAAGAAGACAAAAATTAATAAAATGTGTCCCTCCTCTTAGA 

TATCTATAATCTANGAAAATGAACA 

Sequence 1063 

CCCTTTCN AGCGGCCGCCC GGGCAGGTACACAAATTCTAGGNAATCTAAATTATTTAAAT 

GTCTAGAA I I 1 1 I 1 1 ICTTTTATGAACCANATCACATTTCTGGACATGCTAACCATTAAA 

ACGGNGAAGCTTCAGCTTGGTTGTTATTCTTCCATTAAACTGTTTCAGAAACATTCAGGC 

GGCAGATAACTCATTTGGATTGTTAAGAAACACCAGGTTTTCCAGATGCTACATTAACAC 

CTCA TAGAA GTGGTCTTTCATATGTAT GTTATG NATGATGTNAACCATAATATATATGGN 

TAAAA TTTTAG TAGGAGT TATCCTT TGCTTTTTATAATTTCCAGTTTTN 

ATTCCi i i i I I CG GATTC ATTTT TTAGG TAAAAATGGTTCCCCATTANTTTAAAGGATAA 

AAATAAAGTCTTACTTTTGAGTCTTTTAAG N CGTN NATTTTN GCC ANTN NTGTTCCCGTT 

GGAAC^GAAAGGTN NTAAANCCNTA AATT TTTGGAAATTAAAACNGCC NTTTNAAAG NN 

ATGGAAAGATTCTTCGACCACCNNGNTTTTANTAAAAAACCNTAAAANTNGAATCCNGAA 

NNAANGGGGGGGGGNNGTACC CGNG GGNTTATTNAAACCTTTAGNANGNTTTTNTTTTNT 

TCTGGCTTTAAAAATTANTGG N NTTTTGC N NTAAGGGCCAGGAAACCNTAGGGTTTTGGA 

AAAANCNAAAANTGQCCTTNGGGGGCTTNTTCNAAACCCGGGGCNCCAAAAAANAAAAAA 



Sequence 1064 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTACTACAAGCAGCAAAAGGAAGCTCTAGAA 

CAAGGAATTAAACACAGTGTTTGTTTCCAATCGCAGAAGAGGCCATGAGCACCATATGTG 

TGTCAGGCTTATCATCTGAACCAAAGAMGGCCAATCCTTCACCTTTCTTATGACTCTTA 

TAGGCTGCAATATTTCACTTGGCCATAAACAACTTAATATCTCACACCTAGTAGTATTCA 

GTGACACAGAAAGGGAAAGAGAAAGGATGAAGAAAAGAGGAAAGAGAAATAATTTNCCCA 

AGATACAMTTTAATATTCTTTCCAAAGCATAAGAACAATTAAAAATATATTTCTCTGNT 

GNAAGTGGAGGATGGA 

Sequence 1065 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTGAAACAATATAGTAGTCTTCCCCTTTACAA 

AGCTGAATTAAAGTAAAAGTGTGTGTTGGGAATAATAGGGGAATGTGGATTGTAGCTGTT 

TAATAAAGATTTAGATACATATAAAATTGCTTAAGGCCAGGCGCTGTGGCTTACGCCTAT 

AATCCCAGCACTTTGGGAGGCTGANGTGGGTGGATCACCTGAGATCAGGAGTTCGAGACC 

ACCCTGTTCAACATGGTGAAACCCCATCTGTACCTGCCCGGCGGCCGCTCGAAAGG 
Sequence 1066 

CCCTTAGCGTGGTCGCGGGCGNGGTACCCACATGATCCCAAAGAGGAGGGGCCCTGTAGA 

AACAAGAACCAACCAACANAAAGCAGTGNCTACAGGCACCATGACAACAAAAGGAGTTTT 

AAAGTGCATCTTCAAATAGCACACAATTTTCCAATTTAAATAGTTTGGAATGAATCAAAN 

GGGAANAAAGCATTANTTAGATACAACTGAATTTCTCAAAAGTATATTANCACAGCCTAC 

AAATAAATCCTTAAATGTA 

Sequence 1067 

CCCTTAGCGGCCGCCCGGGCAGGTACCCTCCGTGACTTTTCAGGGTCTCCTGGTTGAATG 

AATTTGCANAAGGATTAAAATGTGTGTTCTTATTTGTGCTTTGTATTCTCCCATAANTAG 

TGTGTTGGAGGCTATTAGAATAGCTGAGAGGGTAAAACATAAACACATACGTANGAGCCT 
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GACATAAACACATAGGTAGGAGCCTGCCATAAGCACCGTAGGTAAGAACTAAAAGGGTGT 

GmcCATTTCANGNGGTCCAGNCCTTCCTTNCATACTCTNAGATGACAAAAACACAAAG 

TTGCTGGAGCTCACACAACTAATGACTAAANCCAGAAAGTTTGGACATGGAGAAACATTT 
TT 

Sequence 1068 

CCCTTAGCGTGGTCGCGGCCCGAGGTACTATATTAGTGTAGCAATTTTCCAAAAGCCATT 

CATCT TAGA GGGCTAMTGATTTTACCTTATCMTTCCTCCTGTGAAAAAATATCTCTAA 

AGAGGTTTTCTGCTGGAAAATATTGTTGCTGTCACATTGATATGCCAACAAAAGCTAAGC 

AGGGAAGTCAGGCCAAGAAATATCTNCCTGCAAGAGAAGGCATCGCACATGTATCTCTCC 

ATGCTATTTAAAATTTGCATTCTGCAACATAGAAGGGATAGGCCATGCTGCAGAAGCCAG 

GTCCAGGAAAACTGCTTTCTTTGGCCNTTACACATCCTTTTTGGAGAAGATGCTGGTGAA 

AGCAGCAACTACCATCTGCCTCCTGTTGACTTAAGTGCAACAGGTGGAAGGGANGAAGGA 

AGGGCATCGCAAACATCATTCTATTATCTCAACCTTGCTTTTCTCGG 

Sequence 1069 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTGCTTTGATTATTTCCGAATCCAGTGGGTAG 

AGMG GTAAA GGCAAGGGCTCACTGGATATTTTTAAATTGTAGGGATGTCCTTTGCTCTG 

GGTCAATTTTAGGATCAAATATAAAAGCACCTATAGCTCAGAGTATCTTCTAACATAAAA 

CTTCTGAGATACCAGAAATTTTCCAAAACATGGTATAAACAGTATGAAACACTGGGTAGA 

TAAAAGCTTT CTCTA AATCTTAAAGTGCTCAMTATCATGACCTGATTTTTTAGTTTTAG 

AAATCAGATAI 1 1 1 I CTATTCCATATCTTAAACTTTCATGTTAAATTCTAGTTCTGACAA 

TGTAGGGTTCTA TTTTTTT CAGGTGATTGTTGGGAGCGTATAGAAGCATATATAAATATG 

GAATATGTGTTTCTTTTTTCCCCTTCTGAAAGAAAGTCAAGCCTCTAATCAAATAGATTG 

ATGCTTCAGAAACTTAACAGAATATTATCTGCAATTTGGCATAAATGCATTTTTCTTGGG 

GAAGTTTCC ATGG TCAAAATTATTAGTCATTGCAAAACAGAAAAGTTTGACACCTGGAAA 

TGCAGACCCTTTTGCTT 

Sequence 1070 

CCCTTTGAGCGGCCG CCCG GGCAGGTACATTATATTAATGAAATTTATCTAGTCCTTGCA 

MCTTGTGCCTATTGATTTTCATTAGTGTAAACTAAAGAGAGAAACTTCACACTGACATT 

TATAATTGTAAGAACTAAGAACCAACCATCAGCTTTTCTATGCCAATCCATGCCCTTCAG 

GAAGTT CTTGA GGCCTTGAGGTTGCTAGTTTAGTAAATTGCTTACTGGGACATTAAAGCA 

GCTACATTTTTGGAAAGANGGAGAATTAAGTTTTTGGTG 

Sequence 1071 

CCCTTAGCGTGGCCG CGGC CGAGGTACCAAAACTGAAAAAAGATTGTGTATCCAAACATT 

AmCACATAAAATGTATTTTGATAAAGTAAATTCCCAAACCATGGTGCTCAGAGGTTGT 

AACAGTCCATGTAAGTTGAAGAAAAAGAGTTATCAATCAATACGTGACTATCAATCATTT 

ATTTAATCATTATTTAGTTTTCACATATCTAGAAATTTCAGTAGAAGAACCAGCCCTTCA 

TAAANGTGGCCATTCCCTATACCTGCCATCGATTACATTATTTTACT 

Sequence 1072 

CCCTTAGCGTGGTCGCGGCCGAGGTAC ITTTTTTTTTTTTTTTTTTT1 GAGACGGAGTTT 

CACTCTTGTTGCCCAGGCTGGAGTGCAATGGCGCAATCTCAGCTCACCACAACCTCTGCC 

TCCCGGGTTCAAGAGATT CTCC CG CCTCA GCCTCTTGAGTAGCTGGGATTACAGGCATGT 

GCCACCATGCCTGGTTAATTTTGTATTTTTAGTAGAGACAGGGTTTCTCCATGTTGGTCC 

GGCTGGTCTCGAACTCCCGACTTCAGGTGATCCTCCTGCCTTGGCCTCCAAAAGTGTCAG 

GATTACAGGCGTGAGCCACCACGCCCTGCTTAAGTTTTAATAAGATCTCTTGGCAACTTT 

TTACGACTGGCAACTTAGGTCTCACAAACACAGAAAAGCTTGTCTTTAAGTATATTGTCT 

TTGAAAAGTTAATACACTCTCTAAATGCTCCATTTAAAATGATTTACTTTATAAATGCAT 

GCACTGAGAGAAAAGATATTTGAATGATATACACCACAATGTTAAATTAACTGNGATTGT 

TTCTAAGTATTGGCACTATGGNCAATTTTCTTTTTCTTGG 

AAAC 

Sequence 1073 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTATTGTATCAGAAAAATGCTAATTAATTTTTT 

GCACATAAAGGGCATTTTAAACTTGGTTTTATTCTTTGTGATAAATATGGATGATGAATG 

GTAATGTTAAACAGAATTCAAAAGTTATCAGTTTGGCTAGCCAGACACAGTAGTATATGC 

CTATAGTCCTAGCTACCCAGGAGG CTGA GGCCAGAGGAGCCCGGAAGTTCACGTTTAGCC 

TGGGCAGCATAGTGAGACACTGTCTTTTATAAAAACAACAGCAAAAATGATCAGTTTGGG 

ATAGTAAGACAAATGGCTTTCTTTTGTTAGGAATTTCTCTATTTAAAGGACTTTTAGGCC 
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£^*CCGTNAACCGAGTANAA^ 
Sequence 1074 

^^TCCGACTGCTAGGAGCCCCGGCTTCTTCCCTGACCTGCCCGTCTCC^CAC^TCT 
GGTCCTGCTCCACACTGGTCTAATAACTGGTGncCA^ 

AGTCCTGCCCCCGTGCTTTTCACCTCCTGTCCATTCCTCTTA^ACG ^^^^^^^^^^ 
Sequence 1075 

^^^^ AG ?I AGA ^^ 

ACTGATCTGCTAGAAMGCTMGGTCMCATTAGGCTGAMGGAAATGCTGCATC^CAG 

GMT(3AAGAMGAGCAATAGAAA(^TAMTATATAGGAaXS^ 

Sequence 1076 

^?III^? CGGCCGCCCGGGCA GGTACTTCACTGATTTATGGCAAGTCAGCCAATCCA 

I CAG 7 G £T^ GCTCC ™ G ^^^ 

AATTAAACTGCCAACTAGTAGCATTTGTTTTGTGTCTGATAGATTCTTCAT^AGAAA^ 

CAGATTACTTGCAAGAAATATTCTAGTCTGGGGCATMCAAAATCCACAAATTCCAGATT 

TTGGGNGNNCCTTTATNATGCCAAGGCATTTrTTGGGGATCCTGGGTTTCTTAATTAAAA 

^ GGA ™ NGGNGN ^ A ™ G TAAAAGCTTACCGTrNAAGTMGCTTCCCGAAAAGAA 
Sequence 1077 

JESS 

"^GTAGTTmACCCAGAT^^ 
^I^^GGCCACCCAAnGCCAT^ 

!I GAC l A H AACCCCA ^^ 
Sequence 1078 

^^T^^^^ TCTA ^ TCN ^ CTCNACCGGNCGCCA NTGTGATAATTCTCCTNTAATNN 
GCCGCCCGGGCNGGTACAGACTTTNGTTCCTTTGC-nTTA I | | I 1 1 I II I GCATN 

GA ™ GA ^ AG ^ 

I^Xt33 A J3 A J^^ AAGAAA ^^^^ G ^ A GTCCCTTTATGGGACTATMGTAACTTAA 

TGCTTTTCTTTCCCTATTTCATATCCCCATATTTGGTGCAATMTTTMTTCA 
Sequence 1079 

CCC I^5^L GGTCGCGGCCCGAGGTACA GCTCACATTCATGGGGAGGAAAATCAGGGCC 

tgtctttagataggagatgtatcaaagmtttgtggacatattt^^ 

CTCTTGATGTACCTGCCCGGGCGGCCCGCTCGAAAGGG IWW " CA CAGCACTA 
Sequence 1080 

G I~~ AGGGA J AGAC ^ 

CAGCCACTGCTGAGTGCCCCATTTTCCAGCAGCAGTGCCCAACACTGAGCCCTTC^TATG 
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GATCATTCCTTGGGTGATCACACAGCTACATGGTGGCAGATTGATTATATTGGACTTCTT 
CCATCATGGAAAGGGCAGAGGTTTCTCCTCCCTGGAATGGACACTCCAGATATGAGTTTG 
CCTATCCTACACGCAATGCTTCTGCTAAGACTACCATCTGTGGATTCACGGAATGC 
Sequence 1081 

CCCTTA GCGT GGTCGCGGCCGAGGTACACCGATGTGGCTGACATTTGGCTGGAGTCTGCT 

AAGAT GTTTTC TTATNCTGGATGGACGCAGACCTGTAACACCCTGTTTTTCATCTTCTCC 

ACCATATTTTTCATC^GCCGCCTCATTGTTTTTCCTTTCTGGATTTTATATGGCAC 

ATCTTGCCTATGTATCACCTCGAGCCTTTCTTTTCATACATCTTCCTCAACCTACAGCTC 

ATGATCTTGCANGTCCTTCACCTTTACTGGGGTTATTACATCTTGAAGATGCTCAACAAG 

ATGTATATTCATGAAGAGCATTCCAGGATGTGAANGAGTGATGACCAAGGATTATGAAAA 

GGAAGAGGAAGAAGGANNAAGAAAGAAG 

Sequence 1082 

CCCTTT CGAGC GGCCGCCCGGGCAGGTAC I M I 1 1 1 1 1 1 1 1 1 1 1 1 I I I I 1 1 NGCTGGTTA 

ACAAATATTTTAATTCATTAAAATAAAACTTAAAAATTCATGCTTAGTCTACACAAGTTT 

AACTTACTTTAGTCACTTAGTGAATTGTGAATTGGCTCCCATTAGTGGTCAGGANAATGT 

ATTTGGTGTANAAACCAAATAAATCAAGCTATTATCGCCTTGTGAGTACCTCGGCCGCGA 

CCACGCTAAGGG 

Sequence 1083 

CCCTTCGGCCGCCCGGGCAGGTACTGGGAAGTGCACTTGGACGAACAAAAAATAAAAAAA 
AAAAAAAAAAAAAAAAAATTAAAAAAAAANGGAAAAAAAAAAAAAAAAAAAAAAAAAAAT 
N NNTTGGAAAAAANAAAAAAGGAAACAN N rMNNGCGGGTTTTTTAATTTTNAANCATTN N 
AAATTTTTTTTAANNANNCCNTTNAAN N NTNN NTGAAAATGTGANNTTTNNN NNGAATNG 
ANC NTNNNTCTT NTNTGGNTGATTTTTTATGTGTTCCAAATNGI 1 1 I I I 1 1 1 A NNGAANA 
AAAATTTTTTTTTNNGAAGNTANACNTNNATTNAAANNATTTATNCNTNNTAA 
AANAAATTTTAAATN NTTAATGGN NTTNAAANTTTTAAAATTT 
Sequence 1084 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATTTTTCTGAAATGTCCCCCGTGATTAAGTT 

GTGAACAAATGAACATGCCACATGTCAACAAACTGAACAAACATGGATTGTTAGTGACTT 

ANAGGTGGAGGGAGGGCTAGAGAGAGGCTAGCTGTGTTGGTCTGCCAATCTCCTGTGTCC 

CACACTGGCTACAAAAATACAACCACTGGGTAGGTAGGGCTCATCTAGAACCAAAATTAG 

GAATAAGGATTGAGAAGAAAACTCAGCAAGGGTGATGAATGAGTTTCAGCTCATTGCTGG 

AGTTAGCTGAAGAATGAATAGGACACAGTGGATGAAGGAACAANGCTATTCCNGGGACCT 

TTTGAAG 

Sequence 1085 

CGGCCCGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCGAGG 

TACCACCTAACAAATTGGAGGAAATGAAAAGACGAATCAACAACATTTTGGAGAAAAAAT 

TTATTCTACTTCTAGAATTTCATTACTACAAGTGCTTAGTTCTTGGTTTGGTAGATGAAG 

TGAAATCAAAATTGGATATTTGGAACATTAAATATGGGAGCAGAGAATCTGTGGAATTAT 

T GCTG GAAGACTGGCATAAATTTATTGAAGAAAAAGAATTCCTAGCTCGACTTGATACTT 

CTTTTCAAAAATGTGGAGAAATTTATAAGAATTTGGCTGGAGAATGTCAGAATATTAATA 

AACAGTATATGATGGTGAAATCTGATGTTTGTATGTATAGAAAAAATATATATAATGTGA 

AGTCCACTCTACAAAAAGTGCTGGCATGTTGGGCTACTTATGTGGAAAACCTTCGCTTAC 

TAAGGGCTTGCTTTGAGGAGACCAAGAAAGGAAGAAATTAAAGAGGTACCTGNCCCGGGC 

GGGNCCGNTCTAAAAGGGC 

Sequence 1086 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTTTN I I I I I U I ! M I I I I I I I I I I I 1 GAGAC 

AGGGTCTCGCTCTATCACCTAAACTGGAGTGCACTGGTGCAATCTCGGCTCACTGCAACC 

TTCACACCCCAGGCTCAAGTGTCAATCC TCCCG CCTGAGTAGCTGGAACCACACGTGCGC 

ACCACTAAACCCAGCTG TTTAA TACACCATTTTTAACCCAAAACATTAAGAAAAATATAG 

GAACAGTAAGTAGATTCATTTTGTAAACAGACAAGCTTACAAGTTTTCTCAAATATGAAA 

GTCATACTAAACTGGGAGACTGTTAACTTCTTGATGGGGTTAATCTCTAATATGAAGCCA 

CAGTCATAGCTAACTACAAATTACATATACAATGCCAAAAATAT 

Sequence 1087 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

CCAGAAGGGCAGACTTCAACCCAGAAACAACTGTGAATTGTGATGGAGAGATGGGCTCTA 

GTATCTGAACAACGAAATTATACTTATAGACTACTTTCTTTTCACAGAACAAATGAGCTT 
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G fJ?JI[I G jf AAAAAAAA ^^ 

TAGTACCTCGGCNCGCGACCACGCTAANGGCGAATTCC 
Sequence 1088 

I CA J GA JI GGG ^ GCAAC ^ 
^CATOCTGGAGTGATCTAT^^ 

^GNGACTAn^CTTT^Q 
Sequence 1089 

GG T C ^GAAATGATGTMTACMTGMCTCCTCAGAAAATAAGCTCTGTAAAATC^^^ 
^^X^^G^GJJ^TTATCAIATGCTAGAGTAAACTTAGATTCCTTTCTTGTTAG^ 

Sequence 1090 

GGAAA J AG I CAGI " I 1 1 1 1 1 1 1 1 1 AAAGCCTCAGTAGAAGAGTGCAGAGTTACACTGTC 

CTGTTTGGGGTGCCCCCCTCCCCCTTNCGACCTAAGTGCTGCCAAGG 
Sequence 1091 

Sequence 1092 

A^GAAAAGGGGATTGATTTTAGTGGMGAACMGAATGTTCTGAMTTGATTGTGATGGCT 

AAAAAAAAAAAGGTNCCTCGGCCGCGACCACNCTAAGGG^^^^^^^^ 
Sequence 1093 

Sequence 1094 

£ CC ™ GGA P£^ 
™™ GACCTGCT ACTGTTTCAC™^ 

^A^JG^^^^^^^^^GG^^^^^G^GCTGCAGATTTAGCTGATTCAATTTATGGGA 
Sequence 1095 

CCCmGCGTGGTCGCGGCCGAGGTAC I I I I I 1 1 1 1 1 1 I I I I 1 1 1 1 I 1 1 1 | | 1 1 1 1 1 | A C 
TI GAAAA ^ GA J7^^ 

ATATATTTTTCTGGGCTTTCACATTTGTTGATTTTTATTCGCGATCTTTTTCAATACAAT 

™ CAC ? C J CA J^ 

GAATAAATACATCAAAAAGAAGAGGCAAAGCTGTGAAACTAAGTTGCA 
S qu nee 1096 
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?r^^™ GCCGCCCGGGCAGGTACMTCT ^ TACA ^TCTGAAAGAAAGAACAG 
I C ISZ A ^ TC ^ ACATACnGTAAAAGCA ^CTCAMmCAGCmCTTTCAAM 

C I C ™I CTAGmCAATCTAAGTATAGAAAAGCATO TCTGTMGGCTGTCT^ 

MAGAAAAAAAAAAAAAAAAAAGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 1097 

CCCTTTTOAGCTOOCGCCOGGGCAGOTACAT^^ 
Sequence 1098 

A # GAA ^I GG £ A A AAG AAAM^ 
Sequence 1099 

A ^ GACC1 ^ c ^ AA G c CATTTrCTTGATATTTCACAGAG 

Sequence 1100 

NNTTAAAGGGCC^CNNTTGGGNCCCTTTCCCGGGAANGGCCCGGGGGGCCCCCCCGGCC 
GGGAGG JI!!i GGmGGGANTG GGGGNA 

CCCCCTTTTTTTCCGGAAGGCCGGGGGCCCCGGCCCCCCG WWaWWWI rFCCCGC 
Sequence 1101 

^I?Z^ T ^ GAAAACCTAAAAAAmACG CAAGAAAAGA 
CATC^GGCmGCCCAGTATGAGCTCmAAGTCCTCTGCCTTG«S^ 

CAG T^ CAC ^ CTC ^ 

GCCTCMTTAAMTCAGTTTACTCTATCTGCATAAGTCTACTTCTGGGCTGTCTACTCTC 

I GGAG ^ GAGAG ^ AA ^^ G TTGGTTCANMTGGTTTATGGGAGA 
stu^mT^^ 

AATAGTTTATATATTTTTAMTTAGTAGGTATGTGTGGCTTCCTTTTTTCCTMCATTCC 
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CAGCAAAT/ITTTGCTGCTAAGACTATCACTGTTAAAGTGAAAATTACAGGGAAAAATGTG 

Vt^^V^^^^^^^^ ^^^^^^^^^^TGTGGGACTGAAATTTTCATCT 
TTTNNTTmGAAATCTATGAAGTO^^ 

r.TVT ■ NAA ^ CTG ^^ GNTTT GGCATCTGGNCCAAAAArrTA A AiuTA M Trrrr^T 
GGCCC I 1 1 I I 1 1 I I | | | | J | | 
Sequence 1104 

CCCTTTCGAGCGGNCGNCCGGGCAGGTCACTATAGGGCTCGAGCGGCCGCCCGGGCAGG 

A T G ^ Cm ^ ATAAAT ^ AGMTGTAm CTATAGGGTGGAAAMTCTCCTTTAGTCAG 

Sequence 1105 

f G , C n A ?7 G , TGA T^^ 
TTTTTTTrTrTTJTNTNTTTTTTTTTATATGG 

II^T7 AAAAAC ^ A J^ GAACAATGmGGT ^ 
AAAATGMGGTTTTTNTATTTTCCACAAAAGTTAAA 
Sequence 1106 

^^JI^ G ^CTTTNGATGCTGCTCGAGCGGCGCAGTGTGATGGATTCTGCAGMTTCG 

AGAACCATTGTTCTGAATGCTGCTTCCATTTGACAAAGTGCGTGATAATTTTTGAAAAGA 

T^ATTAGGACTTTGAATTATTTCTTTATTAACCCTCTGAGTTTTTGNATGTATTATTATT 
Sequence 1107 

C I A £I A ^ G ^ 

AGCCACTTGGGGAGGCCAAGGGCANGGAGAATCGCTTGGAACCTGGGAGGGCGGAGGTT 
A ^ GG J A ^ AAAAAAAAAAAAAA AAAAAAAAAGTAC * 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 I I G GG 

Sequence 1108 

CC ^S GA il CGGNCG ^ NNGGCAGNTNCAATGAAA 

A ^* CCAAC ^7 GCTATATGCAAATAAATAAAACAm 

GGA ^ CA II ATACAAAAAATGTGT GGCACCGTGCACATACNTGTGCATATGTGTATGCAAT 

ATTATATAC AAAAC CTTTTATATAAAAAA 
Sequence 1109 

59 G ^ AG ^ G ^ GG ^ GGGGG ^ GAGG TACATrrTGGGCCTTTMTCCCATCTAMCMTTTG 

c I g JI^a gaaac Z caaaaacagaaatacctata ^ 

I^I G l A r ^ AG T A ^ A ^^ GA ^^ AGA ^^ G CAGGTCCTAGTACAATCTATACATAAAAGGCCTT 

CAGA !I^ AGGGAGAAAAAAA ^ 

A ^ A A ™ CC JT C JT^ ATCTGCAATATGAGAAGGAATCC ^CTM^ 
TTAACAAGAATTAAGAACACGATTGTCGGGGAACTCAGATGTTGGCAAAGCTTAAAAATA 
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AAAAAACAAGGGCTGGGTGCAGTGGCTCANGCCTATAATCCCACACTTTGGGA6GCCGAN 

TATNCCTATCTTNTNCNAAAATTTTAAAAATTAGCTGGGCCCAGTGGTGGTGGTGCCTGT 

AGCCCCAGCTACTTANGANGCTTAAATGGGGAGGATCCCTTGAGTNCAGGANTTTGAAAA 

iTOCNTGAGCCTTTGATOVAAACTTTACTTTAACCCTGGGGTGGACCAfMACCAANGGGG 

N I lAMAAAAAAAAAAAAGGGAAAAAAAANANAAAANGGGGAGGm 

CCCCGGGGGGNCCGGGGGCCCCNGGNTTTTTTTGAAA 

Sequence 1110 

CCC ™ GCGTGGTC6CGGCC ^ 

ZI^TT ^^^^^^^^^^^^^^^^^^^GTTCCACAGATCTCTAGA 

o^ AG v G ^ CAGAATGCTCCCAGTCTCmGCTAAA GCATAGCAAAM 

CCAGTTCCCAATAAGTTCCTCATCTCTGTTGGAGACCACCTCAACCTGGACTTCATTGCC 

AJATCAAGATCGGCATTTTGGOWVGCC^TTCAGCAAGTCTCTAGGMGTTGCAAACm 

CCC^ATTTTCCTGTCTTCTTCTGCACCCTTCAAACTATTTCAACCTCTTCCTGGTACCT 
^IJ^AAAGGTACTCCACA 

GTACCTGCCCNGGGCGGGCGNTC6AAGGGCGAATTCCAACACACTGGGCGGGCGTTACTA 
Sequence 1111 

$ CC J3 AGCGTGGTCGCGGCCGA ^TAC 

^^ C ,I A 7P^ GCCCAGGCTGGTC ^ GAACTCCTGGACTCAGG TGMGTG^ 

? G Z?i^ GGGAAAG ^ GG ^ AGAA TrACAGGCGTCAGCCACCACGCCCAGCCTGNAGCCT 

^' ' 'J!J A AAA ^ GAAG1 ~'^ ATNGGAACATAN CCATGCCTGGNCATTTACATACGTCTAT 

GGCTTCGTATGCCATATAGCAACAGAATATATTAAACATTTACTACCTGGCCCTTTGCAG 

A ^L G .TJJ GACAGCTCCTGCTG ^^ 

CCCACATGGAGAAACACTGGAACCCCTCTTCAGAAATCAGATGCCAATTTAAATATTACT 
ATCAAGAGAAATACACTCTGA 1 1 1 1 1 1 1 1 1 CCTATTCCCTTTCTTTTATTTTCTTTTTTG 

AGACAAGGTCTTGGCTCCGNTGNCCAAGCTGGAATATGATGGNGCCATCATAGCTCACTA 
TAACCTCNGATTNCTGGGCTCAAGTGATCCTCTTGGCTTANNCTCCTGAGTAGCTGGGAC 
TATNGGCGTGGGCCCGCCCCACCCGGGCTAAATTT 
Sequence 1112 

GCGC ™ G J GmcAATCCC ^^ 

TNCCTGCTACAATGGGATGGCCTGGGGGATTAATGGAACTTTGCCGGGACCAACTTATGA 

I AA $IS G 2 AAAGCAC ^ AGGGCTGATCCCATATANGTGGTGAA CACTGCACTTNTC 

AAATGGACACGGAGGATAANCACCATNTGACACTGGGGGTGGTNCAGTTGGAGCTCTGGA 

AGGAAAAGNCTTCCTGGGGTGGATCTCTAACAATATTAATACCTCNGCCGCACCCGCTAA 

GGCGAATTCCAGCACACTTGCCGGCCGTTACTAGTGGATCGAGCTCGGTACCAAGCTTGG 
C 

Sequence 1113 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTTTCTTTTTTTC 1 1 1 1 1 1 1 1 1 1 I 1 1 GAG AC 
AGAGTCTCTCTCTGTCACTCAGGCTGGAGTGCAGTGGCATGATCTCAGCTCACTGCAACC 

GCAGGCACCACCACACCCGGCTMTTTTGTATTTTTAGTAGAAACGGGGTTTCTCCATGT 

TGGTCAGTCTGGTTTCGAACTCCCAGCGTCAGGTCATCTGCCTGCCTCGGCCTCCCAAAG 

TGCTGGGATTACAGGCGTGAGCCACCGCGCCCAGCCACTTCTGTATTTTTAAAAAAGTGG 

TAAGATTTGAGTATTATACTGGGATAGAACTGAAGTTGGGGGCTTAATTTGATCTATCAG 

CTTATTGAAAACAAGGACCTTTTAAAAAAATGGTTTTGTTAGGTTGGAAGAAGTGAAGTT 

TTAATTCCGTCATTTAANTTAGCCNAGTATGTTGA I I 1 1 1 1 1 1 1 GGNGAAAGNGTACCTG 

CCCCGGGCGGGCNGTTCGAAANGGG 

Sequence 1114 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACANGGACCCAAGGACCTCTAGCTGTGTTTGG 

TGAGGCAGGTCTTTGTCAATTTAAGTAATCCTGTCAGATGGTGTACCAATCTTGTAACTC 

ACGACAAAGCACTGTTGCTGAGATACTGTGATTTATTTTCCTTAATGGGCAGTTTTTTTA 

TATATATACGTTCCATTTTCAGACAGGTGGTGCTTTGAGTTGMTTTGCAAGTTCAAGTG 

AAACATGGATCTCTTTTTTATTTAACTCCCTTTTCTTCTNCTAAGGTGCTTAATTTCCAT 

GCTTGACATCGTACCTGCCCGGGCGGCCGNTCGAAAGGGCGAA 
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Sequence 1115 

GTACAGAAGGGTTTCACCATGTTCACCACACTGGTCTCAAACTCCTGGTCTCAAGTGATC 

CATCTGCCTC AGCC TCCCAAAGCACTAGGATTACAGACTTGAGCCACCGCACCCTGTCCC 

ATCACTTTATATT TTCAA GAAGGTGGTGAGGGTGTGTTGGTGCCTGGGGTCTCTAGCTGA 

AGAAAAGGGAAATTTTTCTATCTCTGGTAATGTCTTTATGGATATAAACCTCAGTTAACT 

GGAATAGCTATGGAATGTATGCTTCTGGTTAACTAAAAATTAACCAGTAAACACTCTGTA 

NTAACCATTACAGAAAATACTTCTGCTTTAAAAAAGTACCTGCCCNGGCGGGCCGCTCGA 
AAAGGG 

Sequence 1116 

TNTCTGCANAATTCGCCCTTAGCGTGGTCGCGGCCCGANGTACCATCCCAAGGACACAAG 

TTTCCAGGCAGCAGCCTNCAAGAATTTTGTTAGAGATGTCCCATCACTTATGGCCTACAC 

TGTTACATCTGGACTCTGGATTGCAAGTGTAAGGAAGAAAGTGAAAATGAAAGAGAAAGT 

GGAACAAATATTGGCAACAGAGCCCCCAGAGGACAGTTGTCCCTTTTCCAACAAGTTAAG 

TGGAAAATGCTGTTGCCATGGGAGTACCTGCCCGGGCGGCCGCTCGAAAGGG 

Seque nce 1117 

TTTTAAAANNCA I I 1 1 I 1 1 1 1 NCAG GGGGNGAAAAAAAAAAAAAGGGGGGGCCANTTTTC 
ANCCTTGGAAA AAATGG NNTTTTAAAAMTNAAAAAMNAANTTTTCAAANCNNNAAAAN 
NANNACC N CCCTTTTT NAAAAATAAAAAAAAANNCCCCCCGGGGGGCNTNAAAAAACCTT 
mini lAANl 1 1 1 1 1 1 AAAA AACCC NCCCCNCNNCCATTTTTAAAAGNGGTTCTNTTTT 
NAAAAAAAAATAAANATTGGTTTTTTAAAAAAAAAATTCCCCCCCCCNATTTTTTAAAAN 
CCAAi I I II INTTTAAAAAAAAAAACC CGNNT TTTAAAAAAAAAGNGGGGATTTTTTCCA 
NN TTTAAA GGGGGAAAAAAAAAGGGN I MUM I GGGNNAAAAAAAAAAGNCCCCCCCCA 
AAA i 1 1 i I GAAAAANAAAAGGNTCNCTTTCCAGGNNTTTTNAAAAAAAAANAAAAAAANT 
TTTCCCCCCCAAAAAAAAAAAAAAAAAAGGGGGGG I M I I I 1 1 1 II II I I I I I NGNAAAA 
AAAAAAAAAAAANGGGGGGGGGCCCCCCCGGG 1 1 I 1 1 1 1 1 1 I A AAAAAAAAANATTTTTT 
GGGGGGGGGGG I II 1 1 1 1 1 1 1 1 1 INNCCCC 
Sequence 1118 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I ll I I 1 1 1 1 1 1 1 II I 1 1 1 1 1 I I I I I I A AAGAAA 

AAGTTGGCCCAGCCCCAGGGAATAAATTTTGACTGTCTAAACAACCACAGACCAAGGGCC 

AAATCTGGCCCTCTGACTGT ATAAA TTAAGTTTTACTGGAATAAAACCAGGTCCATTGAT 

TTATCCATTGTCTACATACNCTTTTAGGCTCGATGGCNCCACTGTGTCCTACAAAANANG 

TTATCTAGACAAAAAGCCTAAAATATTACCGTTTGCTCTTTATNGAAAAAGTTTGCCATT 

CCCTANTCTAAGGGTTANATTCTGACTTATCATGTTATCCTACCCCC CCCCG N GTACCTG 

CCCGGGCGGCCGTTTNAAAGGG 

Sequence 1119 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

AATATGGAAAGGTAAGATCCATACCCAAAGTTAGGTAACTGTTTGAGTTGCCCATGTAAA 

TAGTTTAAACACTGTAGAAGTATTANAGAGATCCTTAGGGAATGATGCAAGTGGCATTTG 

AGCTATTCATTTANAGAAAAAGTTTAAAAACATGCNGTCTAAAANGGAAGAGATNGAGGC 

CATTNGAAAAAATNTTCTTAAGATTAACAGCTGGTTATCCCACTGGCTAACTTCGGATGG 

TGNGGCANAAAGCAC CGTN TTGGCTAAACAAAGNGGGAATGGCGTTTAAAAAATAGGAAA 

GGGCAAGGCTAAA NATTTT GAACTTAATCCTACTTGGGTGCAGGGAATAACATAGCTTAT 

TCTTCATGAMGTNTTTTTNT TCACACT ACCTAAACAGNTTATACATTTGCTTTTATCTG 

GAGGGATGGAAAAACCAAAN I I I I I I I I I I GCCCTTTAATCCTTAAAATTGAAACTAACT 

TTTNTNTTTNGGGGGTTGCCAAAAAAAAAAA 

Sequence 1120 

CCCTTAGCGTGGTCGCGGCCCGAGGTACACACATCTTTTTGAGATCCTACCTTCAGTTCT 

TTTGAGTATATAGCCAG AAGTG GTATTACTAAATCTTACGATATTTCTATTTTTAATTTA 

TTGAGGMCCACTGTAGTTTTTCATAGCAGCTGCACCATTTTACGTTCTCACCAAGAGTG 

CACAAGGGTTCCGAGGTTCCCACATCCTCCCCAACACTTGTTATTTTCTGCTTTTTTTAG 

ATTGCAGCCATCATAGTGGGTGTGAGGTGACATTTCATTGNGGTTTTGATTTGCATTTCC 

CTAATGAGGAGTGATGCTGAGCATCTTTTCATATGCTTACTGGTCATTTGTATGTTGTCT 

TTGGAAAMTGTCTATTCAAGTCCTTTGACTATTTTAAAAATTGGGTTATTAGAAGTTAT 

CGTTGGTGNTGACTTGTAGGAGTTNCTTTCTATATTCTGGATATTAATCCCCCTATCAGA 

TATATGATTTGCAAAAATCTTCTCT TAATT CCATAAGGGTACCTTTTTCACTTTTGTGAA 

TGGGGTCTTTGATGNATAGAAAGNTTTTANGNTTTGAAANANCTAAATTATCNGGTTTTA 
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CTTTTGGGGGGCTGGG 
Sequence 1121 

CCCTTAGCGTGGTC GCGTTCGAGGTACTTTN I I I I 1 1 1 I I I I I I I 1 1 I A ATATTTAGTAG 

AGACGGGGTTTCACCGTGGTAGCCAGGATGGTCTTGATCTCCTGACCTCGTGATCCACCC 

ACCTTGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCGTGCCGGGCTGAAAAAT 

AACCCTTTAGATATCTACAGCTTTAAACTGTGTGCAGTCATGAAAAGCAGACATTAGAAG 

TCATTGGCATTTAATAAATTGCAGTAAAATTATACAGTAAATACATTACAATCATTAATA 

ATAGGCTTTAATGAGAAGAATTTAATAAATAATC^TTAAAAAGACAGCAGAATTTTATTC 

TGGTCTCAATATGGTNGCTGCTCTTCTTATCAAATCTATAATAAAAGTATNTGACTATNA 

TATAGATTTC AGGAGCTAAAAAAAGCCTTATATTTTC AAAATTAAAGAAC NATTTTAATT 

TTGCNAAATCAATNAGCA7TACTGAAGTTTAAGGAAATTTTGGAATAAAATATATGGCAN 

TTANATNCCGCCTAAAAAGAATGNAATCTTAANGATTNCTTTTTGGCTCAGGGGCNTAAA 

ATTCCA 

Sequence 1122 

NGCCCTTCGGNTTTCCGGGCAGGTACGCGGGGGCGGCTCGTTCAAGATGGCGGAGCTCGA 
CCAGTTGCCTGACGAGAGCTCTTCAGCAAMGCCCTTGTCAGTTTAAAAGAAGGAAGCTT 
ATCTAACACGTGGAATGAAAAGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 1123 

C GCCA GTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 

CT TTTA TCCC TCAAA GGACCCTTCTT GGGTTTT GAATGGAAGCCTTTATTCCGGTTAAGA 

TGTTTTCTTTATTTTGCCACTTCCATCTTTTTTTGTGGCCCTCGATCCTA I 1 1 1 I CCCTG 

ACTCCATGCTTGGTTGGCCCTTATAAAACTTGTGCCCAAAAGATTGTGGATTAGACTTTC 

CGAGGACTTACCTGTCCTAGGGGAGTAGGCAAGCACTTCACTAGGGAGGGGGTGGGGGAA 

AGGAATGACACATGACATACATGGCATACACATTAAGCAGTTGATCATATGTCTGACTGG 

GTTCCAGTTTCTTG GGAATG TTGGGTCCCCTTGTTCAGGCTTGCATATTTTAAACTAAAA 

ATTTC AAGTCTATTGTTTTTAGTAACTTC ATTTATAN N CCTCC ATAACAAGTTAGAAGGA 

TGTATCTGCTACCATTTATTCCTATAATTTTAAGAAAGNTGGGGCTTGACATTATACTCA 

TTTAGTGAGAGTANATGCCAAAAAAAGTGGAGGGG 

Sequence 1124 

CCCTTTCGANCGGCCGCCCGGGCAGGACGCGGGTAGGGCAACTTGGATGTATGCTTAGGG 

TTCGCAAAAAGT AAACAAAAATA CAAGGGAAAAAAATTATTGACAATGAACTGCTTTGGT 

AGTGATTTGTGATTTTGTTTTTTCTTGATTAGTAACCAACAGCACAGCCACCAAGAAATT 

ATGCACATGTGGGACCACGTCAAGCTGAAGCGTTTGTGCCCAACAAAGGAAACAATAAAG 

AAAATAAAAAGGCACACTAAAMTTACMGTTTGGGATAAGGGATTATTTTTGAAAAGGT 

ACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1125 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAGAAAAAGACACATTTAGATAAACTGAAGCAG 

ATTAAAGTGACTJTATAAGACAACATCTTTGTTTTTATGTTTAATTTCAAGTATGGTT^ 

GCACTMTTTAATTCAGTGCTTTCTGCTTATTCTGTTTCTAGTAACTCTTACAGAAACAA 

GT GTAGTCA GTAGCCAACATACATCCATGTCAGCCTATATATGACTTACTAGGAGGGCTT 

AAGTTTTT TAAAA GAGATGAAAMTAAAGAGAAGGTCTAGTATTTTCCTCCCACATTCCA 

ACAGATCATTTTATGTGCCCCCTTTGGGTGAGCACATTCCATGTTGTAGACCATTGATCA 

TAGTAGTCAGAGCATGGAGCTCTGGAGTTCAGAAAAANTATTTTATTATTGGTGGTATGA 

CAAAAATAATTCCATGAAAAAAAAAAAAAAAAAAAGTACCTGCCCCGGGCGGCCGCTCGA 

AA 

Sequence 1126 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTACTGTTCTTTTAAACCTGGAGAAGCCTC 

TATGGCTTATTCCCTTAGAAGCAACAAATGAAATGATGTATAAAGCATCAAGTCAAAGAT 

ACAGAGAACTGGACACATCCACTAATTGTTATGACAATCAAAGAAGTCATCTCCGTAAAT 

ACCTAAGGGTTGTCTAAGGCTATAAAGGTCAATTTGAAAGCCAGTTAGGGATCCACCCGT 

GTTTCA TAAA AGTGTCTTACACTCATGTTTGGCTTTCAAGAAGTGATATGCCTACTAAAG 

CTGTTATTTTGAGACTATCCCGCGTACCTCGGGCGGCGACACGCTAAGGGCGAATTCCAG 

CACACTGGCGGNCG 

Sequence 1127 

CCCTTTCG AGCGGCCCGC NCGGGCAGGTAC I M I I M I 1 1 1 I M I I 11 1 I 1 1 1 1 1GGCCT 
CCAATTCCATTTTAATTTTGTTTCTTTGTTTGTCTTTCCTCAAATATACAGTCCATCACC 
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TTGGCTCAGTGCATGTCACCAAAAATTCTCCAGGGATTTCATAGTCTCGGT6GTGTGGCT 
GGCCCAGGACTATCCATGCAGGGAGGCCTGCACCTNTGACAGTCGGCTGCANCTGGGGGT 
GCCCATCTTNTGTGCTCTGTGGTACTNCTACACACATAAATTCAGGAAATGACTAGATGA 
GCCTGAGTTGGCTTTANTATTAATGTGCAAATACAGTTTTCTATACCAACAAACCC 
Sequence 1128 

CCCTTTCNNTNNTGCCGCCCGGGCAGGTACTATCGATTGGGTCGGGGGTGATCTATTATC 

ATTGAGTAGGGAAACTTACTAGGNTAAATAGAAAGTATATANAATGTATTTGGTTATAGA 

T ATGT GAAGGAAAAGGCATANTTATATGGTCATCCATGCTGGGGAATATTTNGNAGNTNT 

NTTTTGTTGAGAGAAATNGNNCATNTTGGATCAATAGNATTAGACAAATATCTTGNGCAT 

CAAGAGACCTGGAAACATG 

Sequence 1129 

GATATCTGCAGAATTCGC CCTT TCGAGCGGCCGCCCGGGCAGGTACAGTGGCGCAATCTT 

GGCTAGTGTAATTCAGTCTT7TGAATAAATGGAAAAAATAAATTGTATGTTATTTTTATA 

CAGAAAAAAAGGCCTTAATATCATAAGGTTTTTTTATAGCCCTCAAAACTGATTTTTAM 

T GGAGG TAGGCAACTGAGAAAATAAGCATTTAAATTAGTTTTCACCCCAAAGCCCCCCAA 

AATTTTGCTTACAAAATTAGGGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1130 

CCCTTTCGAGCGGCCCGCCCGGGCA GGTACTTTN N 1 1 I I I 1 1 1 I I I I I I I I I 1CCTTTT 

' I M 1 1 I I I I I 1 1 I II I I I I I II INTTTTTTTAGANAAC I I I 1 1 1 1 1 1 1 1 I 1A TIM 

GNNA NNNNA ATTTTTNTNCNGGGGGGNTTAAAAAA I I 1 1 1 1 1 I I NNNNGNTTTCCNNNTA 
NTNNATT TTAANGNNNGGGNNNTNTTTNNNCCCTTTGNTNTNGGCNAAAAAAAAAAAAAT 

> I NTTAAAAACCNTAAANGGCTTCCCTNAANANAAAAAANNATNT7NNTTTTTAA 

AAAAATAAGG NAAANAAAAANTTTTT 
Sequence 1131 

CCCTTTCGAGC GGCCCG CCCGGGCAGGTACCCAGAGGGAGAGGCTAGCAGTATTTTTAAA 
TTGGTTTCTAAA I Mil I ATAGCTTGATGGTAGATAACACATTTGCTTCATTGAAGTAAT 
CTGAAAAACCAATCCTCAAAAGACCTCTCAATTAGAATTCTTAAATGACAATGTTTTCTT 
TATCATATATTTGAGAGATTGATTTAAAGAAAAATAATGCTTGACTATCTGAAATAATAT 
TTTAACCCTATCATAAAATCTCTGCCTGGTAGAACAGCTGACTGTGGAAGGGTAAAATGC 
AGAGAACCAGTCATTGGGATCTCCCTTCTCTACTTTGTACTGAAATCTTGAACCTGTAGA 
ACATTA CTTA TCACTG TGTCCTTTCTAATGGGGAAAATAATAATAAACACTTGCAGAGTA 
I l l l l I AAAAGTTTTTAGCTTTAAAAAAAAAAACC 
Sequence 1132 

GATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTACATCACATGGTGAAA 

GCAGGAGCAAGAGGGATAGAGGTGCCATACACTTTTAAACAATCCGATCTCACAAGAGCT 

CACTCACTATTGCAAAGATAACTCCAAGCCGTGAGTGATTGGCTCCCATGACCTGAACAC 

CTCCCACCAGGTCCTACCTTCAGCATTGGGGGTGACAAAGCAACATGAGATTTGGGCAGG 

GATAAATATCCAAATTATATCATTCTGCTCCTGGCCTCTCCCAAATCTCATGTCTTCTCA 

CATTGCAAAATATAATTATGCCTTCCTAACAGTCCCCAAAAGTCTTAACTCATTCCGACT 

TTAACTCAAAAATTCAAAGTTGGCCAGATGCAGTGGCTCACACCTATAATCCCAGCATTT 

TGG 

Sequence 1133 

GATATCTGCAGAATTCGCCCTTAGCGTGGTCGCGGCCCGAGGTACTGAAACTACAGGTGT 

GAGCCACCATGCCTGGCTTAAACATTTGTTTTTAATTAGCCAGGCTTGGTGGCACACATC 

TGTAGTCCCACCTACTCAGGAAGCTGAGGTGAGAGGATCACTTGAGCCCAGAAGTTCAAA 

GGGGCAGTGATCACTCCATTGCACTCCAGCCTGGGTAACAGAGTGAGACCCTGTCTCGCC 

AAAAAGAAAGAGGTTAAGGAGGAGAAGACTCTAACCAAAAGAAGTAACTGATATTATTGA 

AAATTATTTGATAGCAATCGCMTTATTTTGGATMCTATTTTTACATATTGTAAGCCAA 

CCAAATAGGGTCTTAAAAAGTTTCAAGACCAAATGATTCATGTTCTCTACTTCAGCCTAA 

AAAAAAGTTAAAGMTTCTTCAATTACCAAAAGAACAGTTA7TCTATANTTACAAAAAGA 

CTTGAMCTTTTCACCTGMTGCATCTCTTTGTTACAAAACCTTTAAAGGAGGTAGGGGG 

GAACTTCATTGATTCATCMTGCTGNCTGGTTTTTTAAACCCA 

Sequence 1134 

A GTGTGATGGGATATCT GCAGAATTCGCCCTTTCGAGCGGCCCGCCCGGGCAGGTACTTT 
N H i I I I u i i m I m I fNANGAGCCTCTGGTTACGTTNNCTTGTATATTTACTTTCTC 
ATCCTTTCTCTTTTCTTACCTTCCTCTTTGACTCCTTATCTTTCTATGCCAACCCTCTCT 
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AAAAAGTCAGTATGTAATATAGTTGCTCTTTTATTTAAAAAATTTTAAGATTGATATTTG 

CTTACTATC ATGT TACGAGGCTTTATTTATATGTGTATTACAAATATATTTGTTAACTAC 

TAGCAAA TATTT TATGTAATAACTTCGCTATTTTATTAAAATCCTGTTTTTAAAATTCTG 

AAATGTCATTTTAAGTATAGGAGACAGGTGAAATTGTTCAAGGTTACTACTAAACCAGGG 

AATMGGGAAGCTTAGATTCTTGG NCTTTTTTC AAAAAAGAAAAATTTTA 

Sequence 1135 

CATGCTCGAGCGGCCCGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTAGCGTGGTC 

GCGGCCCGAGGTACAGAGGAAATGGGACTTTGCAATTATATTTTTCTAAGTGGTCTGAAC 

TTGGTCTCACTACCCACATCACCTGGAATGGTTACCAGGCCTCAAAGGACTGCCCCACGG 

GCTAAACAGCTGATCCGCTCTCTGAAGCCAGACAGTCTTATCTGGGAGGTCCTTTACAGA 

TGCCACTGTTGAGGGCCCGAAGCTGAANAAAAGTGACTCCATCCTCAAGTAGTCCTTATC 

TTCCTTTTGAACCAAGCCTTGCTGTTCTNGGGCCGCATTTGTGAATTTGGNCTGGAAGTN 

NNNGGTTCTTTAAAAANAAAGNGATGGGGTCCTTTTAAGGTAATTGAAATAAGGTGTTTG 

ATGGTGTTAATTGGGTGATGATGTACCTNGNGGCNGNCTGGATAAAAGC 

Sequence 1136 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAGATGAAGATGTGTTAAATATCTCAGCAGA 

GGAGTGTATTAGATAAATGGAATTATGATATATATGATATACAAACTTTTTTCTATTTAA 

AAATATATTAATGGATCAACTTTAAAATTGTTAGTTGCCAGTGATCTTTTTTGGAAAACA 

AAAATGGGGCATTTGTTGAT TTATT TATTTTCCGTCTCTAATTAGTTACCTCAGTTTGAT 

TGAAGCCAGTGAAGTTGTGCTTTTCCTCTACTTCTACTTCCTCTCCCCGACCTTTTTCTG 

CCCAGTGTAGGGTGTATTCTTA AATTCA GACAGGGGGAGGATTCTTTCACATATNACTCA 

GCTACCTCCCAATCTGGGGGAGTTTTTCTTACAACTTGATACCAGATCCATTAATTTTAC 

ATTCCTGAATAAAGGCCTAGTA 

Sequence 1137 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAACCTTGGCTCACCGCAACCTCCGCCTCCCG 

GGTTGAAGCGAT TCTCCT GT CTCAG CCTCCCCAGTAGCTGGGATTACAGGTGTGCACCAC 

CACGTCCTGCTAATTTTTGTGTTTTTAGTAGAGATGGAGTTCACCATGTTGGCAAGACTG 

GTCTTGAACTCCTGACCTCAAGTGATCCATCCGCCTTGGCCTCTCAAAGTGCTGGGATTA 

CAGGCATGAGCCACCGCACCT GGCCC TGTCAGGGTTTTCTTAACATTAGCAACTGCATTT 

TGAT TCTG ACAACTGTCACAACATTTTGGGCCAGGTAACTTTTGGTGGCTTGTGCCCTGT 

AAGATTTTAGCAGCATCCCCGGCTTCTACCCACTAGATGTCAATAACATCC 

Sequence 1138 

CCCTTAGCGTGGTCGCGGCCCGAGGTACAAAACAGAACAAGTCTCAGTTTTCAGTGCAAC 

ATTTCAAAA AATATA TATGCTGCAATCTAATAATTAAAAGGAATTTTACCTATTATGAAA 

CAT ATT AC A I MM > AAGTTAGATAATCANGTTTCAAAAGGAGTATTCAGGTTATTTAAC 

TTTGTTTTTAAATGGCT GCATC AGAAAAAAATGTCTA I I I I I I I I I ATTAAAATATTTC A 

TCACTrGTTAAAACATATTTTTGATCTGAGTTTGGTAAAAGTATTATTTTACCTGCTGTT 

GCCCTGCCCGGGCGGCCGCTCAAGGG 

Sequence 1 1 39 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATCTCGAATGAAGTTAAAAACAAATTAGAGGG 

AAAAGGTCAGGTTAGC ATGT TTTAGAACTATTGGTAAACTATAATTCATGGGACATTATA 

TAATCAAAAGATTAATATTTTAAGCACTAAGTTATAAAGGGTTTACACCCATGAATAAAA 

AGATTACCATCACTTACTATGAACCACCATTCCATGAATCCATGTAGCTGAACACTCCTA 

ATGAAAAGTTTAATTATCCTTCAACCTGTAGTTGAAGAACTCAGTTCATGTTCATTGACA 

GATTTCCATTACAGACCCACTATATTGATGTTACTTTCTTTGACACTATATTTTATATAG 

GATATATTAAAAT TGAAA ACTTAATGCTGTTTAGAAGGCTATTAATATACTATTAATTTC 

TGAMGCTTTGAGTTTTCTGAAAAGGCTnTMGATCAAAATTTCTGAAACACTCCACAC 

ATTCTTCCTCACCCACATTTA 

Sequence 1140 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGATTATGGACTCTGCTTCTGGTGTGGGTAGT 

AGGTGGAG GGTAGCCAGGAGGGCTTGGGGTGGGTCATCACCTCACAATTTTGAGATGGGG 

TTTTATTTTGCAGATTCATGCATTGATCACAGGCCCATTTGACACTCCTTATGAAGGGGG 

TTTCTTCCTGTTCGTGTTTCGGTGTCCGCCCGACTATCCCATCCACCCACCTCGGGTCAA 

ACTGATGACAACGGGCAATAACACAGTGAGGTTTAACCCCAACTTCTACCGCAATGGGAA 

AGTCTGCTTGAGTATTCTAGGGTAAGAGGAGACTTTTAAGTAGCCAAGTCCGGTTGTTAA 

GCAGATAATTACTCTAGGTCAGCCTTTATCAACCGGAGTCCCTCATCTGAACTACAGAAC 
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ACAGAAAATGATTGAGTGACTCTTCTCAAATCTCCTTCAGGATGGTATGTGACTAGTATC 

ATTCTAGATGCANAGGGGGAGMGTTAATTTATTACAGTGGTAACCTTTAGAAGTGGTCN 

CTTAAGANTGTGGGCCCTGAACCATCTGGGGAACTTGTAGCCCAGCCNGTTTCTGGGGCC 

CTTATCTTAGACCTACAAAAAGAAACTTTGGGGGTTGGGG 

Sequence 1141 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTTN I ITTTTTn I GACGGAGTNTGGCTC 

TCTTGCCCAGNATGGAGTGAAGTGGCACGATCTCGGCTTACTGAACCTCCACCTCCTAGG 

TTCAAGCAATT CTCGT GCCTNAGNCTNCTGAGNAGTGGGGATTACAGGTGCCCGCCACCA 

TGTCTGGCTAATTTTTGTGTNTATAGTANAGACGGGGNTTTACCATGTTGGCCAAGGCTG 

GTCTTGAACTCCTGACCTNANATGATCCACCTGCCCTGACCTCCNACAGTGCTGGGATTA 

CAGGCATAGCCACCGAGCCNGACNAGGGCNNTTTTANCAAGGAAAACGTGTGGAATGAAT 

GGCTGTTGGTGTGCANANAANTNATACTGTGNTACATGTTGTGAAACCTGAANTTTNTTT 

GNTNNGATTTNGTATGANGAATGANNNNCGGACNCAANCACCCffTAAGGGGNGAAATTNC 

AGACANANTGGACGGGCNGTTACNTATNGGGATCNNNATNTTNGGTAACAAAANNTNAGG 

CTGNANTACNTGGTGNAANGGTCATGTTACATTGTNTGNAAAGTTGGTAATCNCANTTCA 

NNATTTNTANANANCATACTANNNNNGNGGCTTGTTTTGGNNANAGGAGGGGGGGGGGCC 

AAACCCCCCNCCCCNCCCCCCNTTTNNCCCCCCCC 

Sequence 1142 

CCCT TTCGA GCGGCCGCC CGGG CAGGTACTATTAGCAACTGTGATGATGATGATTGTGAA 
TCTTATTTTCATATCTTGGGTTTTCTTACAGTGAAATATTTGTTGTGTTATTTTCT^ 

aaaaataaaccatgtttgcatcttggtcttctttccatttggattcaamgt™ 
gattcctcctagtaaaattgcattttctccctaggagtacctcggccgcgaccacgctaa 

GGG 

Sequence 1 143 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTACACACATATATGCATATATGGTATAATG 

TATCAATATTTACAGAGACCATAGTAAACACAGCACAAAACCAGGCATTAAGAGATGCAT 

GGGAA ATAGCATTTAAATGGTAAATATGGTAAAGATTGTTTTATGGTTTTTGGG I 1 1 1 M 

TTTTTTAATGATCATATTTTTAATGTTACTTTAAAATAGATTA 

T 

Sequence 1144 

CCCTTTCGAGCGGCCGCCCGG GCAGGTA CTATAAGTAGNTGGTTTGTATGANATGGTTAA 
AAAGG CCAAAGATAAAAGGTTTC I » I I I 1 1 ICC I I I » I I GCTATGAAGTTGCTGTTTATT 
I I I I INGGCCTGTTTGATGTATGTGTGAAACAATGTTGCCAACAATAAACAGGAATTTTA 
TTTTGCTG 
Sequence 1145 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTGTGTTTGCTTAAACAAAGTGACTGTTTGGCT 

TATAAACACATTGAATGCGCTTTATTGCCCATGGGATATGTGGTGTATATCCTTCCAAAA 

AATTAAAACGAAAATAAAGTAAAAAAAAAAAAAAAAAAAGTACCTGCCCGGGCGGCCGNT 

CGAAAGGG 

Sequence 1146 

CCCTTAGCGT GGTCG CGGCCGAGGTACCAAGGTGAAATTTGAATGTGTGAACGCATTGTT 

CTGTGGAGTTCTTTTCAAAGAGATTTCAAAGCCACAAGTTAGATAAGGCCAAGAAGTAAG 

GCCAGAGTGAGATCGAAGTAGGCCTTTCTTTTAAAAAATAATAGCTTTTATTTTATGTCA 

GTATCTTCTTTACAAATCTAACCTTCCCTTTTCACGCTTTTTGAAAAGATAGCTAAAATT 

CAGTGTGTTCCTCTTATTATAMGGATTGGGCTAATAGTTAAGCATTTCAAAACATTTCA 

GTTTCGTTAATCAGAAGCTGCAAGTGGGTTTGTTTW 

GCCATGTGGGCTTTAAGTTCAACGTATTTGTGTTCTCTTTATNGTTACTCTCTCCAGAAG 
TA TTAC CCAAACTGTGAAGTTGTGGTTATGGGGATGGCAAACATTCATTCTATTCGGAGG 
AGTTTTCAAGTCTNTGCGGTTGCTGTGCACTCAGAATGCCANATCCCGGGAAAGTAAGTC 
CTT 

Sequence 1147 

AGCGGCCGCCCGGGCAGGTACATCTGTCAAAAATCATATTTATGTGAGATGTGTCAATAC 

TANACTTGTGTNATTNATGCTACTTAGAANGANGATAAAAAATATCCTGTTTGGCTCCAA 

AAAAAAGAAAAGTCAGCCCCTCCTGCACGAGTNGGAGCTGCAACCCTTTANAATTGATAA 

TCACAAACCCCTNAGACCCANAGTAAAATAAAAAAAAAGATATGTNACATTAGGCATTGA 

TGGAAAAGGACTAGATCCTAGTATAAGCATCCTAATAAAAGGAGAGGTTNAAAGACGCTC 
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TCCAGAACCAGNNTTNCAGACTTTNTATGATAANCTAAATGTGCCANTCCTCGGCCNNTG 
ACCACNCTAAGGGG 

Sequence 1148 

CCCTTAGCGGCCGCCCGGGCAGGTACTATTGAACCAACAGGATATCTTTTTTATTATTTG 
CATGAGTTAATCCTACAAACAAAATTAAATACCTCTTTTATAAMCATCTTTTCCAGTGT 

tctaattgatggagatgcggatcactcatctataaaaaatgacttacagcttcagcttaa 
tcagttgctataatgtcaaaacaggaatgtgtatttttttcaactaggtaaaaggtgcat 
ataatttgmttgttaaatgttttattaatgaacaaagtaaacctt™ 
attactggtcttaggtgtttgaaacmggtaaaagtatacattccagttttgcccaaaag 

TCACTTAAAATATCTACAMTTATTTAATCTGTGTGTGGTAACACCATTATTGCTCCAAT 

TTCTGGAAAGAGTCTATTTTCAAAGTTTAAAAAAGAGGAAAAACAGCAAAGTGGCTAACC 

TTTGCAGTGGAAAGAAAAAGTGTCCTTCATGGGTTACACTTTCATATTTTTATGCAGCAT 

TAAGTTATCTACCGTTATGGGGGAACTTGGGGTTT 

Sequence 1149 

CCCTTAGCGTCGTCGCGGCCGAGGTACCATATTGTTCTTNTTACANNTNTTACTGTCTCA 

GNTATAATTTTGCAATGGCGGTTTCNCAACTNGCCTGNCCNNACCCNNNTGTNTCATAAN 

TAATCTACGTAAACAAGTTAAAATAGGTAAATGNAATGTGATNAATACTTGNGGACAACC 

TGGTCATAATTTANAATCTCAAGGCTATATTAAATAATACATATTTCATTATTNGGGTAT 

TTTCCAATANAAATGTATTGGAGGAAAACCTTTCCCANAAAAAAGNGTAACCTTTTTAAN 

AAGGNGAATNANNNTTTGTCTAATTCAAAAGCTTATTTAAAGGTTATGTGTAAAACACGG 

TNAAAGAACCNTNAAATAAAGAAAGATNTAANATAAAACGTTACCAAAAATAAAGTG 
Sequence 1150 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTAC 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I I > | GTTTTAA 

CAAAAATAATAGNGNAGAAGCTGGGCACAGTGGCTCATGCCTGTAATCCCAGCACTTTGG 

GAGGCCAACTCAGGAGGATTGCTTTAGGCGAGGAGTTGAANACCAGCCTGGGCAACAAAA 

AACAAAAAAATTACCCGGGCATGGTGATGTGTGCCTGTAGTCCCAGCTACTTGACAGGCT 

GANATGGGAGGATCCCTTGAGCCCTGGAGTTCAAGGTTGCAGTGAGCCATGATCTCCCCA 

TTGCACTTCCANCCTGNATGCCAGAGCAAGACACAGTNTCAAANAAAAAGAAAAAACNCA 

ANAGAGGTGGAAGGGCTCANCAAGTGCTTTCCACATTCGCATTCCCTTAAAATCGGGAAT 

GCTCTAAAGCTAGAGGACTTTTA 

Sequence 1151 

CCCTTAGCG TGGTCGCGGCCGAGGTACI I 1 1 I I l I I I I I I II I I 1 1 IGGGGI I I I I II I f 

TTTTTTTTTTGAGACGGAATCTTGCTCTGTCACCCAGGCTGGAGTGCAATGGTGCGGTCT 

CAGCTGACTGCAACCTCCGCCTCCTGGGTTCGAGATTCTCCTGCCTCANCCTCCCAAGTA 

GCTGGGACTACAGGCACCCACCACCACACCTGGCTAATTTTTTTGTATTTTTAGTAAAGA 

CGGGGTTTCACTATGTTGGCCAGGCTGGTNTCGAACTCCTGACCTCGTGATCCACCCACC 

TTGGCCTCCCAATCTTATTTGCTTTACAAGTCCTGCTTCAGGGTTACCTTCCCTGACCAC 

TGCT GCCTCCCTC CCA ACATTT CCAAGGGACTGTCATTGCCTTAAGTTATTTnTCTGTT 

NAGN i m i i m i i GGCGTTTTTN I I I I I I I II NAAACAGCGTATTAATCTNTCGCCAAAG 

GCTTGGAAATCANTNGCCCAAATTAAAAGCNTTGTTGNAGCCTTGAACTTTCTGGGCTTA 

AGCAAATTCCTNTTACCTTNAGNAAANTNGNGACTACNGGGCCCATGCCCACCACGCTTG 

GGCCTTTAAAATTAATTTNTGGGTAACAAAAAAAAAACTTAAGCCCTANGNAAANCTTTG 

GTTTAAAAATNACAAGAGGGACTTNNATNTTNCATTNATACAAATGGAAAANATTAANTT 

TCNTCNTTANNANGANAAAGGAAAAAAAAAAAAAN 

Sequence 1152 

CCCTATCGAGCGGCCGCCCGGGCAGGTACAAGCAAGACTTTCCTTTAATATTGATAAAGA 

ATTGAGTATCATGTATGCATTCCCTTTTATGATATACAATTAATTGAAGTTATTTCCCCT 

TGTATGCAACCATCCACATTTTTCTTCTGACCTTTTCCTCAAGTCTTACAACTACTTTTA 

ATGACT^ATTTTGGAGGTGGTCCCAGGAGMCAGATGTTTGCCTTATMTGGNGT^^ 

CCATTTTTATCTTTGATTGNGCAAGGGGGTTGGAAGTATTATTTAGTCATTATATGGATT 

CCTCTAAAAATTGTTCAATANAATATATATTCATTTATTCACTTTACTTATTGTTTATTT 

ATTGCCTTAGAGTATACCCAAACACNGGAGGATTCAATAATGATCAAGACAGGTCTAATT 

TCTGTCCCAAANGAGCTTAAATATGNGAATTAGAAAAGGAATTTT 

Sequence 1153 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACATAGAAAGGGCTTGGAAGTCTGATTCAGGA 
AAGGAAATCAGGAAAGAACAAAGGAAATGAAGGAAGAATAAAAAAGAAGAGAAGTCATTG 
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AAAAAGTATGAAAAAATATGAAACAGATAACAAGAAAGTAGAGGAGATTCCAAAAAATAC 
MCCCAC^TTTTCTGCCCTCATTCTATAGAGTCTTGAGAATTGTAGGGTGTAAGAAATAA 

^Jcaagtctga^ 

TTGCCAGCTGGCTATTCACAGGCCCCGCGTACCTGCCCGGGCGGCCGCTCGAAAGGG 
Sequence 1154 

CC ?™ GCG J GGTCGCGGC ^^ 

A^TACAGGAAGTTCCCAACTTAAAAATGGGCTTGACGTAGCAGTCATTTGTAAGTCAC 
IT^IX^^I^ AG ^ TGC ^ C ^ CCCTCTGCAGAGACA GCTTCCATATGGTGATTAGT 

tI^J^ gcccacag ^^ 

I A ?IIggggng GAATAGA CCACCTACT G^CTT CTGAGTGTGGTCTTTTTCTTTTCTC 

^ZJSZZJZSJ?** 70070 ' I " 1 1 1 1 1 1 1 1 1 1 1 1 1 F NCTGGGTTTCTTCATTATTCTC 

I A ^ZTSJ TC ^ GGCTCAAAATA ^ 
AGTTTGG 

Sequence 1155 

^ G ^? A ^ GGCT ^ GTCACTCC ^ GGATGGCCTCCTAAAT CTCCCCGTGGCAACAGGTCCA 

GGAG ^ G 9 CATGGAGGA GTCTCTTCCATGGAGTMGAAGGM 

Cn^JJ^JAGCCTTC^ 

Sequence 1156 



££ c JT!F GAG CGGCCGrc^ 

r c T G £ G ^£I GAGTAAmACAAA ^^ 



Sequence 1157 



AG ,T GAGG ^5 G7G7GGG7GA 
GGC Z GC ^I~ ACAAGCAG ^^ 

? AA Z^5X T 5 TGGGAGAGAGmCTGCCCTGGAGC ^ CAAAAGTAAG CACGTAGTTAGA 

t^^ G ^ A ^^ 7GAG7G7G7GG7GAAAGGGAAGGTAAAG GTTATGATTGCATTT 

TCTGAAAGAGCTAAGGTANGGAAATGGGGAACATAAAAAAAAAAAAAAAAANAAAGTC 
Sequence 1158 



GAGAAGGC IJ CA ^^ 

^^NCCNGGATATGNGTGATAAGCTGAmC 

ItZLT ACACCTGAAAAAAAAAAAAAA AAAAAAAGNACCTGCCCGGGCGGCCG 

GGCGAATNCCAGCACACNGGCGGCCGGNACNAGNGGANCCGAGCTCGGNACCAAGCNNG 
G 

CGGAANCANGGCATAGCNGNNCCTGGGGGAAAANGGNAN 
Sequence 1159 

C ^ C ZTX^ AGCGGCCGCCCGGGCAGGTACACCAGCCTGGCGA CAAG 
ACACACACAAAAAATTAATTAAAAATAAATAAACATTGGTCAAAAATATAAAGCTGTATC 
AACTGTAT ATAAATA ATTCAATTAAAATATCATGCATAAAATCTGGGTGTAATAAAAAr.A 
AAGAATAA i 1 1 i ■ i lAAAACCCAAAGCAAGGCAAGGGGTGATGTTACCAAACTGCCATGT 

^^^TGTC^ 

CGACCACGCTAAGGG 
Sequence 1160 

CCCTTAGCGTGGTCGCGGCCGAGGTACTGGGATTACAGATATGAACTACCGTGCTCCCTG 
A^CCTAAAT^^ 

TCCCCCGTGCAGTAAAAAAAAAAAAATCATAAAAAACTTTAGATTCCCAGAAAACTTGAC 
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J£,^J AGCCTACTG ^ GACCG ^^ 

GNATGTATTATATAATGTACCTGCCGGGCGGCCGCTCAAAGGGCGA 
Sequence 1161 

CCC IT AGCGTGGTCGCGGCGGAGG TACW 
^CTOAAGCCCCTGAATTAAGCAG^ 

G^T^TCTGAAGATTCGAATGAAAAGAMTGCATGmCCTGCTCTTCCCTCATTAAA 

TTGCTTTTAATTCCAAAAAAAAAAAAAAAAAAAAAAGTACCAGTCTCACATTTGGCCCAA 

A ^3? AGGA ^ CTCCCTCTGCCTGTC ^ AC ^^ T GGTACCTGCCCGGGCGGCCGCTCAA 

Sequence 1162 

^ A ^?^9^^ TCAC ^ ACAC ^GCCAC^CAATTTTGAGTGGAGAGCJGGAATGTGA 

A o GA I GG P C S AGGAGAAAGGCAGGCCCAGA ^ CC ^ TCT GGCTTGACCGTCTMGAG^ 
I G ^ G I^ AACCTCTCT ^ GCC ^GCTGTTTCATCTGTAAAGTGGTCCTCCTGACAGCT 

CTGCCCGGGCGGCCGCTCAAAGGGCNAATTC 
Sequence 1163 

CCG I3 AG il G I GGTCGCGGCCGAGGTACC " r ^ 

JTTTAGC^G^GAAGATTCTGGCCTGAACCAGTTACTACTACAGAGGCTGCAAAATGAT 
' " ! ' CA ^ CA ^ CT ™ GTAA ATACCCGG™ 

CCGGGCGGCCGCTCGAAAGGGCGAATTCCA 
Se quence 1164 

AG !I^' 1 '''JJ 1 1 II 1 1 1 1 1 1 1 I CTTCTTAGCAGGGTCTCACTCTGTCACCTAGGC 
TGGAGTGCAGGCAACAGGCCAAGACCCTGTCTCCAAAMGAAAAAAAGGAATAATTCTAA 
AAGACTTATATTGA l CCCCAATTAACATTAAACGCCTCCACCTGCCCCGTGGGAA 

ATTGGGTTGGCATGTCACTGAAAGGCAAGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 1165 

CCC I^ CGGCCGCCCGGGCAG GTACAAACTTTCT^^ 

AC J C 77I AAG I AGAA ^^ 

a$ A J[ A ^ G J A , G r GGAAA ^ CAGAAATG ^ 

TT A ™T7 GG ^ 

AACCAACAATACTTTTATGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 1166 

GCACWAACATAATTGTTGNCCATGATACTGAAGCTTTTCCCCTCACTTNTAGGTTGTT 

I A ^™33 c ^ G iS CTCTATCAATAAGANGAATACATA ^ ACA ^^ 

™.$ GCAGTNGGTATCCCCAACCTAA ™ TC ^ GGTA AATTCACCCTG 
C I G ^ G j^I AAAA6AGTG ^^ 

339 A ^ITT A T GAAGA ^ A ^ GG ^ AGA CTTCTGTAAGTGGAATGNTCATTAGTAACTCATCTT 

II7 G JT?NT ATAA ^ GGAA ^ 

GGCAAAAGGCCNAGTATTTNTGGTATTCCATTAATATAACCAGCTTTTGAAATTTATGTG 
C 1 G ^" C II A A C A NAAA ^^ 

l! GA !^ GAGGTNATNNCCTAGGAANr n-ACNAAGMNNTTNGNNACTTGCCCNGGGCNGG 
Sequence 1167 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTCTGTCTTCTMTTmAAAATTATTAATG 
TCTTCTATTTTTCTMGGCTGATTTTTTCTMTGTCTGTATT^ 

IIg ACA I AAG J AGAG ^ CA ^ AT ^ CAm A TTCTTGTATWAAAATTACTTAAGGT 
T AGGAA I AA ^ AAG "^ GCTG CCATGTTTTTATGTGTM^ 

ATCTACTTCAAAATTTCAAGCTTCCCCTTTAAAATACTGTTTAAAAAACTTTATGAAACC 



Page 187 of 22 1 



WO 01/42467 



188 



PCT/US00/33312 



Table 1 



AGTATTTCTCTCAACCC7TNGTGTAATACCTGGTTTTACTTTAAATGTGGTCAAGATAAT 

TTAACCTGT 

Sequence 1168 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACGCAGGGATATACAAAGGTGAAAAGAAACCT 

GAAATATTTGTTGATGGCTGGAATATTTATTTTTTTGATCAAATAGATGAACTGCCTACC 

TATTGGTCAGAATGTGGAAAAAATACAGAATCTGTTGGGCAGTTATGGTTGGGCCTTCTT 

CGTTrCTACACAGAGGAATTTGATTTTAAAGAACATGTTATTAGCATCAGGAGAAAAAGT 

CTGCTTACAACTTTTAAGAAAC^GTGGACCTCAAAATACATTGTTATT GAAGA TCCCTTT 

GATTTGAATCATAATCTCGGAGCTGGATTATCAAGGAAAAATGACAAATTTTATAATGAA 

GCTT7TATCAATGGTAGAAGAAGTATTTGGGATTTCCTGGTCAAGGGGATTTCAAANGAC 

TACCCCTCAA 

Sequence 1169 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCTGGTTTCACAGAAAACAAAGCAACTCTTAA 

ACACCAGCTGGCAAAATGATAGGGCTTTTCCTTTGAATTANTCACCACAGGTGTGAAAGA 

CAGAATGACTAATCCATCTGATTAAACATANACCTTTTAGAAATCAATAACCTTATTTAC 

ACAGATGACAACTGCTACTGTTCCAAGGOfCCTAATCATGGTTCAGTTCTCAGGGCCTCA 

AGTCTTTTTCCATTCCATCNCANAGTANTACCTGCCCGGGCGGCCGCTCGAAA 

Sequence 1 1 70 

CCCTTAGCGTGGTCGCGGCCGAGGTACCGCAGCTAGGAATAATGGAATAGGACCGCGGTT 

CTATTTTGTTGGTTTTCGGAACTGAGGCCATGATTAANAGGGCGGCCGGGGGTGGCTATT 

GTGGGAAGTCATAACCCACAGATAGATCAACCTAAGAATCCTGGCCCTTCTCCACTCTCC 

ACCATGCAGGACAAACATCTTCTCAAGCAGTCAACGTANAATGCTTGGGAAATAGTCATA 

ATTACCCACATATAGTAATTAATAGATGGTAATTAATTGATCCTTGATGTGATGTTCTTT 

TGCATATTTCCTTCATTCTAAAGNTGTTCCCTGCCCGGGAGCGTTGGCTTTCGCCTGTAA 

TCCCAACACTTTGGGAGGCCAGGACAGATCGCTTGAGGTCAGGAGTTCGAGACCAGCCCA 

GCCAACATGGCGAAACCATGTCTCTACTAAAAATACAAAAATTATGGTGACGCCTGCCTG 

TANTCCCAGCTACTCGGGANGCTGAAGCAGGAGGATCGCTTGAACCCATGAAGTGGAGAC 

TGCAGTGAAGCCGATATCGCACCANAAGNGCTCCAGCCTGGTCGACAGAGTGAAGACTCC 

NTTCTTAAGAAAAAATAAAAATAAANGTTGTTNTCTTGAAGAAAAAAAA 

Sequence 1171 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGGAGGAATGTTTGGTTGGGAGAATCACAGC 

TTTACAAGGGTGTTTATATTTGATTTGTGTTTATATTTGAGGCAGGTATTGTAATATAAA 

GGAATCCATTACCATGTCCTATAAATGACCTCTAGCCATTTTATGATTATTGTTCTCTGT 

AAAACTCTTCAAGACTTCAATGAGAAGTTTGTTTATAAGAATTATCTTCTCATACCTTTC 

CTTGTGAAGAGCGTATTCTGTTTTTCTATCAGTTCGACATGAAGTCCACATCACATGCTG 

TTCTTTTCTAGTTACATGATGTGCCT 

Sequence 1172 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAACCCTATTTTACAGATGGGAAAACTGAGGCT 

CAGAGAGGTTAAATCACTTACACAAAGCCACACAATTTTGAGTGGCAGAGCTGGAATGTG 

AATCCAGGCAGTCTGACCCTGCAGCTTATGTGCTTAACGATACTGCCTCTCATGTGGGCA 

AAGGATGGCCCAGGAGAAAGGCAGGCCCAGATTCCAAATCTGGCTTGACCGTCTAAGAGG 

CTGAGNCTTAACCTCT 

Sequence 1173 

CCCTTCGAGCGGCCCGCCCGGGCAGGTACGAAGACAGCATCCTTCAATCCCGCCAGCTCA 

TGTGCATCTGAGGGTGGGGCTCTGTCTTCATGCTAGAAACCAAACTGCTCTCACAGCTTC 

CTGCTAAATCACCACGGCTAACGGATAAGCAGAGACGGACTACCCGCGTACCTCGGCCGC 

GACCACGCTAAGGG 

Sequence 1174 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATTGCATAATAATTTTTAGATAAATGTCAGG 

AACAGAATCACATTCTTAAAAGGCNGAATTTCTATAAACGTGTGTATATGTT GAAC AGAT 

GAGCAGCTCTGCAAAGATGTGTATAACTGCATTTGAAAANGACAGTGAAAATTTTGGGTT 

ACTGTAGATGTCCCACAGTCTGNCTTGGAATTTAGTTCTGTGACTAAAGGAGGCTTACAG 

NTGCTCCAATTTTGGTTCTGNGGGGTACCTGCCCGGGCAGCCGCTCAAGGGCGAATTCCA 

G 

Sequence 1175 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGGTCACAACAGATGAGCAACTGATATCACTC 
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ACACATGCTATTAAGAACTGTCCTGTGATAAATAACAGACAAGAAATTCAGGCATCAGAA 

AGCGGAGCCACAGGTAGAAGAGTTATGGACAGTCCAGAGCGTCCAGTTGTAAATGCCAAT 

GTCTCAGTGCCATTGATGTTCAGAGAGGAAGTGGCTGAATTCCCACAGGAAGAGTTGCCC 

GTTAMCTGTCTCAGGTGCCAGACCCTCCAGATMCATGAATCTGGCCAAGAATTTTCCA 

GCACATATTTTTGAGCCAGCTGTGTTGTTAACACCAC 

Sequence 1176 

CCCTTTCGAGCGGCCGCCCGGGGCAGGTACCGCGGCCGTTAAACATGTGTCACTGGGCAG 

GCGGTGCCTCTAATACTGGTGATGCTAGAGGTGATGTT7TTGGTAAACAGGCGGGGTAAG 

AT7TGCCGAGTTCCCCGCGTACCAATGACTGGTTCCATGATCCCCTAAGAGAACACAACT 

TAGGAATGTGGATTCTAATGATAGCT7TATACTGCTTAGGCAAA7TTACTTCTGAGCCTT 

ATGTGCCTTCAGTGGTGCAAGCAAATTrCCTTTACACTTTAGAGAGGTTGATTAACGAGT 

ACCTCGGCCGCGACCACGCTAAGGGCGAATTCCAGCA 

Sequence 1177 

CCCTTAGCGTGGTCGCGGCCGAGGTACACTGAAGAATTAAGCTGTAATGAGGCAACACGC 
CTGCAACTTATTCTTTAATAGTTCAGAAATATTAACAATTGGGTAATTTGGGTGAAAGGT 
ATAAGGAGCTATAAATGTTATTTCTGCAACTTT fATGTAAATTTCAAGTTATTTAAAATG 
AAAAGTTAAAAAGTTTAAAACATAACAGAATAGAACATAACCTATTAAATAAATCTGAGT 

CCAGGCATGACACAGTGGTTCATGCCTGTAATTCCAGGGAGGGACTGGGAGGCCGAAGTG 

GGCAAATCACTTGAGGTCAGGA 

Sequence 1178 

CCCTTTCGAGC GGCCGCCCGG GCAGGTACTAAATTGTTTTAGAAGCAAACTACAGGACTT 

AAAAAAAGGTGA I 1 1 1 I 1 1 1 1 1 1 GGCTGCAAGTAGGCACTTATTGTAATTTTTATTCATG 

CTATGAACTCATGATTTTCCCTTTATTCTCCTTTGATCCTACTTAMTAAATTTATAGAG 

TATTGAATAATATAGAACCAAGATAAGAACCCTAAGAGACTTTAGATGTTTATTTGTTCA 

TTAGCACTCTGAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1179 

CCCTTAGCGTGGTCGCGGCCGAG GTAC I I I I I I 1 1 I I I M I I I I I I I I I I I I I INCTTTT 
1 1 1 1 M n I I I I I I 1 1 I Ml I I I 1 1 1 1 I 1 1 I I! | M | | | | I CNGTNAAAAAAAAACTGCN 
TCCTTT^GGNNNAAANNCAATTNCTC 

C NTTTTTGGAAAANAAAATTAN GGAA TTTAAAAANGGGGGGNGAAAATATTC NNTGCGGG 

ATTN NTTNN AAAAAATACANTTTTANTTTN AN C ATNTTTTN N ACC N N NC NACNTTTAA 
ANTTTTNAAANAGGTTTTTACNCTTTTT^ CCNGG NAAAAAAAAAN AATTT 



Sequence 1180 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 M I I M I I M I I 1 1 I I I I I 1 1 || I I I CTTTT 

1 1 JJJJ "I II I I II Mill I U I II IN | I I | 1 | | I ) I I CCCCNANCTNNTTTT 

TTTNCNTTTTAAAAAAAANTTTTTNNNAAANGGTTTTTTT^ 

AANTTAANANNATNANNNGGNANAA I I I I I I I I I I I I I I NCCCCAAAAANTTNTTTTNGG 

GGCNTTAANTTTAAAAAAAMNTTTNNNNCCGGNTTTTGGNNNNGNNNGGNGGGAAAAAA 
AAATTTAAAAAA 

Sequence 1181 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTAGGCTTTCATAAAAATACAGCAGGGCAAG 
AGGACCAAGATGGAGGCAGTGATCAGGGAATCTCAATGAGGGTGAGACTGCGACAAAGAC 
TTGAAAAAGGTGGAGAAGCAAGCCTTGTGGGTATTTAGGGTAGCAGTAGTCCAGGCAAGG 
GGAACAACTAGTGCAAAGGCTCTAGGAGGCAATGTGTTTGAAGTGTTTTAAGAACAGTAA 

GGAGGCTAGTATGGTTAGAACAGAATGAGCAAAGGGGGCCAAAGTGGTAGAAGGTGGGGA 

TCAAAGAGGTAATGAGGCCTTTG 

Sequence 1182 

CCCTTAGCGTGGTCGCGGCCGAGGTTCTAATGAAAGCCAGATAAAGGGATGGACGATCAC 

AAGGTGAAGTCCCACANTAGGCTATCTGCAAGCTGAGGAGCAAGGACCANTCATCCAACC 

TCAAATAGNANAAAANGGNNNGNAAGCCCGACAGGGCAGCCTTCAGTCTGTGGCTGAAGG 

CCCTAGAGCCCCTGGCGAACCACTGGTGTAAATCCAAGAGTCCAAAAGCTGAAGAACTTG 

GAGTCCAATGTTTGAGGGCAGGAAGCACCCAGCACGGGAGAAAAGATGGGCCGGAAGACT 

CAGCCAGTCTAGCATTTNCACATTTCCCCCGCGTACCTTGCCCNGGCCGGG 
Sequence 1183 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTTCTTTTTGTGTATTACTTTTCACTTAGC 
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ATAATGTCCTCCAGCTTCATCCATAGCAGCTTCATCCATAACTTCTGGGTGTAGCCATGG 
CAAGGGTAAACTGATATGGCACACTGGTGGGCATGTCTTCTGGAGAGGTGCTTCCAACTC 
TTCCCTGTTTTAGCTAGTCCTCAATTTGTCTGATGTCTGAACCCCACTGCCAGAGTTGAG 
TCTTGCCTGCTGAGTCATGTCCAGACTCCTACCTCAGAAGTATGAAGCATAACTGGTGTT 

ACAAACACCATCTTCAGAACA 
Sequence 1184 

CCCTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGAAGCTCATTCTATACC CGAAG AGCA 

GTCTCAGAAAGCAAGATTACTTTTGTGTTTTTTAAAAAATGATTCm 

CTAAACATTCTGATTGGAAGTAGTGGATTCCTAAATGATTCCAAAGTCATCTGTAATTCT 

TCTGTTTTTGTTTTGTTCTGTCTTTTCTTCAT TTTGGC TTTGG GT 

TGACACAAAGG A 1 1 H i I I I M U 1 1 1 1 H I AATTTTTGGAATCTTTTNCC AATAACCCA 

GCTAAAGATTTGCACTGAATACAACTTGTATGCCTTTTGCAT 

Sequence 1185 

CCCTTCGAGCGGCCGCCCGGGCAGGTACTCCTGTATTTGTTCTTATGAAATGACTATCTG 

CCTTCTCGTATCTAGTAAGATTGGCTGGCTCAAC TTTCTT CTGTCAAATTATA TGGTT AT 

TTTTTATATTACCACATCAGCATTATATTAAAAGTGTTm 

CCAACTACTAGTATAGACTCAMTTTGCTATTTAATTTTTAAAATACAATTTATTTTGTA 
AATCCTTTAAAAAATATTTGGTTAGTTTTGGATTAGAAATGATTTATGTTAGCCATGTGT 

TGAAGATGAAATTG 
Sequence 1186 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATCCCTATCTACTATGTAAAGACAAAAAG 

GCAAATGAAATGATGTAATACAATGAACTCCTCAGAAAATAAGCTCTGTAAAATCTCAGA 

CTGCCTGTTTATCATATGCTAGAGTAAACTTACATTCCTTTCTTGTTAGAGAAAAATGAT 

GGTAAAATCCATGCATTAATCAAAACTAAAAACATGAAAAGGCAAGCCAACTACAAGAGA 

AATACAGTTGGCCCTTGAACAACACAGATTTTGAACTACATGGAGTCCCGTGTACCTCGG 

CCGCGACCACGCTAAGGGCGAATTCCAGCACACTGNCGGCCGT 

Sequence 1187 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTCTCAAATAACCTGTGAGTTGGGAAATTCCT 

CTCCTCTTGAGGTCCCAAGATGGCGTGGGGTTCCTGGGCCTGTCGGAAAGTGGCATTCTT 

TACTAACCACAGGTCAGGAACCCTGCACAGGAACTGTGTAGACAAGGTATGAGGCCAGTT 

TTCCCAAGGAACTTTTATTGGCTCCATAAGTCAAGTTTGAGTCCTTAAAGGAAAGCACAC 

CATTCCCATCAAAGTCCTGGTAAAACAACTAGTTTCTCTAATTGTGTCCTGTTGCAAAAG 

AAAACAGATTCTTATTGCACTTGTGCAAA 

Sequence 1188 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATCTTACTTGATTATTT TATTT TCTATCC 

CACCAATCCACACCTTCACTGGAAAGTAAGTTCCATAGAGGCGGAGACTTTTGTCTATTT 

TGTTCAATGAACATCCCAAGCACCTAGAACAGTTTCTGACACATAAGAAGTATTCAATTA 

TGTGCTGGCTGAATGTATGAATTAATAAGTTGAGATTCGATCACTAGTTGAAGTATAAAT 

ATATATTTTTGCAAGAATAAATGCTACAGTAACTGATTATGACAGCTAATTCTGTGTACC 

TCGGCCGCGACCACGCTAAGGGCG 

Sequence 1189 

CCCTTAGCGTGGTCGCGGCCGAGGTACAATGGCATAGTTGAGTAGTCACCACAGGACCTA 

GCTGAAATCCTAAAATATTTATTATCCCTTTATAGGAAMGTTTGTTAATTCCTACAATA 

GACAACGAACTATCAGAATCTATCATACACAGCAATGGTGAACACCTATTCCAGTTGGGG 

TGTGTGTGTGTTTGTGTGTGTGTGTATGTGGTGGGTT 

Sequence 1190 

CCCTTAGCGTGGTCGCGGCCGAGGTACACCTGGTTTCACAGAAAACAAAGCAACCTCTTA 
AACACCAGCTCGGCAAAATGATAGGGCTTTTCCCTTCGAATTAGTCACCACAGGTGNGAA 
AGACAGAATGACTAAT NCCATCTNGANTAAAN ATAG ACCTTN N N AGAAATCAATN AC N CT 
TATNTTACA 

Sequence 1191 

AATTCGCCCTTAGCGTGGTCGCGGCCGAGGTACTTCTACCATCTTTTGTCTACTTTCGTG 

ACTTAAACTGCCATCTGTGATACATGAGGACTTACCTAAAATGTCTGAGAACTGACTTAC 

GCTTGATTACCAATGTTTTGGAGTTTATAAAGCTCAATTCTAACAGAACATGATGATGTA 

TAAAAATAATCTTAAAAAATAAAATATGATGGTATAGTAATAAAGTAAAAATAAATATGG 

TACCTGCCCGGGCGGCCGCTCGAAAGGG 
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Sequence 1192 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAAAACAAATCTGAAATATCTTATTAAACAAG 

AAAGTAAAAATGTTATCAAAAACTACTGTCGTCTCATCAAAAAGATTCAGAAGCCAATTT 

AAAGAGTCTCACACTGGACACAAAAATAATTTGAGCTTCAAAATAAACTGCAAGGGATTA 

AAACACATAAATTGTGTTAAAATCCACAAGTTCATAATGATACTAAAAAAAAAAAATCTT 

GTTGGTTTCCTCTAGAGGCTACTAGAAAATCAGCTCATTATTTCTGATATTGGTTTAAAT 

AGAAGAAAGAAAACCAAGCAT 

Sequence 1193 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACC 1 1 1 1 J I 1 1 M I 1 1 1 1 1 1 1 I I I I II 1 1 1 1 II 
TCATNCAANAAANATAATTTTACACTTATTCTTTGAAAGANAAATTCTATGGAATTTTNT 
TNTTCTAATTNAATTCCAAAATACATTCTNTNANCCNTATGCCCTNATACTAGNAACTNG 

ATGGTNAGCGGGTAAGTAGGTAGTAGTANAANAACANAANGGGAAATTNGGGGAGCANAA 

AAGGGANAAA 

Sequence 1194 

CCCTTAGCGTTGGTCGCTGGCCGAGGTACATATACATTATNGTAATTAAAAAGCGTGCAT 
GTGTATGTATTAAAAATAATAGGTATATAAACAAATACANTATNTACAATNNAAACACCT 
AAACGCAGAGGCTGCTGTTATC 
Sequence 1195 

CCCTTAGCGTGGTCGCGGCCGAGGTACATAGTGTCGCGAACTCAAATCGGCATTTAGATA 

GATCCAGTNGGTTTAAACGGCACGTTTTTGCTTATAAAAAAAGTG 

Sequence 1196 

CCCTTAGCGTGGTCGCGGCCGAGGTACTAAAGGGAAGTTGCTAGGAAATANAGCAGGTAA 
TTTNTCGT TAATTAT GGAAACCATNGCAACACAGTAAATATTATGTCTCTNAATTTGTCT 
TTCAGTGNTTTTTTGGCATGANTGTNATGGAANAGTAAACAAAA 
Sequence 1197 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGGAAGTGTCCGGAGGAATATATAGAAAACT 
GCTAGGCTTAATTCTCAGAGGGAAGATTGGGTGTTTGGAGTGGGAAGCAAACATTTTTTA 
CTGTATACACTTGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 1198 

CCCTTAGCGTGGTCGCGGCCGAGGTACATGGCCCGCTCCCCCGTCCATTCCANTTTCCTG 

CCCTCTACTGGCCATGACGGTCATCACAGTGCCCTCCTCATTCCTAACTTTTAAATACAC 

TTGAGACCCGCCTGATTAATNTT GCACTAN GAAAAACAAAACAANAACAAACAANNAACA 

AAAACMGACACTCACATACAATGTTTTTTAATGCTTGAAAAGTACCTGCCCGGGCGGCC 
GCTCGA 

Sequence 1199 

CCCTTA GCGTGG TCGCGGCCGAGGTACCACATTCCTGCTCAGAAACTGCTCACTTCCTTA 

AATTGTCl MM iCCCCCAGCGTGAAATGTATCCATTTATAACTTGCCTATTGCCTGTTC 

TATTAGCATCCAAAAATGTGGAAGGCCTCCCAACCACCATTTCTNGCTGTGTCCTTAGGA 

TGTGCAGNAAAAA ATATAG ACCTAACAGNTTATGTTATAGAATGGGTTTATTTACTTTGG 

GTGACTGTTTATAGTTTTTAAATAAAAGACTGMCATTTTNTCGAAAAAAAAAAAAAAGA 

ANAAGAAAGTACCTGCCCGGGCGGCCCGCTCGAAAG 

Sequence 1200 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTACAAAAAAGCAAGAGAGAACAGTGGTTAAGG 

AC GCTG ACTCTGGAGCCAGATTGTTTGGGTTCAAATCCTTGCTCTGTCTCTTACTGTGAC 

GATTTTAGGCAAATAACCTAACCTCGCTGTGCCTCAGTTTCATCATCTATAAAATGGAAT 

TTATAATAGAACCTACATCATGAGTTGGTGTGAAGATTAAATATATTTATATCCCGGCTG 

GGTGCGGTGGCTCAACCCTGTAATCCCAGCACTCTAGAAGGCCAAGACAGACAGATCACC 

TGAGGTCAGGAGTTCAAGACCAG 

Sequence 1201 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGGAAGAGTAAGTGGGGAGGGATGGGAATGGT 

TCCTTGAGACAATCTTTTACTACAGTAGATGCTTCATGGATGGGAGAGTAGGGACTGGTG 

ACTTATTTATAGCCTTCTCTTTTAAAAAAGGACCCATTTCTCTCTTGAATGGTGTGGTGA 

AAATTAAGAAAAAAAAAAAAAGAAAAAAAGAAAAAAAAAGTACCTCGGCCGCGACCACGC 
TAAGGG 

Sequence 1202 

CCCTTAGCGTGGTCGCGGCCGAGGTGC I I I I I 1 I I I I I II I 1 I I I I I I I I I CCTTTTTTT 
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11 1 " " I I I M IN 1 1 1 II 1 1 I 1 I M l f I M N I M I I I I I TNATTNAANAAANNTTT 
NTTAAANN7TTNTNTNCCAAAAANTTTNNTTTGGAAATNCAAAAAANAAAAAGGTTNNTT 
TTNNTNCCNTTAANGANCNAAANTTTNAANAAAAANTTTT 
Sequence 1203 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTAGTCCATTCTCACACTGCTATGAAGAAATA 

CCTGAGACTGAGTAATTTATAAGGGGAAGAGGTGTAATTGACTCACAGTTCTGCAGGGCT 

GGGGAGCCCTCAGGAAACTTATAATCATGGCAGAAGGTGAAGCAAGCATGTCCTTCGCAT 

GGCAATGGCAGGGAGAAGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1204 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTTTTTCCTACAAATGAGTAATTGAAGAATTTT 

GTTTAGCCAGACCATTTAATTCTCATCAATTGCATAATATTTCTAGTTAAATCCGAACTT 

CATTCTATATTAAGTAACATTTTATTCAGATCCATATCTAMTAGCAATTTTGTGAGATT 

TACTAAGAATTTTTCCTGGTATGTATGGTTTTGGTGTATTGGAATGTACCTGCCCGGGCG 

GCCGCTCAAGGGCN 

Sequence 1205 

CCCTTAGCGTGGTCGCGGCCGAGGTACCAGAAGCTAATCCCCACCGGGGTTGGTTTAAAT 

AGGGACTMCTACTTTGGAGGACATGGAAGATACCTCAAGTTTAAATGCTTATAAACCAA 

GGCTCAGCAATATTCTAGTTAATACTCTAGAGGAATGCTTGCACAGTGCCCAAGAAGGTA 

TTAAAAGAATGTTTATTCAGGTGTTATTTGTCATAGTGAAATACTGGAAGCACTGTAACG 

GTCCATTACAGAAGAACGGATAAAAACTATTGTGACTAATTTATATAACAGTATAG 
Sequence 1206 

CCCTTAGCGGCCGCCCGGGCAGGTACAAACAA I 1 1 1 I 1 1 1 A ACTAGCAGGGCATGGTGGT 

TTGTGCCTTTAGCCCTAGCTACTTGGGAGTCTGAGGCAGGAGCACTTGCTTGAGCCCAGG 

AGTTTGAGAATACAGTAAACTGTATCACACCACTACACTCCAGCCTGGGTGAGAGAACAA 

AACCCTGTCTGAGAAAAAAAAAATTAAACTGAGATGCATTTCCCCCCTTTTACACTAAGA 

AACAGACCCTTCTTTGTTTCTCACTGGCCGCCAAAGGGAATGCTGTATGAGCATTTCAGG 

TGCAGATGCAGCTGCGATATCAGAAGACCCC 

Sequence 1207 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACCTTGATCTCTAGCAACGAGGGAAAATAAGAA 

AGATCAAGATTATTGTGTCTAAAGAAAACTGGGAATATATATACTTGACCCGCTTCACTT 

GCTTACATTGTCTGTCTGATTCTTCCAGGCATTAATTAGAATTTGCAACTCCTAGCTGGG 

CACAGTGGCTCATGCCTGTAATTCCAGCACTTTGGGAGGCCGAGGCTGGTAGATTACTTG 

AGGTCAGGAGTTCAAGACAAGCCTGGCCAACATGGCAAAACCGCATCTCTACTAAAGGTA 

CCTCGGCCGCGACCACGCTAAGGGCGA 

Sequence 1208 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCATATTGCTAATGCTAGGATCAAGATACCACA 
TAGCCAGAACAAGAAGTTGAAGGTAAACATAGAATATTTTATACAGGCACTCACACCTGC 
CATTrCGGAAAAGGATTAGGAATCCAGATGCCGTGAATTTAACTATTCGTTACAGGCTTG 
TCCTGCAATATGCTCTGGAGCAACTTGCCTGCAGAGATTTCTGTATCCACGGACATTTAA 

ATATCGCAAAGGCTATCTCCAGGCAAGTATGTTCCTTTGCTTGTCATCCCCGCGTACCTG 

CCCGGGCGGCCGCTCGAAG 

Sequence 1209 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGAGGTCTCCATTCAGTAGGTGGCCC 

GGGATGAAGGCCAGTGTTGNGGCTAAACCACACTCTGGAATTCTGTCAGCAAATTCCTNG 

CTGTGTGAACTTGAGCAAGCCATTCACCTTTCTTAAGCCATTTTC7TGATATTTCACAGA 

GCCTCACCAAGTATTCAACGAGAACATGTAAGTGAAATGCTTCACAAAATGCCTGGTAAA 

TAATAGATGCTTAGAAAATGGTAGAGAGAGAAAAGAGCAGTCTCTGCCCTTTAATGTACC 

TCGGCCGCGACCACGCTAAGGGCGAATTCCAG 

Sequence 1210 

CCCTTAGCGTGGTCGCGGCCGAGGTNCATTGTGAGAACTCTGGAATTATTATTTTTATTT 

NATTATTACTATATTTTATCTGACTAGAAGCCATrTATTACCAAACCAATTTATTTCTTA 

NAGTTCAAAACCGTCTGTGAGMGCTTCTCTGGCCT 

i I I i I iGAGGCAGAGTCTTGTTCTGTCNCCAGGCAGGAGTGCANTGGCACGATCTNTGNT 

TACTGCAACCTCCACCTCCTGGGTTCAAGCAATTCTCCT 

Sequence 1211 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCCTGCCAAGAGGGCGACAAGTTCAAGCTGAGT 
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AAGGGGGAAATGAAGGAACTTNCGCACAAGGGGCTGCCCAGCTTTGTGGGGCATTCCAGA 

GAACCATGTGCTGTGAGGGCCTTCCGAGTCCATCTGTTTAATCCTGTCATTGGAGACTTG 

AGAAACCAGAGCCCAGAAGGGAAAAGTGATTGTCCCAAGATCACACAGCACTGGAGAAAG 

TGGATGAGGAGGGGCTGAAGAAGCTGATGGGCANCCTGGATGAGA 

Sequence 1212 

CCCTTCGAGCGGCCGCCCGGGCAGGTACATACAGTTTACATTGTGGTAACAAAGTAGGAC 

ATGC TATGAAGGCCCTTT GAATT CGCTTGACAAGAATGACAGAGATCTACTAGACCCAAT 

TTTTAAATAATATTGCTGGTTTTTGCTCAACATGAATTAAAATATGGTGGCTAATGTGCA 

GATT7TACATTTGGAGMCTTTAATTTTCAGTATTMTTAGAATTTGTTTAATA 

ATGCATTTAATGACACTTAAAATTGTACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1213 

CCCTTAGCGTGGTCGCGGCCGAGGTACCMTAAGCATACCTAGAGTTGAGATTTTGGTTT 

CTAAATGCCATTCTCCAATTAAAAAGGAATCAAAGCACCTCAGATAAATGTTTAATTCCA 

GGGCTGGGGCAGGGAAAGTGAAAGAGAATCACAGAACATCCTGTAATGACAGAAAAAAGT 

CACAATAAATGGTGGGATTATGTCAAAAGGACATGGGATTCAACTTGAAAGATCTTCCAA 

TAGCCAAATCTGAGAAAAGTTAAGCAACAAAAAAAATAACAAAATCTTATAATCTATAGA 

AAAAATATGAATGTATA 

Sequence 1214 

CCCTTAGCGGCCGCCCGGGCAGGTAC 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 IANAAATNGG 

CGGCAGTTTATTAGTCACAACTGCTCACAGGGAGGGAGGTCACCACATGCCATGCTGGGG 

TCACAGGANAGTTGCATTTGGGAATANAGTGAACCANTAGGGGCTGTGGAAGGCAGGCTT 

TG CAGTA ACAAGAGGAAGAGGCGATTCCTGGCTCCTCCAAATGTGACAGGCTTGTTTGAA 

TAATTTTCCAGGCTGGAGGGAAGTGAGCCACGTTGANACCCANGGAG 

Sequence 1215 

AGCGGCCGCCCGGGCAGGNACAATTAATTGTGTTCTTGTGACCTGATGATTTTrNGAAAA 
TTTGCTTTTCTCTTTAAGAAATTTMGTTTTCAAGGGCCGTATTAGTTATC 
TGGGCTAATGTTGACTTATAAATAAATAAAAATTTAGAAATATATTCATGATGACAATTT 
TGTTACTTACACTGCCTATTCTTTATTC 

TGTATTAACAAAGCCTCAAGAAAAGAGAAATTCTGCCTTTTAAACATTGGTTTTCCTTGC 
AT 

Sequence 1216 

CCCTTAGCGTGGTCGCGGCCGAGGTACANGGAGGAANTNAGANGTAAATNNAAACCAGAN 

CTGGATTACTCCGGTCTGAACTCANATCACANTAGTGACNTTAATCTGTTGAACAAACTG 

AAC 

Sequence 1217 

CCCTTAGCGTGGTCGCGGCCGAGGTACCACTGTGCTNTAGCCTTGGTGACAGAGCAGAGA 

CTGTCTTAAAAAAAAAA AAAACANAAAAA ANAATTNATTAAAAATTTAAAAAAAATGAAA 

AAAAGCTGCATGCTTGNTT7TTGTTTTTAGTTATTCTACATTGTTGCCATTATTACCAAA 

TNTNGGGGAAAATNCAACTTACAGACCAATNTGAGGAGTTAAATGTTACTACGAAGGCAA 

ATGAACTATGTGTAATGAACCTGGTAGGCATTATTTATTGAATTNTNANCATTCCANATG 

TCCAGCACATTTTTAAT 

Sequence 1218 

CC CTTA GCGTGGTCGCGGCCGAGGTACAATGTTAAAATAATCTGACTTTTCTATGATTTG 

G CTTTT CTGCCTTGAGTAACTATNTAAGATATCTAGCGTGATNTTNTTTNATNTGGGCTA 

Ci I n I AGAACAAAACANAGGTNTTTANAANAAACCACTTGCCCACANGGNCTTTTGAAC 

CGTTTACCTAAGTCAAGTGTAATTGAAAAACATAACCAAATGCACCANGGGGTNTATTGT 

NAGATAATAAAA 

Sequence 1219 

CCCTTAGCGTGGTCGCGGCCGAGGTACC I I I I I I I I I I I I I I I I I I CGTCAAAGTCACTA 

TTTGGGCCCTAACATAATCCTGCTCANAGCGACGGAAAAAAGGCAAGCCTTTTCAAACAT 

AACTCTCTCTACAAGCCAGCTATTATGGCAAGGGAAAAAAGAAAGCATCTAGATAAATAT 

CTATCAAAATTMCTTTAANAGAAATACTCTCTTTCCTTAAAAGCCCTTATTrTrTAAGA 

CACTANAAAATAAGTTACTATAAAAAGTGGTGGTCTGGGGGCTAAAAACAAAACAAAAAA 

AATCCTCTTTTCTACA I I I I I IAGTTTT 

Sequence 1220 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGAATTATCAACTGATTTGGTCAGTTGCTTCCA 
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H^rl^^Hl' " Nl 1 1 " " " 'NTTACTTNATAAAAANACNGAGTTTTATTTCA 
Sequence 1221 

Sequence 1222 

^PPV. 0 ^ 0060000000 066 ^ 667 ^ ' " 1 1 1 1 1 1 1 rTTTTTTTTm *TTTT 

Sequence 1223 

g^Ig^S?^^^ 

Sequence 1224 
Sequence 1225 

^ggattatatccttttccgccagctgtttt^^ 

I UA l UA I r I AATATTATTATCAATTTTGTATATTTMGTTAGAACTTTTrrATTArr ata 
Sequence 1226 

Sequence 1227 
Sequence 1228 
Sequence 1229 

CCCT7TCGAGCGGCCGCCCGGGCAGGCACAGAAAAAAAATCTACACCAGGTAACACTGGA 
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GGATGCAGGGCTACATTTGCCACTGAAGAAACATTGTTCTCTTGCATCTGAATTCCAGTG 

CmcCAAATAGATGCGTAGATGATGAAAAATGGAGCAGCTTCTTTTATTTCTTCTTCT^ 

TCCTCCTTGMTTCTAGTACTTTGTGAACTGTTGAGGTGTCCCTTCCTAAGTCACAATTC 

ACACTGATGCATACACTATAGTGAAACACTGGCTTTAAGAAAACTGATTAACAGAAAACC 

GGCAATTGTTATTTATTTTAAA 

Sequence 1230 

CCCTTTGAGCGGCCCCCCGGGCAGGTACAGGTTCTAAAACGAAAGTATTTGGGTAGTCCA 

CTTAGTGATATTAGTGGATNGTGTAGACAATAATATTAGTCCTAGA 

Sequence 1231 

CCCTTTGAGCCGGCCCGCCCGGGCAGGTACTCCATAATATAATCTTTTAAATGGGCAACT 

TCTAAATATTGATCAACCATTAATAATAATGCTTATAGGGGTAAAAGAAAATNNTTGAAG 

CACTGAATTC^GTAACCTGGGTCATGGTCCAATTTTGCTCACTACTTCATATCTTTTATG 

TAGAATAATTCCTATNAACATGTTCCCTAAATTCCCATCAGTTTGTAAAGGCAATGGATT 

AAATTATTCAAATGTAGCTATTTAACCGTCAGTNACAATGCCTAGAAACCTATTTATTCA 

TCTGTAATATTAAGAAGGCTGAATTTGATTGGATCTTGAAAAATCC 

Sequence 1232 

NAGGGGGGCCGGAAATTTGGGGGGCCCCCTTCTTAAGAATGGCCATTGGCTTCCGGAGGC 

CGGGCCCCGGCCCAGGTTGGTGGATTGGGGAATTATTCCTTGCCCAGGAAATTTCCGCCC 

CCTTTTAGCCCGTTGGGGTTCCGCCGGGGCCCCGAAAGGTTACCATTTTTNAAAAAAAGG 

GGG GGGATG GCCTTAAATAACCTrrTTTNAAAAAAANAGGGTTTTTAAAAGA 

AAAATTTTTTAAAAAAAA 

Sequence 1233 

CCCTTTGAGCGGCCGCCCGGGCAGGTACTCCATAATATAATCTTTTAAATGGGCAACTTC 
TAAATATTGATNCAACCATTAATAATAATGCTTATAGGGNAAAAGAAAATTTTTGAAGCA 
S^^^^^^^^^^^^^^^^^^CAATTTTGCTCACTACTTCATATNTTTTATGTO 
GG ATTATTCCTATAAAC ATGTTCCCTAAATTCCC ATC ANTTTG NAAAG N CAATGGATTAA 

ATTATTCAAATGTGGCTATTTAACGGCCAGNAAACANTGCCTAGAAACCTAT 
Sequence 1234 

CCCTTAGCGTGGTCGCGGC CGAGGT ACAGTTmGCNGATTGCNNNANGANTGCCCCATG 
AGGGGGGANAAAAAAAATTN I MUM I ATTATNTTGGATCTAGCCTANNTCTATTTTTC 
CACCTGCCCCAATTAGGTATTTCCCANTTGCNACCGGCCTAATTCCANAATTAAATTTGT 
NCCTNTTATAATTNG7TTNCTNNANTC 

CNCACACi i i 1 1 iNATT GTTTAAANNCCANTAAAAAACCANTNTTCNTCGGNTATATAAA 
ATAANACGNCCTTTTTACNTTATNGTTAATTAAAAANCCNCAATTCCTTTTNGTTNGNCC 
AACCCACTTGGAAAANTTCCAANTAAACCTCTNCCTTCCACCANGNGANGGACCAAAANN 

AGGAAAGTAACCCCCTTANTGNNAAAAGGNNTGGGGGAAANNTTTNGGGCCTTTTGGNGG 

TTNCCGNAAAAANAAGGGGNTAAC 

Sequence 1235 

CCCTTCGGCCGCCC GGGCA GGTACTCTGTAAGTCTGGAAGAACAGGTCACATTTATTCAG 

ACTTCTCCCCCACAATTTTTAATCAAGCACCTCCCAGTAACAAGTTATTTAATTAGATCG 

^"'^^AA^TTGACAACAGATGTATCAGATGAGGAAAAAATTGAGCATGTGTGGTGTGATT 

ATATAATAGAATTGGTTTCTATAAACCATTTATAGTATTCAACTTTTATAGTATTACTTT 

TTCAGATGTATGGATATATAGACTATTATTTACTAACTGAGGCTCTGCGAAGTGTAGTGT 
AT 

Sequence 1236 

CCCTTAGCGTGGTCCGCGGCCGAGGTACTCGGATCTNTTATN NNGTN N AATAAN NCCTCT 

TTCGTCTACAAGCCACACTTATNCAAAATTNTGTGGACAACTCACACTNGCTATNATACC 

TGCTTANATTCTCCTANTTAGTCCCTGAGGGTTTATACCTTTTATTCTTTCATTGAAATT 

TTAACAGAGGTTTCTGTCGGAAGCAGAGTTAAATGCCTATGTTNACTCCATCATGGTTAT 

CTGAAAGTCTGAGGNGCAATTTCAAAAACTCA 

Sequence 1237 

CCCTTAGCGTGGTCGCGGCCGAGGTACTTCTGACTAAACTGGAATTATGAGTGAGGAAGA 

GNGNATTACT^TAMTGACTGGGGCAANGCAAAATTGAGGAGGAAATTANAAACTGTT 

TGACAANACTTTTAAAGAGCCTACTTTGAAATNACAGAAGTCTTGATNAATNTTGCAAAT 

AATGGCTAGAAAGTATGGTTTAACTGGACCCTATTATGCCTTTT 

Sequence 1238 
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Sequence 1239 

CCCTTTGGCCGCCCGGGCAGGTACGCGGGGCGGTATGTNGGGCCAGAGCATCCGGAGGT 
Sequence 1240 

I^ G ^ G ^ CCTCGGAGCAGMCCCMCCTCCG AGCAGTACCATGCTAT 

AA ^™II7 TTCCAGTTCTGTGAAGAATN ' CATCGGTAGTTTGATAGGAATAACATTGA 

ATCTGTACCTGCCCGGGCGGCCGCTCGAAGGGCGAATTCCAAGCAC 
Seq uence 1241 

G JI G <^ GmCNAAAAG ^™TGGC^^ 
CCC IT GGGGG ^ CCCA ^^ 

I*^I CAAA ^ VAAAAAAA ^ 

AATTCCAACACACTGGCGGNCCGTTACTAATGGATCCCAGCTCGG 
Sequence 1243 

CCCTTAGCGTGGTCGCGGCCGAGCTACAGMTTCAGTTTCTGGGGAAAGTGAAGCNTGAA 

GGGGNCAAAACCTCTTATGNTTTGGGNAAAAGAGNGCCCCTTTTCACCTTTTTTGNCCTT 
™? C "Il G £^ TCCNGmCCGmcN ^^ 

GAMCCTGGTmGGCNTTCCMCCCTTNGNCAmGNCCATTGGMTACCCCCTC^^ 

AAAGNAAAAGGNCCTTNGNTTrTGTNNGGCCNTTNGTTGGCCCC^ANG 
Sequence 1244 

at G Jt^ GG t^ g ^^ ggggg ^ ggga ^ g ^ a ^ aaataan g tc ^ccaagggttcagmtagaaa 

A I CAG ™™£ C 4 ^ GGA ^ 

atatgttgtccattctccctgtmctaatgctatcaagatanagtagamtaccacattt 
taatgamttttmttatactctggattctaaacaatgaacacacantgatcttt^gac 

Sequence 1245 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGATGTGTCCmCTTATAGTCNGTCAATGrTfi 

GGMGTMCAGGCAGATGTGACTTCACTTGANCAmGGAN^ 

TTGNTCGNNCCTTAGGGTTTAGATGGGCAAGGACCTTGCTTTTTGCNTC^AA^ 
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AG ^J AG J^ G ™ wcmGNG ^^ 

G ^S^5 G ^ NNNACN ^ ATGMNTGN ^^ GG GGANGTTCCTTTGTAGTAAANGGCCT 

TGGATTGGT7TTCAAANNGGNAAGNTGGGGTTCCACCA 

Sequence 1246 

CCCJT AGCGTGGTCGCGGCCGAGGATAC 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 IGNCTAATTACTA 
££!™T A TT CTM ^ 

Sequence 1247 

A??JI,^?!?!!£ C 2B? CAGGTAC "' 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 A TTTTTTTTANATGA 
AAAANCTGTAATTCTTTATTTGAAACAANTGCN^ 

AC IT C r I AG ! AAACATAAM ^ 
Sequence 1248 



Xl^J£^^;f 0 ^ v ^^ 0 ^^ MW 1 CCCTATGAGGCATAATTATAACAAGCT 

CATCTGCCTACGACAAACAGACCTAAAAATCGCTCATTGCATACTCTTTCAATCAAGCCA 
?™Tt G i 3CCC ^ GGNTAG ^ AACCAGCCCA ^ C ^ GA ^ G CAAAACCCCNCCCTGNAA 
^ A III^ AACTCGGGNNGCCANN ^ CAATNT CTTACAATNA^ 

GGCCTTTTAACAATTNCCCTNCCAATATTACCTTAATTTNCTTGGGCCCTTAGGCCAAAT 
AANCNTGCAAAAACCTTAACGGNAAACCGGGCAACCTTCCANCCCAAGGNTGCGGCCAAT 
TTCNATTAAAATTNCCCTNCNTTCCTACCAANAGGGGGA 
Sequence 1249 

CCCTTAGCGTGGTCGCGGCC GAGGTACT ATATGTTGCTCTCTCAGTGGCAACAATGAAGT 
TT7TGCAATTCTAGAACTTGGAI 1 1 1 1 1 1 1 1 1 AACAAAAGTCCCAAAACACCAAAAATGT 
AAACAAGATANNGAGATTAATATTGNAGTGGNNGTAATTTAATTAAAGTTATATTTTGGG 
TTAATTTTTAACAACTGAAGTCTTATTGTTGAAACTTATTTTTCA 



Sequence 1250 

CWACATGCATGCTCCAGCGGCCGCCATGTGATGGATATCTGCANAATTCCCCTTAGCG 

TGGTCNGCGGCCGANGTACTTAGGTGCCTACAACATAAACAGCA 

Sequence 1251 

^ C Z G I^ G AT GCATGCTCGAGCGGCCNGCCAGTGTGATGG ATATCTGCA^^ 
! CG ^ G £ GGCCGCCCGGGCA ^ 

AACACTACGAGCCACAGCTTAAAACTCAAAGGACCTGGCGGGTGCTTCATATCCCTCTAG 
AGG ^P GGTG ^ CTG ^^ 

^1^9^! A ^ G ^ GAGGAAAGGG ^ GATG ^ GGGT ACAAAGTAAGCGCAAGTACCTNGGCC 
GCGACCACGCTAAGGG 

Sequence 1252 

CCCTTT CGAGC 

ill 1 1 IAAGAGm i wow i m i um. i a i (3 1 1 OCCCAGGCTGATCTTGAACTCTTGGCCTCAG 

ATCATCCTCCTGGGTTCAAGTGATTCTTCTGCCTCAGCCTCCCTCTTATTTGCTTTACAA 
GTCCTGCTTCAGGGTTACCTT(*:r:rTr:ArrArTrsrTo^T<^/>/^x/^^/^ a /-./»» -i-rr/^^^ » ^« 



CCCJTTCGAGCGGCCGCCCGGGCAGGTACCTATTATTATTTCAAATTTAAAAACTTCTTC 
I I i I I I AAGAGATAGGGTATCACTATGTTGCCCAGGCTGATCTTGAACTCTTGGCCTCAG 
ATCATCCTCCTGGGTTCAAGTGATTCTTCTGCCTCAGCCTCCCTCTTATTTGCTTTACAA 

G ^ C Z GC JI^ AGGG ^ ACC II£ C £r GACCACTGG I G ^ 
ACTGTCATTGCCTTAGTTrATTTTTTCTGTTTTG I I I 1 1 I I I I I G TCGTTTTTGTTTTTT 

TTTGAGACAGCGTTCTTAGTCTGTCGCCAAGGCTGNGAGTTGCAGTTGGCCGCAATC 
Sequence 1253 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 1 1 1 1 1 1 1 1 1 I I I I I 1 1 1 I I 1 1 1 1 1 1 1 I ACTT 
TANTAGAGATGGGGTTTTACCATGTTGGCCAGGCTGGTCTTGAACTCNTGACCTCAGGTG 
ATCCACACGCTTCANCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACCACGCCCAGC 
CTAAATATTTNTTTATAGCAATGCAAGGATGGCCTAACACACTGCCTAAATCAAAATTGC 

TATTCACTTCAAGGGTATTTCATTTACCTGACTAGCTTTTTTGGGTGCATNTGGAACATA 
ATGTA 

Sequence 1254 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTCTTTTATCTTGGGATAAAATGGCTAGAT 
GAGTATGGACAGGGAGGCAGGGCAGATACAGTCCTTGCTTCTGGTTTTAAGAGTTCTTCT 
GAACCACAATCAACTTCTCCAAACACCCACCTTTGTCTTCTACCACAATAGGGGTCAGAT 
CTATTGCTGACTTTTCCTCCACCTTCTCTACATCAGCAGCACCTAGGGGAAGAAATGTTA 
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3SBSR 

Sequence 1257 
Sequence 1258 



f=i^~™ 3BSSSB3B5S- 

Sequence 1260 
AGTGCACC^GGAGTCTC 



CCTGGC 

:agggac 

CCATCO 
CGTGACC 

Sequence 1261 
Sequence 1262 

TCGGACAAGGG^TCTTm^^^ 
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Sequence 1263 

rccmGCGTGGTCGCGGCCGAGGTACTC I n I 1 1 1 1 1 1 1 1 1 » » 1 1 1 » 1 1 1 r T A rrnrTT 
Sequence 1265 

J?Z^!^^^^^^^ ^ ^^^^^^CGTGGGGTCATTAGAAGCCAG^GC^TN 

^gS^ 
Sequence 1266 

Sequence 1267 

ACTNTNATITTACAOTA^GCCACTTGCCMCTCAGGGGNCCTTGGCTTCTT^ 



Sequence 1268 

G^CcS G '^ G rGGfiRA GGGG ^ G |T^^ TA ^ < ^^^ 1 ^^^^®^^^^^^**^CAAA 
Sequence 1270 

cJ?a^ T SSgS 

Sequence 1271 
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^Z? CCCGGGCGGTCGNTCN/ ^^ GCNGMTT TCCANCACACTGNCGAGNCGTTACC 
T ANTTGGATTCCCGAGTCTTCTG NTTCCAAAANTCTTTTGGCGGTTA 
Sequence 1272 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCAATGTCACATTNNCATAGGAAAGGTTATATA 
TAMCTATACACTTCAACCTTGAMTGTGGACCCAAAAMCATTCTATTTTTCAGTAATC 
^II, G ^ 1 ^ GGTGAGGGGTCCNACACCCTC ^ TCCTAAN ^ATCACANAAAM 
9^ ^^^®^^^^^^®CTGGCNGATGAACTTTGTNTTGCTGNANCTCTTNATGANTT 

GTAGNGGANTGACTTTC 
Sequence 1273 

CCCTTTCGAGCGGCCGCCCGGGCAGG TAC 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 IGI 1 1 1 1 1 1 1 1 
..mi m I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ATAAAAAAC N TTTNAAATTAAAAA 

ACTCAAAAAAAAAAf^AAAATGAGCATTTTAAAAAANGGAAANANT^ 
GNAAAAAAAAAAAAAAANNGNAAAANNAAA^^ 
AANATCNTCCCCCTGAAAAAAAAAAAG rTTTTTTTTTT 
Sequence 1274 

^S^ AGCGTGGTCGCGGCCGAGGTACTAC ^^CAGAAAmATTGTCTCTCAGTTC 

TGGAGGCTAGAAGTCCAGAATAAGGTAmGTAGGmGGTTCTTTTCTGAGGGCTGTGA 

AGCA^TCTGTTCCATCCCTCTCTTCTTGTCTTCATCTGTTCTATGTCTGTCTTTGTTC 

AAATTTCCCCTTTATATAAGGATAGCAATCATATTGGATTAGGCCCAGTCCTAATGACCA 

GATCrrAACAmGCAAAGGCCCTATTTCTCACTAAGGTCGTATTTACAGGTATAAAGGG 

I G i AGACmAACATC ' n ^ G GGGGMGACACAGTTCAATC^ 

CC 1 1 1 CCTCTCCTAAA 

Sequence 1275 

CCAAGTGGTGGAATGGGGATATTCCTTGCCAAGAAATTTC 
Sequence 1276 

^^ITT CGA ^ CGGCCGCCCGGGCAGGTACTATAAAAG GTTGAGTAAAAACAGGAA^ 

GC I A ™ G ™-^TSI G ^^ 

AGA mCTCAATA GATGAGGAACTGAAAAATACTATG ^ 

^ ATAC .' ' 'Ji 1 ,AmGT AATTTGGTCTATCTAAAATGTTCGTTAGCTTAACTTAATGG 
GC ^T7 A ^ GGAWCA I A I GACT 

A 9 AA ^ AA Z G ^ G ^^^ A G TTGAAACTGGTATATATAATTTCAGTGCTTGGCAGGTTA 
GTATAi 1 1 1 lATGCATTTTT 

Sequence 1277 
^I A ^ AA , C A ACA ^ 

GA CAGGAAGCAi mm iGGGAGCCTAAGGGGAGCCAGTTTGGAAGAGACAGCATTCTCCT 

SSgg^ccct^ 

Sequence 1278 

™V AG S G J GGTCGCGGCCGAGGTACTAAAA CTAAMCT^ 

II AAAG ^ G ^^ AA ^ G ^ G ^^ A TTATTAACATAAATAATGTTTTATGAAAAATGTAAC 

G £ A ?I!?7 CCAAAACA ^ 
TH7 G I[rL GG IT G ^^ 

Sequence 1279 

^ C 3 GAGCGGCCGCCCGGGCAGGTACAATGTGAmAT CAATTAATTAAAmGAA^ 

taaatagtatamcatamtgaamtattamgtaatttcaacgtgatagagaccgctta 

rTTTTAGTTCAGGTAGAGrTCCAACCTAATGGTAATTAAGATTCCAGATCCGAAAGATGT 

CATGTGAATATTGCTCTGAAAAACCAAAATTAAAGCTTTCTTAAAG 
Sequence 1280 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I 1 1 I I II I I I I I I I 1 1 I II 1 1 1 1 I I NGAAGGCA 
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ATTTAATAAGATTTGAGC ATAG ATATTAAAC TTAGCATGGAC AGAGAAACTTATTTN TTG 

GGGGACTGGCATAAGTGAAAGAACAGAATCAGTNTGACCAGAGAGAGCATAAAAACTTT 
Sequence 1281 

CCCTT TCGAGC GGCCGCCCGGGCAGGTACCTCTGACTTTCTAACAAATTACCATAAAGGA 

AGAATATTTTTCGTCTACTATTGTTAGAACACCTTAGAACCATCAAAAATATAATTACAT 

Q^TAATAGAAAAAAAAGAGCAGTTTTAAMTATGTTTTATGTAACCTATTTTCATTGTT 

TTTCATTTTGTTGTTGCCGMTAGTAGTTGTTCTAAGTAAATACAGGtCTCAATTTCACT 

ATGAATAAAAAAAAAAAAAANGAAAAAAAAAAAAAGTACCTTGGCCGCCGACCACGCTAA 
GGG 

Sequence 1282 

CCCTTAGCGTGGTCGCGG CCGAG GTACTCTTTCTTATTTTCTTAATCAATACAGCTAAAG 
GTTTGTCAAT ATTGTTGATCTTTTTAAAGAACTAAAATT^ 

i i i i I I I 1 1 ICTGTTTTATTTATCACCACTCTTATTTTTAGTATTTCCTTCCTTCTGGTA 

GCmGGGTTTAGTTTGTTCTTMGTTCCTTAGGTGTAAAGTTACGCTGTTGAAATGAGA 

TCTTCTTATTTAATGTATGCATTTATAGCTCTAAATTTTCTCTTAGCACTGGTTTCACTG 

CATGCTCTAAGTTTTGATA 

Sequence 1283 

CCCTTAGCGTGGTCGCGGCCGAGGTAC 1 1 M I M 1 1 I M 1 1 I I 1 1 1 1 1 1 1 1 1 ICTTTTTA 
ATTAAAAANCNGGANTTGGTNGGTTNCCCAAGCTNGNNTTGAANNNCTGGGNTTAAACAA 
N^NNCTNGTTTGG CCNNC CAAANNNCTNGGATTANNNGNNTGAACCANCNNACCCANNT 
TTTAAAANCNNAATN 1 1 1 1 1 NNGGNAANNTNANANANCNNNCCCAAGGANTTAAANGGGN 
GGGAAAAAC NTGGANNTTTGGNTTTTTTTTT 
Sequence 1284 

CCCTTAGCGTGGTCGCGGCCGAGGTACTCACAAATAACAAGACAAATTTGACCTGTTCAA 

TAAATAGAAATGAAGTGGCTAAAAATGTTTAAATGGAAGTGGAAAACAGTCGTC'fTCTTT 

GTACTTGGTCTCTACCTCAGATAATTCTTCTTTGAGCTTTTGAGTAGCTTCTCCTTTTTC 

ACTTAGTTCTACATGTAT TCTATG CAGTGAGGTTTCAGATGCAGACAATCTTGACTGAAG 

^^^^CAATCTAGGTCTTITTGATGAAGGGTTGCCTGAATATTCTTTTTACTCACAGA 

TTCTTCATTATGTTTCTCCT 

Sequence 1285 

CCCTTANNTTGGTCGCGGCCCGAGGTACTTTTTAATCTTATTATTAAACTAACCCCTGTG 

GTGGTGTGGCTACATTCTTTGAGTTTAGAAAACGAGATAAAGAATTGCTCATATCTTCCC 

^^^^TGTAGTATAAAAAGAATGCTGTCCTGGTTGTTTTTTGTAGAATATGGAAGTCCC 

TGCAGTAAGTAGGCAACATGCTACCCTTCTATTCAACACAGCACTAGAACAAGGCAAGTG 

GGACCTTTGTCGACACATGATTCGATTTCTTAAAGTCATTGGCTCTGGAGAATCTGAGAC 

ACCTNCATCCACACCCACAGCTCANGTTAAGCTGCAAAAGTTACACATCTTCTCTAGGCC 

ATACACCCACGTAGCATCTTTCTCTAATGGTACCTGCCCGGGCGGCCCGCTCGAAAGG 
Sequence 1286 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACACAGGATGTGATCAACAAAGTTCTATTTTAC 

AGGAGTATGATCCTGTCGATACCTTGCCGTAGGTTATGTAACATGATTGGAGCGCAACCA 

GCTGTTCTCTTGCACAGATCGAGAGTGAGGGGTATTTTGTGACATTACACAGCATCAGGA 

GCCTGGTGCCTCATCAGGTGTAAGTTCTTATAACCACTCTTGGCAAATTTATTAAAGACA 

GGAACACAGTCAATCTGTAACTCATAAGTAGCTCTACGTTTACTTGAATTCACAATCCCT 

AACCCATCTGTCCCTGGCAGAAAGAAGGAAAGATGACATGCATGGACAGTGAACAGAAAG 

GGATGAAAGCCAGGATTCCTGGGATGAACAGACAGTGGCAATTAGGATGTGAAGACAGGT 

CACAACCTATTACTATGTCTAAAAACGACCAGAGCAGAGAGCCAGAAGAGAATAAGCCTG 

AAGTCACCTTCCACTNAAAAAGCAGCCAAACTCCCTCAAAGGAGTAACTTTTAAAACCTG 

GATCTAACCTGGAANGGGCTAAAAANTGGCTTGGTTCTGAG I I I 1 1 I I I 

Sequence 1287 

CCCTTAGCGTGGTCGCGGCCGAGGTACATTCCAGTTCTTTATCTGAATACAAGCGTTTTG 
CTTTTAmCCAGmCTTGGACCAGMCMTAAAATACATAAGACATCGTTTCTATATG 
GTCATATACTATATAGAATAAAGAATTGTTATGTAAATTATTAAATGAGTATACAGACCT 
TTACATAAAAACTAAGGTAC I M I I I I I I I I I I H I I G I I I I I II I I I I I I I 
Sequence 1288 

CCCTTAGCGTGGTCGCGGCCGAGGTACCTTGTGCAGACCGCCTACCTCATCCTGTGACTT 
AGAATGCCTAACCTCCTGGGAATACAGACCAGTAGGTCTCAGCCTTATTTTACCCAGCCC 
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Sequence 1289 

Sequence 1290 

Sequence 1291 
Sequence 1292 

A^J^Pf G JE GTCGCGGCCGAGGTACATTT rTTTTCCTC I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I | A 

^CTTTCMCTAATCAAATAAGGGAAAGA^GTCrm- ANTTTTACCTAAAN 
Sequence 1293 

;j^TWCA<*A(WwnAGGA/WAC<^T^^^ 
Sequence 1294 

^^' G ^ CTATGNC CCCCCTAANTMCNACCCTTGGGATNCAANTTNGTNAANTT 
TTCTTTTCCT^CCTNNNGGNGGGGNGCCTTNCCTTNNCMNNG^ 
ATTTTNTTTTTNGGCCNANCCNTCCAANCAAATTTTTC ^<*WW,CCCCAAAA 
Sequence 1295 

ICAAAATACCCCTATTTGTTATTNTTTTTAAAAAGTAAAGTGGGGGATG 
Sequence 1296 

^ C ^ GAG ^22 G CCCGGGCANGTACAATGCACATGCCGAANGACCTTANTNTTGGA 

I?J^ GAA ^ TGmCTATGCCTGGAATAAATG CCTTNCmGGGNTGTMT^ 

ATACGTATTGCTCCTCNATCTGTGAGTTATTTAATTTTTTTCTCTG 
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TCTGGGCTTTCTAGTGTGATCATCTA 
Sequence 1297 

Sequence 1298 

Sequence 1299 

Sequence 1300 

sSSSTaof^ CGCATACCTCGGC CGGGCGCGGTNGGCTTCATGCCTGTAATCC 
Sequence 1302 

CCCTTGAGCGGCCGCCCGGGCAGGTAGGGCGCGCAGCAGCACTCGCCAAAGTCGTCGGA 
Sequence 1303 

Sequence 1304 

I G ?J G Jx A J^ ^ GAAAG ^ A ^GTAGGTGGAT^ 

Se^e^SotT TATCTGACAA6AGTACCTGCCCGGGCGGC CGCTCNAMGGGCGAAT 

GGAGTCACATCAGCATTTTCTGTTGACTGTAAAGGTGCTGGTAAGATTTCTTCTGCTCAr 
GGAGC J C J G ^. mAATTCGAGGCTT TCAT GC CTATANAAAGGCTTCTGCCAANTGATG 
ACCCAGGGTANGTTTTCTTTCATTTTTNAAAGAAACACCTTTACCATTATTGNTTNCTTC 
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A^GGATTAAGTCTAAACMTTGGGCC 
Sequence 1306 

? GG f/ G ™ cc I^ 

^T G ^^ CAGCTACTCANGAAAAGT ^ GGCANG ^ AAT CTTCTTGAACCCAGGANACG 
^^^™ GAGCT6AGATCGCA ™^ 

AAtSaCCTTCG 1 1 1 1 1 1 1 1 1 1 CTTTTTTGGANGTTGGGACTTTnT 

Sequence 1307 

^^AT^ A ^^rTT G ^^r/? G ^ GG ^^ GAGG ^" A ^ GG ^"^^"^"ACAAATATACCATCATGATCAGGTCT 

™ GGG ™ CC J^ 

"JTCA^CCTCACTCGAATCTCTTGTTTTGCCAGTTC^TGGCCTTGTCTAGGAGAACAA^ 

c iTI AC 4! A ^ GCAC ^^ 

C J A III7 TCTATAAmA ^CTTAAMGAAATAAGCTATTMTGGCTTAATTC^ 

TTCCTGAGTGCTTGGTGGTACACTCACTTTTTTAAGCTT 

Sequen ce 1308 

TTnTCGCCCTTNTTNTGGNCGCGGCCGAGGTACTTTGTGN I I I 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 G 
G ?" GA ^ GGA ?I^ 

AATTATTTCACAGACAGACTGGANATCACAGGTCACTGAAAAGTCATTTCACTG^CAGA 
AACTCAMGTCAAMCATCACATACTCTTATGCCTTTGGAAAAGAMTAATAAAAATAGA 

AAACAAAAAATTAATTAAAAACAAATTNTTTGGGCTCCACCCGAAAAAGAAAATNCCTCC 

AGGNGGCACACACACCACNNCACCCCACACCACGGCCACAA^A^A/SSlc^ 
Sequence 1309 

CCCTTTCGAGCGGCCGCCCGGGCA GGTAC 1 1 1 1 I I 1 1 1 II I 1 1 1 1 i i nrrrrrrTT 

\i\\Llrr«il^ll l ' " " " I I 1 1 ■ ■ 1 1 I ■ I A AANAACCNNAANCCNTTT1TT 

Sequence 1310 

ANNGGGGAGCNNACCTTCTGCTTCCTTTTAATCCCAGATCNGAGGCCAAGGG 
Sequence 1311 

?r GAAA , GGA ^^^^ 

^I^ A ^ GCCTAG JJ^ CATGAGATOAGCCCTA ^AmCTTGCTCTTGGA^^ 
G^TTACGMmCTGTGTGTTGTCAGCTGTAATAGAATCCCTGGMTmAmACTT 

n AA IT™3I A ™ 

S^atI^at^™ 

SScTG^ 
Sequence 1312 

CGCCAGTGTGATGGGATATCTGCAGAATTCGCCCTTTCGAGCGGCCGCCCGGGCAGGTAC 
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??Ir^^A*^r^ m< ^ TCTGGAT CCTATATAGCTTCTTCTCTGGGATCT^ 

CGCT^GGG^ ™ TA ^ GTCTGAAAGACAA ™^ 
Sequence 1313 

? CC1TAGCGTGGTCGCGGCCGAGGTAC I " I I H I I I I I I I I | | | | | | IGGNTNNTTTTT 
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 [ i [ 1 1 1 1 1 1 1 1 1 1 NAAAAAAAAANGGGAATTTTA 

AAAANAAGGTTTTACNTTTTTCNAMTTTANNTNTTTTANAAAAMNAAAGTTTTV^ 

ttnnganttttaaaaccncttttnaactgnaaaaaAttttnaaan 

^MTATMNCNAAAATmNNTTTmAMNTA/^TTAh^ 
Sequence 1314 

I~I AG ^T AACATGCATAATC ^ 
CCTCTAMGACATCCACNCATAGNGGTGMCT 

A ™^ TA ™TAATTGNAGTTACTAAAAGTAmCTCT^GC^ 

G J G ni C ^* GACCGG ^ GGGAGGG ^^ 

^T G ^ GGA I GAGGAA I A i^CTCTTmGGCANGCACTTA^ 

AAG ^T™ A ™ TAT1 3^^ 

T^C^GAAAmGGGGAGATTGGTATTAAMCMNMCTAGCAAAAA^Tm 
CT^GCCCGTGTATT^GGAAGTGCTANNAAAATCCNA^^ 

Sequence 1315 
Sequence 1316 

AAGGTAGTGGACAGCTGTGTGGCTCTGGGGATGAGACAGACTAGACCAGGCMGTGC^TTC 
Sequence 1317 

CCC .^ CGAG G GGCCGCCCG GGCAGGTACTNNCANG I 1 1 1 1 1 1 1 1 1 1 1 1 1 ■ 

!!!!!!!!■'!!! ■ 'ACNCTC^GTCAAAAAATTNTTTTAATAGTTNCAAAAT 

CCCTTATGAAAANNCCCCTCNNTTAAAAAAAA OAOATGCTTAC 
Sequence 1318 

CCCTTAGCGGCCGCCCGGGCNGGTACTACTTTTGI I 1 1 I I I 1 1 1 1 1 1 I I G GATCAATAAG 

ATACAMCATATAAACMCAAACAACACTAATTNAACATACATACMTACmCAGCTTA 
Sequence 1319 

CCCTTAGCGTGGTCGCGGCCGANGTACATGAAAACATCAGTGTGACAGTTAATATTAAAT 
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c ^J GAGGC r cmG ^^ 
S^a^^^ 

Sequence 1320 

CC . CTTAGCGT G . GTCGCGGCCGAGGTACI "' 1 1 1 1 1 n 1 1 1 1 1 1 u 1 1 nrrrcTTTTTT 

Sequence 1321 

CC . CTTAG ??T G . GTCGCGGCCGAGGTAC "' 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 nTTCTTCTT 

''''' ' '' ' ''''I I IIIIII I IIIII MIII I IIIIII I IIII II I 
" " 1 1 1 I 1 1 1 1 1 1 ) 1 1 1 1 1 n 1 1 1 1 1 1 1 1 1 1 1 i n | 1 1 IAAAAAAAANT 

AAA 

Sequence 1322 

~ C H AGGG T GGTCGCGGC ^^ 
Sequence 1323 

C ? G1 ?7 CGA ?. C . GGCCGCCCGGGCAGGTAC " " 1 1 1 1 1 I t 1 1 1 1 1 U 1 1 1 1 1 1 1 1 1 CTTT 
''''''I'''!' 111 '"l l ll ll l ll l l lll lll li i i iii i i ■ ■■ ■ ■ 

TTNAAAAAAAN7TTNCCAATTNGGGTTTTTTAAGGGAAAAAAAAAAAAAAAAAAANNNAA 
ATTNCCCNNNAAANTmNACCCCCCCCCNTTNN^^ 

Sequence 1324 

^ AC ^^I GA1 ^ GTAA ^ CAGAATATGCAC ^ G ^ATTTCAGTTCTTATTT^ 

AA ^95T GAG I GGAAG ^ A ^^CTCATACTGAAATACCCACTGATTAAATCAAGTTGACA 

ACCAGCTCCTATCGTACCTGCCCGGGCGGCCGCTAAGGG 

Sequence 1325 

AGGMGGATAGGAGGAAAGGAAATATAGTGAAAAGGAACAGAGAGGMTMTAA^CTGG 
GAAG I CACAGACANCATAA ™^ 

Sequence 1326 
™VJa C £ A a G a ^^ 

GGCCCTTTACATAGAAAACAGCATTCTTTTTGCCAAATATGACCAAATTACTTTTATTTA 
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I AA T!^ G A™i GmCAGCTA ^^ 

O^ct^CA^J ATACTGGTCTGm ^ A ^GACAAACTTTTmA(^TT(^GTCT 
Sequence 1327 

AAAACCTGGTGGATTGATGGAGTACCTGCCCG 
Sequence 1328 

Sequence 1329 

r^^T C 55 MCCMGCAG6m 

™ A £™ GGA T G ^^ 

TT^A^GTGGGCAAATCCCAAGAGGAAGTTGTTTCGCTGTTGAGAANCACCAAGATGGMG^ 
rAl^ G ^ CTGGTCmCGC ^ GGAAGACG CCTTCC^ 

a^aT^I?^^^ 

g^t£ g £IaS 

Sequence 1330 

ATA^A^Z^ 0 ^ 

ATATGACCCGGTTGAATTTAGAGTATCAMGCATGGAGTATAGMTMTTTTGTTTTTAA^ 

A^ACTA^TCCC^ 
Sequence 1331 

Sequence 1332 

HSHIIT CGAGCGGCCGCCCGGGCAGGTACT GGATTTTTGCMGCCCTCTAT^ 

5III G1 ^ GmATGGAGATGGTcmAAA GTCTAAATTGTCCCCGTT^ 
C ^n GAAGAGGGGCT G A ACTCAGCTGGGAGGGAGGGGATGGTTGTCAAG^ 

GGGGAAAAATATACANACTCGTACCTCGGNCGNNACCACGCTAAGGGGCGAATNCCAGCA 
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CA 

Sequence 1333 

^^^^^^CGGCCGCCCGGGCAGGTACTTMTTCATTCTACTTTGTGTTAACTATCTT 
IIl^?I GTAGGTCT ^ TCACCCC AACCA(3ACTATAM 

ngaaggataatncgtnaacttagmtattcatttgcctgcttcaacattcwaa^aXv 

Sequence 1334 

AAGTACCTGCCCGGGCGGCCGCTCGAAAGGGCGAATTCCAGCAC\CT^GCG^^^ 
Sequence 1335 

C ™ AAA J AA ^^^ 

ATATATTTTTTAAATGACTGAGCTACAGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 1336 



^^^T A ^ TA ^ GCCTG GGGACACCTGACAACAGAAAGTCTAAGGTTTTCATCTA 
Sequence 1337 

ATfAVrPi^^ISP 06600 ^ 607 ^ 1 " 1 1 1 " I I U 1 1 1 1 1 1 I GCAAACCTT 

^a^^a^^^^ ATG ^^ AGTAAAG1 ^ CAA1 ^ A ^ A1 ^ GTC ^CTGMTGAAACT 

SJ3I?J c il 1 I£!J rGTCATG ^ G ^ AA cT^ 

£?J$ A y AGGG ^ 

GAA I*Z C J G ^ TAG ^ GGAA ^ ATOTGGNCTATAAGGA NCCGACTTTAm 
CAAAATTTTTTTNAACAAATGGTAAACTTAACTCCTAAAGGCAGATTNT 

Sfinuonro 1 



CC ^II™ G rl G ^I CGCGGCCGAGGTACmGGTAA ^ 
A l GAA TJ7^ ACCTAAG ^ AGAGGG ^^GG^^ 



Sequence 1339 

CCC JI7? G ^ GCGGCCGCCCG6GCAGGTACTAAAAAmG CACTATCAGAA^ 
AAAATAAAGAMTACATAAAACTCAAACAGTMGTCAATGTGATTATTTGTnrCA 

a^ g ^ZtZ^5 gg ^ ggag ^ ggggg ^ gagagg ^ ag ^ g ^ gg ^ ggg ^ g tcaacgaagtgtg 

ACCAGCTCTTCTGAAGAGGTAGGGTGAATGGCGACTGTGTTGTCA 
Sequence 1340 

T I A Ti^™J TGTGTA ^ 

GCG^GCTCG^ 
Sequence 1341 



Page 208 of 22 1 



WO 01/42467 



209 



PCT/US00/33312 



Table 1 



CCCmCGAGCGGCCGCCCGGGCAGGTACmGACTATTTTTTAGCAACAAATTACTTTT 
GACA^CAGCACAATTGAmMCACTTCCAATTTTGGAACTATTGGATAAATAATGATG 
?o™^ T ^ GC ^ TCC ^^ CTACTAmCAGCATAGG GTCTCmTAGTCCTC^ 
AGTAAAAACTATTGTGACACTTCCTTCTTTCTCCAAATATTCGGCCTGGAAAGACCTAAA 

I^^^^^^^^^^AAATTCACACATTTTTTTTCCTACGGAAACAACAACCTTT 
CTTGC TTATATTTAAC AAAAACTAGTATAGATT 
Sequence 1342 

GGTCCGTGGTGCGGGATCGAGATTGeGGGCTATGGCCGCCGAAGGTTTTTCGTCAGTACT 
^^Z^I^ CGATGGCACCGA ^ GCCACCGCAMGCCTACAG CACCACCAGTATTGCCA 
GCGTCGCTGGCCTGACCGNCGCTGCCTACAGAGTCACACTCAATCCTCCGGGCACCTTCC 
TTGAAGGAGTGGCTAAGGTTGGACAATACACGTTCACTGCAGCTGCTGTCNGNGCCCGTG 
TTTGGCCTCACCACCTGCATCAGCGCCCATGTCCCGCGAGAAGGCCGACGCCCCCTGAAC 
TACTTCCTNGGTGGCTGCTCCNGANGCCTGACTCTTGGAACACGCACGCACAAACTACCN 
GGGG ^ GGAGG ^ G ^ GGG ^ G ^ AG ^^ GGGA ^ A ^ GGGG *^CTTCCTGGTCAAGAATG 
GNCNCGGNTTGGAGGGGCTGGNNAGGGTGTTTGNAAAAACCCAATGTTTNAGCCCTTGTG 

^rL^p^^^^^^^^^^CAATAATGCGTCCCAGAAATAAAATNNTGTGGTCT 

TGGTGTNNGAAAAAAAAAAAAAAAAA 

Sequence 1343 

CGCCCCGCGTCCGAATGCAGTGAAAGTGACACTGCCTGACCTTCAAGACTAGATCATCAA 

^fl^SJ^^^^^^CTTACCCTCJCTGrCGTGGGACACrCACCCTTGGACC 

^ISI^o^ CTGTGAGAAC ^ CTATGCTACCTGGAGAGGCC ^CTATAGATAT^ 

TCAACAGGCCTAGTTAAAGTTTCAGCCAGCGTCAACCACCCAACATGTGGGTGAGTGAAC 

^I^ A ^I^II G i :AGCTCCCAGCCmGAGTC ^ CAG ^ GCGGT CCCAGTCATTGAAAC 

AGAGTCAAGCTGCCCCCGCTGTGATTTATCTGAATTTCTGACCCACTGGGAGCATAATAA 
ATGATTG I II I ATGTTNAA 

Sequence 1344 

GGGAGTCGACCCACGCGTCCGTCCAGAATTTCTAGAGTGGGTGGGCATGATTCCAGTCAA 

I GG ?^ C 5 GCCCGTGTCTAAGG ATGTGCAAAGGAGAGGAGGGAGATGAGGTCATTGTTT 

GTCATTGAGTCTTCTCTCANAATCAGCGAGCCCAGCTGTAGGGTGGGGGGCAGGCTCCCC 

H A ISS CAGGGTCC ^ GGGGTACCCC '^ CCTCTGAG CCCCTCCCTGTGTGC^ 

CACCTCTNACCCACTCTCTCCTAATCCCCTACTTAAGTAGGGCTTGCCCCACTTCAGAGG 

TrrreGGGTTCAGGGTGCCTGNTGTTTCCCTTTNCTGTNCCCAGGTCATTCCAAACCCTT 

GTG ^ A ^^ A T r ANGGCTGGNGGGMGGGTTTTTTCTTCTTTTTTCTTTGGAACCCTGCC 

GGGCAATGGGNTTGGAAGCAAAAAGGGGCTTCCNTTAACCCCGGGCAAGGCAAAANGCAA 

AAANMCCNGGGTTTTNTANTTTTTTAAAAAAAAACCTGTTTTNTTANCANAAAAAAAAA 
AAAA 

Sequence 1345 

I^ CA ^^ CAGCCCTGACCTGGGTCCGCAGCCTCCAGGG CAGGGGCTGGAGTGGGTNTCT 

CAAATTAGTGCTAATGGTGGTCANAACTGACTACNCAGACTCCGGCCCATC 
Sequence 1346 

g ^tZT ag ^ g J gg J[? gggggggagg ^ ag ^ aga ^ ggg ^ g ^ g ^ g ^ a ^ aa gagaaagacagg 

AGTCAAAGATAGTTCCAAAACTTTTGAACAGAACACTGGATGAATACTGTTTACTGAGAT 

GGGGMCACTTAGAGAAAAATGCAmGGAAAGCAGAAATACGATCAAGACTTCCATTTT 

TGATACATTAAGCTTGGTATGTTTAATTCATAGCTATATAGAGGTATTAAATTGGCAGGA 

CAAAATCATAGCTAGAGATAAAAATTTAGAGTTCACCAGTGTAAAGATGATATTTGATGG 

o A ^ G ^ TGGAC ^ C ^ CTGGGAmGAGTATACATAGAGGAAA GATGT^ 

CACCAGGGGACTTCAACATTGACAGGCTCAACAGAGGAGAATTCCCAAGAGGATGAGGTT 

CCACCTTTAGGACCCGCCAAAGAAGACTTCCCAGACAAAGTACCTGCCCGGGCGGCCGCT 
AAAGGGCG 

Sequence 1347 

CCCTTAGCGTGGTCGCGGCCGAGGTACTT1TAACTATTTGTTTCTTCTACGATAATTGGT 
TTGTTGTGACTTTATCTACCTAGAGTAAATTTTGGCAATTTGCATTTTTCTC 
TTTTGAATTTATTGTGTAAAATTGCTCAAAATAGTCAATTTAAACAAATTTCCTGTTTTA 
CTATTTCCCCCTTGTCATTTAAATTTTTGTATTTGTGCTTCCTCCCGCGTACCTGCCCGG 
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GCGGCCGCTCGAAAGGG 
Sequence 1348 



TAGTGTTT 



p^T^m.mmm iGTTGI 1 1 1 1 1 1 1 1 1 1 1 1 1 AGCTAGTCCAGTGGTCTTTTTGAT 
?£ GG JI GAG 5 mGTG ^ 

TTAAAATTATCAAGTGCCTACCCCACCTTCCAAGATTCTGATTTAAATCCTCTAC 
^GGCACCCCAGGTGATTGTMTGTACCTGCCCGGGCGGCCGCTAAAGGG 

?m C ^ AGCGG C CGCCCGGGCAGGTAC I " I I I I I I 1 1 I 1 1 1 1 1 1 1 I » IG GGTTnTTTTT 

NMA^^ANNTTTTGGNAAAAAAA ^ 
mTTTmAAAAAAAANNNNTAAA^ 

o^T^ NGGAAANN1 ^ AAMAAG ^ ' 1 1 1 1 1 1 1 1 I I N NNGNGGC 

Sequence 1350 



ACAACTATTTGTTACTATAATAAAACTATAATATTGATGTCAGGAATr — — - - 

AAAAAAAAAAAAAAAAAAAAANGTACCTGCCCGGGCGGCCAAGGG 
Sequence 1351 



iGGC 



A ^~ AAGA I GTATCTGTA ^^ 

c I?f7 AG £ c ^^ 

AAAAAAATCTTCAATGGCTCCCCCTGTCTGCAAGGNAAAAGTCC 
Sequence 1352 

^IT A ^ CG J GGTCGCGGCCGAGGTAC " "" I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I A CA 
GNTATACTCGNGGAMGmmAAATTTCAMmATTTACAGNGTTTGAAAAG^ 

A J^ AAG ^I AAGTCAMCA ™^ 
Sequence 1353 

AA ^rSI^ TGmCmTCAGAC ^ AAAAAGGTG CCAG^ 

TAGTGGATCAGGAAAAAGACCTGGACAGGGAAGAGG 
Sequence 1354 

CC . CTTAGCG ! rGGTCGCGGCCGAGGTAC I ! 1 " " 1 1 1 1 1 NG 1 1 1 1 1 1 1 1 

i i i i 1 1 NTNTNTN 1 1 1 1 1 1 1 1 NANTTNNAAAAAAAAAAAAAAANNNAN I 1 1 I 1 1 1 I A NNINI 

Sequence 1355 

A ?IE ATGAATGTCTTGTTT GTGAAAGTGACTATAACCCAAAC I I 1 1 I I I I I I I A AAGAG 
GATTTGGMGTTGTATGGATTTTTTGnATCTTCACTTTACTGCATAGG^ 
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ATGGTTTC7TCTCTTTCTTTAAATGTTTTTGGCCATCAAGTA 
Sequence 1356 

™CJJJ?G*<f CGGCCGCCCGGGCAGGCAC \ 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 mTTTGNGTTTT 

AAAAAAAAAAAAA TTTTTTN NAAAAAAAATTTTTNTTN N NTN AAAN TTTAANTTTTTN AA 

AAAANCCANGGGNTTTTTTTTNAAAAWNTTTTTNC^ 

GGGGGGGGGNCTTTTTTNTAAAAAANGGGNNNNNCCGNCCCGNAAAA 
oequcnce 1357 

G ^I A .£I CAA J A ^ C ^^ 

GMCATAATTCAAMTMTTTATGGATCAAAAMTAMTCATATAMGATCTG^ 

CAA J G J AA ^ TATAGA ^^ 
AAAAATAGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 1358 

Sequence 1359 
Sequence 1360 

G J G £T GG j9I AGAGAAAG ^ AA ^ mCT GTTAGC 

IT G ™ mCACCAG raAGAGGATTGGGG 
^ G ^ CAAATG ^ ACAAAATAGATAAAA ^ AG CTGACCAGTG^ 

CCATGGANCCTCAGATTTGAACTCCCAAAAAAAAAAAAAAAAAAAAGNN 
Sequence 1361 

Sequence 1362 

GG ? GC J I I I I I I I I I I I I I GATAGTTATTTGTTTTTTATTTTAAAAATTTATTTNGCCAA 

GCCCATTTTTCTAGTGATAAAACACTGAAGCACATTTTTAAAAGA 
Sequence 1363 

Sequence 1364 

g ? g ; a i gaccctacta ^^^ 
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Sequence 1365 

tF^^^ GGTCGCGGCCGAGGNAC 1 1 1 1 1 » 1 1 1 1 1 1 1 1 1 N TTTNACTTNATTN 
^T^^PJ3?f AGGATACATGTGCAGAGTATGCAGG ^^ 

TTGGG^CCAGAATNGNCTACTGTCTTTATATAMTGATCATTACGATTTGGGANGAGGG 
Sequence 1366 

??P™ CGAGGGGCCGCC ^^^ 

A ^T A s^ AA ^ AA ^^^^^^^^^^CTCCATTATTTCAGTAATACTGGCTGC 

?T A ^I A JH™ A17 ^ C1T ^ 

^I™ AmGmCTAAAGTATATAA '^ ACAAAA GTTGTmACTCM 

AAMmGCMGGTCTAAAAAMTAAAAAAATmAAAAAGTAAAAAAAA 
Sequence 1367 



GAAACJJAGCAATTGT ATTGCT GGGGmATTGTATCTGTAGCATGTCACTGATTATTTC 

Samuuui 1 1CQ 



Sequence 1368 
A ^ AAG JZITI£^ 

AATCTATTTTAGNGTTNGTTCGNNTTTTAACGGTCATTCCT 
Sequence 1369 

G 5 A ^ TGATAAGCCCTGCATGTAGCAAAG ^CCTGCCTTCACTTGCATATGCATTAACA 
AGCTCTGATTAGTCCCACTTAAAAACCATTTGTTCCCCCGTCATG^GAAC^^ATTCCC 

aagccacacaacaccccagccagtagggtagcagcYncc^ 

Sequence 1370 

C ?. CTTAGCGTGGTCGCGGCCGAGGTAC I "" 1 1 I 1 1 I I 1 1 1 1 1 1 I AI 1 1 1 1 1 1 1 1 1 | | | 

ttttnncnnccggnnnaaaaaamggncnaaaaaamnggnttttttttgcataatnaaa 

AA^jAAAAGGGGNTTTNAANGGANTTGGNN I M I N I ^ NGNC^GG^CT™ 
AATTTTTTTAAAANCCNGNAAAAAANTTT nunounnggnaACTTTNA 
Sequence 1371 

CCCTrAGCGTGGTCGCGGCC GAGGTAC I " I H I I I I I I I I I I I I I I I Rft I I I I I 

^UMiL/.V ' 1 1 1 " 1 1 1 1 1 "NTNI 1 1 1 1 1 1 I 1 1 I | | | | | | | I AAAAAANCCGGNTNC 

MAN AAAAT MiTTl 

Sequence 1373 

CCCTTAGCGTGGTCGCGGCCGAGGTACAGCTATTCTCAATGGATAATTCTATAAAATATT 
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Z^^ GMTCMCACCAGTTCTCCACACTCTCCTCTAGA AGAAGAGGAGGATGGAATA 

^ZX^ CC ^ AAmAT ^ GGCCAATAmCCCT ^ TGC CAAATCCAGACAAAGATATT 

G I GCGCGAA ^ 

A I C ^ AA i 3CAAAATATA ™ G CAAAATGGMTTCMC^^ 

CCAAGTGGGAATTTATTTCTAGCTATTGCAAGACTAGCTTGGACCTTTTGAAAATTGATT 
Sequence 1374 

^^T G i ;AGAA ^ CGCCCmGCGGCCC ^ 
GCGA SH G i^ CCCGGCCAGA ^^ 

A ^T A T CA JT TCTCTC ™TAGGTT^ 

CAAGGAmTGGTTTATATGGNGGGAmCTGTTTGAATATGATCAAATGTTCACTGGAG 
AACAAGCWMmGCAAAAGGCATATNTATGCCTTACATTAAATGTGGATCCTCTTCT 
AAAACTAGAATAAGCATCAGTTCAGTCACCCAACGGTGGGAAG 
Sequence 1375 

2SBJI TC ^ GCGGCCGCCCG< ^ AGGTACGC ^^G^TGATTGGCCG^GfiAJCGTGG 
IZ^^?f TCC ^ GGCTGTCTGAAGATAGATJGCCATCATGAA CGACACCGTAACTA 
TCCGCACTAGAAAGTTCATGACCAACCGACTACTTTCA 
Sequence 1376 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACTTTCTTTTT 

jy^TrTTTrG^GACAGGGTNTCACTCTGTCACCCAGGCTGGAGACAGAGCAAGATCCCGT 

CAA T 7A A A ^* C ^ 

^^a^t^T^t^ AGA ^ AAAAAGAGG ^ GAAG ^ A ^ A ^ AGA ^ AGGG ^CACCC 

^^^^/^^i^^i^^Ji^^^ A ^ GAGA ^ G ^ G ^ AAA ^ G ^ GAA ^ AG ^^ AGA ^ G ^ A ^ G ^ A ^" A ^ G ^AA GG 
A ^9 CA ^ TCAAACAATGTAAAATAAAAATAACACATNAT ^ 

AAGAATGCAMGCTACTTGAGAAAATCTATTAATTCATCAATTTAATACTTTAAAAGAG 
Sequence 1377 

C ??J3 A 5 CGTGGTCGCGGCCGAGGTAG CATATAAAMCATTCCAGTGTCMCAGCACT^ 
AAA JIT CACAGTAATATATGAA ^^ 

TT G ^^I G ^^ AAAATAG ^ AAGAAATAG AAACAMTTTAAGAGAGTTTTCACCTTTAA 
AA I!I A j^ A ™ AGCTA ^^^ 

C^7 A ^III A I A ^I A ^ CCAACAAAAA 

Sequence 1378 

£ GC JT AGGGTGGTCGCGGCCGAGG TACACAGGGGCTTGACTTTTTC 

T5^ GGAG 1^ AAAAAGAAGGAG ^ G ^ GG ^ G TAAAAGGTGTGAAGGTGATTTAAGGGCCC 

AGG I CAGGGACTGmGmA ^^ 

CCCGGGAG J™^^ 

™™C£reCCTCAJWGT^ 

AGCA ^I7 GG ^7™ AA ^^ 

CAAGTCACTTAGGTAGTACCTGCCCGGGCGGCCGCTAAGGGCGAAT 
Sequence 1379 

TGTTAATATAATGTGTAAAGGGAGATTAAAAAGTTTGAATGATTATCCTAAAAAAAAAAA 
AAAAAAAAAANGTACCTCGGCCGCGACCACGCTAAGGG >wwwwwk 
Sequence 1380 

CCCTTTCGAGCGGCCCGCCCGGGCAGGTACAGTAATTTTGGAAACCTCTTTGATGTCTGG 

C I!^ AGAAGACACCTGGG ^CTTATATCTGCTTCTGAATCGATCTATTGTAATGNNGTT 

ATTTTGGCTGMGTATGTTGMGAAAATACTACCTTACAAAGATATGTATTTTCA 
Sequence 1381 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACMGCCATTGAATMGCCTCTTCCTTTTTTTT 
I A T™? GTA N^^ 

G T ATGACCGAGG ^ C ^ GA CTCTGAGTMTC^ 

TGAAGCTTTTTGGATTATGAGTATGCTGACTTTTCACGATTGGCTGGTGCATGTTTAGAC 
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C £ GAGCGC ^ 

^IZ5^^ GGG ^^^ 1 ^NNTAGCMTACCCTTGGTTGNCCTNTTAAAGAATTGCANTTCC 
'' '''^^N^^ ^^QQ^CCCTTGGCCCAAATCNTAAATPtTTPMAArMTTrAA^ 

^^•iLLL ' ' 1 1 1 1 1 AAAGCACCTATGNNTTGGGNGTTTTATCANGCATTAATNTTGNATT 

GGC ZI£ GGAAAA ^ CCGNG ™^^ 
ACTTGGCCCTTCGGNCCAANTTGGGAAAAA 
Sequence 1383 

t gaaa ^i ag jt a ™ g ^ 
a ^ c . a £ g j a ^<£ gggaa ^^ 

I A ^ AG J A JI A r GAmGc ^ cc ^ ATCAGTAGA17 ^^NTAm 

I A ^ AAGA I CTCl 1 1 " 'GGGAGCCTGCTNTNTTTAACAGTTTTTCCCAANNTTGGGTTTT 
G I!3I^ GAAAACANGAAAATATNTGGTN CNTAAAAGCCAA^ 

Sequence 1384 

^2Zx A ™^ CG £ CCGGGCAGGTACCTCACTCATCT 

^IS^I CTGGC ^ GTCAln ^ CAGTAATAAAAAAAG ^ACTGM 
^T^I^CJCATTCA™^ 

C I A ^^7 AAAAGAAAACAGAC ^^ 

AGAA ^T33 A ^J rACCAACATCC ^ G ^ GGAGTAAGA CAGTAAATATCA 

A ^^ C ^^I GAGCAGCTGTGGGCAAAGAGGTAAACCAG TGGGGGTG 

CTGCAGCTTGGGGCAGAAATGGTGGGAANCAACTTGNGAAAAGCTTCATGTTTTACAAAC 

CAAAAAGG 75 AGGTAG ^^ 

AAAAAAAAAAAAAAA 
Sequence 1385 

CCCTTCGAGCGGCCGCCCGGGCAGG TACTTTA l U I I I I 1 1 1 1 1 1 II I I I I M l I I u i i 
ill i ■ ■ ■ i n H I ■ I I I H 1 I I I H M M n IAAAAI rTTTTTTTTTTTTTTTTTTTT NT 
TTNNAAAAAANTTNTNNNNNNTT7TGGGGGNNNGNAAAAAANNTAAAAAANTTTTNNGGG 
GNNTTTTAAAANNTNAAAAAAA A I 1 1 I I I I 1 1 I I NTNGGNCCCCCCCCAANCATNNTAAA 
ATTTNGGNGATN NAAAANANA AAANTNNNAAAAAAAAA I I I II I I I I I I I f CNTGNNNNN 
TNAAAAAAAAANG I I I 1 I I I 1 1 NCCNNAGGAGATTTTAAAAAAGACTN I I M I I I I I I IN 
NCAGl I I I I ATTTAAAAAAAAAAA 
Sequence 1386 

GTGCAGNTGTGTTCCAATAAACCTTTATTTACAAAAACCGGCAATGAGATGGATTTGGCC 
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ISISSflM? AGGAAGCAAAATACAAAAAGTACCTC GGCCGNGACCACGCTAAGGG 
' 1 1 1 1 """ " "" 1 1 1 1 1 N I MI I III 1 1 1 1 1 1 1 rTTATTTKiAMmTTTTTy ° U 
ITy^j^ AAAA y^^^^QNGNTTNNNCNNN N 1 1 1 1 1 1 1 1 1 1 N AANANNNCCTTTTTTN 

A^AA^NCCAAAAAAAAAI 1 1 1 1 1 1 1 1 1 1 1 1AAAA AAAAAGGGCNNNAAAAAANTTTNN 
CNCTTTTATTTNAAAAAAAANTTTGGNTTTTTTTTAAAAAAMNAA^ 

GGGGNGGGAANNAAATTNTTTTTTAAAAACATANATNTTCTATAAAAAAAACCCC 
sequence 1388 

g A C ^AGCGTGGTCGCGGCCGAGGTACTrTN I 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 G GTAGTAAAAA 

a^5^^^ c a i^^ c ^ gaaagaa ^ 

TAACAGTTNmATAGGCTmGAMCCTACmGGAGAAGGAAAAAAAGTAGGAATAAC 

TGTTCTTCAAAAATTITACAAAAACAGTTTGACTCAACTTCAGTTGTTAA 

TTmc^TGTTGA^CAGTAmGAAAATTCTAA^ 

^GACATTNTACTCTT^ 

Sequence 1389 

CCCTTAGCGTGGTGCGGCCGAGGTACTTTTTTC I 1 1 1 1 1 1 1 1 GAGACGGAGCATPesrTrT 
TTCTCCCAGGCTGGAGTGCAATGGTGCTATCTTGGCTCACTGC^ 

GATCCGAATTTTTGCAGGTTGCTTTTTGTGACCAAACTTNTTT1TNGGGGGA\A 
Sequence 1390 

Sequence 1391 

~™ AGCGTGGNCGCGG ^ 
GC A ™ AGAGAGAW ^^ 

lAA^IT C ^^ GA ^ CC ^ GmGGGAnNNGCATACTA ^ GG ^ 

^aaaaT™^^ GAGAAMATAAAACT 

rSA^AAlT^A^I7^ mcANNAAAM 

ATTGMNCTTTANNANGGGGGGAACCNCCNTTCCAAAGGGAAMTTTTTTTTNCCT^NA 
^ GGGA ^^ 

rn^C^GTTNGCNAAAAMTTAAAANAAAAACTTAANCCTTTCCTACCCAANAACCCCA 
TTTTTTNGAAAANTNGGANAAGGTTTTAAAAAAATTCNAAAAAAAA ^™ N ' W ^ t ' CA 
Sequence 1392 

^^^^^Z^^^ZT ^^^^ _ ' - '" < -' "'^"'"'"T^ATTTTTATATATAATTTTTTTTTGGTTTGTTT 
Sequence 1393 

CCCTTAGCGTGGTCGCGGCCGAGGTACAACTGCCCTACATTTCTGCCTAAAGGCAATTTC 
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Sequence 1394 

~£T AGCGTGGTCGCGGCC ^ GGTA C ' n I I I N 1 1 1 1 1 1 I I I 1 1 1 1 1 1 C AGTATGGGG 
££I GnGCC ^ GGCTGGAGTG CAGTG^^ 

ttagctttcttmtatgctgatatgttttgtttggtatatcatatattaaaaaXvc^ 

^GTC^rCOpCATCATTmATCT^^ 

^™ GG ^ CAGGCMTMGGNTAGN ^ CA ™CATAGC^^ 
SI^^ GA £^^ GAATGGAA ^^ 

CNNCTTGGGGTTCTTAAANNrrMGAAMCNNAAMTTTTNTCCAAAATTTTAXXCT 
Sequence 1395 

Sequence 1396 

^™ c JIZ9I agagat11 ^ ctcatggctacta ™atc^gg^^ 

AT^AATGATGGAAGGAATNATACTTGGGTTACCTGGCATTATTTTCAGTAAGAAXi/^Gr 

Sequence 1397 
^^^^^^ 

GATGCAGCTCCTTACTTTAAGTCTGGCAAGGAAGATGCATTTmACNTAACTTC^AR 
Sequence 1398 

^SJttJSSctSJm catgca ^ taggaaagccncntggaga cg(^gccaaanc^ 

Sequence 1399 

g ^I?^ g ^ a ^!I^T^ a ^[ gg J ga ^ a ^^^g^agaattcgcccttagcgtggtccggccgaggtact 

Sequence 1400 

CCCTTAGCGTGGTCGCGGCCGAGGTAC I I I I I M H I I H H ICTTTCTTTTTT 
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1 1 1 " 1 " 1 " 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 ii 1 1 1 1 1 1 1 1 1 1 1 n 1 1 1 1 1 1 1 , | ,, |, 

™Ia JA'JAliJ 1 """ 1 1 1 1 1 1 1 1 1 1 1 1 1 1 NAAAAAANTTNAAAAAAAANTTTTTT 

T^AA^TTNAAAANI^NAAAAAAAANNNNNAAAAAAAAAN^ 

™ CAAAAAAA ^ NATNN ^ N ™™^^ 

AAA A^AlTTTr rG J!! c ^ 

AAAAAAAAAAAAAACCCCNNTGN^CAAAAAANNAAAAAAAAAAATTNNT^^ 
Sequence 1401 

Sequence 1402 
Sequence 1403 

?P C ^ AGCGTGGTCG CGGCCGAGGTACI 1 1 1 ' 1 1 I I I I I I I I I 1 1 1 ■■■ ■■ , , 

IIIUk.VA'J ' ' ' ' ' lANAANGGTGGT ATTNTAACATTTATTAAAATAATGCTGGGGGT 

TAATA^IAAACNNCAAANAACCAAANAATTAAAATGCAAGCTNTTTAAAATCCCAACT 
Sequence 1404 

^ C ™GAGCGGCCGCCCGGG 

A Z9 A ? GCCTCTGGCATGmCAAA ^ CCTAG TGTCT7TGTCAAAGAGAA^ 
G ]Z$I AG ^IT GAA ^^ 

AACTCTGTTATCTTCTGCATAGTCTATTTTTCAGCATTCCATT/WVTGMTTG^ 
GGAGGTACCTCGGCCGCGACCACGCTAAGGG oAvaAAAAA 
Sequence 1405 

I?I A G GAG ^^ A ^®^GTAMTTATCTGCCTGGCAAGATACTTTTTAAAATTAAAA 

cSac?Jcg?t^gg§ m ^ 

Sequence 1406 

I GAA ^7 GC J GACATGCTAA ^ 

I^^taa^a^^ 

ACAAA I£ A 7 AAAMCAGAMG ™^ 

a I ac J[^ cactactga a g tgcacac^ 

GmcmcCACAAmAAAAAAMTmMnAMGGMTTAAAAMmACAAAATAC 

AACTTACT^ GNGGmNCAGmATA ^ CMCACAGCAGTA ^ 
Sequence 1407 

TCAGCTCCTCATTGAGGGATAGTTTTCTTTGATAAGAAACCTGGAGTCCATTTACTCTGA 
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CCTCTCTTTAAATCTATATCCAGAGCCACTAGCCCAGGAAAAACTTGGGTGACCCGTAAT 
TTCTC7TCTCCTGCTGTCC7TTTGCTCTTA 

AGGCTTATGACAGTTTGTATGTGCTCAGCCAATGAGCAGAAAACCTGGAAAGAATTTCTG 

^CmAGCCCACCAGTTTGTCTGGTTGACTAACCTGCTGAGAGCTAAAATTGGCACCCA 

TTGCCCCGTGCCTTCAGGCAGTCTCCTGGGGCAGAAGTATGCCACCATCCGAATATCAGG 

CACTGAGTGGG ATGTGGGT GATGCTCACATGACTGGCTAGAGCTTTGGGGGTGGGGTGGG 

GGNTNACTACTA1 I I 1 1 1 1 F GGNCANGATCTCTTTCCCC ITTTTTTTTTTTTTI 

Sequence 1408 

CCCTTAGCGTGGTCGCGGCCGAGGTACCCTTTATAGGAACCCTCAAATTAAAAAAAAATG 

TCTTTTAAT GGATGAGA GGGAACCACTATAACATGAGTCCAAGCCCAGAAGACTTCTGTC 

TATACAATAi i 1 1 1 1 u I AATTTTGG AGATAAAAGC TTTAAGAAACTTTTTGAGTTAATT 

ATACTCATAA AATGA GTTTCTrTAATAAATTAAATTTTATTGTGTAAAATGTATTATTAC 

ATAAAATGTGTTTTTGAATCAATGCAGTTTGGGGATGAATATAATTAAAATATGTTTAAT 

AACTTAGAATTCAACTAATAAAAATTTAGCCACACTTACAAGGGGGAGGAAGTCCCTAGT 

TTAAAATGTATAACTGAGTGGTAGATCAGTACCTGCCCGGGCGGCCGCTCGAAAGGG 
Sequence 1409 

CCCTTAGCGTGGTCGCGGCCGAGGTACTATGNNTNTNNTGTTNCTATTACNNTTAATCCT 

TNC7TTNGTTGTGAGCTTGTNMTGCATGTNGAGGATNTGNAGCACTGTCCACTGAGTCT 
CTGTG 

Sequence 1410 

CCCTTAGCGTGGTCGCGGCCGAGGTACGAGCCTATAATCTCACCTACTCGGGAGGCTGAG 

GCAGGAGAATTGCTTGAACCCAGGAGGCAGAGGTTGCAGTGAGCCGGGATCATGCCACTG 

CACTCCAGCCTGGGCAACAGAGCGAGACTCCATCTTAAAAAAAAAAAAAAAAAAAAAAAA 

AGAGAGAGAGAGAAGGAGGGGAGAAAGTGAAGTCATAAGTGTAGACCACTCCTTCTGAGG 

GAGAATCCACCCC^CCTTCCTCCTAGCTTCTGGTGGTTGCTGGCAATCTTTGGCGTTCCC 

TAGCTTGCAGATGCAGCACTCCAATCCCTGCTTTCATCTTCTTAGGGTGGTCTCCCTATG 

TACCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 1411 

CCCTTAGCGTGGTCGCGG CCGAGGTAC I I > 1 1 1 1 I i 1 1 I N I I I 1 1 H I I I GTTTTTTTT 
m i i m u M U I M I I I I NAAGGGAGNAAGTTTTTTAATCCACTTAAAAATACAANAG 
CNCAAATCCACAT TT ATTTATTGATTTTTCGTTAGTTTAAATCCTTGAGGGGNACTTTTT 

1 1 1 1 1 1 1 1 1 1 1 1 1 r 

Sequence 1412 

AACTTNCCCACTTNTTTNAANGGGNGGNCCGGNAANNTTTNGGGGGGGCCCNCCCTTNCC 

TTNANGNATNANGGCCCCATTGGGNCCTTTNCCCGGNNANGGCCCCGGGGGNCCCCCCGG 

GCCCCCCANGNTTNGGGTTNGGGNAATTNGGGGGGNAATTNAATT^ 

AAGGGNAAAAAi mm l NCCGGGNCCCCCCC I rTTTTTTl I NCCCGGGAAGGGNCCCGGG 

GGGCCNCCCGGGCCCCCCCCCGGGGGGGGCCCCAAGGGGGGTTTTAANCCCGGNCCCC 
GG 

GNGGGGGGNGGGGTTTGGGGGGAAAAAAGGGAAAAAGGTTTTTGGGCCNTrrTTCCTTTG 
GGAAAAAATTTCCCCCAAGGNCCCCCATTTTTNCCCCTTTTTTCCGGGGGGGGGGGTTGG 
GCCCAAGG GGGGAAT TT CCTT TAATTTTCCGGGCCTTTNGGGGGGAAGGGCCCMTTTTN 
TTTGGGGCCi i nn t NN TTTTCCCCCCTTTNAAAAAGGGGGGGAAAAAAAAAAAAATTT 
AAANCTTTCCNi Mill I NGGGGGT TTNAN NNAAAAANGGGNNCCCCCCCNAAGGGGAAN 
GGGGAAAAAAAMGGGAAAAAAAANTTTTTTTNAAAAANTTTNCCCAAAAGGNCCCCCCC 
CCNCAAAAAAAAA AAAAANNTNNNTCCCC CNCNANNNANAAAAANNTATGTNTCNNANNN 
NTTNGGGGCCCCN rTTTTTTTTTTTTTTI TNGGGGNGNAAAAAAGGGGGNNCCCCCC 
Sequence 1413 

CCCTTTCGAGCTGGCCGCCCGGGCA GGTAC I I I I I I II I I I t I I I I l l I I I I I I GTTTTT 
' 1 ' 1 1 ' 1 ■'■ N I I I I I I | | I M | | M I I I I I I I I I | H | | | | M I I I I I I I I I I I 1 1 

rrnTrnrrrm iggggggnntcccnaaamntttnntnngnnmntttnccaaanttt 

NAAAAAAATNCNGNNTTNNNAACTNANNAAAANNNAAAAMTTTTTNAAGNNNCNTNAAA 

TNNNNCNNAAAAAAATTTNTTTTNTNNTTTTACNNCNAAAANNNANAAAAN I I I I I I I I I 
AAAAAAAAA 

Sequence 1414 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGGGTCAATTATCTTTATCATAMCATTTTAC 



Page2l8of22l 



WO 01/42467 



219 



PCT/US00/33312 



Table 1 



TlT^^ TAmC ^ GTGTG ^ GGA ^ M ^ AG ^ T CATCCCTTTGGTTAATAAATAAA 

AAGGG CTMTAMAAAM ^ 
Sequence 1415 

x^;^!,lLL C i :TAmCTC ^ C ^ CTTACT CACAGGATTCAACCCATCTGACTCATC 

TATGTTTTATAAAAAGTATCACCTAGCANGTGTCTTNCATTTAAT 
Sequence 1416 

^rIS>r G ^l G ^^ C H GGCCmCAACTAGTGTCTGAA G T GG 

^^13^?^ ^ AGCTGGTGGTATC ^CTGCAGAACTGATTGCTTCTTG^ 

TAAGAGCAGAGGAAAAGCAATTTGATTTTTCTCCACAAGGGGAAGAAAATGTTTCATGAT 
TCAACTAATC^mACCmCATTGT^ 

GCTAACATTAAAAAGGGAAATGTATAAGGAAGAAGAAATGGNGNTCTAAACTTAA 
oequence 1417 

T G ^ AA J A I CAGGA Y mGGGAGGC CAAGGTGGGAA^ 

^ A Pi^ T J GCTTGAGCCCAGGAGTOAAGACG AGCCTGGGGGAAAG^ 
CAAAACAGCATCTAGCCATTGTCCTCTTCAATGTACCTGCCCGGGCGGC^CTC^AAAGG 
Sequence 1418 

C ^ C II AGCGTGGTCGCGGCCG AGGTACTMmACACCAACAGGTGMGTTTCCTAGAAG 

CTCCTTCTGNAATTTTCTTTCTTCCTTTTTCCTTTCCC I I I I I I I I 1 1 I 
Sequence 1419 

AGTATTGATACACGCTTTTAAAAATTGCAAGAGGTTTTAAGTTTAATTCAAAAATCTGTT 
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TAACAGCCATTTTGTACCTGCCCGGGCGGCCGCTCGAAAGGGCGAATTCCAGCACACTGG 
c 

Sequence 1420 

^^^ A ^ GGG 3^^ GGG ^^ A A^^G^ AG ^GGAAGGTCTTGTTTTTGTAAAGTCCCTGTGAGCTA 
AG^TAGTTTTCATACTTrTTAAAGAGAGAGAGAGAGTGTGTGTATGTGTGTGTGTGTAT 
^ CT ^ ATATG ^ C ^ T ^ A ^^CTTMTTTCCTTATTGGCCTTTAAAGTT 
l G ^I G ^99 CCTGATGGATGCTATAMAAJAA ^ C ^^ 

AACCCAGTGAAAAAATGGGCAAAGAACTTCACCGTACCTGCCCGGGCGGCCGCTCAAGGG 
Sequence 1421 

^ CC II^ GCGTGGTCGCGGCCGAGGTACGACGTAACTC CAGACATAGGCm 

CATGCCACCCTATCTTCAAAACCACAGAGAGTTCATGAGCCAGTCTTGCCCATCTCCAAT 

CAGGG ^ mcTAAAATAAAAAT C™^ 

TGGAAGGGAGGGGAGAGAGAATGTTCTGATCTATATCTGATGAGGGCGTGTGGTTGGGAC 

^I GA 5 CATCCTCCTGG ^ GGGCTAGTGATC ^ G ^^^GGGCTGTTACT(>CGACT^^ 

CCAACAGAATACCAGAAACAGGCAGGCAGCTCAGGTGTATGTAAGGATGTGAGGCCAAGA 

AACCAGCCCTCACCAAGTTACCCCTGTAAATCCTTGTCTCCCCATGCACCTCTACTTTGA 

GTCAGAAATGGATTCATTGCAGGCTCAGTTGTTTGTATTATGTGAATGAAC 
Sequence 1422 

H?STI CGAGCGGCCGCCCGGGCAGGTACCAAA ^CTCTTATCAGTCAGGGTTCAACCAGA 

GACACAGAACCAGTAGGAGACACAAACCCACGCAGGCACAAGAAAGGAGAACAAACCAAC 

A ^?^S? CAGGGATGAGTAATCGGAGGGGAGCAGCAA GCACAGGGAAAAGATGACTGGG 

AGTCAAGAAACTTGGGGTTCAGTCCCAGCTCTGCCCTGTCATTTTCCCTCACCTGTAAAA 

?Zo G tZ^t G v A ^^ G ^ A ^ AAAAA ^ AAAAAA ^ AAAAAAG ^^^CAGTATTTCCCTCAAAC 

AGGATCCTCCTCACATCTGTATTTATATTTAAAAAATAAAAACAGAAMGAAAAAGAACC 

AGCATGACATCATTAGGTGTGTGTACCTCGGCCGCGACCACGCTAAGGG 
Sequence 1423 

^tSIX[SS AGGGGG ^ G ^ GGGGG ^ AGG ^ A ^ A ^ atagg A^ agt CACTTGTGCTTTCATGG 
^I^y^SS GGGTGGGGG ^ CACAACAC ^ ATAAG ™ GA ^GTTTGAGAGCCAGTGGAA 
AG I AAG I GGAAG ^ G ^ CTGAAAT AAGCCCCTGGCAA7TTTCTGC^ 
AGGTCATTTTCTTATAATGCTCAGCCTCAGAGATAGAACACTGCCCGCGTACTCTGGTTC 

GG / G JJ c /^ G i GAGAGGCTmcATGAAAATC 
~It t 9. a ^ tg ^ cagaaagcctgactaaaagaagccaaa ccaa^ 

camcctcttttcttttagtaagttttacttttaataccagaagtgaaagaaaatt 

Sequence 1424 

CCCTrrCGAGCGGCCGC CCGG GCAGGTACTTN I M 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 GGGTANT 
I H i ■ 1 1 1 1 i\ I I I I 1 1 I ICCTTTC I 1 1 1 1 I 1 1 I 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 I N I 1 1 1 1 I I I 

TNGGGNNAAAACCATNCTTTNTNAANNNNTTNTTTTNANNCATNCGGGGANAGGNTTNAN 
ANNNAAAAACNTTAAANGCATTTTANNTTTTTTNAAACCAAATTTTTNAAAAAAANAATT 
CTGAAAANANNTTTGGGNTTTCAAATNAATTTTTTAAANCAAAAAAAMCTTTCTNCNAA 
TNTTTAN NTTTTAAAAAAAANATTTAAAAAAAAN G NTNTTATAAAAGNGGG NTTGAAAAA 
NNCNNTNNTTAGAAAATNANATTCCATTTTTTACNNGNTTNNNGTTTTTNGGTTAAAATA 
CNN TANCTN GTTCCTNAAAAACAANACCCCCTGNCNTTTTGNGTNATTMTAAAAAAATTM 
AAAC 1 1 1 1 rCTNAAATTTTTTNGGNAAAAAAAAAAA 
Sequence 1425 

CCCTTAGCGTGGTCGCGGCCGAGGTACTACCATCTTAACAATATTAAGTCTTCTGATCCA 

TGGCCACCAAATGTCTTTCCACTTATTTGGGTCTTCTTTAATTTCTTTCAACAATGTTTT 

GTAGTTTCCAGAGTAAAAGTTTTATGCTTTGTGGCTAAAGTTATTCCTATCAAATTGTTT 

TCATGCTATTGTAMTGGGATTGCTTTCTTTTTCTTTTC 1 1 I I 1 1 1 1 1 1 1 ICGAGAGAGG 

G I9I TGCTCTGTCGCCAAGCTAGAG GGCAGAAGTGCAATCTTGGCTCACTGCAACCTACA 

CC I CCTGGGCTCAAGCGGTCC ICCTGCCTCAGCCTCCCTAGCAGTTGGGACTACAGGCAC 

ATGTCACCCAAAAAAAAATAATTmGTATTTmGTAGAGACAGGGTTTCACCATGTCG 

GCTAGGAAGGTCTTGATCTCTTGGACCTCGTGATCTGCCCAGCTCGGCCTTCCAAAAGTG 

TTAGGATTACAGGGCNGTGAGCNGGTTTTCNTTTGNTNTTGGTTTNGAAAATGGANTTTT 

CCCTTTGCTGCCCAAGCCCGGGAANNTGCAAGGGGTGTGNATCTTAACTTCACTGGNAAA 
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CCTTCACCCTTTTGGG 
Sequence 1426 

CCCTTAGCGTGGTCGCGGCCGAGGTACGCGCTTCAGGGCCCTGTTCAACTAAGCACTCTA 
CTCTCAGT7TACTGCTAAATCCACCTCGACCCTTMGTTTCATAAGGGCTATCGTAGTTT 

TCTGGGGTAGAAAATGTAGCCCATTTCTTGCCACCTCATGGGCTACACCTTGACCCCCGC 

GTCCTGCCCGGGCGGCCGCTCGAAAGGG 

Sequence 1427 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACATATTGCTTAGAGCAGTGCTTTCAGATATGA 

ATCATTTCTAGMTGGATTATAGAAGGATGGGAGCTTTTAGTATTTAGTAGTTTCCTTTC 

TTCTCCCTAAGTTTACAATCCATTTTAAAAAATGAATGAATTAAGTATCTCCGAAACAAA 

CTGGCAATTGCTCTGAAGACAAGT1TAGCMTTTCCGTGAAATAATTCTCTGGCTTCGGC 

CAAGGCCACTGATTGATTTCTAAGCAAAACAACAAATCCCGTCAGGATCAGGAATGATGG 

CAGAGTGGCCCTGTTGGCTTTGTAGCTAAATTGTGCTCAGCCAGAGAAGAACCACGACCA 

ACAGAGCCCTAAACTGAAGTCCCCAATTCTGTCTACTCTACCGTGCTGCACAAAACTAGT 

ACCTCGGCCGCGACCACGCTAAGGG 

Sequence 1428 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACAGTCTTATTTTCAGCCTAAAGAAATGGACAC 

TTCTCAGCATAGGCGGACGTGATTGGTTGTGGTCGAATCCTTTTCCTAACCAGGATCCAT 

AATATCACAGACA AGGTAA TATAGCACTGTGAAGGATGTGTCTTTCTTCAAATGGAGCCA 

TGA GAGATGG TGG I I 1 1 I lAAGTTGATTTGATGTTGGATGTAAGTAAGTCCTGTGnnAfiA 

GAAi i 1 1 i i i AAATAAAAAATACTGTTTAAAAGTGTCTCTTCTAACTTGATCTCTACCTT 

TTCCCCTCTNCACTTCTAACTGCCCCCCACCAGCTACACTTTCCCAGTTTGAAATAATGA 

ACAATACCTTTTGCTGACAGACCAAACCTTAATTTCTGTGGGCAAATGANGGGTTTTTTT 

CCCCCCAACAATGAAACAAATTTTCTTTGAAAAAANTCTTCTCAAAGATGGTTCTTATTG 
NAAATAACCCTTCC 
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>Sequence 1 

ACTTA ATATTTATATCTTATTTTTATTATAATTTATTTATTTAACTATTA 

TTTTTACTATATTTACCTTATATAATATTTTCATTTCTTCATATTTATAT 

TAAACCCNCCChfNCNAATGGCTTTGCTCTGAGCTCNCTCCGGANGGCGGC 

CGAGGTAC 1 1 1 1 1 1 I I I 1 1 1 rTTTTTTTTGGACATACTGAGAGAATTTGG 

AATTATATGTTATGGTAGAATAAAGATCGAGGTCCATTTTTCTATACATG 

AAAATTrAAA TATTTA GTTTGGGATTTGAGACTTCTATTAGGCCTCTGTA 

TTTCTTrCTAGTTrTTTCCCTACCATTCTTTAATCGGAGTATCCAAGCCC 

AAT^CCCTGTATCCTATGTCCTAAAGCATCTTGAATTGGTTGTTCATGT 

1 1 1 1 TCI i CATGTGGAGTGTCTTTTGCCACCCTCTTAGCCTATCTGATCC 

CACTTAGCCTCTXjAGGTTCTGTTAAGTTCTCACCTTCTTTATGAATTTTC 

CCCAGCCATAATGATCTTTTTAACCTCTTTGAGCTTTTACTATTTATACT 

CTTTACCTAACCAACTAAATGGTTTTTGTGAAATGTGAGAAGATATAAAT 

ATGAATG GATAAA ATACTGTATGTACAAAAATTTTTAATATTTACAACTA 

ATAGCAA 1 1 I i riGTGATGGACCTTTTTAGGGAATTTTTATTTGGCTTTT 

AAGGGATTAGGGTTTATGCCTAATTAAATTAATTACCATGCC 

>Sequence 2 

TTTTCTTAGCTCATCGCGGGCGGCCGGAAGAGCAACCGAGATGAAGGTGA 

AGATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAACCAAGTTGGAC 

TTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCCTTTTGAGGT 

CCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTAT 

TTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAAT 

TGCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTG 

TGATGGAGAGGTTAGAATTTGGAATCTAACTCAGCGGAATTGTATCCGTA 

>Sequence 3 

TTGTCTGTTGCATCGAGCCGGGCGTNCGGAGAGGAGTCCTTTACTTAGAG 

TCAAGCTG AAGG AGCATCACAACCCCAAAGACTGTTATGTTGTGAAATTT 

AGGCTGTGTTTTAATAATACTGATGATGATAGGATGAAATAGTAATTTAT 

TGATTACTATATCTACTATATGTCCGTAAGATAGCAGGGTCTTTATACTC 

GGAATCTCATTTGATCCTCATAGTTnTATTGGTTATTATTATCCTCATT 

TTACAGATACAGAAACTGAGGCTTCAGAGAGGCTGTGTAATCAAGAGTTT 

GTATGCCrTTCATCTGAGGAGGTTGAGGACAATCCCAAGTTAGAAAAATA 

AATGTCTTTAGCATTATTTTTCCTTAATGTTTAGAATATTAATAAGTTAC 

TC AGATA A TCTAT TGGAATTTCTTCATGGCAGGGGGAAGAGGCTAGAGTT 

GGTTTTTGGTTrTTGTTTTTGGCACAGGGTCTCACTCTGTCACCCAGGCT 

AGAGTTTTGTGGTGTGATCTTGGCTTACCGAAGCTTCAACCTTCTGGGGT 

TCTACCTCAGCCTTCCAAGTAGCTGGGACTACAGGGGTGCATCAACACGC 

CCCCGTGTACCTCGTCCGTTTAGAAATG 

>Sequence 4 

TGAGCCGTATGCATAGAGNCTGGCGTCCGAGGTACTCAGTTTCCTTATCT 

ATAACATGGGGATAATATTCGTAGCTACATCGTTGTTATGAGGATCAATA 

TCTGTAAAGCTCTTAGAACATGCATTTTTCTTGTACTAAATTGTAAGGTC 

TGGCAGGCGCGGTGGCTCACACCTGGTAATCCCAGCACTGTGGAAGGCTG 

AGGTGGGGGCAGTGGGGAGCGAGGGGTTGTTACTACTCCAATGTAACTGC 

TTTCTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAAATCC 

AACAATTATAAACAGTCTCTGCCTTTAAGGAGCTTATAGTCTAGTTAAGA 

AACCAGACTTAAACATATX5AAAAGTTAAACATTGGTCAGGCACAGTGGCT 

CATGCCTATAATCCCAGCACTTTGGGAGGCCAAGGCAGGAGGATCACCTG 

AGTGTAGGAGTTCGAGACCAGCCTGTCCAGCATGGAGAAACCCCATCTCT 

ACTTAAAATACTAAACTAGTTGGGCATGGTGGCGCCTGCCTGTGATCCCA 

GCTACTTGTGAGGCTGAGGCGGGAGAATCATTTGAACCCGGGGGGAAAGG 

TTATGGTGAGCTGTGACCGCCCCATTGCC 

>Sequence 5 

GGCGGCCGCCCGGGCAGGTACCATGGAAACCCACTCTTTCATTGAAAGGA 
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AATTAGGTTGAACCTCCAGGAGCCCGTCAGAGTCTGAGGAGAGGCTGGCT 
TGATGTCTAGATACGACGACAGCAAGGCTGCTTAGAGCTAACAGCGCATT 
GCCTTTCACTACCGGACTCTCCT 
>Sequence 6 

CATCTGTGCCC^WATTTGAAATGCGAGCTTCACCGCGGTGGCGGCCGCCC 

GGGCAGGTACCTATGACCATCriTACATTATTTTTATGGGTGGGGGGCATT 

GGCTGTGGAATGTGGGCAGTAACTTGCACAGTCAGTAACCGTGTGAGTAA 

CGGGTTGTTGGCATCCCCATTCTGGCACTCCTCCTCTAGGTCTCACCTAC 

ACGCTGGTTTGTGGGCGGAGGGGCAGGTTGGTGCGTGGGGTGTCCGGGCA 

CTGGCTGTGCATGCCTTCTTCCTCTTCTGTCTCTTGGCCACCTTTTCCAA 

AAAGTCACCAGTGACCAATTCTCCCAGTGTTTCTTTGGGACTCAATGCCT 

TGGGCTTGGCATTGGGTAAAGCCGACTGGCCAGTTTCATTCTGACCAGCT 

CTATAGTAGTCCGGTGTGGACCTCTGCCCTCCCTGCTCTGCGGAAGCTTC 

CTCAGCCTTTGCTTCTCACTATTTACTATTTGCGGGGCCTGGGGGTACCC 
T 

>Sequence 7 

GGGCGATTTGCAGGCCTCTCCGCGGTGGCGGCCAGGTACGGATCAATTCC 

GCTGAGTTAGATTCCAAATTCTAACCTCTCCATCACACGCCCCAGAAAGG 

ACAGTAGCCAGCTTCTCTGGATGCTTTGCCAAGCAATTGACTCCATCACG 

GTGACCATCCAGCGAAGCAAGGAATGGTTTTGCAAATACTCGTTCCAGTT 

TGGTAGCATTTAAAGCTCTTATATATTCTCGTGGGACCTCAAAAGGATGT 

AAAGCAGGATCATAGTTTCTTGGAACTCTCTGTAAGTCCAACTTGGTTTC 

GCGGACATAATTGTCCGGATTCCGGCTCAGCATCTTCACCTTCATCTCGG 
TTGCTCTTC 

>Sequence 8 

GAAATGTTAGTCCACTCACGTGGCCGAGGCGACCGGATGAGCAACCGAGA 

TGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAACC 

AAGTTGGACTTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCC 

TTTTGAGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGG 

AACGAGTATTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGAT 

GGAGTCAATTGCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTC 

TGGGGCGTGTGATGGAGAGGTTAGAATTTGGAATCTAACTCAGCGGAATT 
GTATCCGTACCT 

>Sequence 9 

TTTCTGTTGTCTGTCCGCGGGGCGGCCGAGGTACCACATGCACTGATAGC 

TCTCTTTGTATGAACAGAGCTGTGGCAGGCCCTATGCCAGGGAGAAAGTA 

AGATTGGAAAAGAGCTTACCAAGGAGGTGGCATTTGCACTGTGCTTAAGG 

GGCAAGA AAAA CGTCTTCCAATCAGGAGCCACAAATGCTTGGCTGAAGTG 

CTACTGCTCTTTCATCCTGGAGCTGGAACAGACGTCACCAGTCAATCATG 

ATGGCTGCTGGGTGCACTGGCTAACATCTATAATCCCAGCACTTTGTGAG 

GCTGAGGGTGGGAAGATTGCTTGGGGCCAGGAGTTTGAGACCAGTTTGGG 

CAAATTGCAAGACCCTGTCTCTGCAAAAAAATATAAAATGTAGCTGAGTG 

TGGTGGCACCTGTAGACCCAGCCCCAGCTACTCGAGAGGCTGAGATGGGA 

GGATCGCTTGGGCCTAGGAGTTCGAGGCTGCAGTGAGCTATGATTGCACC 

ACTGGACTCCAACCTGGGTGACAGAGCAAGACCTGTCTCTAAAACCATTA 

AATTAAATCAAAAAAAAAAAAAAAAAAAAGTACCTGCCGGGCGGTCGTT 
> Sequence 10 

GGTGCCKriTACCGGGTGGCGGCCGAACATCCATGTnTAACTAGCACAGA 

CAAAACCTATGTGTTACTATCAAAATAAAATTTAGAAAAACAATTTTCTT 

ATAAAATTTTCTGTTTGTATTTGGACTACATAAACTGGCTTTAAAATTGA 

GAAATATGCCCTAAAACCATAAGGAAAAAGCCAACAGAAAGAACAAAAAG 

ATCACAGCAATTAGGCCGTTCTATTCAATTTTGCCATGAGCTAAAAATCA 

CATTCTTCACAAAGTAAATTACGCCCTGTTTTTTATTCTTAAGCACTAGG 

GTTAGGATTGTGATCTGAGCTTTACTAAATCGGAAAAGAAAATCTCAATT 

ATAGAACATTTAGTTTATTTATACCTTAATGCCCGGAGAGGTAATATTTT 

ACTTTAAAATGCATAACCCATGTGACATGCTAGGTCTTCCAAAAC 
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>Sequence 1 1 

cgaaagaccctatcaggggcggccgcx:gacagctacgcgggattgctggc 

CTGGTTCTCCAGGGAGCTGAGATCACTGAAGCTGTGGTCGCTGCCGTGAT 

GTGGAGGAGGCAGAGCTCAGATAGAAAAGGAGGGAGTGACACTCAAGCTG 

CAAGCAGTGACAGTGCCCAGGGCTCTGATGTGTCTCTCACAGCTTGTAAG 

GTGTGAAGACAGCTTGCCTTTGATGTGGGACTGGAGTAGGCAAAGAGTTG 

GTTCCATGCCCTTCCCCTTTGGTGGACCTTGGAAAGAACCCCTGGACTTT 

TGTnTCTGCCAAAAGGGCAACCTGGCAATGATGTTCTGATGGTTTCGTC 

GTTAGGGCCATAAATGNTTGTAGGGAGGGTGGGGAGTAAGTAGGAACCCC 

GCAATCCGGGAATCGCATCAACCCATAGGGCCCCCTTGATTTGTCTAAAC 

GACCTGAACCCXnTGGTTGCCTTCAATTTGACTAACAAATTGTAACCTTA 

TTCTCCAGTTTTCCCCAGGAGAACCGGGGGCGTTGTACCAACCCCCCTT 
>Sequence 12 

AGGTACi till 1 1 GTTTTGTATTTTTAGTAG AG ATGGGGTTTCACCGTGT 

TGGCCGGGCTGGTCTTGAACTCTTGATTTCAAGTGATCCGTCCACCTCAG 

C CTCCCAATGTGC TGGGATTACAGGTGTGAGCCACCATGCCTGGCCTTTT 

TCI 1 1 1 1 1 1 1 1 1 1 1 AA ACG AAAAAATGTTTTTAATTGACAA ATA A AAATG 

ATGTATATTTATGGTGTIT mCT CTTITGCATCATCAGTCTCTTTCTCA 

TCACTGAAACCTACAAATATTTTAAAATCTTTCCATTAAAAAAATTTTGC 

TGATCATTCAACCTCTTCAAATTATTAAGAGATACTTACTTTGTATGAAA 

AATTTrGTCGAGATGTATAATCCATTTTTTTCTGGGAAGAGAGTCAGTT 
>Sequence 13 

TGGGGTTGCTTNCCATCACTTAGGGCGAATTGCGTCCGAGGTACCAGGTG 

TCATTCCTGCAGCAGGATTTAACAGATGCAGATCTGGCCCCAGTGTGAGC 

ATCTGTGTTAATGGTATCAGACTTAAAGAAGGAAAGACCTGATTTGACTG 

CTGTTGGTTTGGTAGTGTTCCCTGATCCGGAGCCAGTTTTGTGGGAGGGA 

GTCCCAAAGCAGGTTTGAGCTGTGGTAATGACCGAGTTGATCCTAGAAGA 

CAAAACAGTAGAATCGTACCTGCCCG 

>Sequence 14 

CTTANNTTGCTGAGACTTCTATCGCGGTGGCGGCCGAGGTACGGTATTCT 

CTTAAACAAGAGCAAGCCCATGATGATGCCATTTGGTCAGTTGCTTGGGG 

GACAAACAAGAAGGAAAACTCTGAGACAGTGGTCACAGGCTCCCTAGATG 

ACCTGGTGAAGGTCTGGAAATGGCGTGATGAGAGGCTGGACCTGCAGTGG 

AGTCTGGAGGGACATCAGCTGGGAGTGGTGTCTGTGGACATCAGCCACAC 

CCTGCCCATTGCTGCATCCAGCTCTCTTGATGCTCATATTCGTCTTTGGG 

ACTTGGA AAAT GGCAAACAGATAAAGTCCATAGATGCAGGACCTGTGGAT 

GCCTGGACTTTGGCCTTTTCTCCTGATTCCCAGTATCTGGCCACAGGAAC 

TCATGTCGGGAAAGTGAACATTTTTGGGGTGGAAAGTGGGAAAAAGGAAT 

ATTCTTTGGGCACGGGAGGAAAATTCATTCTTAGTATTGCATATAGTCCT 

GATGGGAAATACCTAGCCAGTGGAGCCATAGATGGAATCATCAATATTTT 

TGATATTGAACTGGAAAACTTCTGCATACCCTGGAGGCCATGCCATGCCC 

ATTCGCTTCTTGACCTTTTCCCGGGCTTCCAGTTCCTTGCATTGTTTAGA 

TGATGGCTACCATAAGATCTATATGGCC 

>Scquence 15 

GAGGTACTGCTCCCTGCACGATCCAGTCAGCCCCTGCCCGGCTGGTTATG 

TAACAAACAAGTCTGTGTCTGTGTGGAGTGTTGCAGGACGAGTGG AAATG 

ACTGTTTCCAAGTTCATGGCAATTCAGAAGGCCCTTCAGCCAGACTGGTT 

CCAGTGCCTCTCCGATGGAGAAGTATCTTGTAAGGAAGCAACTTCCATAA 

AAAGGGTCAG AAAGTCTGTTG ACCGATCAC 1 1C1 ITTCTTG GATAACTGT 

CTGCGGCTGCAGGAAGAGTCAGAGGTTCTTCAGAAGAGTGTGATCATTGG 

AGTGATTGAAGGTGGAGATGTGATGGAAGAGAGGCTGAGGTCAGCACGAG 

AGACAGCCAAGCGGCCTGTGGGTGGCTTCCTTCTGGATGGTTTTCAAGGA 

AATCCAACAACCCTGGAGGCTAGACTACGCTTGCTGTCATCAGTCACTGC 

AGAGCTGCCGGAGGACAAGCCAAGGCTCATATCTGGTGTTAGGCGGCCAG 

GGGAGGTGCTCGAGTGTATTGAAAGAAGAGTGGGACTTATTTGAGAAGTT 

TTTCCCTTATCAAGTAACAGAGCGGGGGTGTGCCCTGACTTTAAGTTTGT 
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TACCAGCCCAATTCCGAGAGACCCTCTCCATCAAAGG 
> Sequence 16 

T^I^II2^ 1TCTCCC ^ GGTG ^ 

AGGTAATnTAATGCCArnTCATGGGACACTTGGGAGCTAGATTAGAAG 

AAGCCAAGACTAGAATCGGGGAGATGAGTTGCAGAGGGAAGTGGTGAAGG 

ZE°^^^^ TAGGA ^^TC(}GACACATTCCAGACATATTTAGGGG 

TGGAGGTGGTTGGATATGGGGAGTTTAAAGGGGAAGGAATGTGGGGTGAT 

CTGGGTGGTGAGTCAGTCGGTATTGGTGACTTGTAATCATTTTCGGTTGG 

AAAi^AGTTTGACTGTGCGCTCTTTCATATTTTAACTTTGGAGCCTCTCG 

CCTTTCTAATmGTGTATTCTCATTTITACTGGTTCACTrrrGGGGrrA 

TCAGAACCCTCCGTTTTTAAAATTTTCCCCGGTTrcCAAATTTCCCTTCC 
C II^ TA ^ G II CA ' n ^GGCCCTm^ 

ATTTTTCAATATTTTGGATGCTGTGAAATTTTTAATAAAATATCTGTTGG 

CAAAATTATATTGTTTACCATATCAGTCATTGGGGTTCCTTGCCCTCATT 

ACATTCTATACCCCTTTGGCC 

>Sequence 17 

GGGAGTCTGTGCTCATTCGGGTGGCCGGCCGCCCGGGCAGGTGACTTTAG 

TCCTCACTCTGTGGGCAGGGGCATTACAGCATAGGGGTCCCTTTTGTCAG 

S? A 7iy^J GATGGCATCACACGCAGGA7TCAGAGAGC ATGAATTGAAAAA 

TACATATGATTGGCTGGGCGTGGAGGCTTATGCCTGTAATCCCAGCACTT 

TGGGAGGCTGAGGTGGGTGGATCACCTGAGGTCGGGAGTTCGAGACCAGT 

^S^ AACAJGGAG ^ ACCC ^^ CTA ^^^^CAAAATTAGCCG 

GGCGTGGTGGCACATGCCTGTAATCCCAGCTACTAGGGAGGCTGAGGCAG 

GAGAATTGCTTGAACCTGGGAGGCGGAGGTTGCAGCGAGCCGAGATTGTG 

CC ^ G . C . ACTCCAGCCTGGACAATAAGAGCGAA ACTCCATCTCAAAANAA 

AAAAAAAAAAAAATGGTACCTT 

>Sequence 18 

TGGCGATCGAGACCTNACCGCGGTGGCGGCCGAGGTACGATTCTACTGTT 
TTGTCTTCTAGGATCAACTCGGTCATTACCACAGCTCAAACCTGCTTTGG 
o A ^ C ? : I CCCACAAAACTGGCTCCGGATCAGG GAACACTACCAAACCAA 
^ A S^ A £T CAAATCAGGTCmCC ^ CTTT AAGTCTGATACCATTAACACA 

S A y2 CTC ^ CACTGGGGCCAGATCTGCATCTGTT AAATCCTGCTGCAGGAA 

TGACACCTGGTACCTGCCCG 

>Sequence 19 

CCGGGCAGGTAC 1 1 1 1 1 1 1 1 1 1 1 1 H 1 1T1T AT 1111 111 11 111 11 I I I 

mi 1 1 1 1 CCCCCGGG AGAGGAATTGGGAAG AGCAAATTGCTGCTGAAAAT 

" C I AC i^ A T CCAGACAAACA AGTTAGAGCAGGCTGAAAAAGAACCCT 

I GG IS 1 T mACTGTG " CAACCAGATCAACTGGAA AAGTATAGATACCT 

TAATTAGCACTGTGCTCTGTGGGATTCTGGTCAGCCTGGCCCAGTGGTTT 

TmcrcCTGAACACGCCTGAAAGGGGAGCTCATAATGACTGCTGTGCAG 

GTGGGCGGGGAGGGGGCTTCCTATTTGATTTAGTGGCTGATCAATGCCAG 

TTACCAATTATTGGTAGCCCCATTTATACATGGTGGAAAAAAAGTACCT 
>Sequence 20 

! GG J^ G ™ GGCTGGTAGCGG ^^ 

A ^T3^ A ^ TAGCmCTCAAAGAAAACCAm CAGGGTGTCCATTAAA 

™ AG 5 A J£T GC . GAATO "^^ 

T^? A ^I G i A ^ GCAAAGTCACAAAOTCCCGTAAGAA ^^TTCACCAGG 
ACA^GCrcCTCTCITATGAAGGGATGAGAAG<^GACC^ 
CCACAGTCTCCCTGGAAACAGCAC}CAGGCTTCGGGAATGCIT^ 
C T A J G £ CA ^ AAGGTCTCAGG 'nTr^^ 

AAC I G ^ AGTGGCTCATCCCTGTA ATTAATTCCAACTCTGGGAGGCCCGAG 

cgggtggatctcctggggtcaggggtitgagaccack;ctggccaacatgg 

T?^ A ^^ G S GA ^ CTGTAC ^ AAAAA ^ GG ^ G ^ GGGTAGA1 ^ AA TCAGGAAA 

AAAAGGTCCTTGCCCGGCCGGCGGTTTAAACTAAGG 
>Sequence 2 1 

TGGGGAACGTTGTTCGACTCCGGGTGGCGGCCGAGGTACGATTCTACTGT 
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TTTGTCTTCTAGGATCAACTCGGTCATTACCACAGCTCAAACCTGCTTTG 

GGACTCCCTCCCACAAAACTGGCTCCGGATCAGGGAACACTACCAAACCA 

ACAGCAGTCAAATCAGGTCTTTCCTTCTTTAAGTCTGATACCATTAACAC 

AGATGCTCACACTGGGGCCAGATCTGCATCTGTTAAATCCTGCTGCAGGA 

ATGACGCCTGGTACCTGCCCG 

> Sequence 22 

TTATGTACGTCGACTCACCGCGGTGGCGGCCGAGGTACAGAGTAGAGAGA 

GTTCTGCAGGGATGAAGTGGGAGACGTTGATAGGACCAGACCAGACCAGG 

CCTTGTAGGCCATGGAAGGACTTTGGATTTTACACCAAGTGCAACAGGTA 

ACTGCTGGAGGGAATTCAGCAAGAGAGTGACAGGAGCTGATTGACAATTT 

GAACGCCCACTCTGGCTGCCATGTGGCAAATAGATTGTAGGAAGAAAAGA 

AGAAAAGGAAGAGAGCAGTTTGGAAGCTACTACTGTTGTCCCAGAAATAT 

GTAATGGTGGCTTGGCCAGGGTGGTGGATGNNCATAATTTTTTTATTGTG 

TGAAATTTATTTCCTTATTAATTTTTGAAACAACTTACTAACTCTGAGTA 

TAAAATTTAAAGACTGGGTTTCCAAAATATGATTCCTTATTTCATTGAAT 

GTTATAGCTCTAATTGTTC I I I I 1 1 1 I I I T CTGATACATTATTTTTCTAC 

TATATTACTAAATCTT AAAATCT CGGTTAGAGTCTGATATATAATGGGTC 
CA I II rAAGTGTCTCTCTTTTTTACAAATTGCGTAGTAGTTTG 1 1 1 1 TIT 

TACTTTTAATTAATATAAGTCTTTTAATTTTTTATTTTTT 
>Sequence 23 

GGGTGATGAGACTTCATCGCGGTGGCGGCCGAGGTACACAGTAGAGAGAG 

TTCTGCAGGGATGAAGTGGGAGACGTTGATAGGACCAGACCAGACCAGGC 

CTTGTAGGCCATGGAAGGACTTTGGATTTTACACCAAGTGCAACAGGTAA 

CTGCTGGAGGGAATTCAGCAAGAGAGTGACAGGAGCTGATTGACAATTTG 

AACGCCCACTCTGGCTGCCATGTGGCAAATAGATTGTAGGAAGAAAAGAA 

GAAAAGGAAGAGAGCAGTTTGGAAGCTACTACTGTTGTCCCAGAAATATG 

TAATGGTGGCTTGGCCCAGGTGGGTGGNTWn^ATATAAATTTTCCrTT 

TTACATTGTAACCTCGTCTACTATTTCTCAACCAAATTATATATTGGTCC 

TCATTTAAAATAAGAACTAGTTCCCAAAAATGAATATATCTAAGGTCTTA 

CTTACCGGTATG AGAA CCATTTTAACCTGTTTGGCCCGCTTATATTTATT 

GAATTCA TCCTAT TTTGCCTGAATAGAACAAATTCGCTTCTGGGGGCCTT 

ATTCGTTAT TTTTCT ATTTAATTGTATTCCGTCATTCAATAGTGTGGGCC 

GAGGGTCAGCTITTGTTTACTGTTTAAGTTTITTTATCCTCCTAATATTT 

TATTGACAAAAAAT 

> Sequence 24 

TGGAGTATCCTCACCGCGGGGCGGCCGAGGTACAAAAAAAGCACAGCCTG 

GCTCTGGGTTAGAGACATGCTGACTGATGAGATCACCAAGGCAGCTGCAA 

AGGAGAGTCCGGTAGTGAAAGGCAATGCGCTGTTAGCTCTAAGCAGCCTT 

GCTGTCGTCGTATCTAGACATGAAGCCAGCCTCTCCTCAGACTCTGACGG 

GCTCCTGGAGGTTCAACCTAATTTCCTTTCAATGAAAGAGTGGGTTTCCA 
TGGTACCTGCCCG 

> Sequence 25 

TGGGGNATGTA TCAGC TCCACCGGGTGGCGGCCGCCCGGGCAGGTACGCG 

GGAGGCACATTCTTTTCTACGTGAAGAGTTTTGTAAACTGAACTTTGTTT 

TCAGTTCCGGCTCCAGCCATCCTGGGGTAGCTTGCCAATAGATGAATCCC 

ACTCGTTTGACCCATGACGCTCCTTCTTTTCATTTCTCCCTGTTTCCCCA 

CAGCAGTGCATGTCCACCATACCACCTGAGAGTCTGTGGAATCTAATTTT 

CTGTTATACTTCTTTCCTTACACTCATTTTCCTGTCTTTATTATGATAr.T 

CTAAci 1 1 1 iCTCCTCAAAGGGATAGCTGCCTTGCTTTCATGAAAACACA 

CTTTTCTAATXKjGGAATTAAAAGAAGGCCTITCCATTTTTAAGCCCCATC 

ccttgacagaatttattaataaatagggcctttcaaaggggaaaccgttc 
caacatgcctacagaatgttttataaccatgaaatatttactggcgttaa 
gtccaaaatgctgactatcctggtccgtatcctttcgaccactgttaatg 

TATAATTTTGCAGGTGAATGGTC 
>Sequence 26 

TGGGATGTGCCTCATCGGGGGCGGCCGAGGTACGGATACAATTCCGCTGA 
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GTTAGATTCCAAATTCTAACCTCTCCATCACACGCCCCAGAAAGGACAGT 

AGCCAGCTTCTCTGGATGCTTTGCCAAGCAATTGACTCCATCACGGTGAC 

CATCCAGCGAAGCAAGGAATGGTTTTGCAAATACTCGTTCCAGTTTGGTA 

GCATTTAAAGCTCTTATATATTCTCGTGGGACCTCAAAAGGATGTAAAGC 

AGGATCATAGI 1 1 CI 1GGAACTCTCTGTAAGTCCAACTTGGTTTCGCGGA 

CA^ATTGTCCGGATTCCGGCTCAGCATCTTCACCTTCATCTCGGTTGCT 

>Sequence 27 

CTCCCTCATATTACTATTCTATCTCGTAATTATTGTTAATTAATTTACAA 

TATTTTATCAATTAGTAATCTTTTCTTAATTTAACAANNANCNCANNNTT 

GTCTGTTGTCGATCCGCTTCCACGCGGCGGCGGCCGAGGTACGGATACAA 

TTCCGCTGAGTTAGATTCCAAATTCTAACCTCTCCATCACACGCCCCAGA 

AAGGACAGTAGCCAGCTTGTCTGGATGCTTTGCCAAGCAATTGACTCCAT 

CACGGTGACCATCCAGCGAAGCAAGGAATGGTTTTGCAAATACTCGTTCC 

AGTTTGGTAGCATTTAAAGCTCTTATATATTCTCGTGGGACCTCAAAAGG 

ATGTAAAGCAGGATCATAGTTTCTTGGAACTCTCTGTAAGTCCAACTTGG 

TTTCGCGGACATAATTGTCCGGATTCCGGCTCAGCATCTTCACCTTTATC 
TCGG TTGCTCTTC 

>Sequence 28 

TGGACTGTGCGCCTTrcCGCGGGGCGGCCGAGGTACTCAGTTTCCTTATC 

TATAACATGGGGATAATATTAGTAGCTACATCGTTGTTATGAGGATCAAT 

ATCTGTAAAGCTCTTAGAACATGCATTTTTCTTCTACTAAATTTTAAGGT 

CTGGCAGGCGCGGTGGCTCACACCTGGAATCCCAGCACTGTGGAAGGCTG 

AGGTGGGGGCAGTGGGGAGCGAGGGGTTGTTACTACTCCAATGTAACTGC 

T7TCTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAAATCC 

AACAATTATAAACAGTCTCTGCCTTTAAGGAGCTTATAGTCTAGTTAAGA 

AACCAGACTTAAACATATGAAAAGTTAAACATTGGCCAGGCACAGTGGCT 

CATGCCTATAATCCCAGCACTTTGGGAGGCCAAGGCAGGAGGATCACCTG 

AGGTCACGAGTTCGAGACCAGCCTGACCAGCATGGAGAAACCCCATCTGT 

ACTAAAAATACAAAACTAGTTGGGCATGGTGGCGCATGCCTGTGATCCCA 

GCTACTTGAGAGGCTGAGGCGGGAGAATCACTTGAACCCGGGAGGTCTAG 

CGGCCGACCGGGCAGGACGCGGTGAT 

> Sequence 29 

TGGATTATGTTGAGCTCCCCGCGGTGGCGGCCGAGGTACTCAGTTTCCTT 

ATCTATAACATGGGGATAATATTAGTAGCTACATCGTTGTTATGAGGATC 

AATATCTGTAAAGCTCTTAGAACATGCATTTTTCTTCTACTAAATTTTAA 

GGTCTGGCAGGCGCGGTGGCTCACACCTGGTAATCCCAGCACTGTGGAAG 

GCTGAGGTGGGGGCAGTGGGGAGCGAGGGGTTGTTACTACTCCAATGTAA 

CTGCTTTCTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAA 

ATCCAACAATTATAAACAGTCTCTGCCTTTAAGGAGCTTATAGTCTAGTT 

AAGAAACCAGACTTAAACATTGAAAAAGTTAACATTGGCCAGGCACAGGG 

GCTCATGCCTATAATCCCAACACTTTGGGAGGCCAAGGCAGGAGGATCAC 

CTTGA^TAAGGGTITCAGACCCGCCTGACCACATTGAGAAAACCCCnT 

TTTCTTAAAATCCAAACCTGTTGGCT 

> Sequence 30 

TGGGGATGTTGCAGCTCTGTCCGCGGNGGCGGCCGAGGTACTCAGTTTCC 
TTATCTATAACATGGGGATAATATTAGTAGCTACATCGTTGTTATGAGGA 
TCAATATCTGTAAAGCTCTTAGAACATCCA 1 1 1 1 1 Cl'l CTACTAAATTTT 

AAGGTCTGGCAGGCGCGGTGGCTCACACCTGGTATCCCAGCACTGTGGAA 

GGCTGAGGTGGGGGCAGTGGGGAGCGAGGGGTTGTTACTACTCCAATGTA 

ACTGCTTTCTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGA 

AATCCAACAATTATAAACAGTCTCTGCCTTTAAGGAGCTTATAGTCTAGT 

TAAGAAACCAGACTTAAACATATGAAAAGTTAAACATTGGCCAGGCACAG 

tgotcatgcctataatccx:ack:actitggga<k}ccaaggcaggaggatc 

ACCTGAGGTCAGGAGTTCGAGACCAGCCTGACCAGCATGGAGAAACCCCA 

tctctactaaaaatacaaaactagttgggcatggtggcgcatgcctgtga 
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TCCCAGCTACTTGAGAGGCTGAGGCGGGAGAATCACTTGAACCTCGGAGG 

TCGAGCGGNCGCCCCGGCAGGACGCGTGGGATGN 

>Sequence 31 

GACTGATGTCGACTCCCCGCGGTGGCGGCCGAGGTACnX^AGTrrcCTTAT 
CTATAACATGGGGATAATATTAGTAGCTACATCGTTGTTATGAGGATCAA 
TATCTGTAAAGCTCTTAGAACATGCATTITIXrrTCT 

TCTGGCAGGCGCGGTGGCTCACACCTGGTAATCCCAGCACTGTGGAAGGC 

TGAGGTGGGGGCAGTGGGGAGCGAGGGGTTGTTACTACTCCAATGTAACT 

GCTTTCTCAGAAATTAAGGCAAAAAGTCTTACTGACCATGTAAAGGAAAT 

CCAACAATTATAAACAGTCICTGCCTTTAAGGAGCTTATAGTCTAGTTAA 

GAAACCAGACTTAAACATATGAAAAAGTTAACATTGGGCCAGCACAGTGG 

CTCATGCCTATAATCCCAGCACTTTGGGAGGCCAAGGCAGGAAGATCACC 

CTGAGTAAGGAGTTCGAGACCAGCCTGACCAGCATGGAGAAACCCCATTC 

TACTAAAAATACAAAACTAGTTGGCAATGTGG 

>Sequence 32 

TGGGATGTGCCCCTCCGGGGGCGGCCGAGGTACGTATGCACTTGCTTGCC 

ATCTAAGCAGGGACAATGGCAGTTCATATCATGATGTTACTTTGATTCTC 

TGACCAAACTGGCCTGTGAGCACCCTGGGCCTTTCTTCCTCTGTCAAAGG 

CCTTAAGACAGGTTTACCCTGTAGCCAGGTCTGGAAGACAGAGCTGGGTT 

AAAGCTGGGTGGGAGAAGTCAAAAAGGTCAGGTTTACATTCCTACGCGGA 

AAAGGATGTAACACGGGGCCACATCCTATGCCCAATCCCAAGGCAGGGAG 

GCAGGGAAGTGGCTGCCAAACCTGTTGTAGGAGAGTAATAAATGACTTGA 

GAGTAAGCCTAAGCAAACTCAAGTGGGAAGGGGAGTGGGCTGTAAAATAG 

TTTAAGAGACTCTCTCAGGAAGTCAGCGTAATTGATGTGTAGAAAGGTAA 

CAGTCAACAGTTCTCCTAACAAGACAGCTTCAAAGCAGCAGCTATAGTGG 

AGCATTCCTGAGGCCTGCTGCAGATCAAAGCATGAATGTGCAGACTGGTC 

CTCTTGCCCAGCGTTTCTTTCAAATCTTTGCACATGTTATATTTTAGAGG 

CAAGTTCAGTTCTAGAGGAGCTGGCCTGC 

>Sequence 33 

TGCCTGATGTTTGATCGAGTTCCCCGCGGTGGCGGCCGAGGTACGTATGC 

ACTTGCTTGCCATCTAAGCAGGGACAATGGCAGTTCATATCATGATGTTA 

CTTTGATTCTCTGACCAAACTGGCCTGTGAGCACCCTGGGCCTTTCTTCC 

TCTGTCAAAGGCCTTAAGACAGGTTTACCCTGTAGCCAGGCTCTGGAAGA 

CAGAGCTGGGTTAAAGCTGGGTGGGAGAAGTGAAAAAGGTCAGGTTTACA 

TTCCTACGCGGAAAAGGATGTAACACGGGGCCACATCCTATGCCCAATCC 

CAAGGCAGGGAGGCAGGGAAGTGGCTGCCAAACCTGTTGTAGGAGAGTAA 

TAAATGACTTGAGAGTAAGCCTAAGCAAACTCAAGTGGGAAGGGGAGTGG 

GCTGTAAAATAGTTTAAGAGACTCTCTCAGGAAGTCAGCGTAATTGATGG 

GTAAAAAAGGAACAGTCAACAGTTTTCCTACAAGACAGTTTAAAGCAGCA 

GTTTTGGGGAGCATTCCTGAGCCTGGG 

>Sequence 34 

TGTTACGATGCTCATCGGGGGCGGNCGAGGTACCAGTTAAAGTCTTCTAG 

CCTGTATCCCCACTCCTTTTTGCCACTTGCAAATTCGGTAGCCCAGTTAC 

CCAGAGGGAGGCATAGGAGGGAAAACGAAGACTGAAAAGGGCTAATATGA 

GTTTTGTCnxrrTACAATTTATCTGCATCTTATCCTTCCCCCACCCCrc 

CATTAAATCATTAAACATTCTATCCAAATAGGATGCCCTTCTGTGGAACT 

GCATATTTGGAAACCATACTGCCTGTTTAACTTATGCACTTCACTGGGAA 

CTTACAGTATCTGTTTCXXIACAATACTTGCAGTCATATCAGTTACAACC^ 

CTGGGTGTGTATTCGTTCAAAAGGACCT^ 

ATTGTCCAATTTGAGAGATTTTITCTGAATCCAGTTAA^ 

CTACACCTCKKKjACACTTCCCACKjACAACAATGACITGTAGTCT^ 

CAAGAAAGCCAAAAAGGCCCGGCAACCTTGGTTGCCACXAGATCCCCAAC 

AGACAGATTCTAAGGGAGAAGAGAGTTTATCAACTAACACTCACAGG 
>Sequence 35 

GGTATGTTGGNCAhrriTAGAAGCCCTCTCCGCGGTGGCGGCCGAGGTACG 
GATACAATTCCGCTGAGTTAGATTCCAAATTCTAACCTCTCCATCACACG 
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CCCXAGAAAGGACAGTAGCCAGCTTCTCTGGATGCTTTGCCAAGCAATTG 

ACTCCATCACGGTGACCATCCAGCGAAGCAAGGAATGGTTTTGCAAATAC 

TCGTTCCAGTTTGGTAGCATTTAAAGCTCTTATATATTCTCGTGGGACCT 

CAAAAGGATGTAAAGCAGGATCATAGTTTCTTGGAACTCTCTGTAAGTCC 

AACTTGGTTTCGCGGACATAATTGTCCGGATTCX^GGCTCAGCATCTTCAC 

CTTCATCTCGGTTGCTCTTC 

> Sequence 36 

CTAATTACTCTATCGATTTCTTATAACTCTCATATGATATATTTGTTCAT 

CTTATTCATGCTTCAATTAGACGGTTTACTATACTTTTTATTCTACCAAC 

GTACTTCTCATTATCTACTATAANhTITATAATGANTTTTTTGGCGTCTT 

GAATCCCCGTCGAGGTACATTTGTGTTITATTGTGAAGGGTCCTCAACTG 

TGTGGCTGATTCAGGCTGTCCCCACTGCAATGTATGGAGAGGAGAGAAAG 

GGATGAAAGTGAAGGCAGGGGGGGGGATGTTTGTTTCACGGGGTGAACTT 

CTGCCTGAGCAAGTTGATGTTGGCTTCCGAGGTATTTGGACACTTTCTTT 

CAATACATTTTTATTTAGCACTTATTCTGTGTCTGCTGCCCTGGGATACC 

AGAGT GAATAAACAGATTAAAAGGTCCCTGCCCTTTTGGAGCCTACAGTC 

T TTTTG TAG AGA AAATTGAATTG ATA AACCATACC 1 11 II I 111 I ' l ' IT GA 

ATTTTGGTGGG 1 1 1 1 1 T1TAAGGTTAGAACAAATGCTTAGGGTGGGAAAG 

GCCCCCACAGAAAGGGGTGAGGGGGAGTTACCTTTCCCCGGTCGGGCCCT 

TTTCAGGGATTAACCCAGGAAATAAAACCTTGTAGGCAAAAATGGCCCAT 

CAAAAAGGCCAAGGAACCGTTAAAAAGGCCCCCGTTTTTTGTCCATTTTT 

TTCATTAGGGTTTCGCCCCCCCTTTCCAGGGCTTCACAAAAATTTCGCCC 

CT CTAA ATTAAAGGTTGGGGATACCCCCCAGGGCTTTTAATATTCCCCAG 

GGTTTTCCCCTT 

>Sequence 37 

GGAGCGTTGAACCCNTTTTAGTAGCGCTCTCCCGGGTGGCGGCCGCCCGG 

GCAGGTACGCGGGGGCAACATGGCGGCCTTAGCAAGCTATAGCTGCGAGA 

TTTGAATTACTCCACTCGTAGCTATTGCATTCCTGACGATGGCCTCTGTG 

GCTTCGTGCGATTCGCGTCCGAGCTCAGACGAGCTCCCTGGAGACCCCTC 

TTCACAAGAAGAAGATGAGGACTATGATTTTGAAGATCGGGTCAGCGACT 

CGGGTTCATATTCCTCAGCGAGTAGCGATTATGATGATCTTGAGCCTGAA 

TGGCTGGACAGTGTGCAGAAAAATGGAGAGCTGTTTTATTTGGAATTGAG 

TGAGGATGAAGAAGAAAGCCTCCTTCCTGAGACACCAACTGTGAACCATG 

TC AGGTT CAGTGAAAATGAGATTATCATTGAAGATGACTACCNNNNANAA 

NATTTTTAAAAAAAGTACCT 

> Sequence 38 

TGAGCGTACGAGCCCTCTCTGGGGGCCGCCGAGGTACTTAAGTTTTTCTT 

CAGTTACAGCTACCATGTGAAAATAATTCrCTGCTTATCAAGTTTACAAC 

TTT AGAATT TCCTGTTTTAAAGTTTTCTCATTTACTTATCACACAGTCAT 

CTTCTTTTTGCCAAACGCTATAGTAGCACATTAAAAGGAGACTGATGTGA 

AATCAACTCTGTGCAAAAAGTATTGGGTGCTTTGGTAGAAGTCTATACAG 

AAGACACTGGAGACACAAAAATGAATTTTGTCCAGGTGAGTTGATGTCAG 

AAAAGGCTTAATAATGGAGATGAGGCCGGGCATGGTGGTTCACACCTGTA 

ATCCCACXTTCTTTGCKjAGGCTGAGGCAGGTAGATCACTTGAGACCAGGAG 

TTTGAGACCAGCCCAGCCAACATGGAGAATCCTGTCTCCACnTTTTAAAA 

AATAAAAAATATTNTGTTCCTGCCCG 

>Sequence 39 

TGACGTTCATTCAGAGCarrCACCGCGGTGGO^ 

GCGGGAAAGCAAAACGACAAGCACGCCCTGAGCAGAGCCCCXjGGAATTCA 

ACCTTTAAGTGGA1AACITGGCTTCTGGTTTGCCAAGG 

AAACAGATGAAACAGCCTATTGTCCATTTCAACAGGATTTTTCAGGAGTG 

GGGATGATCTTTCAAATTATCCACAACTTAATTATTTAATATTTTGATAG 

TCAATTACCTAAGACACGGCATCGTCACTGACCAATCAGAAGAGATGCCA 

GTAGTTGGGCGCAGTGGCAGCACTTTGGGAGGCTGAGTGGACAGATCACC 

TGGGGTCAGGAGTTCGAGACCAGCCTGGCCTACATGGTGAAACCCCATCT 

CTACTAAAAATACAAAAATGAGCCAGGCATGGGGGGCACCTGTAATCCCA 
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GCTACTTGACAGAGTGAGCCTCTGTCTCAAAAAAAAAAAAAAAAAAAAAA 

GTACCT 

> Sequence 40 

TGGGCGTTGACTGGATGCGCTCCCCGCGGTGGCGGCCGAGGTACAGTTTA 

GAAAACTGTGGGGCTGAGTCCTCGGGGCCGTGGGGCGCAGCGTGGCTGAT 

CACCATCATAACGGGCCTATGGGGATACATTCTCTTAGACATTTTGAAGT 

AATTAATGCTCTCGTTAGTGATTAAGTCrGTGAAGTAGTCCTTTGCATAA 

TCAAATCCATGCTTTTCTTTGATGCCATTGCGACAAACAGTGTAATTATA 

GAAGCGAGAATTCTTGATTAATCCAAGCCATTCTCGCCACCCAGGGGGGA 

TGTAGCTGCCATTATATTCATTGAGGTATTTTCCAAAAAAGGCTGTTCTG 

TAGCCAGTGTTGTTAAGATATACAGCAAAAGTCCGAGGCTCATGCATGGC 

CTGCCACGAGGGGGAAGAGCAGTTCTCGTTGTTGGTGTAGACATTGTGAT 

TGTGCACATACTTCCCGGTGAGCATGGAGGACCGTGACGGGCAGCACATG 

GGTTGTAGTCACAAAGGCATTGATGAAAGTGGCCCCCCCATGTTCCATAA 

TCTTTCTCG7TTTGTTCATGACTTGCAAGGACCCCAGCTCCACATCTTGA 

TCATCGGTAAGCACAAGAATAATGTTGGGTCGGATGTTTTT 

>Sequence 41 

TGGAGTGCTAAGCNAAANTTCAGAAGCGCTCTACCGCGGTGGCGGCCGCC 

CGGGCAGGTACACGTGCACATTGTGCAGGTTAGTTACATATGTATACATG 

AGCCATGCTGGTGCGCTGCACCATGGCACATGCATATCTATGTAACAAAC 

TTGCATGTTCTGCACATGTATCACAGAACTTAAAGTGTAATAAAAAAAGA 

AAGAAAAACAGCATGCAATTCAGCCCACACAAAAAAAAGAAGTCAAAGAC 

AGCGAGAATTCTTAAAACAGCAATAAAAAGTATAAAGTCACTCTAAAGGA 

ATCCCCGTTAGATTAACAACACATTTCTTAAGAGAAATCTAACAGGCCAG 

GAGAGAATGGGATGACATATTCAAAGTGTTAAAGGGGGGGAAAAAACTCC 

AC TCAA GACTACACCCAGAAAAGCTATCTTTCAGAAATGGAGATAAAAAC 

ATCTTTCCCAGACAAAGAAAAACTAAGAGAATTTACTACCACTCACCAGC 

CTTACCAAAAAATGCCCAAGGGAGTCCTACATCTAAAGCAAAACGACAAT 

CATCACGAAAACATGCAAAAGCATAAAACTAACTTGTACCT 

>Sequence 42 

TGGTCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAATCCG 

GACAATTATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAAGAAA 

CTAT GATCCTGCTTTACATCCTTTTGAGGTCCCACGAGAATATATAAGAG 

CrTTAAATGCTACCAAACTGGAACGAGTATTTGCAAAACCATTCCTTGCT 

TCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCATCCAGA 

GAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGAGAGGTTAGAATTT 

GGAATCTAACTCAGCGGAATTGTATCCGTACCT 

>Sequence 43 

ATTGGAGCTCCCCGCGGTGGCGGCCCGGAGAGCAACCGAGATGAAGGTGA 

AGATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAACCAAGTTGGAC 

TTACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCCTTTTGAGGT 

CCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTAT 

TTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAAT 

TGCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTG 

TGATGGAGAGGTTAGAATTTGGAATCTAACTCAGCGGAATTGTATCCGTA 

CCT 

>Sequence 44 

CCGGGCAGGTA C1 i rTTTTI 1 1 1 1 A 1 A 1 i ' l 1 1 All i T1 CTACTCTGGAAG 

CIX3AGGTGGAAGGATTCCTTGAGCCCAGGAGTTTGAGGCTGCAGTC 

ATGATCACAACACTCCACTCAAGCCTGGGCAACAGAGCAAGACCCT 

GTAAAAAAATTTTTTTACATTAATTTTTAAAAGTGAGGTTTTTACCT 

GATTGTGTAGGTTTCnX^CTAGCTCCAAAGTATCCGGCTCCTACGACrCTA 

AATATAACCTTCAAGGAAAGTGGAGCTGGTTTACTCTTTTCTGATAATAT 

CAAGCCATTCCTGGCTGGGCGTGGTGGCTCATGCCTATAATCCCAGCACT 

TTGGGAGGCCCCGCGTACCT 

>Sequence 45 
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CCGGGCAGGTACGCGGGAATTCAAGATGGATTAAAGATTTAAACGTTAGA 
CCTAAAAGCATAAAAACCCTAGAAGAAAATCTAGGCAATACCATTGAGGA 
CATAGGCATGGACAAAGACTTCATGACTAAAACACCAAAAGCAATGGCAC 
CAAAAGCCAAAATAGACAAATGGGATCTAACTAAACTAAAGAAGGTTTTG 
CCCAGCAAA AGAAAC CTACCTTCAGAGTGGACCGGGCAACCTTCCCGATT 
GGGGGAAAA MIT riXK} AAATTTGGCCCTTTTG AAC AAAGGGGTTATTTT 
CCCCGAATTTTATAAAGGACTTTTAACCAAATTTTCCCAGAGG 
>Sequence 46 

GGAGCTCCCCGCGGTGGCGGCCGAGGTACTCGGGAGATCGTGCCACTGCC 

CTCCAGCCTGAGAGAAAGAAACTCTGTCTCTAAAAAAAAAAAGAAAGAAA 

GATGTCAGTGCTATTTATAGTAATACAAAAATTTAATGTAATTTTTGTCA 

AAATCTCAATGGTATATTTTTGCAGATTTTTCAAATTATATATATATGAT 

TTATAAATTATTGTTATAGATTCCTGGAAAGTTAATCCATCTCACCATTA 

CATAATACCAATCTCTCTCGGCCGGGCGCAGTGGCTCACGCCTGTAGTCT 

CAGCACTTTGGGAGTCCGAGGCGGGTGAATCATGAGGTCCAGAGATCGAG 

ACCATCCTGGCCAACAAGGTGAAACCCCATCTCTACTAAAAATA 

>Sequence 47 

CACACACTCTTCTATTCTGCTCGCTCTATTTCTCGTGTCTTGCACTACGT 

ATCTTCTTCCTCTATGTTCTTCT 

>Sequence 48 

GACGTAGTCCTCTCCGCGGTGGCGGCCGCCCGGCCAGGTACAAGGACATG 

CTGGATGCCAAGCAGTTCCCCCCTACCGTCTCACTGCCCCTCAAGACTTC 

AAGGCCACTCTCCCCATAAACATCAGACTACAGATTTAGGTGGAAGAGCA 

GCCATGTTTGAAGGGCACATGTGATGAGTGGGGGGCAGCAAGATGCCATT 

TCTGCATCTCCCAGAAGGGATGAGTCTTTGTCCCGATGCAAGCCCCCTAT 

TCGTTGGGCTCCCAGCAGTGCTTACCTTCTACAGCGTTCACTCATTTTGT 

TCTTTCCCCCCAAC1 1 J 1 1 1 1 1 1 1 1 1 G AAACGGGGTCTTGGTTTGTCCCC 

CAGGCTTGGAGTGCACTGGACTTGGTCCTCTGCTTGATGGAACCCTCTGG 

CCTCCCAGGTTTAAAGCGATTCCTTCTTGCCTTAACCCTTCCAGAGTAGC 

G TGGGA ATTCCAGAATACGTGCGCAACCATTCCCCGGGTTAATTTTTTAT 

A i I ill AAG AG ACCGGG AATTCA ACC ATGGTGGGTTTAGGCTTGGTCTTG 

GAAACTCCTCACCCTCAGGTGGAAGCCACATGACTCTGGCTCTCCAAAGT 

GCTTGCCATTACAGGCGTGGAGCCACTAGGGCCTGACTTCCCTTTTCCTT 

TCCTGCCCCAGGCCGAACCACATC 

> Sequence 49 

GCCCCTTGGGGGAAAAAAGGCCAAAAGTTGTTCCTGGGGAAAAATTTTTT 

CCCTTCCACAATTCCCAAAAAATTTAAACCGGGGAAAAAAAAGAAAAAAC 

CGGGTGG GCCCCC AAGGGGGGCCCCACACCAAAATTTTGTGGGGCGCCCC 

TCCCCCCCTTTTTAAAGGAAAAAAATCTGGCCCCCTTTTAATTAATACAC 

CCCCCCCCCCGGGGGGGGGGGGGTTTAAAATTCCCC C 1 111111 ITTTCA 

TATATAAAGGGG 

>Sequcnce 50 

GGTAGTTGCATACCGTGGGCGGCCGGAAGAGCAACCGAGATGAAGGTGAA 

GATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAACCAAGTTGGACT 

TACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCCTITTGAGGTC 

CCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATT 

TGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATT 

GCTTGGCAAAGCATCCAGAGAAGCTCGCT^ 

GATGGAGAGGTTAGAATTTGGAATCTAACTCAGCGGAATTGTATCCGTAC 
CT 

> Sequence 51 

TGCGCTATGATGCTCTCCGTGGGCGGCCGAGGTACCTCAGCATATATTGG 

AAGTGTTTTAGAGTTGGTGAGTTCCCCGTGCCTTCCAGAACTGAACGCTA 

GGAGGAGCAGCCAGTGAGGACAGACGTCTATGCAGAAACATGGGGAACCT 

CTGGAAATGACACACTCTCCGGGCACAGGGGGCCATTCGTCCATCTTGAG 

GTGGACTAATCATGGAGATTCTCGCAGGGCCGGCTGCTATCTCAGATTTT 
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CTAATCGGAGAAGGAGAGAGATCAACTTCCATCGACTCCAGTCTGTCGGG 

GGCTGATGAGTGAGGTGGCAGCAGGCATCCGCGTGGATTTGTTGAAACTG 

GACI 1 1 1 lATTGTGCTGAAAGCTGCTTGTTGTGATGATCTCATACTTTGT 

AGTTGTTCTATCTGCAGCACTGACTTCCTAAGGGATTCTTCCAACCTAGA 

AATci 1 1 ici I CTATGGAAGGCTTACAATCTTTTTCCTGTG 1 1 rTTCTT G 

AAATTCTTAAAATTGGGAGGTTTTCCTGGAGTACCTGCCCGGGCGGGCGC 

TCGAAAATA ATCTCT CTGCTCCTATCTTAGGTTACTATTCCGGGGAGCCC 

TGGATACCCCTTTTTTTCTTTCCCACTGGGCCCCTT 

>Sequence 52 

TAGTTGATGCCNATCTTTNG ANGCCNCCCCCGCGGTGGCGGCCGAGGTAC 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 GGCATTCTGAA AATTCATGAGGCTGTGTT 

TTAGGTGAGGCTATTTCTTCATTCACTGAACGGGGCACCCAACAGGCTCT 

TAATATGAAGACTTGGGCCCTTCCTGAGTTCTAGAAAAGCATTTTTACTA 

GTTCTTCAGTAATTTCCCCTCCCCTTCATTCTCTGTTCTCTTTTCCTCGG 

ACTCCAATTGGATCTTGGGCCTCTAAGTATAGGCAAGATCATGTTTCTAA 

AAAGGTTCTTAGAGGGAGGGAGTTCCTGGGAGTGTTATGTGGGGTGGTGC 

AGAAGGTGCTAACAGGTGGGTTTCTCTTTAGGATGAGCAGGTGGGATGCC 

AACTGTCAGGCTGGGACCTTTCCCTCCAGTGCTAAAATGAAAGTTTTATT 

CTGGTCCTTTGA CATCCAC ACCAGAAGTCTTGACTTTCCCTTCCGCGGAC 

ATT^ATATTTTATTTTTTATTTATCTATTATTTAATTCTTCTATTATCC 

TTTTTCCTATTCTATTTCCTCTGGGGGGAAGGGCCCCCTCGTTTATAAAC 

TGGGATTAATTGGTTCCATAAGGAAAACTCTATTTTTCT 

>Sequence 53 

CACTTACTGAAT TAT GTCTTGACTATTATAAGTTATTACTCTATATTCAT 

TGATCTATATAATTTTATATTTTTTTACACCCAACCAAGATGTTTCCTCT 

CGTTGGCGCGCCAACGGGGGCTGCCGAAGAGCGACCGAGATGAAGGTGAA 

GATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAACCAAGTTGGACT 

TACAGAGAGTTCCAGGAAACTATGATCCTGCTTTACATCCTTTTGAGGTC 

CCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTATT 

TGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAATT 

GCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGT 

GATGGAGAGGTTAGAATTTGGAATCTAACTCAGCGGAAATGTATCCGTAC 
CT 

> Sequence 54 

ACTTATTACCTACATGTTACTTCTTATCTTTGTTCCTAATATAGTATATG 

TTCGAAATATTATATCATATTTTTGATATTATTTTATTAATAATTTATTA 

ATATTACTNNNNNTGGTGTGTTGACCATTTGGAGCCCTTCACGCGGAGGC 

GGCCGAGGTACACTGGGAAAATGAAGAACTTAACTACATAAAAATAGAGG 

GACAGTCAAAACTTCACAGGGGGGAAATCAAGTTAAATTCAGAGCTGGAT 

TTAGATGATGCCATTCTAGAGAAGTTTGCTTTCTCCAATGCTCTATGCCT 

TTCTGTAAAACTGGCAATTTGGGAAGCATCACTGGATAAATrTATTGAAT 

CTA1TCAGTCAATTCCTGAGGCTTTAAAAGCTGGGAAGAAAGTGAAACTA 

TCTCATGAAGAAGTTATGCAGAAAATCGGTGAACTCTTTGCTCTAAGGCA 

CCGTATAAACTTGAGTTCAGACITCCTGATTACTCCTGATTTCTACTGGG 

ACAGAGAAAACCTGGAAGGACTTTACGATAAAACGTGTCAATTCCTTAGC 

ATTGGCCGAAGAGTTAAGGTCATGAATGAAAAACTTAAGCACTGCATGGA 

ACTAACAGATCTAATGCGGAATCACCTGAATGAGAAGAGGGCACTTCGCT 

TGGAGGGG AAGATroTCAATCCTATTACCATAGAAGGAATGGTTGAGCTG 

GGACCAG1 II 11 111GATCAGTGATACCAAGTGTACTGCAGAGATATTAA 
GTG 

>Sequence55 . 

TCCTCCCCrCCCTTCCTTTGTTACATCATTTATTrATACTCTTCTTGTCT 
TCTTCTCTA TTCTC ATTACTCACGTTATCTCCTTCTATCGTTrCTTGTAC 
AGTCGTTTA 1 1 1 IlINGACTNCNfmhmTNhrrTGTTGTTGACCTAGCTCCA 

CCGAGGCGGCGGCCGCCCGGGCAGGTACTTTGCAAAGTGGATGCAGCA 
>Sequence 5' 
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TTTCGATTGAGACTCTCCGAGGCGCGGCCGGAAGAGCAACCGAGATGAAG 

GTGAAGATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAACCAAGTT 

GGACTrACAGAGAGTTCCAAGAAACTATGATCCTGCTTTACATCCnTTTG 

AGGTCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGA 

GTATTTGCAAAACCATTCCITGCTTCGCTGGATGGTCACCGTGATGGAGT 

CAATTGCTTXjGCAAAGCATCCAGAGAAGCTGGCTACTGTCCnTTCTGGGG 

CGTGTGATGGAGAGGTTAGAATTTCGAATCTAACTCAGCGGAATTGTATC 
CGTACCT 

>Sequence 57 

TTCTTCTCCTCG GTGCA TATAATATTTTCCTTTTTTCTTACGGTCCGTGA 

GTCTATTrATTGTTTTTATTCITTTTGATCACTAAT^ 

NNTNNAATTCTTTGTCGCTGCACGCCGAGGCACCGATCACTCAGTTTGTG 

CAAAGGAGAAACGGCCACAGGGAATGGGCGGCGGCTTCACCTGGGGATAC 

CTGATGCCGTGTTTGTGGAAGATGTAGATTCCTTGATGAAACAGACTGGC 

AATGAGACTGCAGATACTGTATTAAAGAAAGTGGATGAACAGTACCT 

>Sequence 58 

TAATTTTATCTATTCATATTATTGTTTTTACTCTGCTAATTTATATTTCT 

TTGTACATCATTATTTACITTTTTATCATATAATATT^ 

ANNATTGTTTCTGTTTCATTTGGAAGCCTCCACCGGGAGGCGGCCGCCCG 

GGCAGGTACGCGGGCTATTGTGATTCCCAGTGACCCATAGAACAGGATTT 

CACTAGTCCTATGACATGTGACTGGGCTTGGGAAGTTCGGGTGTCAGGTC 

CAAAAATCCTAAGGTGGGATCTTCGCTTTGTGAAGCAAATTAATTACACA 

ACCAAATATTGCCACATTCTTGAGGTCTATTGACACAATGGGAACTTCAA 

CCCCTACTTAGCTTAGCAI 111111 ITI CA AAGAGTG AAAAGTGGTCC AC 

GTAGAGCACAATATAATTTAAGTAAAGGAAGATTAAAACATATTTTTATC 

CATTTCTTATGGTGGGAAATTAACATGTTTTAGATTTGAGGTCCCCCTCT 

CAGGAAACCCTTTCAACTTCGTATTATTCACTCCTGAGTAGTATGGGGTA 

GAAAATGAGTGGAAATCAGTTTGGCCACTATTTCCGAGTCTTTTGCACTG 

CAATACnTTCATCAATATTTACAATATTTCAGTCCTGTTTACAGATGGGG 

A TCACA TCAGGCTCAACCAAGTTACAGAATTCTTTGGGTTTTTATCTGGA 

CCTTTTAATTAAAACTAAAAGT J 1 rTTTTTTACAATATTCCTGTTTTTAA 

A 

> Sequence 59 

C ACCCK TACACACTATTTTACTCGTAATAGTTTTTACTCA 

GTTT TACTCCACACACAGACTCTTATTTCTTTATATATATATTTAGATTG 

TTTTACnxnTTCTTATAGTTAATAT^ANCCGGGGATTGGCATCCCCGCG 

GGGC GGCC GAGGGACGCGGGAAAGATCAGTTGTTTTACCTTGGCATTCAA 

AGACTTTTCTTTGACnX^CCATGGTTCTCAAAGCGTGATCCTGGTCCACCA 

CCA TCAG CATGGGGGGGAACGTGTTAGCACTGCAAATTCTCATTCCTCCC 

TAATTTTCTGAATCAGAAATTACGGAGGTGGAGCCCAGCAATCTGTTTTA 

ACCAAACTTCCACATAATTCTAATTAATTTATGCTTTGAGAACCGCTGAT 

CTAGTTTGTCCCTCTXTATTTTGCAGGCAAAGAATTGAATTCTAGAGAGGT 

TAATTGACT TGTCCAGTCA TACAGATAGGTTCTGTTTTCTATTATTTATT 

TATTTATTTA] a i 1 1 ATTTTATTCACTTTACCCCCCAGGATTCATAGTTT 

TCTITIXTAATACTCCATATTTGACTTGACTTTTT^ 

AAATAAGTCTAAGATGGGAAAGTTGTGGAAAACTTTATAGAGAACATGAG 

ATTTGACTGAACAGTAAACATTAAGTAGAGAGGAAAGAAAGGGGTGTTCT 

AAGCAGTAGGGACCACAGTGAATAAAGGTAGAGATAGGTATGTTTAAAAA 
AAA 

>Sequence 60 

GCACCGCACTAGGTGGGATGCTAGCCGGATCCGGACAATATGTCCGCGAA 

ACCAAGTTGGACTTACAGAGAGTTCCAAGAAACTATGGGGGTGCTTTACA 

TCCTTTTGAGGTCCXrACGAGAATATATAAGAGCTTTAAATGCTACCAAAC 

TGGAACGAGTATTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGT 

GATGGAGTCAATTGCTTGGCAAAGCATCCAGAGAAGCTGGCTACTGTCCT 

TTCTGGGGCGTGTGATGGAGAGGTTAGAATTTGGAATCTAACTCAGCGGA 
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ATTGTATCCGTACCT 
>Sequence61 

TGGACGAATTGTTNCCGACTCACCGCGGTGGCGGCCGAGGTACACGTTAC 

TGTTCCGTCGTATTTTGTAGTXnxrTGTTCTGCCCTTTGGAACATCTCTTC 

GGTCTTCCTGTGGGATCTCTCTACTGCATTCTACTTTATGTAATAATCTG 

TTCAATAAATAA 1 M II AAAAGG AG AC AACAACGCCGCAGGTG ATCTGG A 

GGCTCCTGGAGGACCTCAGCGACTCAGGTCCAGTCCAAGGAGGGCCGCAG 

ATCAGGCTGAAGGATGGATCCACATGTTTAGAGGAGATCGAGAAATGCAG 

AAGAGAGATGCAGCAGAGAAATGCCACAGAAAGGGGAGCTGGAGAGAATC 

AAAGCATGAGAGGAA1TCAACCTGCTGTCACTGGAAGGGGTCCAGATGGA 

ACGCTTGAGAAGAAACGTGTGTAGCATCTAGGAGTAAAGACTCGCCCTGG 

CTGACAGCTAGTAAGGAAATGGGAACCTCAGTGCTGCAGCCTCAAAGAAT 

TGACTTTAACCCACAGCCTGTGTGCACTTAGAAGCGGATGCATTCACAAA 
TCTTCCAA 

>Sequence 62 

TGGGTCGTTGTCTTNTCCGCGGGGCGGCCGCCCGGCAGGACAATGATGGC 

TGTCAACTTCGTTTGTTTAAAAAAAGACAATTTGAGCAGGACGACCCTCT 

CCAATCTGGGTAGCATGGTTAGCCTGTGCAGTAACAACGTAGGCTCGGAG 
GATGGGTACCT 

> Sequence 63 

TTACTAACCACGATTGGATTATTTACTCTATGATTTTAATTATTGCATAT 
ATTTAATA 

> Sequence 64 

GGGATCi 1 1 1 1 GTCTTNGNCGGGGGCGGTCTTCCGGNCNG ACNGCGGGGG 

GGCGNNGGGCNGGAGGAGAGGAGCGGCTTTAGNAGGGGGGCGCGGGCCNC 

CCCAGCAGANGNCNCCAGCAGCAGNNGNNNCTTTGAGGCNCCANCNCCCA 

CAGCACCGANCAGNGGGNNCCAGCNNCCACCAGGGGACCCNNGGACCCGG 

GCGACGGCNGANCCAACNCNGAAGGAGNChWAAACTTTTTTTCTCTTGAG 

CGNNGNGNNCNCNCCCGCGACCCCGNGCAAAGGAAGCCCAGCNGGAGGGG 

CGGNNGNANNGACGCCCACGGGGGNCACAAACAACCNNNCAAAGGAAGAA 

NNNGCCACCCACCAANCNNNAGCAANACAACANAGGAANCAANACAAACA 

NAACCGAAAAACGAGGAAAAAAAAAAA 

> Sequence 65 

^GTGTGT TACGCGCCGGAGGCCKKrrGAGGGACTTTA Ll I 1 1 1 1 1 I n il 

TTTTTTTTGGAGGAGATGGACAGTGTCAGTCTCCTGATAAGGGGGTGATG 

GGTAGGTAATTTAAAAGCTTCTATTATAAAATCTAGTCTCTCTGACACTG 

CCCTGTCCACTGCAGTCACATCTCCCAATACTGAAGGATCCTGAGAATAC 

GAGCGGGCATGACACTTACTCACGTCATTCACCATNCTCGTTGTGCCTGC 
CCG 

>Sequence 66 

CrGTTTGCTACACGCGGTGGCGGCTGCCCGGGCAGGACCGCGGAAATCCC 

CTAACTTCCTTGCTATCTTCCCATCCCATATTTAGGTTAGATAGAGAAGT 

GTGTATGTGTGTGTGTGTGTGTGTTGCTCGCACAGTGATGAACTGTAAAC 

ATAAATGAAGATATGGAAAAATACATCAATTAGGACAACATGACAATTTC 

ATTAGACTCCTATCAAAGAGTATCAGTrcACAGTTTTTATAGATACTAGT 

ATAAAATTCAGATCTIGACTGTTTTCTGGGGATAAAGCAAGGCTTTACAA 

TTTAGCAGTCTGTAGCTAGCTTGAAACAGTAAAACAACAACAGCAGAGCC 

TTAAGTGTATTTTTGTCACCTAAAACATGAACTCAGGGTTTCCAAATTCC 

TAACAATGAATAGTG 

> Sequence 67 

GATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTGAAGGATAAGAAATT 

ACTGTGTCAAATTACCCACAAGTTAAATGCCCATGTTCCAGACCTGTGGC 

TCTTAGTATCAGGCTTGTGATAGAGAAAAGGCTGCTATGAATTCTACTCA 

GTGTGCTTAGACCAAAGGAAACCACCACAGGGATTTCACAGGC 
> Sequence 68 

GGGCGGGCGCTGACTTGGCGCTTGCGCATGCGGGAACTCGGGCCTGCCAA 
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GTGGATGAATGGATGGCGTCACGGCCCGGGGGAGAGCCGGGGTGTTGGAC 
GGGCCGCTGGTGGCGTTAGCTGGCTGACTGGCTCGGGTGGGCTGCAGGGG 
GCCGATGGCGGGTGGCGGAGTGACTCTGCCTCGAAAGCGGTAGCGCNGAG 
GCGCCCGGATGGGGGGGGGGCGCGGGGTGGTCGGGGAACGATGCCCAGN 
>Scqucnce 69 

GGTCCCATTTCATCTTGCACCCGCATACCAGGGATTCTTGCGAAGAATCA 

GTTGTGTTATATTGTCCAAATCATCAAAGATACCCTGAGGTAAATTACTT 

AGGTTATTATTGGACATATCCAGTCGATAGAGCTGCCTTAGATAAGAAAA 

AGCATTTGGGGGCACCCGATTGATGTGGTTATCTTGAAGATAAAGCTTCC 

TCAGGTTTGTGCCTGGAAGGTTTACTGGTGCAGCAGTCAGGGAATTCCGC 

ACCAGGGACAGCTCTGTCAAATTAACTAGGTTGAAGAAAACTTTGTCACC 

TAAACCATGATTGTTCAACAGGTTTCCATCTAGAACCAGGCGTTTTAGAC 

TAGTGAGACCTTGAAGAGATGGTGATGAAATAGTGGATATGCGATTATCA 

TCCAAGCGTAGTTCTTCTATAGTCCTGGGCAAACCCCAGGGAATTGTGCT 

AAGGTGATTACGGGACAGGAAAAGCAGTCGGAGATAGTTGCTGTCTCGGA 

ATGCTCCCTCTTCTATGCTAACTGCAGAGACAGAGTTGTCATCTAAATGT 

AATTCTT CCAG ATAGGGAATTTTTGAAAGTGAATCATAAGTGATAGTCCT 

TATGTTATTTTCTTGCAAATGTAACTCTTTTACATACTTTTGGGAGGTTG 

GTAGGGAATTCATTN 

> Sequence 70 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTGAATAAAAGGCT 

TTGGTTTCTCTGATGTCTTCCAATCAATCACACAGAGCTTGCCCTGATAC 

TCAGCCACACAGTCCAGCAGACCTATATAGTTTAAGGTTTCATGTTGAAC 

AGCACTTTCAAGAGCTCGCACTCCACTGACATCTTTCAGAATATGCTGGA 

CACirrCAATGTAACCAGACTTGAGGAGATTITCATCTCTCTCTTTTAAG 

GTTTCCTGGGGTGAAAGTATGCTTTCCAAGGCTTCGTGGAACCGTTTCCC 

TTGTAAAAAGACGTTTGAAGTGTATTCTTTAAAGCCATCTTCTCCCAGTT 

CCAGAATCATCCGCTGTTTCCACCTCTCCAACAAGAAAACCTGTTGTTTT 

GTCATGGT CTGCT GAAGGACTCGGGTCACACTTGGTATCACATTCCTTTG 

CAAGGGGATTTTCAAAGGAACTGAAGGATCACTTGCATTTGGTTTATCAC 

TTCTCTCTGGATTGAAGATAGGAAACCAGTTTTGTGGCACTCGTCTGTCC 

TCACC TTGGTTTGGCAGCTTATGCTTGCTCACGGTTCCACAGAGCAAAGA 

TTTTTCTCCACCGATCCCGGGGTCTGGCCGACGCCTCTGGGTGACAAACA 

GACCTGACTAATTAGAG 1 rTTTTCTTGGCCCCTTTTN 

> Sequence 71 

AGGTACTTGAAGGATAAGAAATTACTGTGTCAAATTACCCACAAGTTAAA 

TGCCCATGTTCCAGACCTGTGGCTCTTAGTATCAGGCTTGTGATAGAGAA 

AAGGCTGCTATGAATTCTACTCAGTGTGCTTAGACCAAAGGAAACCACCA 

CAGGGATTTCACAGGC 

> Sequence 72 

AGGTACATATATCATTTATTCAAGAGGCAGATTTTAAACGTTTTTGTAA^ 
AAGCTAAATAACACCCAGAGTGACTCAAAAAATTTCTCAACTTTGCCCAA 
GTGAATAGTAAGTCTAGAGTTTTTTGGGTTTTTTTTTTG 
>Sequence 73 

GCGTTTGGAGCAACACCGCGGNGGCGGCTGGNNGNTCTACCGCCCCGAAG 

CACACTNGCACAAAAGGGACTTTTNNGATGCKjTTATGO^ 

GNCCAGCNGGACCANCNATTTTTTCCTCCTCCT 

AGCTCATAACAGTAGAGATCAGTTGTCIXnXKjTTGCAAATCT 

TTC ATGCAATGG AGGNGNAN C 1 1 1 1 1CH1 1 1 1 I GGTTTGGGNNGCGCNA 

CGCGCCX>IAGAAGAACNCACGCCCCAGNAACGGGGGCCK3GCAGNACCNGC 

CCCGGGCGGCCGCNCCAGAACCAGGGGGACCCCCGGGCGGCAGGAAANCC 

AAAACCAAGCCCAACGAAACCCGGGGACCCCGAAGGGGGGGCCCCGGGAC 

CCAGCNNANGGGCCCCAGAAGGAGGGGGAA 

>Sequence 74 

NAATATGACTCACCGCGGTGGCGGCCGCCCGGGCAGGTACCTTGTGAGAA 
GAGGAAGAAGGTGATAAGAACTAAGATCAGAGCATAGTAGAGAAAGTAGC 



Page 14 
( f261 pages in Table 2) 



WO 01/42467 



236 

Table 2 



PCT/US00/33312 



CCTGTAAACAGAGGAGAAGCAGAAAGAGAGAAGGGAGGACAGAGC7TTTA 

TTTTGCTCXAGGTTAAAAAGAAAAAAAAAGCACATTACAACTCTATGTCA 

GTGTCTGTCCCAGGTCCTAGAACTGGAATAGACCAACCAAGCCCAACCCT 

TCTTAAAAGTAAGACTAGGTGCTTCCTGATTATATATTCAACTGCCTGGA 

AGCATGCAAGTAAAATTTCCTTGATGGCATTTCTAAAGTTCAAACATATT 
CTTCCTAAAAATGCATTTAC^^AAATA 

TGGACI I I AAAAAAAATTGTTTTCAAAACCATAATTGGGGCCTACCCCAA 
^TGGATT CTCCTC CCTACAQTQGGGATnCATnTTCCAQTCCCCACCC 
GCTTTTTAA1 1 i l l G ATG ACCTGCACCTGGTTGGGGG AGCCACTTGTGGG 
CCCTTAAAAACCAGCAATCCTTTTTGGCCCTGGCAGTGTCCTAAAAAGGG 

AA £2J| AA< ^^ 

AA 1 1 I 1 1 GCT TGATA A AAA AGGATAA AGGTGGGTTTGTGCCGGGA ATTTA 

ATTTGGTTTTGGGTGGCCTCCCCCACACACCC 

>Sequence 75 

TAGGTAGCGACTCCCCGCCGTGGCGGCCGAGGTGCGCGGGGAGGCGTTGT 

GGGAGGAGGTGCGGGGAGAGAGGAAGGGGCCTGTGCACTGAGCAGGCATC 

AAACATTAGTGGATGGCCTTGCGTCTCAATCTGCAGTAAAGAGGAAACTA 

ATCTGAAAGGGAACGATAGGACrGTGTGTCTTTTTATTTTTTAAAATACG 

GAGTGTGCAATTTTACTGAATCTTGAATCATGCCCAAAAGAATGAGCTGT 

CGGTGCTGCAGTCGTGACCCAGGCTGA 

>Sequence 76 

GGTCTTGGCTGCCTGTGGGCTTCCCCAGGTGGCCTGGAGGTGGGCAAAGG 

GAAGTAACAGACACACGATGTTGTCAAGGATGGTTTTGGGACTAGAGGCT 

TATTGGGGGGAGAGATCCCTGCAGAACCCACCAACCAGAACGTGGTTTGC 

CTGAGGCTGTAACTGAGAGAAAGATTCTGGGGCTGTCTTATGAAAATATA 

GACATTCTCA CATAAG CCCAGTTCATCACCATTTCCTCCTTTACCTTTTA 

GTGCAGl 1 J ICI 1 1 1 1 CACATTAGGCTGGTTGGTTCAAACTTTTGGG AAG 

CACCCKjACTGGTCAGTTTCTTTTGGGAAAGTGGGGTCATCGCATTTCCTG 

CAAGGGCTTCTCCTCCrCTGGTCTTTTGGGAGAACCCGGGGCTTTTTTCA 

CGGGGCTTTAGGGAACTGGTCAGGCTGTTTTCAACCAGGAAG 
>Sequence 77 

CAGGACGCGGGGAGACAGCAGAAGGATCACTGGGCTGGAAGCTCTAACAG 

GCATTGCCAGCCTAGCTACCTGCAGTTTGAGGCAAGGGCAGGGTCACTTA 

CCCTGCTGTCTGAATGTCTCCTGGGACAACAGGAGGCTGCACTCACTGGC 

TGAGTTCAGACAGAAGAGGGATCATCGGACTGGAAGCTCTGGCAGGTATG 

GCTAGCCTGGTTACCCGTAGTGAGAATGGAGAGGGCCACCTGCCCAGCTA 

CACAAATGTTTCCCAGGACAACAGGAGGCTGTGTCCACTGACAGTTCAGA 

CCGAAGTGGAACCACTGGACCGGAAGCTCTAGCAAGTGTTGCCCACCTGG 

CTTCTAGTGAGCCTTGAAACCAGCGAAACAATAATCAAAGAGCAGTTCTT 

GTCAAGAAAACCACATTAATTAGGTACCCTGGCCGCTCTAAACTTATGG 
>Sequence 78 

ATACCGAGGCCGGGAAGGCAATATAAGATGTATAAAGCCCTCGGGGTTGC 
CCTAAATGGAGGTGTAAGCTAAAACTTCAACATTTAATTTGCCGGTTGCC 
GCCTTCACCTGGCCCCGCCTTTTTCCAAGTTCGGGGAAAACCCTTGGTTC 
GGTGGCCCAAACXn'GCAATTTAATTGAAAATTCGNGGCCAAAACTGCTCC 

cg 52£!1 aagaaggcccg ^ 
cgcttttccttcgcttcaactc 

taggcitgcgggccaacctcgta^^ 

>Scqucnce 79 

gaggtactttggcctctctgggatagaagttattcagcaggcacacaaca 
gaggcagttccagatttcaactggttcatagatgggcgggagaatgaaaa 

CAGATGGTGCAGCCACAGTTCGTTTCATCTCCACXnTGGTCCXTCCGCCG 

AAAGTGACCGATGTCCTTCCATATTGTTTACAGTAATACACTGCAGA 
>Sequence 80 

GAGATGCCGGGGGTGCCGATATACTGTGCAGAGGTAAAGGATATAGTGGC 
TACGATTACGGCCTCTCT 
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>Sequence 81 

TAGATAGCTCCCGCGGTGGCGGCCGAGGTACAGCCAACCCXXTAGGTGTG 

GACCAGCTGAGGCAGGTGGGCAGATATGCAGAGGGACrTGGGGCTTTGCC 

AAAGGGTAAGCACAAAGAAGGAGTCACGGGTTCTGTTCGAGGCACTGTTG 

GGATTAGGAGCCCGAGGGACCTACTTTGCAGGAACCTAGCATAACTTTGT 

GTGACGAGACTGCACAAGACAAAGCTCAGGCAAGTGGCTCAGTAGTTGGC 

CAGCCCAGCAGGGTCCTCTGTATGAGTGTGCACCCAGCTGAAGAGAAGAA 

ATGGAGAGCAGCAATTGGAGCTTCAGGACCGGCTTGCACTGTGGCTCCAG 

GTTATACCACCACTGCCCAAAGCAAAAGCTAGAGAAGCAAGTGGAGAAAT 

GCTGGAGAAAGCTGCACCCTACAGGCAACCAGCACTTTAAAAACCACTCC 

AGGCAAAGTAATGGAAGGAAAAAAGCCCTGCTnTCAGTAACCTGGGCCT 
G 

>Sequence 82 

GACACCATACGTCTCTGTGTATGATCTCNCTAAGTCATATCGTGTAACGT 

GTACACTTACTCATTCAGCATATATNTCAACGTCAACTTCTGTTTCTCTC 

AGGTTATTATTTCATAACTACTTATATCTGTTTCACATCAGTAACATCGT 

CATATCTCTACGTCTTTAGTGATCTATTGTATTTCTAAGAGAGACTCCGG 

TGGCGGCCGAGTACGCGGGGGAGTCAGTCTCAGTCAGGACACAGCATGGA 

CATGAGGGTCCCCGCTCAGCTCCTGGGGCTCCTGCTACTCTGGCTCCGAG 

GTGCCAGATGTGACATCCAGATGACCCAGGCTCCATCCTTTCCTGTCTTG 

CATATTGGAGGAAGACAGAAGTCACCCATTAACTTGGCCCGAACAAGTTC 

AGAAGCATTTGCCCAGGGTATTATGTAATTGGGTTTTCAACCAAAAAACC 

CAGGGTATAAAGCCCCCCCTAAAGGCTACCTTGAATCTTATAGCTTGCCA 

TTTCCAGTTTTGGCAAAAGGTTGGGGCGTTCCCCCAATTCTAAGGGTTTC 

AAGATGGGCCAAGATGGGATTCCTGGGGGACAAGGATTTTTTTACCTTCT 

TAACCCA ATACA AGGCAAGTTCCTGGCAAACTCCTGGAAAAGAATCCTTT 

GCCAAAACT1TTACCTACCTTGGCCCAAACCAGGGAGTTTAACCAGTGTT 

TCCCCCCTTTGGGAACCGGTTCCGGGCTCGCCTTTCTAAGAAAACTTAAG 

ATGGGAATTCCCCCCCGGGGCTTTTGCAAGGGAAATTTCTGATTATTCAT 

AGGCCTTTAATTCGAATACCCCGGTCGGAACGCTTTGAGGGAGGGGGGGG 
CCCCT 

>Sequence 83 

GATGAGTCGAGTGGCGGCCGAGGTTCCTTGTTGCAGCTCTTTATTTCTTA 
GTCCCACTCCCCCGAGGTAACACATTTCTGCTTTTTTAGCTGTTTCCTCT 
AGTGTAGGTTCACCTTTCTAATTTTTGATTCAATCACTTAACCACCGTTA 
CATACTACAAAATATCACTATATTATGACCATGATTATA1 1 TC I I TTCTT 
TTTCCCTTCATCAAGGAAGTTCATCAAAGAATTTCATCAAAGTTCAATGA 
TGACCTCTTnTAAAATTTTCTTAGTATTCTATGTAACTATTACCGATCT 
TTTCCCCACACACTTCAAAAACTTTTTAATTATAATTTTTTACATAGCCC 
TTAGCAC AAATAACCAATC C 1 1111 1 1 IHC CCAATAAAAATGTGCCT1T 
CGTAACCTTTGTCCTC 1 1 1C1 1 1 "1 ACCTGGAATATTGCTTTTTAAGGCTG 
TTGTGCAACTTAGAAACITATTTCTTATTATTCTGGGG 1 1 TCTTTT CCCT 
1 1 1 nn GTCCTGGAATCCCTTTTGCCGGAACCT 
> Sequence 84 

CTCTCTTTTCCTCTTCTACTAGTACATCATACTAGAGTATCrNTGTATTT 

TCACACTGATANGGTAAATCTGTAATAACATTATTCTTTATAATGATAAT 

AATCTAATTCATGATCAATTATCTATAGATCGAATCTATACTCTTACATC 

TCCACTCTACGATACnTAATATAGAGATGACTCCCGCGGTGGCGGCCGA 

TGTACTATGGCCTATATGGGATAGAAGGTATTTACCACGCACACAACAAA 

CGCAGTTCCATATTTTAACTGCTCATCATATGGCGGTAACATGGGGACAr 

ATGGTGCAACCACACnTCATTTGATTTAACACCTTGGTAACCCCCGGCC 

GCTCCTAGAAACCTAATTGGATCCCCCCCGGGGCTGGCAGGAAATTCGAA 

TATTCAAAGCITTATTTCGATTACCCGTCCGACCCTTTGTAGGGGGTGGG 

GCTCCCGGGTAACCCCAAACTTTTTATGGTTTCCCCTTTTTAAGTGGAAG 

GGGGTTAAAATTTGCCGCCGGCTTTGGGGCTGTTAAATTCAATGGGCTAC 

AATTAGACCTTGTTTTTCCCCTTGGTGTTGGAAAAAATTAGGTTTAATTT 
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CCGGCTTCCAACAAAATTTCTCCACCACCAAACCAATTAAACGTAAGCCC 

CCTGCGGGAGGCCAATTAAAAATGTTGTTAAAAAGACACTTGGGTGGGTT 

GCCCCTA^ATTGGAGGTTGAAAGCCrTAAACCTTCAACAATTTAAATTT 

GGCGGTTTTTGCGGCCrcCAACTTGGCCCCCGCCTTTTTTCCACAGTTCC 

GGGAAAAACCTTGGTTCGTGGCCCCAGCCTGCCCATTTAAATTGAAATAC 
CCGGCT 

>Sequence 85 

TTGATGTGCTCACCGCGGTGGCGGCGGGTACTTATATTACATTATGCTAA 

AATGCAAACATCTTATGCTAAATGTTATATTTGGGAACAAATTGTGTAAA 

TATACTGATGA CGTCA ATGGATCATTACAATTAATGTAGGTGCCGTGGGC 

AGGAAAGCTAACTTTAGCTGAAAGCATCTGAAACGTGCTTATTTTTAATG 

GGCCCTCAAAGGAAAGGGATGAGGCCAGCCATAAAGAAAGGCTTGGCCAA 

ATATAGTTCTTGTTTGTCAAGAACAACAAATCCCATTTCACAACAGAACT 

AACCTGGCATGCCATTCTATCCTTAGGTTCTGGCGTGCAGTGAGCGAGGC 

AAGGATGG C ATTC AAG ATTTC ATTCCTTTGTTCCACGGGG AG GCCCCTTT 

CTTTTAACTTCTTGAAAGCAACATATTTGGCAACAACCCTTCATTTTTTT 

TCCCCGGTGCTTTACTGTTTAAGCCCTTGGG 

>Sequence 86 

TGTGAGACTCCCGCGGTGGCGGCCGAGGTACATCCCTGTTTATCCCATTC 

CATCCACCGAGGCCCAACAGCATGGATGATCTGTTTGCAGGGAAGCCTCC 

CTGCTCCCGTGACAGCTATCTCACCAGCTGACACTTTACCATATCTGGCA 

ACAAACTGTTTGCTCTCTTCTTGGATTTCAAATCCACCAGCTTTTACCAG 

GGCCAGGGCCAGGCCTCCCCCATGCAGAAGATCTTCATTGGCTGCATTCA 

CCACAGCATCAACAGCATGTGTGGTGAGGTCATCTTTCCACACTGATAAC 

TCTATCCTAGGAGTCAGCATTTTTCTGAACACTTGCAGAGATTTGCTGTT 

GCCTTCCTGAACTGGAGAGACCAGGGTAGAGATACAGCCAAACTTATTCT 

GGAGGACTTCACACAGCTGACGCTCATTATTGnTAAAATTTTGAAGTCA 

TrGTGGTTAATGGGAAATTTGCCAACTATAGTTTTCTCCAAGAGCACCAA 
TCTCTGA1 nTTCATG 

>Sequence 87 

GTCTTCACTTTTACTT TGTTG CTATAAGTTTTTACTTACTTTTCATATTA 

TTGCGTTTATAATTTGTTTTATTGTAGTTTAACTTGCGTTGTTACTTATT 

TATATTATTGTTATATTATAATAATCGACGCTTGACTCACCGCGGTGGCG 

GCCGAGGTACTCTTCAAAATTGTCAAGGTCATGAAAGACAGCAAAAAGTG 

AAGAATTCTTACAAACTAGAGGAGACAAAGATTGGAGAAGAAACAATGAC 

TGGCTGGGCACGGTGGCTCATGCCTGTAATCCACTTTGGGAGCACTTTGG 

GAAGGCCGAAGAGGACAGATCATCTTAGGTTTGGGAAGTTGGAAGACCGA 

GCCCTGTACCCAACGTGGAAGAAACCTCCCATTCCTCTACTTAAAAATAC 

CAGCAAATTT AGTCT TGGGTGGTGGTTGGGTGCCATTGCCCTATTTAAAT 

CCCCAGCTTACCTTTGTGAAGGGGCCTCCGTGCAGGGAGTAATTCTACTr 

TGTAACTCCGGGGGAGGGCAGAAGTGTTTGGTTGGGTGAGGCCCAAAAAT 

TTGO0GCCCATTTGCCACTTCCAAQCTCT0GGOCAAACAAA.GAA.0CGAAA 

TATTTTTGTCCTCAAAATTAAAAAATAGATTTTTTATATTTAGGGGTTAC 

CCTGTCCCCGGGGCGGGGCCGGTTTTTAAAAAACTAAGGGGTGATTCCCC 

CCGGGGCTTGAAATGGAAATTTCGATTTT 

>Sequence 88 

TCGGACCGC7TTCAAGNTACAGAGGGTGGGCCGAAAACCCCCGACCAGGG 

NCCTCCGTTGCGCCTCTTXCCreTTTCCCGACGCCTTGGCCGGCTTAACC 
CGGGATTACCCTGTTCCCGCCC 1 1 1 1 IL'l ICCCCTTTCCGGGAAAGGCGG 
TGGCCGCC1 i 1 1 C II GAATAAGCTTAACGGCCTGG AAGGGTATTTCTCAA 
AGTTTCCGGGGGGTAGGGGTCCGTTTCGGCTTCCCAAAGCTTGGGGCCTT 

GTGGTTGCCACCAAAACCCCCCCCCGTTTTAAACCCCCAACCGCGGTGGG 

GCCCCTTTATCCCGGGAAACC 

> Sequence 89 

CGGTCAGGTACCGCTCAGCCTGCTTGGTTGCATCCTCCGCATGGCGAGTC 
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AGCTCTGAGATCTGAAGGTCAGCATGCTTACGCTCGGCCTCACATGTGTC 
AAAGTGATTCTGGATCTCCTTAAGTCGATCCAACATCTGCAGTTGCTGTT 
TTTCCCCATTCTCCA GTTC A CG TGTTAAATTCTCTACITGTG ATGCC AAA 
TGTGci I rCTTCTTGTCl I ITCTn CCATGCACCGTTTCACTTCCTCTAA 
CTCAAATGCCATTGCGCTGAAGTTCAGCTGCACTCTCAAAACTGACATTT 
CKHTCTCCAGGTCCTGTTTTTC 
ACCTCCCCTTGGTCAACCTGATAAGTTTGAG 
>Sequence 90 

AGGTACGCGGGATCACAAAGCAGACAAACAGGAAAGACTGAACCATCTAT 

TTGAAAAAAGTGACTTCATTCAATTGGTTCAGCCACCCGTATCTGTAATC 

TCTCCATTCTGCCCTCTTGATTTTAATGCAGCTATAAAGGAGAGTATTTT 

AAAAGTGCCTCCCAGTAGGAAGAACAGTCACAAGGCACTGTTATATCAAT 

TCAGTGTGACACAAGCCCTGATTATTTAATAGTATAACAGCAGTGAATCA 

GAGTTCTTTCATCTGACTTTGCTGACATTTCCAGCAGCTGTATATTTAAT 

TCACAGTTAGGGGCTGAACAAACTACAGCCATTGATCAGAATGTAAGCAG 

GCATCCTTGAGCTTCTTCTAGGAACATATACAGATGTGCACAAAATTTTC 

ATTTATTCAGTN 

>Sequence 91 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGATCACAAAGC 

AGACAAACAGGAAAGACTGAACCATCTATTTGAAAAAAGTGACTTCATTC 

AATTGGTTCAGCCACCCGTATCTGTAATCTCTCCATTCTGCCCTCTTGAT 

TTTAATGCAGCTATAAAGGAGAGTATTTTAAAAGTGCCTCCCAGTAGGAA 

GAACAGTCACAAGGCACTGTTATATCAATTCAGTGTGACACAAGCCCTGA 

TTATTTAATAGTATAACAGCAGTGAATCAGAGTTCTTTCATCTGACTTTG 

CTGACATTTCCAGCAGCTGTATATTTAATTCACAGTTAGGGGCTGAACAA 

ACTACAGCCATTGATCAGAATGTAAGCAGGCATCCTTGAGCTTCTTCTAG 

GAACAAATACAGATGTGC 

>Sequence 92 

NGCGCTTAGGAGCNNACGNCGCGCGNGGCGGCCTGNCCGNNCNGTCGCAG 

CCCCANGAGGNCACCAAGCANCCANCACCCCTACCGNGAGNNGTGAGGCA 

ANGGCCGCCAGGCAANGGCACANCAAAANCCGGTTTTCNGCNNNGAGCAC 

NGNGCACCCGAGAAAACAAGGNCNCAACNACNGACNGGCCAAGAAGGGGC 

CCGCCCNNGGCCAACNNCACCANACAGNNNAGAGCTT 1 1 1 1 1 1 1 1 T1G GT 

TTGAGCACCGGGACTATCCTCTTGACTACAAAGTACCT 

>Scquence 93 

GCGATTGGAGCAACCCGCGGNGGCGGCCTGNCCGCCGCTACNNNAATCAN 
GGAANCNNNGCThrtsfNNGN^^^ 

GCTNNNGCAGNfNAAACCCNACGTTTAGAACNGGGGGGCAGACCCCGAACG 

NCNAGAACAGNGGACCCCCGGGCGCAGGAANNCGAACAAGCNAANCGANA 

CCGNCGACCNCGATTTTGTTTTTTGGCGGAGCNNGNGNGCCCNCTCCCGA 

GGGAAAAAAGCGCGCTCNGGCGAAGG 

>Sequence 94 

TGCCCGGGCAGACACAGCTCCATGAGGTCACCAAGCATCCCATCACCCAT 

ACCGGCAGTTGCATGGCAATGGCTGCCAGGCAATGGCACATCAAAATCCG 

GGCAGCGTCTTGAGCACTGTGCAATTGAGTCAACAAGGTCTCAACTACTG 

ACTGGCTAAGATGGGGCCTGCCCTTGGCCAACTTCACCATACAGTTTAGA 

GCAATCTTTAAAGTGGCCTGAGCACCTGGACTATCATCTTGACTACAAAG 
TACCT 

>Sequcncc 95 

AGGTAC CTGTATGATAACATTXK^AGTGAAACATATCTTGTGACAGGACAG 
TTTTTTGTGGGGAGGAGAATTAGACCAAGTTCGGAGATATATTTTAGGAA 

ctaaaaggaacgtaagatctggggtagggggatgagcagctccacaccct 

gctcctgtgtgagctgtgcgctcccgactgggaaatgtctaactccatcg 

aaaacatgagatgaggggcagggaaggggctacttccaagcctttcatta 

taatactgtgtgtaaccttttgcatattttx:agaaaagaaaccagtaag 

tgggttcagttgtgggctcatcctgacttagaaaattttaaataatttag 
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CCCATTGAAATGTTGATAATATAAGGCATGCATGAATAATAATTTTTGCT 
TCTTTN 

>Scqucnce 96 

AGAAATGTCGCCAAACTGCCGTCITCCCTCCnX^GGCCGCTGCGACAAACA 

CCCCACAAAATGGCGGCAGCGCCGTCGCCCTAGAATCCCCCGAGTCGCCT 

CTCCCCGCGTACCT 

>Sequence 97 

GTATGTCGTTGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTCCCCTGAGG 

AGCCCCCTTCAGAGGGGCGAAGAGCAGTATCTTCAGAGGCCATCCAAGTT 

TTAGCATAACAAGGAGGGAAAGAGAATGCAGAGAAGAGGCTGGTGATAGA 

CAAGTTTCATGTTCACAACTTGAATTGCAGAGGTCAAGAGTTTAAAGAGT 

TTGGGATGGAAAGAAATCGAGAATTGGGCT 

>Sequence 98 

GGTTCGATGGTTGAGCTCCCCGCGGTGGCGGCCGAGGTACCAGCAGAGAT 

GGCTTCAAGATGATTTAGGACTTGGGTCAGTAGCACTTACTGATGTAGTG 

GTTTGATACACACTGATTACCTTCTTCC7TTTTTATTCTCTGGCATTTCT 

CCTATATAACTAGCCACTTTTAAACAATATTTGTCGGCTCnTTTCTTCTG 

CTTGTCTGTAAATATTAGGGTTCCTGAGTCCTTACCTAGATTTTCTTCTC 

TTCTTACTCCTGGCCTTTCCTTGGGAGAGTTCATAATTCACCTACTCCAT 

CTAGATATTTGTGATGTCCAAACACATCTCCACGTTAGGCTTCTATTTGT 

AGCATCAGACCCACACTTTCAACTGTCCACTAGATAGCCTCACTTGGATG 

CTCTGCAGGCCTAAATAACCTTTGCGGACAGATTAACAGGGAAAAAATAT 

TAATAGGAAAAAATATTAGATTTTTATCTGATGTTAATATTTCTATGTGG 

CATGGAGGACTTCACAGANAAAAGTGAAAACTCTAAAGCAGTTAGATTTG 
AGN 

>Sequence 99 

TCTCTTACACACTCTATATGCATATAATTACAATCCTGTTTATATAGTAT 

CTTTCTTAGTATATACTAACATCTATTAGTCAAAATATATATATATAGAT 

TATACTAATTATCTAAACATCCNCANTAAAGAACAGTTTCCATTCGA 
>Sequence 100 

GGCGAGGGATTGAGCTC CCCGCGGTGGCGGCCGAGGTAC T n 1 rTTTTTT 

i i 1 1 1 i 1 1 1 1 1 1 1 1 TTTTl AAATATGTTTTAATATGCATATCATCCAGGC 

AGCATAATGTTATATTTCAAAGACAGATTTATCCATTGAATTATTGTTTT 

TAAAAGTTGGGATTCTCTACATAGAACATATTTTCTGAAATTTCAAGAAT 

ATTTTCAGGTAAATTAAGAATTAATTTCTTCTAAGACTATCCAATGTGTC 

TCAATCTATTCCATAATATAATCAATGATAAAGATTCACATGTATCACCA 

AATTCGAGGCAGCTTAGTTGAAAAAATTTGAAACAGCTTACTGAATTCCA 

TTTGCTGATTCTGGGGGGGCnTCCCCAATGGCATGTGTGCTCCTTTGGAT 

GCCTGCAGGGGTGGTCACTGCAAAGTCGTCATCTGTGCCACTGGGAGTTG 

GGAGGCGGCCTGCTGGGGTTCCCTGGGTGGCAGGATTTACACCTGCTCCT 

CCTGCTGGAAGGCTTCCATCCTGGACATCTGGATTAGCCCCTG 

>Sequence 101 

CTCTTCATTTACACTCTACTGTATTGTTACTATAATATACTTATATATCT 

TTTCAGTCTATAATTTGTATCTTATAAATTTTATTATTCGTACTTTCTAC 

TCATTATTATATATATTACATATTAATATTTAATATTTTAGTTAGGAGCT 

CACGTGGTGGCGGCCGAGCCCAATTCTTGATTTCTTTCCATCCCAAACTC 

TTTAAACTCTTGACCTCTGCAATTCATGTTGTGAACATGAAACTTGTCTA 

TCACCAGCCTCTTCTCTGCATTCTCTTTCCCTCC^ 

TGTGATCKKXnCTOAAGATACTCKnXrrTCACC^ 

TCAGGGGAAGGTACCT 

>Sequence 102 

TCGAGGTACCATAATAATGCAATTAACAAAATCCAGGATTTAAGGATTTC 

TATAAGATTAAAAAAAAAATGAGGTGGTGTCGAGTGGGGAGAGAAAAAAG 

CAGGAAACAAAACTGGTGAGAGGAAATGACCCCCTGATGAAAGATCTTAA 

ACACCAGGCTGAAGATTTTAGATTTCTACCTArrAGAAATGAATATTCAC 

TGAGGTTTGATGAAGAGTCACTGAAGTGTCACAAAGAAAACAAGATTTGA 
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GAAAGATTCTTGAGAACTCGTGCATAGGAATGAACTGCAATAAGGGCAGA 
TTAGAGAAGAACTAGGCCATGAGGGCCTAGTATCCAGAATGAGGCAGAGG 
GAGGGACGCTGGATGTGAGCAGC 
>Sequcncc 103 

TTCGACGCGAGATGAGCTCCCCGCGGTGGCGGCCGACKjTACTCCTTTC^ 

GTTTAAAGCCTCACCACTGACCAGGAAGTCTTGATAGAGCCATCTAGTAA 

TTCTTAAGTCCTACCTCATCCAA(XnTGTTTTGACTCCTGCAGTGAGCAC 

AGCITGCCCTCACCCTCCCCTCTCTATGCCCTCACCTTTGCAGGAGACTC 

TCAATTTCTCAGTCCACATCAGCTCTCAGACCACCAAAGCAAGGGTTATT 

TTTTCTAAAAGACATTTGTTCCCAATGTTCCTCTGACTAAAGTTCCCTAC 

tttgggac atttck: ccttggcacctcaagggcccttcaaatacggttgag 
accg a aa a ittm a a aactcta a aaca acctttg aa a a attga atttgg 

T GTAA TTCCGCCCGGTGGAAGACCCCCCCGCCCCTCTTTTTTGGGGCTAT 

ATTTTCACCTTACCCCCGGGGGGGGCGGGGTTCCCCCCAAAAATCTCAAA 

TTCCCTTATAAATTTTCAGCGCGTGGACACACACTTTCTAAATCGCGCGC 

GGGGTGGGGCGGTCTATTTCTTTCTTCTCTCTTCTTCTTGTGTGGGGGGC 
CG 

>Sequence 104 

TCGAGTGGATGAGCTCCCCGGGTGGCGGCCGGGACACGTAACAGGGTGGT 

TGCATGCATTCCTCAAGTCTGTATGACTCTACCAAGATACTGTGAAG 
>Sequence 105 

GACGATGTGAGCTACCGCGGTGGCGGCCGCCCGGGCAGGTACTTTCTAGG 

TATATCATGTGCCCTAATGTGCTCCTAATATCATAAATGTTTACTTTCCG 

AAAAGTAT TTCTG AAAGGGAGCATATTTTGGAAAGTGCATAGGCTTGTAA 

TCATACTTGTTTTCAAGTTTCAACTTTGCTATTCAACTAGAATAATCTTG 

TGCAAAACCTGAGCTGATTTTCTCATCTATAAAATGGAAACAATACTTTC 

TGTGA TAAT GGGTGCAAAACACAAGGTATACTGGTTTCTTTGCTCTGGAT 

TCAAGTTTTCTTCTTAGTTTCAAAATTTTAAAGGGAAACCAAAAATGTTT 

CATGG CCCAACT TTGCAGAAAAGGATTTTTCCTCAAAAAAGAAATTAAGG 

GGGGGT TTTTT TATGGGACCCAAAAGGCGTTGTGGCCAGTTTTAGTAATT 

TTATAAGTTTTGGGACTCCTCTAACACCTTTTTATAAAGCGCCCCCTTGG 

GTGGGGGGGGTTTATTTTTGGGGGGGGGGGTAAAAAAAAAATTTTTTT 
>Sequence 106 

TTTTGCGTGAGCACCACTCGTCCGGTAGTGGGCAGCGATCAGGGCTGGGG 

CTCTTTCCTGAGTTGTGTCAGGTGAGAGATTGTGAGAACTTGGCTTGCAG 

GGTTTGGGCATCAGCTGCCCATTGAGGGGCCGTTCATTGTCTCAAAGTGA 

ATGTGGG GTGGT TTGATCTGCATGTGTCATTTGTATCCACACAAGTTAAT 

TATTCTGCTTTTGTTGTAGTACCTTGGTTGTGAAGCAGAAGCTACCAGGC 

GTCTATGTGCAGCCATCTTATCGCTCTGCATTAAGTAAGATGAGGATTCA 

CTCTTAATTTATG GGCAC AATTTAGTTTCTTCC AC AC AAATTTAGGCCTT 

AACTCT TTTA 1 Tl T1TCCTACAGTGGGGGTTTGGAGTAATATTCATACGG 

CATGGACTTTACCAAGATGGGGTATTTAAGTTTACAGTTTACATCCCTGA 

TACCTCTCCAGACCGTGACTGTCCAGTAGTTGGAGCACAGTCTGCTTTAT 

TGTGGTCCACAG 

>Scqucncc 107 

TGTTTTTGltKjTCACCACGCGTCCGAAATAATTGCAGAGAAAGCTTGCCA 

ACGGTGATAAGTAGGTTTGTCTAGCAGCACTGATGCGTCGTGGAAGTTGA 

TGGTCATGAACATACAGTGTGATAACCTATCTGCCCTCTTGACXrr^ 

AGTAGTGCTATGTCATTTTGGTACTAAGGTAGGTGAATTTTCCAAGIXjTT 

CTIXKjAAATAAGGAAACATCAAGAATAATCTAAAAGCCTCATATACAATA 

ATGAATAATAAAGAATAATGTGAAGGCTTCATTCAAGGTTGGGGTTTGCC 

AGATACATTGCAACAAAATGACAGAGCAGCCAAGGTATITAGGATAGTGG 

CCAAAGGATTGTAATGATGGCTTATGGAAGTGTCAGCTGGATAAAGAGTG 

AAAATGAATAAAAACTAATGGATTGGTTCAGTCGAATAGCAGACGGCACA 

ATGGCCCATGGCCCGTTAGAATAGGGACCCAATTAAATGGAGACCAGTCA 

AGTGGGGGGGATCAT 
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I^ TGT ^ CCACCGTCG ^ TGGATTCTACAT CAGGTGTCTGTGCCTCGC 
TGCTGAAGGATAACCCAGAGTGCAAGGTCATCTTTGTTGCTGAACAGGGC 
TGGACCTGTCGCACTTAAGCACACTTAAAGGATTCTATTCTTCATTCAGG 
TCODCCAGAGAAATTGGCTCCTTA 1 1 1 1 TCTTl A CCTATTCCTAG ACTTC 
CTTTTGTCTAGAGCCAGTTTTGCAAAGGGCACTTTTATCCATCTCAGTTA 
TTCCCAGAGGTGACAGAATGAGTAAACCATATGGGGCAAATAGCATATAT 
GAGCTAAACCAGTTAACTGTTAACCAAGGCACATGGTCAATGCCTTAGTA 
■ 1 1 1 1 1 1 1 1 ill AATTCTTCTAACGGTATTTCTAGCTGTACATTCCCA A A 
GGAATGGGTGGAAGCAAATCGATTCTGGAAGGGTCAATGGTCTTCCAGGT 
TAGGGAGAACCCAGTCCAAGGGCCGGGGACC I 1111 1 C 1 ' 1 G G AAGTGCTG 
A A ACCCGAGTTTTTC 
>Sequence 109 

GAAAAGATGTGGAGCTCCCACGCGTCCGAGACACTTCTCTGACTAACCAT 

AGACTATGTGGAAAATGGTAGCTGGATTGCCTTTGGGTGGAGTCCTTGCC 

CTGTGGCATAGGAAACAAAGGAAAGGAGAGAGATGCCCTTTGAGATTAAT 

GAAAATGCTCTCAGCCAAATAAAATCTAAAAATAGCCTCCTTGTGATACG 

AACGCGTGGCCCCTAAGGGTCCTAAAGAGAGAGCTAGGGGAGGTTCAGCT 

GGCCACAGAGATGCTAAAGGTCAGGAGCAGACTTTTAGGGTTTGCTGTTT 

TATAGGTTTAAAGACCAGGTCTCTGTTTTGATAACTGAACTTGCTAATAG 

CTGGCCACTTGAGTTGCTrCTTCCAGCrCTTTGTTTGTTTTAAATAAAGA 

GATTCAGCCAG TAATAA TGGGAAGAGCTGCAAATGACTTCCCCAGTTGGG 

AGTGCCTGCrTGTrnTCCTTCTGCCTGGGCATGCTGATGTGCAGGCCAC 

ACTCACAGACTTACACGTCTGAGGAGATAGCCC 

>Sequence 110 

TGTTTGCACGCCGTAATACACTCCTCTGTTTTTACAGTGCTGCCTGCACT 

GTGACTAAGACTTTCTGGACTATCATCATGTTTAGGAGTTGATGAGATTA 

TAGTTTCATGT AAGTGT ATCATTAGATGACAACTCTACATCTTTAGGCAT 

GGAAACAAACATTTTTCCTGGAAGAAAAAAAAGTGAACATCCAACCTCCA 

TTTAAACAAATTTGATTGTTTCTTTGCTATTAAGAAACTCGGTGCTCTTT 

CTCCCACTCTATTATATTGTCAAAATACATCTGGAGACACTATATAAACT 

TTTTCTCCTTTAAATTACCTGGTTTATATATTATCTCCTGTAGCCTGCAT 

ATAGATAAAGGTTAAACATAGAGGATTTAGGTTGTTGGTAATTTAATAAA 

T^rsiir" Ac ^ TcATATAA ' n ^ 

AGGAGTCTTGCTATGTTGCCCCAACTAGTTTGGAATGCCTGGCTTTAAAG 

GGAATCTTTACCTTAGCTTTTTGAGTAGCCGGCCTACA 

> Sequence 111 

GTTTGAGGGCGACCACGCGTCGCGGGATTGGACCGACGCAGCCATGGTAG 

GTCCAGATCCCGTAGAAGGGAGCGGGGTCCCATAGGTTACGGCCGATTCC 

TGGAGCTTCTGGACTGAGGGCCGCGGTAAGCAGTGGTCTGGGCTCCCGC 
>Sequence 112 

GTAAGAGGGCGCGTGGCCGAGCGGTTTGCATCGCCAGCTCGCGCAAGGCC 

ATGAGGTTGGTCTGGGTGAAGAACGCATCGATGGCGGCACGGGCCTGTTC 

CGGCACGTAGACCTTGCCGTCACGCAGACGCTCCAGCAATTCGCGCGATG 

GCAGGTCGATCAGCAGCAGCTCATCCKXnTCCTGCAAGACCCAGTCAGGC 

AAGGTCTCGCGCACTTGCACGCCGGTGATGCCGCGCACCTGGTCGTTGAG 

GCnTCCAGATGCTGGACGTTGACTGTGGTGAATACGTTGATGCCGGCAG 

^G^TTCCTGAATGT<ttGCCAGCGCrnTCGTXiGC(XiCTGCCGGGG 

GCGmKnGTCGGCCAGTTCX5TCGACCAGCACCAGGrrGGGCTTGGCGGC 

GAGCAGGCCGTCTAGGGCCATTTTCTrcAGCATCSCACCGCGGTATrrGG 

AGCGCACAACCGGGTTTTGTGGCAGGCCGCTTACCAAGGCTTTCGGCTTG 

GCGCGGCCCTGGGTTTTCACCACCCCGG 

> Sequence 113 

GGAGATGTCGCCACGATCGGGCGCGGCCAGCCGACTGGACCCCTrAGCCT 
CGAGGCCTTTGCTGAAGCTCATGTGAGGGGGCGACTGCCCCTGACAGGTG 
TTGGATTCCAGCTGCTGTGGCCCTGAAGGTGGGTGGTGGGAAGAACGGGA 
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gaatgaagccack:cttgggagaggtaggacgccagcccggcx:cagctgct 

tccagcatctcgatcx:agcctcacctgaagccagccaccttctgga 

aaagtcattgtcaacaccgaaacacagggtttctgaccattgcaacx^cag 

ggtcccggcgtgtcgtggctgcagaccctgcagacccctatgaagatggt 

cctgcctgccttgcatcgggcctxn'agcragggactgtggttgcagacgt 

atttctgggactgagcctctggttagaggccagtggtgagggaagagaga 

ccatcagagaaaagagtggagcctcgggcttgttagcaaatggcagaaac 

ccgaccctgcaagaggaaaacattg 

>Sequencell4 

TGGAGATGTGGATTGAGCTCACCGCGGTGGCGGCCGAGGTACGCGGGAAG 

CAACTGTCAGCTAGTGAGATTACTGTGTATGGCCAATCCAGATAAATAAG 

ACGATCAAGTCTTTATGAAAAGGAAAGAAAAATTTGGAATGCACATCTCT 

GTCCAGCTCAATTCCTCACTCCTTTTTTAAGATGGAGAGCTGTTAGGTTT 

GTCTACACAGTAGGAAACACCTGATTAAATAACAGCATGGAGCCAATCTT 

GACAAAGAAATTGGCTGCATCCAATAGAATCCCAGGGCCGGTCGTGGTGG 

CTCATGCCTGTAATCCCAACACTTTG 

>Sequence !I5 

TACGTATGACTCACCGCGGGCCGGAATCGTTGTACCAGACCAGGCCCCCA 

GGGCCCAGCTACTCGAAGAACAGCCAATGGATTGGAACGTCCTAGGACAG 

ATGCCACGGCTTTCACCCAGGCTGGGGGTGCACGGATCTCACTGGGGTTA 

GTTGGTCGGAGGGGGAAGCCCCATGGGTCCACCAGGATGAGGTGTTTAAC 

TCTATCAGGGTACCT 

>Scquence 116 

GGTGATGATGAGCTCACCGCGGTGGCGGCCGGTAGCGCCGGTAGGCGGTG 

TGGACCAGGGGCTCGTCGGTGGCGGCCAGCGAATTGGTGACGACGCTGAT 

CTTCACGTTGCGCCCGCGGATCTCGCGCATCACCTCCAGCCCCGTGGCAC 

CCGGAATCAGGTAGGGCGAGACGATGGTCACTTCGGAACGCGCGCGGCGC 

ATCTGCTCGACCACGTTGTAGCGCACGCTGTCGACATCCAGCAGCGGCAC 

GCCGCCGTACGACGCGGTCTTGCCGATCACGCGGTCAGGCGAATCGGCAT 

ACGCCTCGGCGGTGGTCCAGATCAGGCCGAGCTTGCCGGCGTTTGAGGTC 

TTCGACCATCGGGCTGTAGCCGAGCAGGGTCGTTGGGCGCGGGGGCTTCG 

CGGGGCCGNCGTTGGTGTCGGGGGCCCGGGGCCGGCGTTCAAAACCGCTT 

TTGCAAATTCTTGGCGCGGGCAAGGTTGGTCGCCAACAACGACTGGGGAA 

TCGGGCCGCTCTTGAAACAGGGTGGGATC 

>Sequencell7 

GATGATGAGCTCACCGCGGTGGCGGCCGAGGTACTCTAATGGAGCCACTC 

AGGACTGTCTTAAAAAGACAAAAATACCTCCTACAGTTGTTATCATCAAC 

GTCAGTTGCTGGCTTTTCCTAAATTTGTCTTCTACCTCAGATCTAAACCA 

TTTGATAACATTAGGGCAATATCATGGCAATCGTGGCCCAGTAAAXCCAT 

AGCAAATGTTTTCTCCCTAGGACACTATCTGTTTTCACAGGAAAATTTTT 

CTCATAGAAAAACTGTAGGAAAAGCCATGGATGAGCTGAGAAGACCAAAC 

CTATCTCTTGGAAAACAACAGTAGGGAGCGTGGATTAGAATGTCTTGGGT 

GCGTGAAACAGGCAGACAATCCTGAAACATCTTTTCTGGGGACGTAAGGC 

ATGAAAAATTTCTATACACTTAGGAGGGCTTCTAGGAAACAGGAAACGAC 

AAAAATGGAATGGGCTTCATTCAA 1 rTTTTTTTAAACACATGCCTTACAG 

GTGAGGTTCTTGAGGGGCCTGGAGAAGAACACCAACCCTTTCAGCT 
> Sequence 118 

tgtagatgactcaccgggtggokk:cgaggtacgcggggaaccgaggcag 

CAGCGGACGTGAGCXjATAATGGCGGATATGGAGGATCTCTTCGGGAGCGA 

CGCX^GACAGCGAAGCTGAGCGTAAAGATTCTGATTCTGGATtnXjACTCAG 

ATTCTGATCAAGAGAATGCTGCCTCTGGCAGTAATGCCTCTGGAAGTG 

AGTGATCAGGATGAAAGAGGTGATTCAGGACAACCAAGTAATAAGGAACT 

GTTTGGAGATGACAGTGAGGACGAGGGAGCTTCACATCATAGTGGTAGTG 

ATAATCACTCTGAAAGATCAGACAATAGATCAGAAGCTTCTGAGCGTTCT 

GACCATGAGGACAATGACCCCTCAAGATGTTAGATCAGCACAGTGGGATC 

AGAAGCCCCTAATGATGATGAAGACGAAGGTATTAGATCGGATGGAGGGA 
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> Sequence 119 

TAAAGCGACCOCGGTGGCGGCCGAGGTACCTGAACACCAGGCTCnTACG 

GTCCCTGGCCAGTGAAAGGGTCTAATATAAAACACACCGAGGCTGAAATA 

GCCGCTGCITGTGAGACCTrCCTCAAGCTCAATGACTACCTGCAGATAGA 

AACCATCCAGGCTTTGGAAGAACTTGCTGCAAAGAGAAGGCTAATGAGGT 

GCTGTGCCATTGTGTATGTCTGCAGATTTCCCCAGGGTTGGGATGGGTTC 

ATCCTACAACGGACAAGATGAAGTGGACATTAAGAGCAGAGCAGCATACA 

ACGTAACTTTGCTGAATTTCATGGATCCTCAGAAAATGCCATACCTGAAA 

GAGGAACCTTATTTTGGCATGGGGAAAATGGCAGTGAGCTGGCATCATGA 

TGAAAATCTGGTGGACAGGTCAGCGGTGGCAGTGTACCTGCCCGT 
>Sequence 120 

AGACTGACCGCGGTGGCGGCCGAGGTACCGAGCTACCAGGCTGTGGAATG 
AGACCGGGAGCTTTTTCGTGCTAAGATGCCGTTACGGAAACATCGCTGTC 
GTTTCAAGAGCTATGGGCATTGTTTCACA 
>Sequence 121 

TGATTAGATGAGCTCACCGCGGTGGCGGCCGAGGTACAAGTTTATGTTTT 

CCTTGGTGTAAGGCTTTAACAGTTCCCACCTTTCAGCTGCCTGGGCATTG 

ATTGCTCACCTACCACTATGACTAGATATGATTCCATGTGCTTTTGACTA 

GATTCTTTGTCTCTTGTGTATGGAAAGTGAGACTTTAAGTAATAGTTACT 

GCTGAGAGAAATAGAAGACGTGACAACGTTTGCTTTCCCATTCAGTAGTC 

AGCGGTTGAATGGAATTATCTTCGTTTTTGGACTGACAGATTTGTTTTAC 

AATTCAGCTATTCCCAAGCCTTACTATTCAAAGCAGAACCCTTCTGTCTT 

CTTTCrGTAGTTGCTCTCTCTCCCTATATTCTGTTGTATTTTTTTCAAAT 

AACTTATTACTATCTCAAGTAAAATTGTTTTATGTTTTGTTTTTATCTAC 

CCTCTTAATCAGGGCAGGGATATGTCTGTTGTATATTTTACTTTTCCCAA 

ATCATAAAGTTTTTGGGAATCTGCTGGTTATTA 

>Sequence 122 ' 

AGGTACACACTGGATCTCCTTACTCATTTTTAACCCTGACTGGGACACCA 

GAGACATGCTGCATCTTGTATTAGGTGTTTCATCTTGCAGAATGGCTGTG 

SI2^ ATAmCCTGTC ^ GAA ^^ G ^ AC AATCCCATTACATCAC 

TGGCTTTTATTATTAAATTGAATGTTGGCTGGAAACAATTTTAACCCCAA 

ATTGTGACAAACAAAACTATATGGAAAAGGTCCCTGCCCG 
>Sequence 123 

GTTGATGCTCACCGGGTGGCGGCCGCCCGGGCAGGTACGCGGGTGTGCAA 

CTGCAAACCAGTAACCTGCTATGGCCAATTGTGAAGAGATGGGAGTCTCC 

CCGTATTGCCCAGGCCGGTCTCAAACTCCTGGGCTCAAGCAATCTTCCCG 

CCCCACTTCCCGAAGCCCTAGGATTACGGGAGTGAGCCACCGCACCCAGC 

CAGAAAAACGTTTCAAATATTGGAAAACCTTACTTTTTTCAATGAGCATT 

TTTGCATCAAGGGGTAACAGGGACATTAGGCTTTTTTTCTCTTAGACTCC 

^ A ? AG J A ^^ AGAAmATCAAGACATrACATAGGA GTAAGGGCACA 

GCCAGGGGTGGTGGGGNGGAAGGACATTTTCCAGCACTAArrAACAGGTr 

TTATGATTCACTAGGTrGGCCCAACTACTGTTCTCACCTAATrCCCAGGC 

CAGCGTGTCAGGAGGCCAAATGACACTNTCCAGTGCAAGTGCTTGTAGTA 

TGAAGGGGGCAGAGATCACCTAGTGACCA 

>Sequence 124 

AGAAATGTCGGCAAACTG<XX3TCTrCCCTCCTCGGCC 
>Sequence 125 

r^ AGATGAGCTCACCGCGGTGGC ^^ 

$^^ CAAATAmATGCATCAGCTACATGCCAG GATCTGTAATAGAT 

TCTGGGTGTGCAGTAGTGATTACTGCAGAATGCAGACATGGTCCCTGCAT 

TCTTGAGAGGGAGACAGCAACCAAATAAACAATTACAAAAAAGTATGTAA 

^ A ^" A ^ CAAGTGGGAGAAGGGAGTGGGATTAG ACAGCAGAAGTGGAAG 

GAAGGGCCCACTTAGAGTGGTCAAAGGCTTCTTGAAGGTAACATGTAAGC 

TGAGACCTGAAGAAGGATGCAAAAGGGCCAGCATGTAAGGAACAGAGAAT 
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AAACATCCCAG AAAT AGAAAATAACACACAAAAACCTAAAGTCATTAAAG 

AACATGATCATCTTTCAAGAACTAACCCTTGAGATCAGAGTAGTTTGATT 

ATAGAGGAAACKjGGTGAGTGCAATGAAACGTTAAAAATAGCCAGATCACG 

TAGAGCTCTCTAGCCTTTGGTAGAAAAGG 

>Sequence 126 

TTATGATGATTGAGCTCCCCGCGGCCGGAAGAGCAACCGAGATGAAGGTG 

AAGATGCTGAGCCGGAATCCGGACAATTATGTCCGCGAAACCAAGTTGGA 

CTTACAGAGAGTTCCAAGAAACTATGATCCrGCITrACATCCTTTTGAGG 

TCCCACGAGAATATATAAGAGCTTTAAATGCTACCAAACTGGAACGAGTA 

TTTGCAAAACCATTCCTTGCTTCGCTGGATGGTCACCGTGATGGAGTCAA 

7TGCTTGGCANAGCATCCAGAGAAGCTGGCTACTGTCCTTTCTGNNGCGT 

GTG ATGG ANN A GGTTATM ATTTTGG AATCTACTTC AG TGGG A ATTGTATT 

CCGACCCTCGGCCGGTTTTAGACCTAGGGGGATCCCCCCGGGCTTGAGGA 

AATTCGAT TATAAGCTTA ATGGATCCCCGCCCACTTTAAGGGGGGGGCCC 

CCCCCCAAf I 1 I II ' 1T1TCTT TTAGGG A AG AA A A A ACCCCCCGCGGG AAA 

AAAGGGAAAAATTTTTTTTCGGGGGAAAAATTTTCCCTCCAAAATTTCCA 

AAAAAAAAAAGGGG 

>Sequence 127 

ATATGGCTCACAGCTCGGCGGGCGGGTACTGAAAGTGAGGTGAAAAAACA 

AGAAAGCTGAGAGAAATCAACATGTTCCCAAGTGCTGTATGTGAACAATA 

AATCTGAGACATACCTCTAAGGCTTTTCCAGAGACAAGAAAGCTCTCAAC 

CTGTAAAGAATTCCTGGGACATGACTGAGAGCAATGAGAACTCCAGGCAG 

AAGGTTAGCAGATATAGTGTAGAGCATACACAGATATACTATAGTTCATA 

ACACTGGTGGCTTAGCTGTAAATCACAAAATAGCACTGGAATTATACTAG 

TGATCATAGCACATAGTCCAAGAAGAAAAAATTTTGATCTTGTTCTTAAA 

CTTTGTGGAGCCAGTGGTGAAATGAGTCACACAAAGATGCAACAATGNAT 

GAACCCAGCCCTCTTTAGACTAACATATTCTTGCCCATCACCACCAATAT 

TACAATAAAAATCAAGACACATGAAGGAGCATACCTTTTTCTGAAAGAAA 

TATTGCTTACCTCAGTCTCTATGGNTATTTGATGCAAAACACCCAGCATG 

CAATTTGAATCAATAAGACATGGAAAGGGAGCAAAATGTAACTCATGCTA 

AAGAAAAAAAAAGAGTGAGAAAGAGACAACAAAAGCAGATCCAGAAATGT 

TAAAACTTGTGCATTATAAGGGAGGGAGCTTTAAATACAATATTNTAATT 

TAGAACATCTAGTGAAAATGTGATCAGATTTATCAAGTAATGGAATTTGA 

ACAGAGACGTAAAATGCTATATTTACAATNCATATTTTATATAAAAAGAG 

TTGTTAAAATAAAATTGTAAAAAACAATGTTTCAAAAATAAGATTATGTN 

GATGGCTTACAGTTGAATAAT 

>Sequence 128 

GTGAAACAATGCTCATAGCTCTTGAAACGACAGCGATGTTTCCGTAACGG 

CATCTTAGCACGAAAAAGCTCCACGGTCTCATTCCACAGCCTGGTAGCTC 
GGTACCT 

>Sequence 129 

GAGACTCACCGGGTGGCGGCCGCCCGGCAGGTACAGTCAAGGCCGAAAAC 

CACTGAGCnTTTCCCTCTGCCTGGCACATATCCACTGCCCTGCCTTCCTT 

CAGCTGATGAACTCTTCATATGCCTCCITTTGGGTGTCAGTGGAAATGTC 

AC1 iui i lCTAGAAGCITCTCTGGCTCTCCCAGCCTGGCCCAGGGCTCCA 

GCTATGAGCrTCCATAACACCCCTAGTTTTCCTCACATTGCCCTCATAGT 

ATATGGAATTTGTTCATTCAATTGCCTGGCTTCCAACAGATGCCAGCTCC 

AAGAAGGCAGGAGCTGCTTCTCKjGTATTGCTTGCX^ 

CCCAACCTAATGiXTGGGCCAGAGTAGGTGCTTAATAAAAAATTGTTTGA 

GGCCGGGCGTGGTGGCrcACGGCTArAATCCCAGCACTTTGGGAGGCCAG 

GCAGGTTGGATCACGAGATCAGGAGATTGAGACCATCCTGGTTAACACAG 

TGAACCCCCGTCTCTACTAAAA 

>Sequence 130 

GAGACTACT 

>Sequence 131 

GACAGTGAGCTCACCGCGGTGGCGGCCGCCCGGCAGGTACCTATCTGCAG 

Page 24 
( f261 pages in Table 2) 



WO 01/42467 



246 

Table 2 



PCT/USOO/33312 



AACGGTCATTAGCAGTTTTTCCAAACAAGCGACTTTTAGCAAATTAACCG 

TTAATTTTAATGAGATTCAAAAGTTAATAGCCATTCTTAACGTTTTATAA 

TTAGAAGCTGTTATATAATTAGAGCTGGACACCCACATGGAGAAACTAAT 

TTGACTGTGCTGCATTTGACTTCACTTTGGTAACAGGAAGCACTTTTTAG 

TCTGTAGACCCTTGGGAGTTGTAGGGAGTTAAAGCTGATCATTATATACT 

ATTATATACTTAGGGATACAACCCAAGGGCAACCCCTGGCCTTTATGAAA 

ACCTGGAGTGAGTTATTATTTCCTGGTAATACAATTCTCTGCCAGCCAGT 

TGCTGCATCAAAACAGTTCTGATACACACACCTAAAGTCACCACTTCCTC 

ATTCTGGTCCCCAATAACCCTATAAGCCTCTCTCCTTGTAGGTGACCTCT 

GCCCTGTGAAGGGTTGGCTCACCCCAAGATTCCATAAATAAGTTG 

> Sequence 132 

ATACGACTCCCGCGGTGGCGGCCGAAACCGTGGTGGCCGTGATCGTGCCG 

TTGGCGGACGGAACCTTGAAGATGTTCTGGGCGGCCAGCACAATCGCCGC 

CTTGCCGACGATGACATTGTTGGCCTTCAGCCCGTCAATATCGCCCTTGA 

TGTCGATGTTCTGGCTCTCCTCATCATGGCTCAGCGCAATGGCGGCGTTC 

GCCTTGCCGGTCGCCTCCACGAGGAACAGGGCTGCGGCCGTCGACACATC 

GCTGGACGCGAGGGTCAGGTTGCCCTGAAGCAGCCCCTTCTTGTCCTGGG 

TGACATCACCGCGCAGCCGCGTGCCGCCGGCAATGAACTGGATATTGCTC 

AGGCGTTTTTCGTCCTTGTGCAGGGCAAGTTCCGTGGCAAGATCGGCCCG 

CACGCCGTCGAGGAACGCCAGACCGGATACCTTGCCGTCCGCGCGTCCTT 

GACAGAAGTCCGTTGAAGGAGAACGCGCCTTCCTGAGCTTGCCCCGGAAA 

GTTTGCCATCCGGAACCCGGCATTGAG 

> Sequence 133 

GATATCGAGCTCCCGCGGGGGTGGCGGCCGAGGTACGATAATTCATGCCA 

ATTTCTTTGGGAATACTTGTTTCTGATATAATAGGTTACAAAGCAAAATT 

GAGATGATTTTTAAAATGCCATGCAGTTATTTTTTCTGAATAACATAAAT 

TTTAAACAGAGACCTGAAAAAAACCCCAAAAGTATTAACCTTTAAATACA 

TAAACTCAATAGAAATAATTTAACTGCCTTCTCTTCACAAGAGGCAATCA 

GAAGGCAGGACTATAGTTTTCTGTGTTTCTTTTCCACAGGAGAGATAATT 

ACATTTCTAGAGACCCATAGAAACAATTCCATAGTTTTAATTTCATCTCT 

CTATCTCTAAGGGTGTGTCCAGGTATCTAACAGCAATTATCTTACATTGC 

TGAATCAACAACAATGATATCACTGAAGAAATACAGGGAGACCCAAGCTT 

CCTTGGATTGGCCCCCCAAAAATTGGTGTAAACATTTTAAAGGAATGGCT 

TAACTCTAAAGAAAGGGAATTTTCTTTTTGAAAAATT 

> Sequence 134 

TAGAGATTGAGCTCCCGCGGTGGCGGCCGCCCAAGTQTTGGGATTACAGG 

CATGAGCCACCACGACCGGCCCTGGGATTCTATTGGATGCAGCCAATTTC 

TTTGTCAAGATTGGCTCCATGCTGTTATTTAATCAGGTGTTTCCTACTGT 

GTAGACAAACCTAACAGCTCTCCATCTTAAAAAAGGAGTGAGGAATTGAG 

CTGGACAGAGATGTGCATTCCAAATTTTTCTTTCCCTTTCATAAAGACTT 

GATCGTCTTATTTATCTGGATTGGCCATACACAGTAATCTCACTAGCTGA 

CAGTTGCTTCCCGCGTACCT 

>Sequence 135 

GGAGAGAGGATGAGCTCCCCGCGGTGGCGGCCGAGGTACCTCTCCTGCAG 

GGCCCTCC^TTCAGGGTCTTCCTGGAAAACCCCCTGGAGGAAGCGCTCCT 

GTTGCAGTCGGAGTGAACACCCGTCTTGTTTAACCACCAGCAGGGGGATT 

Cci 1 1 u i GG AG AGTCCATGTAGTCATCATCTCTTTG ACCTCTGC ATTTTC 

CCCCAGAAAGGCGAGCATGTTACTTGTCATCTTGGGATCCGAATGACAAA 

CTCCACCAGATGTAAAATCACTTTCTAAACAACTA 

> Sequence 136 — 

GACGTTGAGCTCCCGCGGTGGCGGCCGAGGTACTTAAAAGTATATCAGGG 

CAGTTTCATGCCAGGGAGCCAGGGAAGGCACCCAAGGAAGTGATGGAAGA 

GTAGAAGTTCACCAGGTGCAGCTCAGGAAAGGGCTCAGCAAATTTCTCTG 

TAACAGGATGCAGACCCCGCGTCCTGCCCG 

>Sequence 137 

TGTTTGTGGATTGACACGGGCGGCGGCCGAGGTACTAAATTTAGCAACTT 
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TATTCATGAGGAACACCAGTCCAATGGTGGTGCTCTTGTCCTTCATGCTT 
ACATGGATGAACTCTCATTTTTGTCTCCAATGGAGATGGAGAGATTTTCT 
GAGGAG nTCTl GCTTTGACATTCAGTGAAAATGAGAAAAATGCTGCTTA 
CTATGCTTTAGC AATAG TGCATGGAGCGGCTGCTTATCnX^CCAGACTTCT 
TGGACTACTITGCTTTTAAmCCCCAACACTXXAGTC 
CTGGGCAGGAAAGATTTTGAACCAACCCCCTTTTAAAATTTTAAACT 
GGAAA CGGGAAT TTTGGGGGGGGCCCCACCCGGGGGTGTCTTTTGGGGGA 
A AAAAl 1 1 1 I I nGG ACAAAAAAAAAAAAAAATGGTGGTTTTTTCCCCCC 

ccci rnrm mn aaaaaaa acccctttttta aa aa i 1 1 rnrnTT 

TTTTGGCCCCCCCCGGGCCTCATTAATAAAAAAAACAACCCCGTCCCCGT 

TATTATATATTTTTTTTTCCCCCCCCCC 

>Sequence 138 

GGTGAGTTGAGCTCACCGNGGTGGCGGCCGAGGTACTCGGGAGGCTGAGA 

CAGGACAATTGCTTGAACCTAGGAGGTAGAGGTTGCAGTAAGCCAAGATC 

GTGCTACTACACTCCAGCCTGGGTGACAGAGTAAGACTCCATCTCAAAAA 

AAAAAGAAAAAAATTGACTTTGGAACCTCAGATTACATATCAGTTTGCAT 

ACATGCTAAACAGAGAAATGTCCTCAAAATTCAGTTACTAAAAATTACTG 

ATATC TCCATG ATTAGAACCACACTGTGGTTGTGTGTGTAGTCAAAGGAG 

GAGAATTTTTAATGCTATATAAGCATAACTGATAACTGCTATTACAAATA 

AATATTCCAC AAATTTGGAAAGTTATTAG AGGAAGAA 1 1 III MI CCTTG 

TAATTTCCAGGTGTTTATATTAGTTGGGCCATAGTGAAAATTACATGGAG 

GAAAGAAAATAGGAAAATAAGTCACAGAAAAAGAAAATCAAAACAAATAG 

GAACTTTGGGGAACAAGTGAGGTAATTTCTGCTCT 

>Sequence 139 

AGCCCAATTCTTGATTTCTTTCCATCCCAAACTCTTTAAACTCTTGACCT 

CTGCAATTCAAGTTGTGAACATGAAACTTGTCTATCACCAGCCTCTTCTC 

TGCA7TCTCTTTCCCTCCTTGCTATGCTAAAACTTGGATGGCCTCTGAAG 

ATACTGCTCTTCACCCCTCTGAAGGGGGCTCCTCAAGGGAAGGTACCT 
>Sequence 140 

GAAAGTAGGGATTGAGCTCACCGCGGTGGCGGCCGCTGTGAAACAATGCT 
CATAGCTCTTGAAACGACAGCGATGTTTCCGTAACGGCATCTTAGCACGA 
AAAAGCTCCACGGTCTCATTCCACAGCCTGGTAGCTCGGTACCT 
> Sequence 141 

TTTTGTGATAGAGCTCCCGCGGTGGCGGCCGAGCCCAATTCTTGATTTCT 

TTCCATCCCAAACTCTTTAAACTCTTGACCTCTGCAATTCAAGTTGTGAA 

CATGAAACTTGTCTATCACCAGCCCCTTCTCTGCATTCTCTTTCCCCCCT 

TGTTATGCTAAAACTTGGATGGCCTCTGAAGATACTGCTCTTCACCCCrc 

TGAAGGGGGCTCCTCAGGGGAAGGTACCT 

>Sequence 142 

CTGCC GGGC CCC ATTT GATTTAAAAGAATTGGGCCCCCCCCCGGGGAGGA 
CKjGGGTITTGTATTITGGGGGCTTTTTCCCTTTTCAAT^ 
GGGC CCCCGGGTTTT GGGGGTTGGGGGGGGGG 1 rTTTTTTTTCTT AAGGG 
GGGGi 1 1 1 1 1 1 1 n iCTCCTATAAAGGGGGTGGGGCCAAAAAAAAAAAAT 
TTTTCCTAAAACCCCCCCCTT 
>Sequence 143 

CCi i n iCCGi 1 1 1 1 CTCT AAAAA G ACCCTTGGGCTCGGGGG ATTGGGTG 
GGGGGGGGGGGl 1111 1 1CT1T1 AAAGGGGGGGTTACCCGTTTTTCCCCC 

AAATAGGGGGATCCCCCGGAAAAAAATTTTTTAAAAAAGCCCCCA 
>Sequence 144 

GTGTGGCGTTGAGCTCCCCGCGGTGGCGGCCGTTGCCCTTACATCrc 

TTTGGAAGTGACAGGTATTAAATAACGGCATATGAAAGCTTAAAAGTCAT 

CAAATACAATCACTGGGTACTTTCGATTACXCAAACCAGGCACTTTCCTA 

AACTCCCCACTTCTTTACTTCTGCGGTCTCC 1 1 1C1 1 1 1A TTCCCCCGCG 

TACCTGCCCG 

>Sequence 145 

GAACGATGGGATTGAGCTCCACCGCGGTGGCGGCCGAGGTACCGAGCTAC 
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CAGGCTGTGGAATGAGACCGTGGAGCTTTTTCGTGCTAAGATGCCGTTAC 

GGAAACATCGCTGTCGTTTCAAGAGCTATGAGCATTGTTTCACA 
>Sequence 146 

TGGACGACGGAATTGAGCTCCCCGCGGTGGCGGCCGTTCTGCTTAGCCAG 

TTTATTCTTTAI 1 1 1 I I I ACTGGAGTCATTGCCAGTGATGGAAACGGTGT 

TTGCTTCTCTTTCAGTCAAGATCTGCACAAAGTATAGCATTAGGTGGTAT 

TTATTGTTTATATTATGAGTTCTACATTCATCTTTCCAGCACTCTGAAGT 

TATCAGCAAGTT CTCAG TCAGTTCAAGGCATTGGATTCTGCTTGATTTCT 

TTTTAATTCATTGTTTTTCACCCCTTTGAGAGTTTTAATAGAGAGGAGTC 

TGGAAGGCAGAGATCTCCACCACCTAACCGTGAGAAATTTGGAACTAAGG 

ACTTGCACTGGTCCCCAAGTTAACAGTGGATATACTTCCTGCATTTTCTC 

TGGTU 1 rCTl GCATTGGGCA AAATGAATGAACGGG ACCAGA AGGCCCTC 

ACCCCTTGTGGCATTTCCAAGTGGACAGGACTGGGACCCGGGATTGGTTA 

AATAACCCGAAAAACGG 

>Sequence 147 

TGAG GATrcAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACCCAAGGTG 

GGCA m II" 1 1 A AA A A ACCC ATGG AAATA A ATGCTACTTCTTGTTAGTGT 

TGTTTGAAAATAAACAAAGAAAATGCAAACAAAACAAAAACCATGGTCCA 

TTCAAGCTCAAGAGTATTTAACCAATGCTCTGTTGCCTCTTAAAGGATTG 

GTAGCTATTTCCCCATCTACAAATACATGACAATTAACTAAGCCCAATTC 

TTTAAAACTATCTGGAATTAGGTCAAAATTATCTAATTTTTTTCTGATTT 

AATTATGGATTACGTAATCCAATAGTTGGCAACATTATAAAACCCTAACT 

TTACCTCATTGTTTGGCTATACCAGGTCTCATGACTCTGGACATAACCAC 

CATCCTTNCTCCCAACACCNCGCGTACTCAAAGTAAAACCCGGAGCTTCA 

TGATAACCATGAGGCCCGCAGCTTCTGNCTCAAAGCTTTTCTGGCCTAAC 

TTCCGCTGCTTCTTTCTCACTCGGCGTTTAAACTGGT 

> Sequence 148 

GGAGGACTCACGGGTGGCGGCCGAGGTACCTATGTGCGCGGTGGTAGAAA 

AGCACCTGGGTCGGGTGCAGACTGCGGAGCGGGCCCTACCGTGTGCGCAG 

AAAGAGGAGGCGCTGGACTTATCCTACCTTAAGTTGAAGCAGACCAGCAA 

TOTTOTGACCTACAATCTCCACACCCATCTTTACTCTGAGCCAAGGAAG 

TGTCTGTTCTTGTGCTGAGTTTCAGGGGCCTTCAGCTTGCGGGAAATCCC 

GAAGATGGCCAAAGACAACTGAACTGTTCGTTGCTTCCAGGGCCTGCTGA 

TTCTTGGAAATGTGATTATTGGTTGATGCGGCATTGCCCTGACTGCCGAG 

TGCATCTTCATTGTATNTGACCAACACAGGCTCTACCCACnGCnTGAAG 

CCACCGACAACGATGACATCTATGGGGCTGCTTGGATCGGATAATTGGTG 

GGCATCTGGCTCTTCTGCTGGCCGGTCTAGGAATTGTAGCATATGGAATT 

CCACAGGAAATTCTCTGGCGAATTCATCTGAGGTTAT 

>Sequence 149 

TGCGTGTTGGATTGAGCTCCCCGCGGTGGCGGCCGAGGTACCTTCCCCTG 

AGGAGCCCCCTTCAGAGGGGTGAAGAGCAGTATCTTCAGAGGCCATCCAA 

GTTTTAGCATAACAAGGAGGGAAAGAGAATGCAGAGAAGAGGCTGGTGAT 

AGACAAGTTTCATGTTCACAACTTGAATTGCAGAGGTCAAGAGTTTAAAG 

AGTTTGGGATGGAAAGAAATCAAGAATTGGGCT 

>Sequence ISO 

TTTGTTGATTCAGCTCACCGGGTGGCGGCCGCTGTGAAACAATGCTCATA 

^S^ G ^ CGACAGCGATGmCCGT ^ CGG CATCTTAGCACGAAAAA 

GClXXIACGGTCrcATTCCACAGCCTGGTAGCTCGGTACCT 
>Sequence 151 

TGAGCTAGTGACTC CCCGCGGTGGCGGCCGOOCGGGCAGGTArrTTTTTTT 
1 1 1 1 1 1 1 1 1 1 1 1 1 1 GTTTTTGTTTTTTTCTGTCCCCTCTGAGCCATGGAA 
GATACTGGAGTrAACAAAAATTTrATAAACTAAAGAAAGCAACTTTATAA 
TCTAAAAGAAAGCAACTTTCCCrcCTGTCTTTTGAATTCTTATTCCTXjAA 

TCTAGTCTTCCAAAAGCCTCTAAACTCAAACGAAACCTTTTTAAAGTAGT 
TTTGTAAAAGCTCAAGGTATGCCATTTCCAGAAAGTTGCAGATGAGCACC 
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ATTGGCATTACCCAAATTCTGTCACACATTGAGCAATGAAATTCAGGAAT 

TGGACAATGACCTCTTGGCATATGAAAGAATTAAAAGAGGGCTAGGGCTT 

GGGCA AGGGA TCTAATCGNGAGGGGATGTTGCTTTCCGAGGCTTCCCTTC 

CTTCTTCT7TTCTGGCTTTCAGGTAAATGAAGAAA 

>Sequence 152 

GAGGGTCACCGGGGGCGGCGGGTCCACCTAAAAAGTCACTGCAGCAGAGA 

AGAAAACATTGGACAAAGAAGAAAGGCGACAGAAGGCTAGAGAGAGGCAG 

CAGAAATTGCTTGCGGAGTTTGCTTCACGACAGAAAGGCTTTATGGAAAC 

TGCAATGGATGTTGATTCTCCTGAGAATGATATTCCTATGGAGATCACCA 

CGGCAGAACCACAGGTTTCCGAGGCAGTATATGACTGTGTTATTTGTGGA 

CAGAGTGGCCCCTCCTCTGAAGATCGACCTACTGGATTAGTTGTACCTGC 
CCG 

> Sequence 153 

CATGGCTCCCGCGGTGGCGGCCGAGGTACACCTGCAACTGTGCGAATGGT 

CCTGTTGCCTCCTGCATTTTGGCCTCTGTTCTATAAAGGAAGAGTAAAGA 

TG GAGC TCCTCCTGCCTCCATCACGAAAGCACATATCATCTGTCCCTTTG 

GATTTTACTTCCAGGACGCGTGTCGTCCCCAGCGTGTGTTGCCTTATGGT 

GCCGGCAGAGCCTCAGCTATCTGCCTGGGAAGTCGGATGTCCTTGGAGAG 

AATTTGGAATGCAGATAA 1 1 1 1 TCI 1 ATTTCTTG AG AGCTTACTTTAATC 

AGCATGACACTACCTAAACACTGAAGATGGCCTTATATTAGTAAGATTTG 

CACAAAATTAAGTATACCTATGCAAACTATTACTTTGGTTTTTAGGAGTT 

TGGTCA GATGAA GAAGTA ATGG GATCACATATATATGTAAGAAGACAACC 

ATCATTA J 1 1 l l GTAAGTGTTTTATTAAAACCAACTGGTTAACTTGTGAA 

ACACAAATAGAAGTCGTATTATTAAGGTCC 

>Sequence 154 

TTTTGCGTTGAGCTCCACCGCGGTGGCGTCCGGCCCCCGCCTTTTCTGCG 

GCTTTCAGCGCGCGTTTCAGGTCGTCAATGAGGTCGTCGGCATCTTCGAG 

ACCGATGGACAGGCGGATCGTGCCCTGGCTGATGCCTGCGCCCGCCAGCG 

CTTCGTCGCTCATGCGGAAATGCGTGGTGCTGGCCGGGTGGATCACCAGG 

CTGCGGCAATCGCCCACG 

>Sequence 155 

TATAGCGGACTCACCGGGTGGCGGCCGCCCGGCAGGTTTAAAAAGAACAT 

GTATAAACGCTTAGCAAACCCTTITTAATGTTCTGAAGTCAGTCTTTGTA 

AGTGAAATCGCTGGAGACTAGAAAGTATGAAATGGCAGTCTACCTGGGCA 

ACCTACAAAAAATTTAGCTTGAAAAGACTTCAGTCTCCGCTCCCCTGTTG 

ATCTCATGGAGTGGGGAATGGGAATTGAACCAGAACTGGAAAATTATTTA 

GGAAAGTTTGTTAACTACTCTTTGTTGATCTCATGGAGTGGGGAATGGGA 

ATTGAACCAGAACTGGAAAATTATTTGGGAAAGTTTATTAACTACTCTTT 

CTGCTGAGTAAATTTAAATGTGTTCTGGACATTGTTGAGGTCTAGAATTG 

TCTATACAATGCCCTGTACCT 

> Sequence 156 

TTCGAGAGCTCCCACCGGGCTGGCGGTCGCCCGCTCTGGTGCTTGCATCT 

TGGCTTCCTATAGCTTTCnTTTTTACAGAGGCCATGAAATGCAATCCAGC 

TGAAGTATTATCATCTTGTAGCATTTCAAAAGGAACGTCGAAGTCATCCA 

AAGGATGGGAACCACAATGTTCTTGTTCTlXXnTCGGTTTCTTAATGA^ 

TCT XjAAT CATCATTATTAATTATGGAATTCTCTGGTCGAAAAGTCACATT 

TGGTTTTCTCCTCAGTTTCTCACATC 1 1 ITTTCTTGCAGCTCTTTCTCAG 

CTCi iui iCCTrGCCITTTTTTACT 

GGTTCTATTTTGACCTTTAAAAGTTGAAGGGTCTTCAACATC 
CA^TAATTAATGTGTTAGriT^ 

GTTTTAAGTTGGATAAGTTGGGTTTTITGCACCTATTTCTGGGGCCAATG 
T 

>Sequence 157 

GTAGAGGGTCACCGGGGGCGGCCGAGAAATGTCGCCAACTGCCGTCTTCC 
CTCCTCGGCCGCTGCGACAAACACCCCACAAAATGGCGGCAGCGCCGTCG 
CCCTAG AATCCCCCGAGTCGCCTCTCTCCGCGTACCT 
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> Sequence 158 

TTTGCGGGCTCCCCCGGTGGCGGCCGACTCGCTGACCAGACCAGGCCCCC 

AGGGCCCAGCTACTCGAAGAACAGCCAATGGATTGGAACGTCCTAGGACA 

GATGCCACGGCTTTGACCCAGGCTGGGGGTGCACGGATCTCACTGGGGCT 

AGTTGGTCGGATGGGAAAGCCCCATGGGTCCACCAGGATGAGGTGTTTAA 
CTCTATCAGGGTACCTTGC 

> Sequence 699 

TGGGGATG TGCCTCTCTGTGGGCGGTGGCGGCCGAGGTA CI 1 1 1 1 1 1 T I T 

1 1 1 1 1 1 1 1 1 GTTAGTGTTTTCTGATGTCTTTTCTAACAAATCTTTGCCTG 

CCCAAAAGTCTCAAAAACATTCTCACGTTTCTAGATTTTTAGCTTTAGCT 

TTTGTGTTTGGGACTATGATCCATATTTAGTGAATTTATTTTTGGGGGGG 

CAGAGTCCATGTTGCCCAAACTGGTCTGGAACCACCACACCCAGCTAATT 

TTTGTGAATTGCGGGTACCAGCACACCGGCGCCGTCCTGGACTGCGCCTT 

CTACGATCCAACGCATGCCTGGAGTGGAGGACTAGATCATCAATTGAAAA 

TGCATGATTTGAACACTGATCAAGAAAATCTTGTTGGGACCCATGATGCC 

CCTATCAGATGTGTTGAATACTGTCCAGAAGTGAATATGATGGTCACTGG 

AAGTTGGGATCAGACAGTTAAACTGTGGGATCCCAGAACTCCTTGTAATG 

CTGGGACCTTCTCTCAGCCTGAAAAGGTATATACCCTCTCAGTGTCTGGA 

GACCGGCTGATTGTGGGAACAGCAAGCCCGATAGTGTTGGTGTGGGACTT 

ACGGAACATGTGTTACGTGCAACAGCGCACGGAGN 

>Sequence 848 

GGTACTGGTGTTATGCTTGTGCCTGTGTGAAATTCTACAGTGCTGAAAAT 

CTCATGCACTCTAGCTATGAATGCAGGTCTACTTGAAGCAAAACTCTTCA 

ATCTAATTGTTTTCTCAATCTTTGTAAACCAGTTTTAAGAGTCACCAGAA 

ATCTGTAGTTTAAGGCACCAGATACATTTCTTGGCTGAGCCTTGTAGGAC 

CAATATGCTGGACCAATTCGGTAAAATACACCATAAATTATGACTGCTTT 

ATCTGAATGCATGGGACACTTGCTACGATGGCGGGAATTATTACCAGGAG 

TTTAGGAGCCAGACATGGGTTCTGTATTTTTCATACATTGGTGATCAATT 

CAAATCTCTTTCCTTTGCAGCCCAGGTTTGGTCAGTCTGGCCAGGAGTGC 

AGATTATGACAAAAAACAAAGCTAAAAGACCTGAGCCATTAAGGTTACAG 

TCTCAATACCACCGAGTTAAACAACCTATTTAAATGCAAGACTATTGATT 

GGAATGATCCCGCGTACCTGCCCGGGCGGCAAAGGG 

> Sequence 849 

GGTCGGCCGAGGTACAAAAGTTCTGAAATAACACTATAGGCTTAAGGAAT 

AAGGGACCAGAAT AGCCT GGAGCCAGGTATTTCTGGCTTTATACATTCCT 

TAGGAA AAAAAA ACTTTATAGATGTATTTAAGTAGAATTAAGGTTTACAC 

AAATGAi 1 1 1 1 1 GAG AG AG AGAGTCCCTAGG ACCTAA ACATTCGTTCTAC 

GGAGATAGGGTCAACACGCAGATATTTATTTAGCAGCATGGTCTGCAGAA 

GTAGGAGGAGGTGACCAGATGTGATGGATTATGCCTGTAATTCCAGCATT 

TTGGGAGGCTGAGGTAGAAAGATTACTTGAGCCCAGGAGTGTGAGACCAG 

CCTGGACAAAATAACAAGACATCATCTCTCCAAAAAATAAAAAAATTAGC 
GAGGT 

> Sequence 850 

GGTACCACCTAACAAATTGGAGGAAATGAAAAGACGAATCAACAACATTT 

TGGAGAAAAAATTrATTCTACTTCTAGAATTTCATTACTACANAGTGCTT 

ACGTTCTTGGTTTGGTAGATGAAGTGAAATCAAAATTGGATATTTGGAAC 

ATTAAATATGGGAGCAGAGAATCTGTGGAATTATTGCTGGAAGACTGGCA 

TAAATTTATTGAAGAAAAAGAATTCCTAGCTCGACTTGATACTTCTTTTG , 

AAAAATGTGGAGAAATTTATAAGAATTTGGCTGGAGAATGTCAGAATATT 

AATAAACAGTATATGATGGTGAAATCTGATGTTTGTATGTATAGAAAAAA 

TATATATAATGTGAAGTCCACTCTACAAAAAGTGCTGGCATGTTGGGCTA 

CTTATGTGGAAAACCTTCGCTTACTAAAGGCTTGCTTTGAGGAGACAATA 

GAGGAAGAAATTAAAGAGGT 

>Sequence 851 

ACCTATATTCTATGCAAAATTTATAAAATAATCCTTGAACATGAAAACTC 
ATCTTAAAATTACACGAATTAAGTAAGCATGCAATACAGACACTTGCAGG 
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ATGCCTGGCCTCTGGGAACTGCTCCTGTCTCTGTGTGAATGTAGAAGTGA 

GGCTCAAACTCTCTCTTAGGAAAATTTTCCCTTCCCACTGCCCATCCATT 

TCTGCTGACTCAACAATTCCCACAGAGGAAATGGGAATAGTATCATCAAC 

TAGCAGTCCTCCCATGCCAACAGATTTGGGGTCCTTATCTAAGTGTTTCT 

GCAGCCGGTCTTCCCTTCCTGACTTCCCGTATTGGCTCGTTAAAATGATT 

AGCTGGCAATACAGGTATGTTTGGACTGCTATTGGTGGTGAGTTTAATCT 

TCTAACTGTGTTTTGTGAAAGGAAATATTCCCTAAAAGCTTTGGTGTCAC 

T^AAAAAAAACAACTATATATGATTGAAAGAAATTTGAGATATTTTTGT 

TTCAACAAAAACCACTGAGTTTATGTCTAAGAAGAAAATTCAATAAGCAT 

TTATCAAGTGCTTAGGATATGCTGCAATGTATGTACCTCGGGCGCGACCA 
CGCTAAGGG 

>Sequence 852 

GGTACTAGCAGATGATGGCACAGTGACAGCTGGGAGGGATGGGATGTGCT 

TGCTTCATGTCCCCTCCCCTCTGCCTGCCTCAACCTACACAGTCCTGTCT 

GGTGACGTGCCAAAGTCCTTCCTGCCTTGCAGAGAGGCCTCTCTTCGTCG 

AACATGGGCCTCAGGAAAGACAGCCTGAATGCCACTACCCCAGGCTTGTG 

GAAGGTTCTGCATCAGTGTGGCATTGTTGCGATAGCCCTCAGTTGATGCT 

TGTTTGTGGTGTTGGGAGGCAGGAACTACTTTAGGAGGGTGGAGGGGTGA 

GAATGAGAGAGGACTTGCCCTGAGCCACCCAGCTGTGGTCACCTGATGGC 

CCGGATGGCTACATAAATCCTGGGAGATCCGTTGTCCTCATAACCAGAGT 

GAGCTGGGCTCCAGACCAGCCCTATGGGAAGATCCTGTCTGTGGGAAGCC 

m 22££^ GTGmGCTGAAAGGTGTG °GGAAAGGCAAGGTCAACTACG 

rTTCTl 1111 GTCA AACTCCG AGACCCTTGACCTTTGCCTGTTACCAGTG 

GAAAGGGGCCATAGCCAGAACCCTTTTAATATCACCCTGGCTTCCTGCTT 

TCCAAAAGACTGTAAAATTAATAGTGCTGAGGAAGGCCAAATGACGGGGG 

£III GACC ^ GCCCTGCmCTGGC ™ GG GAAGAATAATGGCAGGGA 

CCCTTTTAGGGGTTGCAATGGCTCGCTGGAGGGGCACCCACCCGTTGG 
>Sequence 853 

CCCTTAGCGTGGTCGGGCCGAGGTACGCACATACATACACACTAACGCTC 

AGCATAAACTTTCCATTACACTTAGACAATGACTTGTGGAGGAAAAACAA 

GGATAAACAAGAGTCTCAAGAACTTAAGAAAAACATCAGAGTTGATTATT 

TAGCACTTTCTCAGGATTCTAAGGCAATAAGCCTAATTCAAAACGTGAAA 

TTGTTCTCTATTTCCCATTAGTCATTAAATGAGATAAATGACAAGCTATT 

GCTGCTTCTCCATTCTGTTTTCAAAGAACATTACAAAAATAAACCAGTGT 

GTTCTCTAACAGTTCTAAAAACAGTTTGAT 

>Sequence 854 

GG I A 5 CAGAAGCAAGGCAGmAGGGACA AAGGGCATGAGCTTAGAGTCA 

GATTrCCTAGGrrCAGATCCAAGCATCACTACTTATTTTCTTTAAGAACT 

TGGGCATCTGTAAACCAGGGATAATATCTTCTTCAAAGGGCTTGTGTGAA 

GATTCAACAAGGTAATACATATAAACGTCACAGATCAGTAGACCAGCCAA 

GAGTTAAAGGCCTCCGGTTGATCATTCGAGAGGCGGCAACGCATTACAAA 

GTGGTGGATAAGGGACCCCGTTGGAGAGGTCTTTAAACCTGTTTAACAGG 
ACACTGGG 

> Sequence 855 

GGTACCTGGGACTACCCACCACCATGCCCGGCTCATTTTTGTATnTTAG 

TAGAGACAGGGTTTCACCATGTTGGCCAGGCTAGTCTCAAACTCCTGACC 

TCAAGTGATCCACCTGCCTTGGCCTTCCAAAGTGCTGGGATTATAGGTAT 

GAGCCACCGCACCCAGCCTTCAA ill 1 1 lllJAATTCTCATAGAGCACCA , 

TC^CTACATGCTTAATATTATCCATAAACAGACATGTCTGAGCACAGAA 

GATCATGTTAATGAAAGATTATTGAAAGGT 

> Sequence 856 

ACAGAAAAAAGCATAATGAATACAACAACTAGCATCAAACTCAGTCTATA 

TAAGAATGGCTAAGTGACCATTAGTCATGTGAAAAGCTTAACAACTATTA 

AGCTCTTATTTTCTTACTAAAAAACAATTTTAAGTTCTTTCAAGGCTATA 

GTTACGCTTTACATAAGAGGCCCTATTACCCACTAATTCTTAAAATTTCT 

ACCTACTTAAAATTTCTTTAGACATTTCCAAAGGTTAGTAAAGGAAGACA 
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TAAGATATGCTTACTTAAATCCTTGCTGGTTCCATGCCTGGCCATACATG 
>Sequence 857 

CCCITGAGCGGCCGCCCGGGCAGGTACCATGAAATAGGACCTTCTACGGT 

TTAAAATAAATGTTTGTIiri'lICTAGCCCTGTAGGTCAATGAATGCCTG 

ACTCCAGTGACAGACXATAATTATCCAAATCTCTCATTTATGAATATGGA 

ATATAAATATGCTAAATTGATTATGTCATGAATAGA C riCr r i'1' l ' l GCAT 

AACAATGTTTGG AGTTTCTCACCTTTCTCCTAGCC rTCTT TT I C T TCCTT 

AAATGTAGCCTGGAGGATTCCTATCTATTCCATATAACTAAAAGTAAACG 

TTTATTTAGGAAAGGGACTCAGGAG 

>Sequcnce 858 

GGTACAAATGTGAGTTCTTCTCCAGACCATCAATATAGATTGGATTTATA 

CACTGATCGCTGTGTCTCTCCTTCGTAATAACCTTACCCCATGTTGCAAC 

AAACATGGACTTGTTACAACATCCCAGAGTGAAATCTGAATGTGGTCAAG 

AAAGTTCAGAAACAATAAGAGTGATGCAATGCATACCACAACTCAGGCCC 

AGTGCAAAAGTCAGGCCCCAGCCCTTCCCATATAAGGGACTTGGTCATTT 

GAAAAATCAAAACCCAAAAGGAACAACTATAGGGACCTGTAATCAATTAG 
AATATTCT 

>Sequence 859 

ACTGGCTGGACTTCAGGTGGTTTAAGTTGGCAGCTACATCGAAGGACTTC 

TG AAAA GCTCAAGTGACAGTTACACCTTTGCACTCTCCACATTCAGCTGG 

CCTTTTCCCTCAAAACATGGATAATCTTCAAACCTCCCTGAACAGGTGGA 

AATGCGTCTTTCCTCTAAGCCAAGTTCTCAGTCCACATTAGTCCATACTT 

GGCTACAGAATTGACGTTTGTGGCCACAATCCTACTAGAAATGACCTTTG 

GGTAATATCCTTATCTTGTTGATCTAGTTAGGGTCAAGTAAAACGAAATA 
>Sequence 860 

GGTACTTTATGCAGAA GGAA AGCAATTGCAGATGGAAAAAGCTGAGATGC 

TATAAGGAATTACGGATTTTATAAAGAGATCACCATGTGGGTGAATGTAA 

ATATAGATGAACAATGAAGCATAAACAAAATTTTAATATCTTACAGGCTA 

AAATATTTAGAAATGAAAGACAACAATAGCATATAAGTTAAGAAAGGGGG 

TAAAAAGAATCAAGAGCATTCTAAGGTCCTTATATTACCTGGAAGGAGAG 

TAAAGATAATGACTATCTTCAGGCTGATAAATTAACAATGTATGCTGCCA 
1 I IT 

>Sequence 861 

C CCTTT GCGGCCGCCCGGGCAGGTACCAGCACAGCAATTGCTGTATGTTT 

GTTTTTAATTATCGGTTTTCACTTGGAGGGGCCAGTTCTCTATATTTCA^ 

TCTATTTTCTATATCAGAAATGAGCAGGCATTTTAAAAAATGGCTTTCAT 

TGATGGAGAGGTAAAAGTGAAATGGCTTTGTTGTATTTATATTATAAAAG 

GCCATTTCCCAAATCTAGAATTTATTACTAAAAATCAAGTTTGCATTGAG 

GGGAGGAGTATGATTTGCTCAAGCITACrTTITm 

ATATTTTCAATGTGATTACTCACC 

>Sequence 862 

GGTACACATTCCATGCTGGGTCATACXrrGAGTGCCAGTGGAATATAATTT 

GGAAGGAATAACGTTGTTGAAAAACATCCTCTACAGACAATATGAACAAT 

GCCITAGTCATCTATTGATTATGACAATATACTCTTGAACAAATTGTTTT 

CGGTTCTGGTTTCTGTGGT 

>Scquracc 863 

ACTACACCT CACC ACCTGGGTGTCTCTCAGACGTTACCAAGAGACAGAGT 
: 'AAACCCATGCTTTXnXXnATCCAAACCAG 

TCCAAACCCAGTTGCAGGAATTTATGTCTTAAAGTAAACCATCXjTATGAT 

AATTTCCCCTGAAAATGTGCCTATTAAAAAAAAATAGGATATGATGGGAG 

GCAGACATAAA CATTCT GGTCAATTTATTGGTGTTATTATTTATTTCAGT 

TAATAAACTGCCCTTTXXKn'ATGCTTCACTTrCCACGTGTTTAGGCAGT 
>Sequence 864 

ACATGCTCTAAAATGTAAGGATTCATTTATGAGAGAGTGAACATACTGCT 
TGTAGCTAAAACATTACAGGAGACCTTAAAAAGGGGTATAATTGGTCCCT 
ATGTGAAATGAACCTGACATATTTTTATAAATTATTTGTGCATGACTATC 
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TTTTCTTGATAGCACTAGGAAGACITC TAACG TTTAAATACnTT 
CCTCAATTACTATTTAAAAGTCCTATAATTTTAAGTAATTNTACAGCTGA 
CAAAG ATAAATA 1 1 1 1 1 1 1CI I I I AGTTTTTCTAATGTCTTGGAGGTAAA 
GTGGAAATGGCCTGTTTTGACACATAATTTCTAGAACTTGGAGTTAATTT 
G ATCAGTTACATTTGGG TTTTTTn AGATTACAGTTCTTGGGGTAG ATAA 
CACTTCTTGCTGCTTTAAGTACCCTCGGACGCGACCACGCATAAGGGCGA 
ATATCCACACACATGGAGGACGGTACATA 
>Sequence 865 

GGTACATGTTACTGGGTATTAAATGCGTTCATAGTAGGGTATTAAATCAG 

CAAGGTCCCCATCCCAGAAAAATGTGCAGTTTGTTCAATGGGAAAGATGC 

AGAGACAGTTTCAGTTAATATACTAAGTGCTAAGATTGGGATGTGCACAA 

GAAGCTGGAGGTAAAAATTCTGGAAAACTGAACGTGAAGTCACCACTAGG 

CAAGCTGCCrGTAATTGAGCTTGCTTGTATATGACCAATCAACCTTTGCT 

T GTTGA AGGATTAGTTATCTAGTTTCCTCCTTTTCTTTTTTGGAATTTGG 

TCnTTTAAGGTCTTGATAATCTTTCTAGTTTAGAGCATGTGAACAGAACA 

GAAGGAAAATCAGGACTCAGTTTACTTAATTTAAGCAAGCATTGGTTGCT 

GCAGATTAGGGGAGGTTAAAGTTGCTGGGCTCCACTCTTTTATTAGCATG 

GATGCTTAAAGAACTTCAGGGTTTGGAGGTTAGATrGAACAGCCTGTTTT 

TGGACCTGCCCGGGCGGGCCGTTCAAAGGGGCAAATACAGCACCACTGGG 

CGGCGATACTAATGGATCCAGGCTTGGTACCAGA 

>Sequence 866 

CATTTCCCCTTATATGTTCGTTTTTTAGGTACTATGGTATGCCCTAACTA 

AAAAATAGATATAGGATAGTGATACTTTGATGAGGACTATGAAAAGGGAC 

AGTACGGCTTAGTGGAAAAAGTTTTAAGTTTTCTACTGTTATTGAATAAA 

ATTA CATATAGTGTGATTCTTATTACTTGAAATTAGGAGGAGAAAGAATT 

TTTTGAGGTAAATTTGAAAAGACATAAAATAGACTACCCTGACAAAAATC 

TTCACAGATTAAAAATACTAATATTTGCATTGTCATGTATATTACAAACA 

GTA TTTCCTTG TCTTTTGCTTTTTGTATTG TGTTAAGTGTTTCTTGCTAT 

ATTAAATATAAC7TCTITATGCAGCCTAGACTTATTTTGTATGTATTCCC 

TGACCTTGATGTCATAGATAAGAAAGCCATACTCTAAGAAAACTAAGTAT 

CTGCTCGGGTGGATTGTTTGAAAGGGCGAAATTCCAGCACATTGGCGGAC 

AGTTCATAGTTGG ATCC GAACTATGGAACCAAATCTTGGCGAAATCATGG 

ATAATATCATGAATTTTCGTGTAAAAATTGTAATATCGATTATCAATATT 

C ACAA GAAATAATGAGTCAGGGAATCATATAAGTGATAATGTCTGGCTAT 

GCTTTAAG AAGT AGGCCAAACTCATATATTAATATGGGACAGATGAATAT 

AAGACCTATTTTCTAATATCATGATATATATTACTTTAGTACAATTATTT 

ATATATGTAATTAGACAACTCTTCGTGTGTGAGAGAGTTTGTTTCTCGTA 

TATCTGGAGTACTATTCACAATTTCACGATATTCATATGCA 

>Sequence 867 

CCGCGGGCATGCAGCCAGGCTAGACCGGCTCAGCCCCACTTCAAGACAAA 

ATCTCAGCACCCATTACTCACCATACATATTTATGCAGTGAGCTGCATCA 

TGACCAGCTATCATCTTACCrCATAGTTTTTTTCIXn'GGTAGAGATA^ 

AACT TATTATGCTTGATCAGTTAACTCITGCTTAGAAATTTAAAAAATAT 

TTTTAAGTGACAAATTCTTTGTAGAAATTTTT 

AGTAGAAAGTTAAAATCACCCACAATTCTGCTTTTGTTAACATTTGAATA 

TGT TGTC TTCCATGATATATAACAAAATTTGTCTGGGTATTGCATATGTC 

GTCCnTTCCTTCTTAATATTGCATTTTGAGCATTTAACCAGAACACTAAA 

TATTCTCCCTAGAACATATGGATTTTGAATAATTTAACTAATTATAAAAA 

TAACTTCCCTAATGGTTCTTTGGGCTCm 

TCAGGGTATGAACACTTAAGGCTCTTGACCACATACTGCCATACTGCCAT 

ACTGGCATACTGCTTTTAAAAAATAATTAAGCTGAGTGCGATGGCTCACG 

CCTGTAATCCCAGCACTCTGGGAGGCCAAGTCAGGTGGGTCATTTGAGGC 

CCGGAGTTTGAGAACAGCCTGGTGGACCTGGGTGAAACCTTTTCGTTACT 

AGAATAACAAAAGGTTAGCCAGGTGTAGCAGCATGTACCTTGGGCGGGGA 
CCACTCTAAGGGG 

>Sequence 868 
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CCTTTCAGCGGTCTTTTGGCAGGTACTTCC 1 1 CI 1 1 1 1 ' I GGTAATTTTGC 

GGGATGTTGTATACTCTCTACCATGGGGATGAAGACACAAGAATTATGAf 

AGTTCATTGAAAAAGGTTGAGAATTCAGAACTTGTCAGTTTCCACCAATA 

ATGGCAAAGATACAATATGACAAAGTTCAGTTGCTTAAATGAATCTAGGA 

ATGAAGAATCTAGAAATTATAATGGAGAGGTGATTAGGAGTTTAAAATGG 

TTTATTGATTGGAGATCCnTrATCTGGATTATATAGGGAACACnTTGCTT 

TAGGAGAACCACCTATGATCTAGGAAAACGGCTTTTAAATGTACCTCGGA 

CGAGACCACGCTATAGG 

>Sequence 869 

TGTACATTAAATTAAGCATACTAAAGAAAAAAGGAATGTTTTCTTAGCAA 

TTTAA G A A CTTGCTT AA AAA G A AAA AAAG ATCAACC ACTCCCTCTAGTG A 

CAAAAATTAGCCACAAGATGAAATTCAGTTAAAATTCCAAACACTGTGGA 

GATGGAAAGCCTTGTATTTTAGATGAAAGGATTTATGGCTGGAATTAAAA 

GAAATTAAAAGGCAGAAAAGTGGGTGAATGGAAAACATTTACTTTTTGTT 

TTTAAGTGTTAATAGCCACTTTTTGTCCAGTCTGTATCTCCTTTCATTAG 

TCTTTATATATATATATACACACACACACACACGTATGTTATATATACAT 

ATAATG GTTTATG TATTATATATGGTATATATACACTTATATGTTATATA 

TATGGGT I 1" H T 1 'CAGG AGC ATTATATC ATGGG AATG AGTTCAAAAGTAC 

CCGGCCCGGCCGTCGTTCGAAAAGGCCAATTTCCACACACTGGCGGGCGG 

TACTAGGTGATCCGACCTCGGACCCAACTTGGGGGAATCATGGGCATAAC 

TTGTTTCCTGGGGGAAATGGTTTCCGTTTACAATTTCCCACACACTATAC 

AACCCGGAAAGCCTTAAAGTGGTAAAGAGCCGGGGGGGGGCCCCAAAATG 

AAGGGGGAGCCCTTAAACTCTCCCCAATTTTAAAATTTTGGCCGTTTTTC 

CCGGCCTCTTAAAAATTGTGGGCCCCCCCG T 1 111 1 1 ITTTTTTCTCAAC 

AAAGAGTTG 

>Sequencc 870 

CCCTTGGCCGCCCGGGCAGGTACTAATATTCTTCAACAGAATGCAATAAA 

ATACGAGCTACATAAATCCAAACTTGGTTCAAAGGTAGCTATGTTTTTTT 

AAAAAAGTTATTATAACAGACAAAGCANATGCAAACTTATCCTTCCAAAC 

CCTGATAATTGGTAATACCAAATAACTGGTATCTAATAAATATACAAATC 

AAGAGAATACCTTGCTAGCTAAATTAAAAAAAAAAAAAAAAAACTATCCA 

TACTTAACAACCAAGTGCAACTNTGTAACCAAAGTGTTCCTTAGCTCCCG 
CGTACC 

>Sequencc 871 

CCCTTAGCGTGGTCGCGGCCTATGTACAAGGGCTTCTTTGGTGATAGTTT 
CTACTCTCTTTAAATACTGTTCTGTTATTTTTC 

GACACAATAAATCTCTTTGATATTTATACTTATGCCTACTTTTAACCTTT 

TAGGAAAACTTTATGAATTGGAATATTCTAAAATCCTGAAATAATTTGGA 

ATATTCTAAAATTCTGAAGAGAATATGAACGGATTGTTGGAATGGAACTT 

rTACCCGATTCCCTCAGACTAGAGTGTTCATACGACATTTTGCCAAGAAG 

TTCCTATAGAGGCAATATCACTTTTAGGATGGATGGGTCTAAAAGGATCA 

TATTTAGTTTCTGGTTATTCATGGTTGCACTCACTTTAGAGGATGTGTTC 

CTATTAGGTTGCTGCTACTATNTGTCTCTCCTAAATAACAGTATGGAATT 

ATAGAAAGAAAGGTTGGGAGAATAGTCGTGTGATTCTTCTGGTCAACATA 

AAGCCITGTTCA TCCAG CCACTGACTATTTTGNTC 1 1 1 C1T1T GCCTTGA 

AGCCAAGATGACTTTTTCATTACITCGATGTTTTTATGGTCTAT^ 

CTCITGCrCCATATTATTTrGCAGTGGTGCGCAGATTATATTTGATTC^ 
TTAAAAATGAACCTGGGTITTTAArcAra 

TTGGGCCCTTTGTCXrCXCCCGGGGGCCCGGGGGCTCCXDCG 1111111 111 

GAAAAAAAAAAGGGGGGGGGCCGCCCAAAAAAAAT 

>Sequence 872 

ACAGTTCTGTGTTTTTCAATTGATACATACTACTTATGTAAGAAAAATGA 

GTAAAAATAGAGGGCCACACAGGCAACAGCCATTAGGTTATGCACAGAGA 

AGGAAAAACTTCAGAGGTTGTGCTGCCATCTTCTGGAACAAACAAGAATC 

TACAGGAACAGAAACATGATGGAAGAACAAGGGTTAGTTACTGCAACGAA 

AAAACATGGCAGGAAAAAAAACCATTTTGAAGCCAAGCTTTTGATTTAAC 
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CATGAATGAAAACAAATGGGAAAACAACAACAACAAAAAACAAAACAAAA 

CAAAAAACAAGAATGACCAAATACAGAAATTATTAATGTTTTACACATCT 
TGTACC 

> Sequence 873 

CCCTTAGCGTGGTCGCGTTCGAGGTACTTGTTAAAATTCAGATTCCTGGA 

CCCACCCTAGACCTACTGGATCCAAATCTCTGCAGACATGGCCTGGACAT 

CTTCATTATAACAAGCTTCCACATAGATTATTTTGTCAGTGGCCATGTCT 

TGCTTTGCTTCTGTGGAAACTACTCTCCATCTTCTGGAGTGGAATGTCCC 

CCATTGCTATCCACATGGTCCTCGCCTCCCTGATACTGTAGTCTCAGATG 

GCACCTCCTGAACTGGGCCGAGCTCAATCACTTTCCCAGACCCTGCXrCAC 

CTCGCTGGAGCTCAGTGGGCCCATGGTGGGCAAAGGAACCCAGGTTGGGC 

CACAAAACCCTATGCATTTATAAGTAGATGGGGGCTGAATTACAACACAC 

AAGCACTTAAGGGACTTTCTGAATATCTGGACTCATAGGATGGCGAGCAC 

AGCAAGAGTGCAGATTGAACTTACTCTTAGTAACAGATTGTGACTCGGAG 

AGACCCTGGGTCGGGATGGTTCTGAGTAATGGCAATACTCTTATTTGATA 

TAAAGAGGCACCTGGAAACTCCTTACAAAACATGTCTCTTTGTAAGACAG 

GTGATATGAGACTAATTCTATTACTGGGCCTCTCCAAACATTTCAAAAAG 

AAACAAGGGTCAAACTTGCGATACCTCCCTTTCATATGTGACCGGTAATA 

GGGCTTATAAGGAGGGCATGCCATTTACTGAGTATTCGACGTCTTAACGG 

TATACAAATTACATCTACGCCT 

>Sequence 874 

CCCTTTGCGTGGTCGCTTTTCGAGGTACTGAGGATGACTAGATGACAAAT 

AATAAGAAAAAATGGCATTGACTTTGTATAGAACTTAATAATCAGATTTT 

TAAAGAGGTTAGTCTATTCTCTTATTTGAGAGATATGGAAACTATCTAGG 

CCTAAAGACTGTAAATCTGCCTGGAATCAGATAGTTGGCAGCAAAATCAG 

AAATAGAAAGCAGTTACTCAACAACCAACAGTTTAATTTAAGAAACATTT 

GACAAGCATCTCCTGTGGATAAGACCCTATGCAAGATGTCATGAATATAA 

ATATGCACAGTAGT 

>Sequence 875 

CCCTTAGCGTGGTCGCGTCCGAGGTACTTTAAAAATAACAGAGTGTGATT 

TAAGAATACTCAGACTAGAGCCTTCAGTGAGTTGTCTGAGGGAAAGGAGT 

GAAGTCAGGACTTAGATAGAAAGATTACAAAGAAAGTCAAAGTAAGCAGA 

GGAAAAAGATACCAAAATGACAGCTTCAGAATAAGCAGTAAGGGAATAAA 

GAAAACAAAGTTGTGTGTGTGTGCATGTATTACATGATAAATCCATGGAA 

AAAGAACTCGCAATTTACTAAAGGAATAATTCATGGTCATACCAATTTCT 

GTGTCCAAAACTAACTTGATTAGTATCAGAAGGAAAGTCAATGTTTAAAC 

AGTCCTTCCCACATCTGCTACTTCCATAATGCCTATGCAACTGTCATAAA 

TTAAGAGTAGAGAAGGGCACAGGGCCCACTGTCAAAACAAACAGGCAATT 

CTGGGTTCCAAGTTTCATATAATTTTCTTGAGCCTGAAAGTCGTGAAAAC 

TGCTTGTTCTAACATGGACCACTCTAGCACTGTAATGGGATAACCCATTA 

ACCTGGATTCTGGCCACAAGCCTTGCCTTTGTGGCAAGGTACCTGCCCGG 

GCGGGCGCTTAAAGGGGAATATCAT 

> Sequence 876 

CCCTTAGCGTGGTCGCTGTCGACGTACTTGCTAAAATTCAGATTCCTGGA 

cccaccctagacctactggatccaaatctctgcagacatggcctggacat 
cttcattataacaagcttccacatagattattttgtcagtggccatgtct 
tgctttgcttctgtggaaactactctccatcttctggagtggaatgtccc 
ccattgctatcc*catggtcctcg^ 

gcaccrcctgaactgggccgagctcaatcacwtcc^ 

ctcgcrggagctcagcggtcccatggtgggcaaaggagccaagtttgggc 

aacaaatccctatgcatttagaagtagatggggctgcattacaacacaca 

AGCACTCAAGGACTCTCTGTAATATCTGGACTCATAGGAAGGTGATCACA 

GCAAGAGGGCAGATGAAGCAGACTTAGAGAAACAGATGAGACACAGAGAG 

ACCCTGGrrCTGGTTTGTTCTGAAACATGGCCAATCTCCTATTTAGATTT 

AGAGAGGTACCTGAAACATTCTTACAAAAAAAATTTCCTTTTTGATATGA 

CGCTTAATTTGAGGCCTAATTTCTAATACTGTGCAATCTCAAAGCTATTC 
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AAGGAAAATAAAAGGCGCAAAAATGTCTAATACTGCCATTGGATTGGTGC 
AAGGATTAAGGGCTTTCAGGGGAGGAAGGGCCTTTACCTGGAAAAGTTTG 
GCCTGGAAGGCTGTGACAATTACTTGTTCTCCCTTCT 
>Sequcncc 877 

ggtacj i i i i i i i ittaai nrn rnrTm tiaatag ag atggggtct 

TACTATGTTTCCXAGGCTGGTCTCGAACTCCTGAGCTCAAGTGATCCTCT 

CACCTTAACCTCCTGAGTAGCTGGGACTACAGGTGCAGACCACTGTGCCC 

TTACTTCTATTCTTACTTGACAAAGGAGAGGAAAAAAAAAGGAAGTTTAG 

AGAAATTAAGTAGTAACTTGTCCAAGTTTACCCACAACCACTAAGTGGTA 

AAGCTGGGGTTTGAACTTCAGCAATGTGCTTAAATCTCAGTAACTGAAAA 

TACACTATGGAGGACCTTTAGGTTTTCTTAAATTCAGAAGGTCTTTTTCC 
ATGT 

>Sequence 878 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATGTTTGTAAAATTCCTTAAAA 

TATTTATGCTCAAACCAACATTTCCATTTTATCTATCTTAAATATATCTT 

CCTCTrCTTTACGCCTAATTTCTTAAACTCCCAGAGTTTTT^ 

ATCTAGTCATCTGTAGCACTTCTCACAAATTAAGCTCTCTTATGCCCCAA 

ACAGTAACGAAAGAGGTCTCTTAGTTGGACAATAAGCAGTGAAAGATATT 

TCTTATGGGACAAGAAATTAACATTATTAGTCAAATGTTGATGCCGGTAG 

GCTGAGAAATGATTCTCACTTAAAAGCCCCTGGGTTTTAAACCTCTCTTA 

GAAAAACATTAGTTAGATGAAAAANANAAAAAAAAAAAAANANGGTACC 
>Sequence 879 

GGTACAAGGAGCTAGATCATCAAGGAAGGTCAGGGCAGGGTTCACAGGAT 

GAGGGCACTTTGCCAT TCTTT TGTGATATTGGTCAACAAATGACACAGGT 

TATTTACAATCTTGACCTTTTGGAAAAGATACAGCAGGTAATAGCCTACA 

GGAAAGAGGAGGTAGAAAACAAGTGCCACAGTAGAAACACTTTGATAGCT 

AAGATGCTGTCTATCCTTTGTGGNTATTCTGTGCAGTTGTCTGCCTGGGT 

TCTTGGAAAAGTCCAATCTAAAGGTGCTTGATTGCGCCCAAGGATGTCTG 

CATTCATTCACTGGGAACTTACAAGCCCTCTTGCTTCAATCAACTCCTCA 

AT^TTTrCCAAACTCTTATTCTTACTAGACT^ 

TTTTTACCGCAATGGAAAAAGGGCCTTGGGGGATCAACCTGGGGATGTGT 

GAATTATTAAACCTATATTTTTATATAAGTGGACCTGCCCGGGCCGGCCT 
TTAAAGGGCCA 

>Sequence 880 

GGTACATACAATAGAGTATTATTCAGCCTTAAAAAGGATGAAAAAATCCT 

GACATGCTAAAATATAAATGAATGTTGAGAACATTATGCTAAGTGAAATG 

AGCCCATCTAAAAAGGCAAATACTGTATGATTTCACTTAACTGTGATATC 

CAGAGTAAACAAATTCATAAAAACAGAAAGTAGAATAGAGGTTTCCAGGG 

ACTGGGAGTTACTTGATATAGAGTTTCAATTTTGTAAGATAAAAAAGTTC 

TGGATATTGGTTGCACAGCAATATGAATATACTTAACACTACTGAACTGC 
A CA£JTAAAGATGGra 

ATTTTACAAAAAAATTTTAATTAAAGGAATTACAAAATGTACAAAATACT 

ATTCATCATTGTGTTTCXDAGTTTATATTCAACACAGCAGTATTTCAGGTA 

TAGTAATTAACTTACTATCATTTGAAAAGATGTCTATAGCTTAGTAAATA 

TCCAACTCTTATTCATACATTTTGTGATTATCTAAGAGAAACCAAGCCrc 

CAATGGAATGGAGTTCrcACTACTTCACCTGCCAGCCTTCAAAAAAAGCC 

TGTATTTCACACTACCTATTAAATGGGTACCTGCCCCGGCCGCCGTTCAA 
AGGG - <• - 

>Sequence 881 

ACCACTXK^ACTCXX^ACCIXKKjTGACAGATCAAGACCCT 

AATTTAAAAAAATAAAAAATTTAAGAATATTTCTATGCCCTTTACXrAGGC 

CAGCTTAATCAGACTTCTCTAGGCCTAGGACAGGCTTAAGATCAGTTAAT 

TTAAA ACACT TCTGATGTTTCTTGAGCATTGAAAAGTTTTATTCTTTCT 

CTTGTGTTTTCAATCTTTTTGTGTTTGTCTTTTACTAAGGCTA^ 

GTATTTGGTTTGGTTATCTGAAGTTTAATTGCATTCATTGTGTTTATAGT 

ATTTATCCCTGTAGTGTTGGAATTACCAGTCACTTACATTCATATTTTAG 

Page 35 
( f261 pages in Table 2) 



PCT/US00/33312 



WO 01/42467 

257 

Table 2 

inn iGCCTTATCTCCTGAAAGTGTGGGGGACTTTGAATGGGTGTGTAA 

TAAAAAAGCTTCGTTCTAGAAAGTAATAGTTTCTCCATGTCTTAAATATT 

TTAAATGACACTGACATGTTITTAAAAATCGGGATTGTTGGCTGGGCACC 

GTGGCCCACGCCTGTAATCCTAGCACTTTGGGAGGTGGAGGCGGGCCGAA 

CACAAGGTCAAGAGAACGAGAACCATCTTGCCACACGGGTGAAACCCTAT 

CTTTGCTTGTGAAGGAAGAAGATGATACATGATGAAGGGTCCCTTGGCCG 

GGACCACGCTAAGGGGGGATTCCGGACCATGGCCGGCGTTTCAAGGGGAA 
CCAGCCTCGG 

> Sequence 882 

ACTTTTTCTTGAATATTTCCAGGGCACAAGATATTCTTATACAGAAACCT 

CAGAATGGAAAATAGCTAAGACATAAGCAGTGTTTCACAGAACCATCCAT 

CAGTCi i n*n AGO ATGTAG C AGTCTTCCATGTATCACTTA ACCA ATCAT 

TATTCTTACCCCATCTTTTTGGGCAGGGGGTGGTAGAATTTAAAATTTAC 

CATTACTAAGACAGGGTGATAGTAAGCATAGAATTTTGGGATGTCTTnT 

TTTCCTTGCCCTAAACCTTCAGAGTTCTGCCAGGTGATTCAAATGTTAAG 

ATCCCATAATCTCGCCTGTGTGCTCAAGCGAACACTAACACTTTAAAAAG 

I£2? AATGAAAAATCTG ^ CTG ^ GAA ^ AGA CACAGTATTTGGGCCCCA 

TCTTCAATTTCAGAAAGAACAAGTGGAGATATCAAGGCCATTGCGGCCTT 

CTGTAGTCATACTGAAGAATGATGTACCTTCGGGCGGGAACA 
> Sequence 883 

CCCTTAGCGGCCGCCCGGGCAGGTACTCAAAAATTTAAATAGCCATCTAA 

AAACATCTCAGGTAAAAAATCTGTCCCCTGCATTTGAAACCAAAATTATT 

ill 1 CTCACTAAAACACATTTTATTTAATAGTG AGGTGAAATTAC ATTAG 

CrcTCTTCACATTTATTTGATTCAAACCTTTTTTAAAAAACTTAGATTCT 

TTTAAAAAAATAAATTAAAGAAAAATGACATCATTCATCAGATAGCCAGC 

TACATGTGTAGTTTGATCATTCAGTTTAACCGTTTTATCACTGTTGATAT 
GAACATTGAGTACC 

>Sequence 884 

^ G T A ^ GATACATGTAAAGTGCAAGGCACC ^ GCTAG AGAGCATAGGA 

GCTATACTAAGATATAGAGTCCTGCCACAAATACACACAAAATAACATGA 

^ A ^ A ^° TGTCCTAAAAGTCATGCCAAATAAAACAGAG CATATAACTGG 

GCAGAGGGATGGAGAGTCACATGCTGGAGGAGGTGAGCGTrGACATGGTC 

TrAT^ATATGAACTTGAGATGTTGAAGTAGAACTGAGACATITCTGGA 

AAACTAGATGTATGAACAGAAGCAGGAGGAATAGGAGAAGGTTTGGAAAA 

^ AG f AAGCAGCTCAG ' nTCTT GGGTGGTCCAGGAGAAGAAGCTCAAACAA 

C ^°I CAGTGATAACACTAAAAAA ^^ 

CAGCATAAAGAACCCGTATGCAGGATTTTTATCTCGCAGCCCTGTCTCCC 

TCAGGAGACAGAGATCCAGAATCACTTTCCAGAATGGTTTAGGGTCACCT 

I^ AGA " CmG " ACCAACCmGACCACACCA TTTTAAGATTrCCAA 

TGGACCTGACCGGGCGGGCGATCGAAAGGCGA 

>Sequence 885 

G ^J ACAATAAACAAGACAGTGCCTGC ^ GTGA CCACH3GGCTGGGCCrC^ 
CATAGCTCTTTTCCCTGCCTTTTGTCTTCAGAGTTGATCTGCTTCTTACA 
CATTCAci 1 i 1 1 CAG AGTTTGCTATCTTAGAAGCAAGG ATCATTTTTAAT 
G ^J 1TC1 ^ AC ^ CAAAGTCCCACTCATC AGAGGCAGGGTTTCGCTTAT 
ATTTGGCTCAACTACTTTCTCTTGCTTGGriTAGTAACACTAATGm 
TAACATT AAAATGAAACCAGTTTTGCAGCTAGCATCTATTGACAAATATA 

TJGAACATTXn"AACATAATAGCTTATGATAAAGGAAAATATAACATCTGG 

TTTTGGATCTGAAGCACAACCACTGCTAGATATTTTGGGAAGGCTTTTTA 

TrCCAATTCAAGGTGAATCTCCGAGGGTGTGGTGGCCTTCCCATTAACAG 

^ A i AAA ^ G T GGAA yn-GGGATrC}GTAGAAATAAACCGGATCA 

CCTTCTTTTTATCCCCAAATTGGATTTTATGCCTACCTAATX}GCTTTCTT 

G ^^T A 3 G J^ GG J rGGCAATAGCGTGC ^ CTA ATCTATT^ 

^ GGAA 5 mAATA " CAGA ^ AGGGGGC ^ GA 'nTTGACTTCCTrT 
CCGAATGCGAT 
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> Sequence 886 

GGTACATATGGCTCGGCAAAGGGGGACTGGATTAATAAATTCTGGTAATA 

TAGTAAGGACAAAATAAATGTAAAAAAGATAGAAGTAAATGTGAGAACAT 

CAACATGAACGCGTGCIXXnTTGAGTAGAAAGTAATTTTTCTGCTTTGTC 

ACTCAAATAGCTGGCAGACCTGACATCACCCTGCCTCTGCTTCCATGCTC 

TAAAACTTTCCTGGGCCTCAGATTTGGATGCTAATATGATTTTCCACTTA 

GTGGATAAGAGCTCCCTGGAGAAGGGCTCATTCTTGGATGGACAACAGAA 

TTAGAGCCTGAGTCTAGAGCTAATAAAACAAAGACAAAGAAGGGATCACG 

CAGAAAGCTTGGTAAAGACTGTCCTGGCCAATCTGATTACAGTCAGTTGG 

TACCCGCCCTGGCGGCCGCTCGAAGGGG 

> Sequence 887 

ACCGATGAAAGTTTAAATCTAATCAACAGTATTATGCACTGGTTGAAGAA 

AACCAGGATTAAGACGGAGGATAGTCAGCATGGAATCTAAGAAAGGAAAA 

GTCCGGTAACTATATGTGTTCATTAGATTCTAAGCTGTTAAGGGAGAAAG 

ACCCTGAGTCTAATGAATATAAACTTTAAATTTAAAGAAAAACATNGTCT 

GTTATAGAAAAGTGGTCTTTCAGGTTTTGTAAAGATGAACTATTTCATCT 

TTTGT AGTTGA ATGCTCATGGGGATTAGCTACCTCCATTTGTTTTAATGG 

AAACCl l H i I AACCACAACCC ATTTAGTTGCTTGACTCATATG AAGAAA 

AGGT GCCCT TGGTTGGGAAAAGTGGAAAATTCCTAATTATGGAAAATGAT 

TATCCCTTTATGATAATTAAATATTTTATGTTTCATGCTTCATCTCTTA 

AGTTATAAAGAGTAATTTTACCTGTATTTATAATTTATTCCTAATGCGTA 

TTCTTAGATTTTTA TAATC ATTTTATTTCTAGAACTTATTTATGTAATGA 

TCTAGATAGTACTATTTTCTGACCTGATATTCAATTCTGTTATGAATTTC 

TTATAGGTCATTAGTTAATTAGTTGAATCATTGCTTCTTCTTTTTCTATT 

TATATAAATCGGTCGTATTGTTCTACTTATANAGTTGTTGAACGCATCCC 

TTTTATTTGTTGTTGGTATCTCTATGTAACTAATCTTTTATATTACGATT 

TAACGTATAATAATATTTTTACCCTGATTATCCATTGTCATGTTCGTACT 

TTCAGTATTCTTTATCATATTATTGAATATTTG 

>Sequence 888 

CCCTTTAGCGTGTCGCGGCCGAGGTACCATTAACCGTCTTTTAAAAAATT 

ATTATTAGTTTCAGTGCTGTTTCTTGAGGGAGCACCGGTGGTGCAGGTCN 

ATGTTGTCTTCTTAATTACAAGTCTGCAGTTGCCAGCTCTAGTTTCTTAA 

AAGCGGACATAGTATCTATGACTTCTGACTACCACATTCATGCTGAGATT 

TCCT GCTCCA CrrTATAT AC TTTGACATAAAATATGTTTTACCGTAGCAA 

AATG1 1 1 ill AATC ACTTTTTCTTTTATTAGATAACTTTTAATTTTCTG^ 

CTCGAGTT TATTTTAT GTTTCATCTTC1 '1 ' I '1'ATAAAAATTGTCAATTCTC 

CTTTCTAAC 1 1 1 1'l'l'lACTTTTAAATTAAATATATATACGATTCTTCTGC 

TAATCGCTGCTTCTCTTATCATTCTAATATTAAACTTTTTTATCTAAATT 

CCTACGTACTTACTCTTTCTTCATCTTTTTTATTTA 

TCGATATATTITCGTCGTITATGGCT^ 

A ATATA ATTTCATATTTCCTTTATCTTCTCATCTTTTCTCGG 

CTCTITATCTAT^TAATGTATTAATT^ 

ATCACTTATTCTTTCCTTCATCITCCTCATG 

TATATTTAACTTTTCCTTCAAATATGGCACTrACTCCITCT 

TTTACTAATACCATTTAAAAAATATAATCATAGTTCATGTTTATCTAAGT 

CCTGCCTATTTATCTTTTACTATATTAATGCTGTAAATTTATACGTATGT 
TGATT 

>Sequence 889 

GGTACTAAACA GGCCA GATATATTCTCTCATTAACTTATTGCXTACX^GA 

GAAGACCAACA l 1 1 ri AAAAGTTTATACATATAGTTAATTTCTATTATGA 

TTATATGATACAAATGGAAAGTGCTATGAAAATGTGGAACAAAAGAGAAT 

AATCTGTCTGAACAGTCAAAGAAGACTTCTXKKiAGATGACATCTGAGCTA 

AAGGTTGAACAAGGAATTGGAAAACAGCTGGCATGTGCAAAAGACTTGAA 

GACTGAAGGAGTTAGCCTTTAAAAAAATGAAGAAAGTTCTATTTGGCCAG 

AGCAGAGTTTCAAATAGTGCCTCACAGGCCACGTTAAAGACCTGAGGCCT 

TTATTCTAGGAGAATAGGGAGCTGCTCAAGGAATTTAAGCTTGAGAGTGA 
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CAAGATC AGATT TGCAATGCCTTTCAAGAGGTAGTTACAAGGAGTTGGGT 

CTCTGACCCTTTGCAATTATACCCATTCTAACTAAGAATGGGGAAACTTT 

TATATCCTGTCTTTAATGAGTGAGAAAAGAAAGAGGAAAATAAATAAGTT 

CCTTGCCTGGGGGTCGTTCGAAAGGG 

>Sequence 890 

ACTTGCCTTGCAAAATTATATTACAAGAAGAAGCACACTTGTTATAGAAG 

TGCrGAATTGTATGGAACCTAAATCTGTCAAGTTACCCTGTCTTTCAGGG 

TCCGTCTCCCCACCTCCCAGACCTCATTATATTATCCCGAAAAGAACACG 

ATCTCTTTAAGGCTAGGCAAGTATTGCGCTGATGAGCCAGGGACTGCCCA 

CCAATTG GCAGG CCCATTGGGTGATAAATGTCCAAGGACCTCTAGGCTGA 

CGACACATTTTTCATCATTAATCCAGTCTATTGTAACCAGGGCCACTCAC 

ATTGATTCGGACTAGGGGGCATCATCTGCTGTTAAGAGGGTGATGACTCG 

CTAAAAATGAGGGCCTGAAACTAATCAAATATATTTAGAGCCTTCCCTGG 

CAACTTGCTGGGAGAGCAGCAGTAGACAGCTAATAGGGGAGCCCCAGACA 

GGTAGCGCGGAGCTCACCATGCTTTGGATGGGAATGTGAGAAATCCATTT 

TGGAAGCCTGGTGTGGAATTCCAGCTATTATACATTGTAGTACCTTCGCC 

GCGACCACGCTTAGGGGC 

>Sequence 891 

ACCACTTCATGGCTAAGCATGTGCGGGATGGAACCGGTCTTCCTGGGCTT 

ACATCTTTGCTTTGCCTCTTCTTTCCCTGTGATGAGTCTTGGGGTAGGCC 

TCAAAGGCTGAATCTTCAATATAAATACAACAGTGAATGAACAACAAATG 

GTTATTTTAAAGATCTATCTTGGATGGCTATTTAATTTCACTAAACCCCA 

GGTTGCTCACC TGTTG ACTGGAACAAACAATAGTCCCTTCTTCATGCGGG 

CATGGTGAGGGTTTTAACCCCGCATTGTCCACAAAGACCGCTTAAATTAT 

AGTAGATGCTCAGCAAATCTGAGCTATTATTTTTATCACGACTGTCAGAG 

GTCAGATCAGGCTTCGGGGTCAGACACACCTGGGTTCAAATCCCAGCAGG 

GCCACTTACTGTTGGAGCCGGGGCAAGTCAGTTATTCTTCCCTGAGGGTC 

AGTTTTCTCATCCCTAAAATTCCAACTAATAATACTCATCTrrCAATGAT 

GCCGGGAGGTCTTAAAAATAATATAAGTTCAGAATGATAAAACAGGCTGG 

CACAAATTGGATGGCAGCCAATGTCCTTGCACCCCTGTGTCTCCTGCCTT 

AATTTGTGTTGAGGAATAAGGCCAAATGTGTACCTCGGCCGCGACCCCGC 

>Sequence 892 

ACTACAGAACAGGAACAATCTGCCATGTGTGTTTACAACTTCAGAAAGCC 

CTGGAATGACAGT TGCCAGG GCAGTTCTTCTGAATTTGCAGGTCAGAATT 

AGTGGATGATCAATTTTrrrCACACATGGTCAACTCTGTGCCACCTGCTA 

CAAGATGTTGGAACAGGTATATTTATTTATTTAATGATGATCAATGATTC 

TTCCAACATCAGGGAACATCAGGGAAATCAGCTAGTATATGCTCTTTTTG 

AGGATTTTCAGCTCCAAATCCTGAAAGCATTCATGAAACTACATAAATTA 

CTTTTGTTAAGCAAATCATCATAAGTAAATCCAGTCATATGAATCTGGAA 

GGATTTGCTGGTGGGCACTAACACTGACCACATGTTTCAGTGTGGGCAAG 

TTTACCATCCATCACGGATTTTGTGCTTGGTGAATTGTAGGGAGTGAAAG 

AGAGAAGGATGTTTGGCCCAGTTGTCTTTTTTACCTATATCTGAAATTCT 

CACTTAGTCAAGAACAAAACATTTAGACATTTAATTTCCTTTTGGGGTTN 

TAAGTCATACATGTTTAAAATTCTATATTTAGAAAAAATTGTTTTTATTA 

TATATAAnTATAAATCAGTGGAGAGACAATTTATACTGAGAAAATATTT 

AATTGGAAGTTTGTTGTCTTTCTCACACACACGGACAACCCCAACTTTTT 

ATTGui iui l GAACTTTGO\AAAATGGTTAAACCCCTTCCACATTCATTT 

TG AAGGG AGG AG . " 

>Sequence 893 

ACTAGCATTAAAAAAGTCCTACAAATTATTAGAGAGAAAATACAGGTTGC 

ACGCAAAGCATAAAGAATGAGAATGGCATAGACATCTTAACAGTGCCACA 

GAAACTAAAAAGTAGTTCTGAGTAAAAATGAACTATTTACCCAGCCAAAC 

CGTTAATTAGGTATAAAGGTAGAGTTAAGACATTTATAGACATACAAGAT 

ATTAAGATTACTGAGTCAATTGATATTCAACAGGGGTGCAAATGGAGAAA 

AAGTCTTTTCAACAAATAGTGGTGGGACAAATGGATAGCCACATGCAAAA 
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GAACATATATATAAGAGCTAAAACCATAATGCTTTTAGAAGAAAATATAG 

GGTTTATCTTCATGACCTTGAATTTGACAAAGGATTCTTGGACATGACAC 

CAAAAGCACATGCAACAAAAGAAAAATTGGAGTGATATGATTAATATGGT 

GGAACAGGAAGTCTTCAGCTTGCATCCTCCGCCTTCTTGACACAAACAAC 

AATCTGGCAGCCATCCATGGACAAAAGTGCCTCTGTGGGAGCTCTAGGAT 

CCAGGTAAGAAGGTATGAAACCCTGGTAAAGCCCAAGACGGAGGAGAGGT 

ACCTCGGCCGCGACACGCTAGGGGC 

>Sequence 894 

GGTACAGGTCACACAGCACATCAGTGGCTACATGTGAGCTCAGACCTGGG 

TCTGCTGCTGTCTGTCTTCCCAATATCCATGACCTTGACTGATGCAGGTG 

TCCAGGGATACGTCCATCCCCGTCCTGCTGGAGCCCAGAGCACGGAAGCC 

TGGCCCTCCGAGGAGACAGAAGGGAGTGTCGGACACCATGACGAGAGCTT 

GGCAGAATAAATAACTTCTTTAAACAATTTTACGGCATGAAGAAATCTGG 

ACCAGTTTATTAAATGGGATTTCTGCCACAAACCTTGGAAGAATCACATC 
ATCT 

>Sequence 895 

GGTACAGGTCACACAGCACATCAGTGGCTACATGTGAGCTCAGACCTGGG 

TCTGCTXK^TGTCTGTCTTCCCAATATCCATGACCTTGACTGATGCAGGTG 

TCCAGGGATACGTCCATCCCCGTCCTGCTGGAGCCCAGAGCACGGAAGCC 

TGGCCCTCCGAGGAGACAGAAGGGAGTGTCGGACACCATGACGAGAGCTT 

GGCAGAATAAATAACTTCTTTAAACAATTTTACGGCATGAAGAAATCTGG 

ACCAGTTTATTAAATGGGATTTCTGCCACAAACCTTGGAAGAATCACATC 
ATCT 

>Sequence 896 

CCCTTAGCGTGGTCGCGGCGAGGTACCTTGAGCTGCCTCAGCACTCTTTT 

GCCATTCGTGCTAGAAACAGCCAAAGCCAGACAACCAAATTACAGATGCT 

TAAATGTTAATGCCAGACACCAAGGCTCCGTGAACTTCCCTGTTGAACAT 

CTGACCCCGACTACTTGAGGACATGAAACCTAACTGTGCAGCTAATTACA 

CCTTCCAAGGGCAATGACATCGGGTCCTATGATTTTATTCAGGAAAGCAA 

TAAGGCAATCGGGGTCACTGTGAACATCATTTGAAGGGAAGTAACTTCTT 

AGCTTTATTCCACAAATGGTCTATC 

>Sequence 897 

GGTACCXjGTGTAGTGTATAGAATGGTTTGTATCAAACTAGATCTACATTA 

CTTTACTAGAAATATAGGGCAATAATAAAATTTCCAAAGCCAAACTGAAC 

GATAATATATATTTCirrAGAAAGTCTCAGAAAACCCATTCCTGAATGAC 

AAAACGGAGAGATAACTTACAACTAGGTGATATCTGAAGTTAAATTTTCT 

TGGTTATCTATTTCAAAAATTCACAACTATTCTGCACTAAAATGTTTCAC 

TGGGTCAGGCACAGTGGCTCATGCCTGTAATCCCAACACGTTGGCAACCT 
GAGGCAAGAGGA 

> Sequence 898 

CCCTTTCGAGCGGGCCGCCCGGNGCAGGNNTACGCGGGTTGGACTCTTCT 

ggtttttaaaactttctnggaccattgactttgaaacccggccaaagaag 
ggctgngggcttggtggattgtagcgccaaccttaaaaattggttgtcaa 

AAAAAAATTACG GGTTACGTCCCTTTCCAAGGTGGAAAAAGCCr^ACTTT 
1 1 1 1 1 1 1 1 1 ii i lCCCACAAAAAGAACC CI 11111111 1 11 AAAGGGGGG 

gaaaaaagaagtataaaggaaaattitggggggatttcttccgggccccg 
c 

>Sequence 899 

actgacagatgcctcxkjtaaccatctccaatgttcaam 

ggacagatagaaggctctcctgcagccttttcgtcitcgggtgtccgctg- 

gtaagaaatccgccacacaagaaagcactgacatttggagcctcatcagg 

TTCAGAGTTOAAAGTGAAATAAAGGATAATAATCTTTGTCITATTTTCTT 

TGTTTTAATGTTTCCCAACTTACGTTAGGACAATGTCAACAAAGACAGAT 

GTCCCTAATAGTAATTGCAGGACATGTGTTTTCTCATTCCTATCA 
>Sequence 900 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATTGGAGGGGGCCATATCCAGG 
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ACCTGTGATGTGTATAGGCAGACCAGACTGGTAGGGAAGAAAAGCAGAGA 

TATCAAGTGGGGGACATGTGTTTGCCCTGGGGCTCTATTGGCCTGGAATT 

TTGTCGTAGGAGGAAGGCACAAAAAGTAGACTGGGATTACAGGCGTGTGC 

CACCGCGCCCGGCCFAAAGTGTGTTTTATAATAAAACO 

ATTTTAATAAAACCnTTAGATGACTAGATTTATGTTTATTTTGGATTTAT 

GTTTATATGAATAAAAAAAGAAAAAAGACGAGG 

>Sequence901 

GGTACCTATGAGATGCATTTGAAAACnTACCTTGTTTATATGTTTCTTCT 

GTTGCAATTTCTTCCATTACCTGGAATAGCTGCTTTGGACGGCAAACCAA 

GCAATGCCCTTTCACAGCTGTGGGATGAATGGGGAAAGAAGTCTTGGTAA 

GGAAGCAATTCAGAGAACATGGGAGCATCTCATGGCAGCAGTCACAATTT 

TGTGTTGCGTAATATTTCAGGAACTTGCAACCCTGATAACTTGTGCCTGC 

CTGTCTGTAGGCCTTTAATGATGTTTTATTGAATTTTGGT 

>Sequence 902 

GGTACTTCTATACAAGGCAAAATGAACTCTAAGTAAAAAAGAAAATCACA 
CITCTAAACACAAATTAACCATTTCAGTATTTAATTGCTCCTAAAAGGTG 
TATTCTACTTCATTAAATGTAAGAGAAAAGGTTACCTACATTACGCAGTT 
TA ^ AACAGGATAAA CTNTAGC^^^ 

ACTTTCAACCATCTTATTTATACTCTACATTAGATAATCTTTAAATTCCA 
TCATAAGGTTTCCCATGTTAACTCCATATAAAATTTTGTAATCCTGCCCA 
CCCCATGTCAACTCAGTGTATACN 
>Sequence 903 

GGTACTGGGTGACAGGAGAGAGCTCATGTGACCCGAGTCTGGGTGGTCTC 

AGGCATGGTATAAAGAACTAGGCCAACCAACTGCACTAGACATAGAAACT 

AGCTGAATAAACTCATCCACTCCGATTTCATTTCAGGTATCTCATGAGAA 

ACTAGAGGACAAAAACAATTCCAAAATTAACAAAACAAAGTTTACTCTAG 

CCATCAGTGCCAATGAACATAAATGACTGCCTGAGAGTTATATTAACAAA 

ATAATTAATTCAGACGAATTAAGGAATTAAACCAGCTATGGGAAATATAC 

ACTCTATACTTAGATGCACATTT 

>Sequence 904 

ACTTAAATAAAATAAAATTAAAACAAATCATTTTAGAGATAAAGAGTGAA 

GTTACTGAAAAAGGTGACTAGGACTCTGTTTATGAAGAAAGGTTAGTATT 

TAAATCATGAAAAAAAGTAAGAATACTTAATTATTCAAGTAACTTAAAAT 

TGTAATTCAGAATGGCTTTTATGTATCTAAAACAATCTGGGCTGCTATAA 

AAATTCAGTCAACTTXrTAAACTTCCAAACACAAAATAGTTATACTCAGTC 

TAAGAATATCCGACCTACCGTGCAGGACCAGAGGGCTCATCTCT 
>Sequence 905 

ACTTAAATAAAATAAAATTAAAACAAATCATTTTAGAGATAAAGAGTGAA 

GTTACTGAAAAAGGTGACTAGGACTCTGTTTATGAAGAAAGGTTAGTATT 

TAAATCATGAAAAAAAAGTAAGAATACTTTATTATTCAAGTAACTTAAAA 

TTGTAATTCAAATTGGCITITATGGTATCrAAAACAATCrGGGCTGCTAT 

AAAAATTCAGTCAACTTCTAAACTTCCAAACACAAAATAGTTATACTCAG 

TCTAAGAATATCCGACCTACCGTGCAGGACCAGAGGGCTCATGTCTTGCC 

GAGCTTATTACAGTTTTG 

>Sequcnce 906 

GGTACCTTTGCTTTAAATGCATACTAAGCTGTGAATGACTGATATCAGAG 

actttcttggaagtaggtttcataggatggaggacaaatgaaactttatg 
ggcgaagaaagaagggtcagt^ 

aaagcaaactaggtcaactttttaactggct^ 

aggatacaaaagcaaggagaagacaggaataaatcaggactccaacaggc 

agaacaggatttatttagggcatgcaatgtggagggccctaatgggaaca 

TGACAGTGTT 
>Sequence 907 

GGTACAAATT GCATT GTCAATTTATATTTGITTCCCCACTAAAGCCTCCA 
AACCTTG CTTGT TTTGTTTAAGTATCCCTGGGGCTCATCACAGGGCCTGT 
TGAAGTTCTTTTGAAATGAATTGAAGAATGTGAATAATAGTTCTAGTTCT 
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TCGGGATAATGGAAAGCTAATAAGGTTTATGCTAGAGGCTCTTACTGCTG 
GGACTCTCTTCTTGTTTTTGGTTTTTAGGAAAAAAGCTAG 

TTCAGCTAGAGTAACAGTAGTAACTGACTTGAAAGTATGTCAAAACANAA 
ACTGTTAAG 

>Sequence 908 

GGTACCTATGAGATGCATTTGAAAACTTACCTTGTTTATATGTTTCTTCT 

GTTGCAAI 1 1 C II CC ATTACCTGG AATAGCTGCTTTGG ACGGCAAACCAA 

GCAATGCCCTTTCACAGCTGTGGGATGAATGGGGAAAGAAGTCTTGGTAA 

GGAAGCAATTCAGAGAACATGGAAGCATCTCATGGCAGCAGTCACAATTT 

TGTGTTGCGTAATATTTCAGGAACTTGCAACCCTGATAACTTGTGCCTGC 

CTGTCTGTAGGCCTTTAATGATGTTTTATTGAATTTTGGTT 

>Sequence 909 

ACCCTCTTCTCAATTTTGCTATGAACTTAAAACTGCTCnTA 

TTTTTTTAAAAAAGGAGGGAGTTATTATCAGAGATCCCATAGACCTTAAA 

GGATAATGAAAGAATGCTATGGATAACTTCATGCTAAAAACTNCAACAAC 

TTAGAAGTATGAAATGAATGAACTTCTCCAAAAAAATACAAGTTACCAAA 

ATTGACATGAATAATAACAGAAAATCTGAATAACGCTCTAACTATTAAAG 

AACGTGAATTTGTCAAAAGCTTCCCCAAAATAAAATTCCAGGACCAGATG 
GT 

>Sequence910 

ACTCAATGGGGTAGGGTGTCTTGGGATCTGACTGTTTCTTAGACCTTCAA 

TGCTTCTTGGCTTTCCTCACTGCTAGTTATAATTCAGTTTTCTCAGGTCT 

AAGTCATTCATCACTCTTTTGTCTGCTTTTCAGCTTCCAAAAATTCATTG 

CTATTATCTCCTCTCCTGTTTTCCCTATGGTGTGTTTGTGTCTTTITCTT 

TAAAAAAATTCCTTTGTGGTGGTTTTAGGGGAGTTTTTGGGAATATATAT 

TTAATGTACCTCTGGCGAGACCGCGCTTTAGGCGATATCCTGCACACTG 
>Sequence9lI 

GGTACAACCTAGCCAGCTGCACAGCAGCTCTCCAAGAAAAAGGTGTATAT 

TAGACAG ATTCA ATTATTCATCTTGTGATTATGAGTAGTAACCAAATTGT 

CTATGTAATTTTCITATGGTGAACTACCCAAAGCAAGGCCTCACCTTAGG 

CTACCAGCTTGACTCTTAAGTGGACAGAAAGAGCCAAAGGCTAAAAGGTT 

TGTGAGAAACCTCATGAGCACTGAGTGTTCTAGTTCCAGATGAAAACCGG 

TTTCAGGTATGAAGCAAGAGGGAGTGCTAATTGGTAGAAGTAATTACATC 
TTT 

>Scqucnce 912 

CCCTTAGCGGCCGCCCGGGCAGGTACAACAGAGCACAATGCTTAGATTTG 

GGTGGATTTGAATAAGATGAAAGATAAATTATGATTTTGTTCAAGTGTTA 

AAATAAAACTAAGACACTTAAGGACCACAAAAATTTAGACCAAAGTATCT 

TGTAA ATTCT AC CTGGT GAAAGTTTGATATAGCACACATATGACTTTTCT 

ATATTATTTTCTGTTTTGAGTTTAGTAGTAAGCAGATGGTTTGTATTTTC 

TTTAGTTGCAAC TAAGTGATCAGTTTCATGATTTCTCTTACTATGAAACA 

TTTTTTTITTTTTCTTAACAGTTATCTTA 

>Sequence913 

ACCACAAAGTT ATTGCC TACATCCAGGTCAAGAAGATCTTCTACTGTATT 

TTCTTCTAAGAGCTTTTACATATAGGTCAATGATCAATXTrAAAATTAAGA 

GTTGTGCAATCATTAACTCTAGCTTTAGACTGGTATACTAATTGGTTTGT 

ATACGAACTGGGTTAAAGGCATAGGACACATGCAGGCTGTGTTCATTTCA 

CAGCAGGGCTCTGTAATTAGGCAATAATTACITACCATCATACXTAGTGA 

GGCAATATGGGAGAAACAAAACAGGCCATACAGCTTCACTATTATTCCTA 
CT 

>Sequence 914 

AAAACCTTAGCGNGGNCGCGGCCGAGGGACTNGAGGACCAAGCCACAGAG 

CAAGCGCTAAAAAAAAAGNNAACTAGAACCTNACCACTGNNNCACGCACC 

CCAATTTCATAAAATGTATCAGTAAAAAAAAACAATTATCTAAAGTTTTT 

TAAAGTAAAG AAAA ATTATTTATCACATAGGTAACTTGGTGTCAACTAGG 

TAACTGATCTATTTTAATTTAGGAAGTTAGTGTCITCCTTCCT^ 
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CAGATTTTCTGAGGGGAGGCTCAAAAGGCCCGAGAGGCTCTCTACAAGGA 

GAAAGCAAGCCAGAGAATCTGA 

>Scquence 915 

GGTACCAGAAATGGTAAATATATGAGTAAATATAACACACT1 1 1 1 rCTTT 

TAAAATTTTATTTAAAAGGTAACACTTTGCAGCAAAATAATTAACAATGT 

ATTGTGGGTTATATAGTAGTAAGATGTTTGACATAAATTACATAAATAAT 

TGGAGCAGGGAAATAGAAGTGTGTTGTTGAAATGGTTTGATATTATATAT 

GAAGTGGTATATTATTATTTCAAGGTAGCCTTGATAAGTTAAAGGTTACA 

TATTGTAAACCCTACAATAATCATTACAAAATAAAGAGATATAACAGTAA 
GG 

>Sequence 916 

GGTACTTCATAGAGGTCCAGACCCCTTGCGTCTGGCATTCCTTTGGTCTA 

TAATTCAGTAAACTCTGCTAAAAAGGAAACGAGACTAGCTTGCTGTGGCC 

CCTTAAGCGACCCAGGGTAGCTTGTGATGGTTCAGATTATGATTTGTTCT 

AGAGCTTTTCCAGAGGCAGATGTTGAGGAGTTTATCCTATTTGTCCCCTT 

CCCTTTAAACAAACAAAAGTGCCGGCTGGACGCAGTGGCTCATGCTGGTA 

ATCCCAGCATTCTGAGAGGCTGAGGCAGGCGGATCACCTGAGGTCAGGG 
>Sequence917 

ACTGCCTGGCATGCATCTTCTCGATGGTCTGTTATCTTGTGGGAATGACA 

TrCGTTAAGTTGTTTrCTGTGTGCATCCCACCCAAATAAAGAATGTTTCA 

TCAGCAAAGTGAATTGCCGTATAGTCATCAGACTCTAGAAATAAATTATC 

AACGATGACTGCAGTGGGTGAGGCTGnTGTTTATCACATCACTTGAGAA 

CAGAGTAAAGTGAGTTTCATATTTTCCTGAGTCTTGAATTCTCATTTTAG 

ACATCTGTTCAGAAGCTTTCTAAGCCATGGAGTATTCTAAATGAGCA 
>Sequence918 

GGTACTACAATTATAAAGTTACCAATAACTTTACATTAAGAAAATCATTT 

TCTTCCCCTTGAAAACAAAGTATGTCCTCACTTTCCCTGCTCTTTTATTC 

ATGGCAGTATGAAATGTGTCCCTGATTCCCTCCGACCTOCCACAGAATAC 

TGAAACAGTGGCCGTGGGAAGAAATACCAGATGGTATGCATATGGCTTTG 

GGAACAGCTTTCAGCAGTGGTCACTTGTCTTTTTTTAATGCATTTCAAAA 

TGTGTTTGGTTAGCAAAAAATAATGAGATAATTCCCTCAAATAAATGG 
>Scquence 919 

GGTACAACAATTTATCCATTCCTTTAGCAATAGTTGGACACTTAGAATGT 

AAAACTGTTCAAACAAATTGGTATATTGGAGTTTGGGTAGAAAGAAGGGC 

GTTGGAAGAGGAGGAAAAGAGGGTGAGATGATACATTAATATAAATTACT 

G ^P GTGGTGTrCACATTTAGAA 1 1 1 1 1 mTTAAGTTGCATGTTTAGG 

AnTTAGTGCTCAGGAGGAAAGAAGGCCAGTGTTGCCCTTCCAGACCATC 

GCTGCCAnTCCCTGTAATATATCGTGTGTAGAGGAACCTAATGCCTGCA 
G 

>Sequencc 920 

GGTACTGCTAT TTCTAG TTCAAAATCACAGATTTTCAGATTGAAAAAATT 

TCAATCCACTTATTnTCAAATGAGATAACTGGGACAAAGAGAAATTCCA 

TGACTTGCCCAAGATTACCTACAGTTTAACTGTCAGCGGGGCTTAAAACC 

ACAATCCACATCTCCTGACTCCCAATCCTTTCACTTAAAACAAACAAGCA 

CACAAACAAAAAAGATITCTAATAAAGTGGAATAATTTTAAGAAAGGCAA 

GTATCACTATTTTACAAGGAAAAAATTAAATCATTTTAACAGATTGGC 
>Sequence 921 

GGTACTCACATCTAAACTTCTACTITCCCCTrCAGATTACAGCAACCATC 

ATGCCAAAGCTATACACTCTCAGGGAATCCXrrGTGGATTTCACTGATGAC 

CACTTGACCAACTATCATAAAGATCAAGGCCAGGGGTTCirAAACTCTCA 

ACATTTCTGTGCTCATCTCCCCTTCACCCAGAGACTCCCCAGGGCTGCTG 

GGCCACACTTTCGTTTGTTTGACTGGAACATAGTTTGAAAGGGATGGAAA 

TTTCCAAAAGGTGTTAATAGACACATAAAGATTTTTAAATATTAAAAAAA 
AGAAAAAGAAAGAA 

>Sequence 922 

GGTACATACAGTATGCACTCCCTTCTCTGTGTTTTTTGTCTGAGTTGATG 
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ATTTGGAGCTCAAAGAGCTAGCGGAGGGAAAAGCTGAAGCCATTCAAACA 
CATAATGAGAATTGGAGATGTAAAAGAAGGCTGAGTTCTAGGAGTTGCAA 
CAACTTAGGAGATAACAGAACCAATTCGGAATGAGCAGGAATTGTAGGAA 
TGCAGGCGAGGACTAGAAGAATCAGCTACATGCTGTTTACTGGCAAAGCA 

GGAGAAATGTGACTGAGGACAGTATGCCACTGAAAACTGATGAAAGAGGA 

GGGAGACAGGAGGA 

> Sequence 923 

GGTACTGTTGTCTCATGCTCTCriTCTGTTAATAGCACCTCAATTCTACT 

CTGGGGGACATTCCTCCTCTCTTnTGGTCTGGAATGTCCCCTGGCTTCA 

GGGACAGCTCAACATGGGCCTGGACAGTCAAATTCCATCCCCAAGCTTGG 

GACTCAGGGAGACCATCCAGTGACTGTTCCTGAAGTGCTGGGAAGGCAGA 

GCTCCCTTTCTGCGGGGTGCTGAGTGATGGGACGACAGTGTGGAGCTACT 

GNGCTCTCCAAGCCGGTGCCCAGGACCAGCCTGCCTGAGAACGAAGCCAG 
CA 

>Sequence 924 

ACTTGCCTTGCAAAATTATATTACAAGAAGAAGCACACTTGTTATAGAAG 

TGCTGAATTGTATGGAACCTAAATCTGTCAAGTTACCTGTCTTTCAGGTC 

CGTCTCCCCACCTCCCAGACCTCATTATATTATCCCGAAAAGAACACGAT 

CTCnTAAGGCTAGGCAAGTATTGCGCTGATGAGCCAGGGACTGCCCACC 

AATTGGCAGGCCCATTGGGTGATAAATGTCCAAGGACCTCTAGGCTGACG 

ACACATTTTTCATCATTAATCCAGCCTATTGTAACCAGGGCCACTCACAT 
TGATT 

>Sequence 925 

GGTACCTACTGTGTTGAGCCCTCTTCCATCTCCTGTAGTTTCGTCAGATC 

CTGGAAGTGTCCCTGACGGAGAAGTTTTACAAAATGAACTTCGAACTGAA 

GTATCCCGATTGAAACGGAGATCTAAAGATCTGAATTGCCTTTATCCCAG 

AAAAAGACTTGTGAAATCTGAAAGTTCAGAGTCTCTTCTTTCTCAGACAA 

CTGGTAATAGTAATCACTATCATCATCATGTGACATCCAGAAAGCCACAA 

ACAGAGCGGTCCTTACCAGTGACTTGTCCATTGGTTCCAATTCCTAGCT 
>Sequence 926 

GGTACCCAAACACAAGATTGCTAATAGACTGCTAATAATAGAACTTAATA 

AATGAAATAATTTATTTCATTTATTGTTGCTTGGAATACAGAAAGTGCTT 

AGTAAATATTGAATGAATCAACAAAGTACCTCCCAATATAGAGAAATCAC 

TTCTGAAAAGGATAAAACCAAGTTGATCCTATTCAATCGAAGGCATCTTT 

TGGGGCTGTTACAGTTATTTCCTTTATTTGAAGAAGGAATATGATATACC 

TACTTTGTTCCAAGTCACTGCTTATAATGTGCTAATGGTACCT 

>Sequence 927 

GGTACCTGTGAAGACAGCTACACCTGGTTTCCTCCCTCATGCCTTGATCC 

CCAGAACTGCTACCTTCACACGGCTGGAGCACTCCCAAGCTGTGAATGTC 

ATCTCAACAACCTCAGCCAGAGTGTCAATTTCTGTGAGAGAACAAAGATT 

TGGGGCACTTTCAAAATTAATGAAAGGTTTACAAATGACCTTTTGAATTC 

ATCTTCTGCTATATACTCCAAATATGCAAATGGAATTGAAATTCAACTTA 

AAAAAGCATATGAAAGAATTCAAGGTTTTGAGTCGGTTCAGGTCACCCAA 
TTTCGAAT 

>Sequence 928 

GGTACAAGAAAGAAAACAAATACCAAGTAnTACAGATCCAGAGAAAGTT 

CACAAGAATGGGAGGATGCCAGTTCCAATGCTTTGTAAAGTCAAAAATAG 

' CCACATTGCAAAACAAACAAAAAAAAACGAGAACGTTCCCGAGTGTGCCT 

CCAAAACATAAAGGAGAAAATCATACAGAAAAACXrrcATGTAAGGGTTGG 

AACTTGAGCAACCAGCTATCCAAATACAGAGGGGAATCCTCGCTTAGCTA 

GGGCATGGCCIGAGAGAAGCCCCTTCCTGCTTTCAGAGCCTACAAGTAGT 
CGCCAG 

> Sequence 929 

GGTACTTAAGCAATAAATCTGAGCAATTATCAGGTTATTTTATTGCATTT 
CTAATGAGTTCTTCTAAAAAAAGTCAATCAATTATCACTGCTATATATGT 
TCTGTGTGTAAGGAGTGCTTGAGAGTCTTTAATTGTAACATTTATTAAAT 
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AAGAATAAGAGGACATTTTTAAAGGAATTAAAGGAACATTAATTCCTTCA 
TAAATGTATA GTGCTTAAGCTCTGCTTTAA AAGG TCTTTCC ATGTGCTCT 

TGGGTAACCACTTAGGGCTGAATTCATAGTATAAATATCAATAAATGTTG 
CAATCACAAT 

> Sequence 930 

GGTACGCGGGTGGGAAAGGGAGGATGACTCACITACTCTGAAATCTGGGC 

CCAGGAAGGACCTCTCXCATCCTTGGAGCCTCCTCATTCTCCTGTCTCT 

ACTGTCCCCCCACCTCTACCATGATGTCCTCATTCTGGGAACCCrGAGCA 

GGGATAGT GGCTT GGGCCCTTCGTCTGGCTTTTCTCCCCACACTTGCTTC 

CTTCTAACATTITCTCCCTCAlXn*GACATGGAAGGGGCAATGGTTAACCC 

AGAAGGGAGGGCAGAAAACAATGGCCCCACAT(XTGGCTCTGCCTCTGAC 
AAGCTGAGT 

>Sequence 931 

ACGCGGGATTTAGAGACAGGGTCTGGCTCTTTTGCCCAGGCTGGAGTGCA 

GTGGAACAATCATGGCTCACTGCAGCCTCACCCTCCTGGGCTCAAGAGAT 

CCTCCCACCTCAGTCTCCCTAATAGGTAGAACTACAGGTGCACACCACCA 

CGCCTGGCTAATTTAAAAATTTTTTTTATAGAGACAAGGTCTCACTATGT 

TGCCCAC ACTG GTAAAGTATTTTTAAATTCGAGACATGAATAATGATGCA 

AATCATCCTTTCTATGGGTCTGATTCTGTTCTGCTACCnTATTCAAGGAC 
TAAA 

>Sequence 932 

ggta ci 1 1 1 1 1 ii 1 1 rm i i n 1 1 1 1 ri rrn tggatttttagtagaca 

CGGGTTTTCGCCGTGTTAGTCAGGATGGTCTCCATCTCCTGACCTCCTGA 

TCATCCGCCTTGGCC TCCCAA GTGCTGGAATTACAGGCATGAGCCACCGT 

ATCTGGCCAGAGAAATTTTTTAATATAAATTTTTTCAGTTACCACTTAAA 

GGG AAATATGATTAAAAAAACTAAATAAAGAAGAGCTTTAGTAAAACCAT 

GCCOPCTTGCTAATCTATTAAGAGTCAAATCTGAAC 

>Scquence 933 

ACAGTATGTTTCCACTTATGGACAGATAATTACGTAGTAAACATAGAAAC 

ACACGAACTGAAAGGACACACACCAGTATCAGAACTAAGTCACCCATGGG 

GAGGGACA GAAG GAAATAGGATGGAAAGGGGTTGAGGGACTTCAACTGTA 

TTTGTGATGTTTTAGTTCTTTAAAACAAAAATCTAAATGACATTTGAAAT 

ATGAAACAAACGCAGAAAACATCAAAATGTCAACAATACTTAAACCTGAG 

TGTTGGGTGCCTGAATGTTATATTGGTCTCTGCAN 

>Sequence 934 

ACTCAGTATATGAGCAATTGCTCAGCAGTGTTTGGATATAGGGAGTGGAT 

AGCTATTATTAATTGCAGATTATTTTGGAAGGAAAAACACACAGAGAATT 

ATGTATCTTTCAGTGTAAATGTTAGTTCTAAAAACAATCATATTATTTAC 

AAAGCTGCAGTTATAGAACACAATTCTGATTTCTGCCTCACCCCCACGGT 

TAATACTG TAAAA CATTTCCTACGTTTCATCTGATAGTGTTATTAAAAAT 

AGCTGTTATTTTTAATAGCTATACTAAAACATAAAAATGTTTAGGCCAGG 
CGTG 

>Sequcnce 935 

GGTACCTAATTCATAAGATAAGGATTAAATGAATTAAAATATATAAATCC 

CTTAGATAACAATGCTAGGCATATGTTAAGCACTATGTTAGTATCATCAA 

ATGTTGTTGTTACTGTTATGGAATTTATCACAAATATGTAATTATATGTT 

TCGTAGTCATTATTC^TCACCCCTACTGGACTCTAAGGTCrGTGAGGATA 

TGTCTATTTGGTTTACCACTGTATCCTCAACAACTGCTGGTTGTCCCT 

TGTAGGTGTTAGGTATTAAGTGCATGATAGTGAATACATAAAGGTTA 
>Sequence 936 

GGTACTACAGATTAAGTATTAATATGCTGTGAGTGCAGATAGAGAACAGA 

AACAGGCTGTTTGATTTCACCATGGTCAATGCTCTGATGTGCCAAACACA 

GGAGGTTGTGGGAACATATAGACAGTGACCAAACTTTTAATGAATACAGG 

AAGATTTTCTGGAAAAGATGACATGTAGCAGACAGCTGACAGACGAGTTT 

ACCAGGTTCAGAACTTAAGTX}ATAATAAT<nTTTTATCATAAAATTTT 

GTGTGGTAGAGAATAAAAGTTTTGAATTAAATGTTGAATGAAATGTGTTA 
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TG 

>Sequcncc 937 

ACACTAAAAATAGAATATAAGGCAGTGAAATCAAATCCTGGCTCACTTGA 

AGAAATAACAGTCTGTGGGCAACTGGTTGTTTCTCAGGTCACCTCAGGGG 

ACAGATGGTCCCTAAGGTGCAAAAGAATGAACTGGTGCTGATATATGACT 

GATAA GTTTCT GTAACGGGCCACTGACCATTTCAATTCCCAAGGAACATA 

AATTACO 1 11 AGCCTGTGTATTTACACACAAATATGCAACCTGCAAACT 

TCTTCTGAGGACAGATGTCAACTACTTTTTCA 1 11 1 1 1 ITl ' l ' l ACAGTCA 

AAG 

>Sequence 938 

GGTACCAAGTATACTTCACCAGATATCTATAGAACATTCCACTCAGCAAC 

AGCAGAATCCAGCAGAATATATATTCTTCTGAAGTGTATGTGGAACATTC 

TCCGGGATAGACCATATGTTAAGTCATAAAACGAGTTTCAATAAATTTAA 

AAGGACTGATATCATACCAAGTATGCTCTCTGACCAGAATGGAATGAAAT 

TAGAAATCAATAACAGAAGAAAATTTGGGAAATTCACAAATATGTAGAAA 

TTAAAAAACACACTCCTTAAACAACCAGTGGGTCAGAAAAGAAATCACAA 
GGGN 

> Sequence 939 

CCCTTAGCAGCGGCCGGGCCGACGGGCTCITCTTCCATACTCTTTTAATT 
^^^^f^Z^T^^^ T^ 1 ^ A ^TAA TTTCC A GTCXjCTG TAAAACTTTG AG A 

AATTTTGTAGCTTTTAGAAACCACATACCTGTATTGCCTGATTGCTTATT 
AA GTGATCT CTTAGAGGTTTCCAAAGTTATGAGTTTGAGTTTACAAGTGC 
AG 1 1 1 n ri CCATG AAAATTTCAGTGGTGACA A ATTATAG AATTTATCAT 

TCAATTCAGTCTTAACTAGAAATAATTGCATATAATAAAACAGGTTCTTG 

ACTGTTCTTTTT 

>Sequence 940 

actgccacttccattttgtaagtgaack:ccagagaagcaaagaaatgtgc 

CCTAGGTCACATAGCTAGTCGGTGGCAGAGCTGTGATTGGCAGGTTGGTC 

GAATGCCTCCAAAGCCCTCGACCTTCCCACTATACTTCACGCATCTCTAG 

AGAAGAGACAGAAGTAGCCAGGATGAAGGTCTTCAGGTTTAAGAAGAACT 

ATGAAAAAGCAAAAGATTTTTGTTTTCGTGGTTTTTTTACTATAAAGGAA 

AACTTTAAATAATAGCAAGAGTGCTATAGGTAAGATATCAGAA 

>Sequence 941 

GGTACCTCGTGGTTGAACTTATTTGGGGACAGAATTGAGACGGAAAAATT 

TGATATCAAAGGAAGTATCAAAACCCTTGATGTGGTTAAGAGCATGGATA 

GTGAAACTAACCTCTGATGTATGGTGAGAGAGCAAAAGAGAAAGGATTGC 

AAAGAAACTGGAATGTAGAGGATGAACATATTGGTAATAATAATACTGGT 

GGAATTGTTATTCAGGAAAAAATAGCAATTATTCCTGTTCATATCTCAAA 

TCATTGTATGTTGTTTATTTAAAGGGAGACATGGTAGAAGATATCAAATA 
TAAAAAT 

>Scqucncc 942 

GGTACATGAAAATGGCTGTTTTTCCCCACATTAGTCAGCTCTGGATTTTG 
CATGTGTGGGGC1 ' rTTTl TH GATAGTTATTTGTTTTTTATTTTAAAAAT 

TTATTTTGCCAACCCAGTAGAGAACAGCTGAGCATCTTCrcATGTATTTA 
TTGGCCATCTGCATTTCTGCTGCTTATT^ 

TGCCGTCTGCTGTGAAATGTCTTAAATTTTTTGCCCATTTT^ 

AAAACACTGAAGCACATTTTTAAAGACTTCTGATGATTTTTATTGTC 
>Sequeoce 943 . , . .. 

ACTTCAGGAGATACATlXnXKnAGTTi^ 

CAATTTAATCCAGTCGGCTTATGATTTTCAGTTCT>n*ATTCT 

AATGTGTATATACTAGTTCTGTTACTAAGGAGGGATGTTAAATTAATCCC 

TAG CTGTA ATTGTGCATTAGTTTGTCTCTTTTCAGCTGTTCTAGCTTC 

AAATTTTTGGAGCTGTTAGGTGCATATACGTTTAGGATTATTTTGTCTTC 

TTGGTGAACTAGACCTTTTATCATTAGGAAACT 

>Scquencc 944 

GGTACAAAAATCAACTTTCCnTrTTACTATCTGGAAATAGGAAAATGTTC 
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CATTCACTATGGTGACAAAACTOTAAAATAGGAATATATTTCTGAGGAAA 

GTATAGGTATTTACAAATAGATAAACTATATrcTTAGATGAGAATACTTA 

ATACCCACTTTACAAAATTAAAAATGAATTACAGCTTTTTAAAAATAGAT 

TAAGCTGGGTGTGATGACATGGCACCTATAGTCACAGCTACTCAGAAGGC 

TGAGGCAGGAGAAGCACCTGAGCCCAGGAGTTTGAGGCTCTAGTGAGCTA 
TG 

> Sequence 945 

ACCTGCAAGTCCAAAGAGGACCAGGAGGATCCCCGCCAAAAGAAGGGTAA 

TCGATGGGACACCAAAGTTATCAGTCAAGTAAGGCAGAAATGCTTGAATG 

AATAAATGTATATAGATAGAAAGTAGAGACCTTGATAAAGTCAAACTCCT 

TGCCTTTACAAGTGTGTGTTCAGCAGCCATGCAAGGGAGATGCCCATCTG 

GCAGTGGCCCAGGGCAAGGTGTCAGAGCCCTAGTGGCAGGGAGATGGCAT 

CCACATATGAGGGAGGGTGACATGGTGCTAACTGGGCATCTACATAGGGC 
AGGG 

>Sequence 946 

ACTGCATATTTAATGAATTATTTTATAAATTGCTGTTGTGAAGCATTTGT 

GAATGAC CTGCC TCCTAGCTTTCAATGCTATTGCCCAGGCTGACTTTTAT 

TGCAACTGTTTTATGATACAGTTTTGCATTGTATGTGTTTACTTTTTAAA 

GAAGCATTTCCTGGGAGGTTTCTTTTTCTGGTTATGAAAATAATATATGC 

TTATGGGGAAAAATTGGAAAATAGAAACCAGTATCTAGAAGAAAAATCAC 

TCATAATTCCAGCACCCTGTTAATACTTTGTC 1 1 1 IC r iACAGTTTCTAA 

TA 

>Sequence 947 

GGTACCAGTAGATGAGAACTACTTATTTAGAGTGGCAGAGCATGCTATAG 

AAACAAAATATGAGTAATTCTAACTGTAGTTATGTTATATTAGCATAGTG 

AGATAGT AACAT TAATAGAATTCCTTAGGTGGAATTTCTTTAATGCCTTC 

AGTTTCAATTTTAAAAAAAAAAAAGTGTTTATGTAGAAGAGGGAGTGAAG 

GTTTGTTAGAGGTAAAGAGGGTGAGATTTGATGGTATTTTTTTAGTTAGG 

ATGAGATAGTAGAGGTAGAGGTTATAGGGAATGTAGGTTGTAGTTTTTTA 
TTTN 

>Sequence 948 

GCGCCTTTCAGCGGCCGCCGGGCAGGTACTGATATTTAATGAATATTTTA 

TAAATTGCTGTTGTGAAGCATTTGTGAATGACCTGCCTCCTAGCTTTCAA 

TGCTATTGCCCAGGCTGACTTTTATTGCAACTGTTTTATGATACAGTTTT 

GCATTGTATGTGTTTACTTTTTAAAGAAGCATTTCCTGGGAGGTTTCTTT 

TTCTGGTTATGAAAATAATATATGCTTATGGGGAAAAATTGGAAAATAGA 

AACAAGTATCTAGAAGAAAAATCACTCATAATTCCAGCACCCTGTTAATA 
CTTTGTC1 TTTCTTACAGTT 
>Sequence 949 

ACCAAGAACTAAATTGTGATACGATAGGTGACTTATGAGTAGCACAGAAT 
GTAATAGGCCCATCTCTACCTAGTTCTGGTCACCACACTTCTGTCAAGGT 
AGCTCGGAGAGACGGTGTCTACTTATTCACCACATCATGAGATCACCTCA 
AACTGAGCA GGCAGCC AATGAAAACCGTGAGCTTTCTTTACATTAACTTT 
CTGAAAGTCA 1 1 1 1 J 1 CTTATTCCACTTTGTGCCTTTTTTTAAAAGCTGC 

AGCITCATGGAATTTAATCCTGGTATTTAAAACACTT 
>Sequence 950 

ACTTGGTAGGTTGATCTCTTTCATTCTCATGGTTTAATTACCATCTATTC 
ACTGATTACTCCCAAAACTGTATCTATAGTCCAAGACTGTTTCTAAAAGG 
TCTGCACCCACATATGCAAATAAATACCAGATATCTCTCnTGGTTATATT 
GCACATA TNTCAA ACTCAATANGTTCAAAACTGAATTCATCTTCCCCCCT 
AAATGTA i 1 1 1 1 lCTTCCCCCTCTTTTGATAAAAGGGATTACCAAAAACC 

CCACCC^CAGGTTAAAAACCTGGmCKJAAAAATTrATTGTTTTmAC 

CCTTTTTTAAAAGG 

>Sequence 95 1 

GGTACTCTTAGGAAA GAGTAA TGGGGTTGAGGATGGTTAATTTAGCCCAT 
CCTAACnTCTGTGAGATTTTTTTCAGAATATTTTGGATGGTTCTCTCACT 
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TTTGTTATTAAGCATTTGGGAAGAAGATTCTGCAGCCTACTCAGGTGAGC 

C AATCTC ATGGCATTGAACAGAGAAGATATGTTTTCACGTCTCTAACCAG 

TGTTTTTCATAGTGTAAG TCAGG CCnTTCTCCTTTGATCTAAGTGGAACC 

AAGAGGTTAGATACTCCCTTTTCTTTAGTTATATAATCK3GCTTCATGTAA 

CTA 

>Sequence 952 

GGTACACTCTGTACKjTCTACAGGTAAAAAGCTATTACGTTGCAAACATTA 

TAACGTAATGTAAGGTCTGGATTACATGCCTAAAAATCCAATGATTCTTG 

GAACCATCAAATCTGTTAAGACTGAAAAGAATACCAATGTTTAAATATAT 

CTATAAAATGCAGGTCAAGGGGCTAAGAAAATTGCAACACTAGAAAACCA 

ACAAACTTAGGTTGTTCTAACATACATACACAAATACAGGAGGGACGTTT 

ATGGGTCACATCTGCGAAACATTTTTTCCCAAAAAGCTGAATTTTT 

>Sequence 953 

GGTACCA CCAAT AATTATGCCCACAATTTTATCCTAAATAAGAGTGATTC 

CCTGTTCCTTTTCCTACAGAACATGTTTCTGTCCGCAAAGAGAATAAGAA 

AACATGACCCCTCCATCCAGAACCAAACTAAACTCAGGAGTGATTAGAAT 

CACCTGTGGGCATTTTCCCCCAAACCACCCATACTCTGTAGATTCTGATA 

AGCGCTCrTAAAGAAGCTACAGCTCTTCCCCATTCCCTATCTGAAAGCAA 

GG AACCACTGCTTTGGTCAGGAAACAGGCATACAACATCAGATGTGATTA 

TAAA 

>Sequence 954 

GGTACCAGATGTTGTAAAATTTACTATAATTAATAGGAATTAATTAATGA 

ATGCCAAGGGGCAGAGCCACACTTCCTATGATAGTTCCTTGCTATAAGGT 

GCTATTTAhWGTTCTCTACATTTACTCCATAGTAAGCTGTTGTTTGAGAA 

AAAAAATGCCAGTTTGGTGCGTAGTAGATACGCAGAGGCTGAGAAAGGAA 

CAGATTACCCATTACCCAATGGTTACAGAATGTATAATGCTTCCCTTTAA 

ACTGGTTGATTTGTTTTTTTACA 

>Sequence 955 

GGTACCTTTAAGCCAGATTCATGGTATGAAGGCAGCAGCATAGCACCTCC 

ATTGACCCACATGGGGGCCTGCCTTGGGCTTCATCAGCCCTTTGGAGTCT 

CAGATCCCTCACCTGTTAAAGGAGAGTAATACTACCCACTTACCTTTTTG 

GGTTGTTGTGAAACACACATAAGACAGTATTAGGAGAAGTAAGGTCTGAG 

GGCTGGGCTTTGGACCCAGCGGCCCCTAGGTAGAGGCCTGTTGAATTGGA 

TGACAGTGAACTTTGCAGCATTTCCTAACCTCAGAAGTTCAAGAG 

>Sequence 956 

GGTACTTCTGCTTTATTCAGTCTAGGTAAGAAATGTAATGGATGTGTGCA 

GGTGACATAATTTCAGGGGATAAGGTAAAAATTAGATGAAGCCCAAGCAA 

ATATTCTTAAAAAGAAAAACTTAGGAT T 1 1 1 TTTI ACAAAAGTTAACTTA 

AAATGCATTATCTAGAATAATGTTATAAATCAACGTATAGAGACGTTAGT 

GAATAGTTCCCTTCATTAGGATGTTGAAGGAATATGGTTTCAATATTCAA 

CAAATGTCGTGATGCCTATAAATTTTTCTACAAACAAGAGTATGTT 

>Sequence 957 

CCCTTAGCGGCCGCCCGGGCAGGTACTTCAGGAGATACATTCTGCTAGTT 

TGGGGTGGTGTGTTCTATAAATGTCAATTTAATCCAGTCGGCTTATGATT 

TTCAGTTCTATATTCITACTGATTAATGTGTATATACTAGTTCTGTTACT 

AAGGAGGGATGTTAAATTAATCCCTAGCTGTAATTGTGCATTAGTTTGTC 

Turi l iCAGCTGTTX irrAGC TCCATAAATTTTTGGAGCTGTTAGGTGCATA 

TACGTTTAGGATTATTTTGTCTTCTTGGTGAACTA 

GGAAACTGTCCATATAACCACT 

>Sequence 958 

CCCTTTGAGCGGCCGCCCGGGCAGGTACTCCATAATATAATCTTTTAAAT 

GGGCAACTT CTAAA TATTGATACAACCATrAATAATAATGCTTATAGGGT 

AAAA GAAAAi 1 1 1 1 G AAGC ACTG A ATTCAGTAACCTGGGTC ATGGTCC AA 

TTTTGCTCACTACTTCATATCTTTTATGTAGATTATTCCTATAAACATGT 

TCCCTAAATTCCACATCAGTTTGTAAAGTCAATGGATTAAATTATTCAAA 

TGTAGCTATTTAACGGTCAGTAACAATGCCTAGAAACCTATT 
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>Sequence 959 

ggta u n 1 1 1 1 1 1 1 1 1 1 ii rrnTTTrn 1 1 i - ia agacagtcttgctat 

TTTAAGTCCAGGCTGGACTCAAACTCXnXSAAGATTCCT 

CCACCTCAGCCTCCXIAAGTAGCTGGGATTACAGGTGTGATGTCCAGCTTA 

GGTTCCAGCTCTTAAAAGAGTTGTCAGTGTGGTGGGCGAGGTGGGTCACA 

TACACATATAATTATAAGGTAAAAAATCACAACTACTACAAGAAAGGTGC 

AAACATTTATGAGAAAACCAAAGAAGGGAN 

>Sequence 960 

GGTACTCCAGCCTGGGTGACAGAGTGAGAATATGTCTCAAAAAAAATTAT 

CAGCAGAAGATAATATAGACCCCAAGGCTAAAGGGAACCATTATCATCTC 

TAGGCCTGAAAGCCTAGGAGAGGGTGCTGTATGGAGAGGACTGCTTCTGA 

CAGAGGGATATAGCCAACCTTGGTGGCCTAATAGAGAGGAAAGTAGGGAA 

TAGCTTCACCTTCCTTCTCTAATCTTCTGCTAGTATCCCTATTAATTTAG 

CCTAATTAGAAGCTGGAAGGTAGGAGAGCCTCCATGGGCAAAAAGCTGTG 

TAGAGAACATGGATCCTGAGGGGGTAAATGGCAGATAATCTAGCACAGAT 
TGG 

>Sequence 961 

GGTACTCCAGCCTGGGTGACAGAGTGAGAATATGTCTCAAAAAAAATTAT 

CAGCAGAAGATAATATAGACCCCAAGGCTAAAGGGAACCATTATCATCTC 

TAGGCCnXjAAAGCCTAGGAGAGGGTGCTGTATGGAGAGGACTGCTTCTGA 

CAGAGGGATATAGCCAACCTTGGTGGCCTAATAGAGAGGAAAGTAGGGAA 

TAGCTTCACCTTCCTTCTCTAATCnTCTGCTAGTATCCCTATTAATTTAG 

CCTAATTAGAAGCTGGAAGGTAGGAGAGCCTCCATGGGCAAAAAGCTGTG 

TAGAGAACATGGATCCTGAGGGGGTAAATGGCAGATAATCTAGCACA 
>Sequence 962 

GGTACTTGA GAATATGA TTGTAAATTTGATCAGCAGCTACAACATTTCAA 

TGATGCATA 1 1 1 1 1 1 1 1 TCAGATGC ATTCCTTTG ATTGAATTTAAAGTCA 

AGCTTGTGCTTCTGGATGGTTGCTTTGTCAGTGAACACTTGGATTTGGAA 

AATAC AGCA CCTGGGTTGGTTTTGAGAGAAAATGGTTTCAACTTTATAAT 

TACAGTTTTAACCACCACAACAACAAAATTAGGATGGTAGTGAAATGGAA 

CTAAATCAAATGCAAGGTTTTAGTTTAATAGAACAATGTCATCCTTTAAT 

AATCTTTAAAGAAGAACAACTTAATAACCAATAACAAAATTGAAATAGGT 
CAACTT 

>Sequence 963 

GGTACTTGAGAATATGATTGTAAATTTGATCAGCAGCTACAACATTTCAA 

TGATGCATA 1 1 1 1 1 1 IT1CAGATGCATTCCTTTGATTGAATTTAAAGTCA 

AGCITGTGCTTCTGGATGGTTGCTTTGTCAGTGAACACnTGGATTTGGAA 

AATAC AGCA CCTGGGTTGGTTTTGAGAGAAAATGGTTTCAACTTTATAAT 

TACAGTTTTAACCACCACAACAACAAAATTAGGATGGTAGTGAAATGGAA 

CTAAATCAAATGCAAGGTTTTAGTTTAATAGAACAATGTCATCCTTTAAT 

AATCTTTAAAGAAGAACAACTAAATAACCAATAACAAAATTGAAATAG 
>Sequence 964 

ACACTGCATAAAGCCAGAGTTAAAACTTCACTGCCAGCCTCTGAACAGAA 

GGCTGTTCTATCCACACTATCACAAGACCTGGTGGAGTTGAGGCAACTGC 

TGAATTACCATACAGGGAAGAATGAATTCAAGAAAATTCCCATGCAAGAT 

AGGCTCTTAAAAAATAAATTTACACAAGAAAATCAGCACTGTAAAGGTAA 

TTGATAAGCCCAATAGAAGGGAAACCTATACAAAGAAATAGAAATAACTA 

AGCAATCTGAAATGGACTTTAAATAATGATGT 

>Sequence 965 

ACACTGCATAAAGCCAGAGTTAAAACTTCACTGCCAGCCTCTGAACAGAA 

GGCTGTTCTATCCACACTATCACAAACCTGGTGGAGTTGAGGCAACTGCT 

GAATTACCATACAGGGAAGAATGAATTCAAGAAAATTCCCATGCAAGATA 

GGCTCTTAAAAAATAAATTTACACAAGAAAATCAGCACTGTAAAGGTAAT 

TGATAAGCCCAATAGAAGGGAAACCTATACAAAGAAATAGAAATAACTAA 

GCAATCTGAAATGGACTTTAAATAATGATGTTTACAATTCTCTAAGAGGA 

AAAGGAGCATTAGCATCAGTGAAACAAAAGTAGGGCTATAGAAAAAACAA 
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TACTTATGAAAAAACCAATTGGAAATTTTTAGATGGAAAAGCGTGAAATA 

AAAAATTCAACACATGGTCTAAAGAATAAACTGCACACAGCTGAAAGGAA 

AATTAGTTAATTTTACGAAGAAACAATAAATCTCACAGAATGTNAAAGAG 

ATAAGATATTTAAAATAAATCAGAGTAAAGAGATATTAAACTATATACAT 

TTGAGTATATAAAATCCATATGGTGATATGGATACATATATATACCAGAA 

GGAAGGACAGAAGAGATACAATATTTGGACAGAACATGGCTAATTTTTCA 

GAATTATTAAAAGACTTGAGCCCTTGAAACAGGTCCAGGAGTACXrrTGGC 

CCGGAACACGCTTAGGGGCGATTCCAGCACACGGCGGGCCGTA 

>Sequence 966 

ACGCGGGTCAAAAGGATGAAAATGTTTTCTGTCAGAATGAAATTCAAGAA 

AACTTAAAGGAAATAAAAACTATTTAGCACCCAGTGAGGTAAAAATCGCA 

ATGTCTGGTGTCCAGTCAGTTACCAGGCATGGAAAGAGACAGAAAAACAT 

GAGCCATCATGAGGAGAACAATTAGCAGAAACCAAACCAGAACTGACATA 

CATACCAGAATTGGCACACAAAAGGATATTAAAACAATAACAACTGCGTT 

CCATATGTTCAAAAAGTTAGAAACATGAAAGAT 

>Sequence 967 

ACGCGGGTCAAAAGGATGAAAATGTTTTCTGTCAGAATGAAATTCAAGAA 

AACTTAAAGGAAATAAAAACTATTTAGCACCCAGTGAGGTAAAAATCGCA 

ATGTCTGGTGTCCAGTCAGTTACCAGGCATGGAAAGAGACAGAAAAACAT 

GAGCCATCATGAGGAGAACAATTAGCAGAAACCAAACCAGAACTGACATA 

CATACCAGAATTGGCACACAAAAGGATATTAAAACAATAACAACTGCGTT 

CCATATGTTCAAAAAGTTAGAAACATGAAAGATACAAAAATAAAATCAAA 

CTTCTAAAGATGAGAAACTGTAGTGTTTGAGGTGAAAAATATGCTAAATG 

GCATTA 

>Sequence 968 

ACGCGGGCGGTCTGTGCCCCATCACCATTTCTAAAGCACCCTACCCTCAT 

GGCAGTGTCCCAAAGGAAGGGGTTTCCATGGTAACCTCAATGGATACAGT 

CAGCTGACGTCTGGCACCGCCTGTGCTGGTGTGCGCTAGCCTACTCACTC 

CCTCGGCCCTCCCTCAATCCTTTCAACTATATTTATTAGTTCTCTTTAAT 

GGAAAGTATATAATCCCTTAATGTCAGACCITGAGTGGCACTCAGCTTTA 

TTAATTTATTTAGGTAATAAATTTACCTTCCTAATTAATTCTCAGTAGTC 

CTGGGAGCTGTATTATTTTAAACATCTTGCACAATGTC 

>Sequence 969 

ACGCGGGCGGTCTGTGCCCCATCACCATTTCTAAAGCACCCTACCCTCAT 

GGCAGTGTCCCAAAGGAAGGGGTTTCCATGGTAACCTCAATGGATACAGT 

CAGCTGACGTCTGGCACCGCCTGTGCTGGTGTGCGCTAGCCTACTCACTC 

CCTCGGCCCTCCCTCAATCCTTTCAACTATATTTATTAGTTCTCTTTAAT 

GGAAAGTATATAATCCCTTAATGTCAGACCTTGAGTGGCACTCAACTTTA 

TTAATTTATTTAGGT AATA AATTTACCTTCCTAATTAATTCTCAGTAGTC 

CTGGGAGCTGTATTATTTTAAACATCITGCACAATGTTTATAGTTCTGCG 

TGTT 

>Sequence 970 

GGTACCAAGATTATGATAGCCTCTTAAAACAAATTGGAGGTTATAACCTT 
TT TCTAT TCTCTGC AAC AGTGG ATATAGG ATTGG AGTTA 1T1 ' l'l Tl CTTA 
A Gi 1 1 1 i GGGTG AAAACTAGCCCAGTG AAGTCATTGTGGGTTTGG ATTTT 
TCTTTGTAGGAATGGTTCCTTAATTTACT 

TGTTA ATGAGT AATTATTCCAGGGGTTTTTCrATTATCCTrCCCTTGTGG 

ACAAATTTTTTGTCTGGTCTITTGTTAOT 

GCCTA ATAAAGTGTICTAAATTAATTTTATTTGTO 

I I 1 i I CCAAATATACGAATTCCTATGTXTATATTTATTTTTTACC AAAGC 

ACCAAGTGAATACTTTTAAAATGGTTCTTTAAAG 

>Scqucnce971 

GGTACCAAGATTATGATAGCCTCITAAAACAAATTGGAGGTTATAACCTT 
TT TCTATT CTCTGCAACAGTGGATATAGGATTGG AGTTA rTTTTTTCTTA 
AGi 1 1 1 1 GGTAG AAACTAGCCAGTGAAGTCATGTGGGTTTGG A 1 1 11CII 
TGTAGGAAGGTTCCTAATTACTAATTAGCTTTTCAAAATAGTTATGAGAA 
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TATTCAGGTTrTCTATTIXrrrCCTGTGTCAATTTTGTTGT 
AAATTTGTTCATCTATAATTTTAATATTTTTG 

TAATCTTGTATTTATTTACAAGACAGGATCTTAATGTTTAATGACAGGAT 
CTAT 

>Sequence 972 

GGTACTCCAGCCTGGGGGACAGATTGAGACCCTGGCTCAAAAAATTTTTT 

TGATTATGAGNNNGANGAAGGAAAAGAAAAGAAAAGAAAAAACAAGAAAT 

TAGCTCATGAATAGCCAGCCTTATATTATAATTATGTGACACTTTGGATA 

TTTCAAAGCACATTCACAAAGGGTATGTCACTTAAATACCTCAAAATTTC 

CCTGTTATACATGCAGATCATTCCCCATTCAGCCCTGGTATGGACTGAAC 
TGTGT 

>Sequence 973 

GGTACTCCAGCCTGGGTGACAGAGTGAGACCCTGTCTCAAAAAAAAAAAA 

AAGAAAAAGAAAAAGAAAAAAGAAAAGAAAAGAAAAGAAAAAACAAGAAA 

TTAGCTCATGATAGCAGCTTATATTATAATTATGTGACACTTTGGATATT 

TCAAAGCACATTCACAAAGTGTATGTCACTTAAATACCTCAAAATTTCCC 

TGTTATACATGCAGATCATTCCCCATTCAGCCCTGGTATGGACTGAACTG 
TGT 

>Scquence 974 

ACAAAGCTAGAAGCAGCCTGGTCCAGATGGCTATACAAACCCTAAACTGT 

CTACACCCAGACTTTATTCTTCTACAACCAAATTCCTCAAACACACAATT 

CTGGAACAGTAGCCAGTGAAAAGGGGAGTTTTAAGGGTGGGGGTGGAGGG 

AAG AAGGG ATTTAATATTTAATGGTTTATATTAGCTGTGTGATGGATTTA 

TGAATTTTGTTCGTATGTAATCAATGTGTGTGAATATTGTATCTATATTT 

AATCTTATTGTATGTATATAATGTAATGTTCCGTATTCGCTATTTTGATA 

TTAATAAATGATATAAATTAATGGATAAATTCAAACATTGATCCATAGCT 

T CTGTCT ATACAGTAACAGTATTTTCTATATAGTTATATCTCTAGTCATG 

CTTTTTTCTTCTTATGAATCTTTTAATCGC 

>Sequence 975 

GGTACGCGGGCTACCAAACCTGCATTAAAAATTTCGGTGGGGGCGACACA 

ATGATCTTATCTCTAACCTCCGAGCAGTACCATGCTATATTGGTCACTGT 

AGCTCTGTAC ATAGT TTGGAAGTTGGGTAATGTGATTCCTCTAGCTTTGT 

TAGCTCTGTTGTTTTCACTTAGTATTACTTTAACTATTAGGGCTTCTTTT 

TTGGTTCCATATAAATTGTAAAATAAAATTTTTCCAGTTCTGTGATAAAA 

TCTCAATCGGTAGTTTGATATGGAATAACCATTGAAATCTGTTACCTTGC 

CCCGTGGCGGTCCGCTTCAAAAGGGCCGAATTTCCAGCTATCACCTGGTC 

GGTCCGTTTACTATATTGGATTTCTTA 

>Sequence 976 

ACCTCTCATTTGTCACTTTTCAACACTTCCTGGCAAGCAGGCATCATAAC 

TGGTCCTGCTGGGTGATCCAGACCACACTCTGCAACTCTTTCTTCTGAGC 

CAAGCTCCCCTACTGTCTTTTCATTTATGTCAAGGCAGGGGAAGAACCTC 

AAAGGGCTCTTGCATCCCAGTCTCACTTCCCAAAGAGGCACGAGGCCCTC 

CAGGATGTGGGGACAGGAACTTTGGGGCAAGCCGGGGCTGTCCAGAAGAT 

CACCAGGAGGGCCTAAATTGTAGAAAGGAGAGTCCTTTATTGGGTGAAAT 

GTTTGGCAACTGGGAAAAGATTTGCCTCCCATTGTGGAAGCAC 
>Sequence 977 

GGTACnTTAAAAAGTAAACAAATTTAACTGAAGCATGGCTATTAGTTAGT 
GATTCTITGTAGATTITCTGGAAAGTCTTGTnT 

ACTCTGCTGTATGCTGTAAATACACTGCTAAGATCAATATTGAAAAACGA 

ACAATAATACCAATTCATATGGTnrCTTCAAATTAGTCTTATAAAATTTTA 

TGATATGGTATTATCCAGCCAACTGACTTTGAGACTGACAAAATATTCTA 

ACTTTAACCAGGTGATTCTTGCATlXnTrGGTTTAAAACCTX^AAGTTTAA 

AAATATCnTTATATTTACATTTAATTGTCATTAATCA 

>Sequence 978 

ACGACITCACAACACCAACCACAGGTCTCAAGGTCAAAAAATGAGCTAGG 
AGTAAAGTATCTGCTCCAGAATCTACCCCCATCCCAGAAAGAGCAACCCA 
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A CTGTGTCCTG AGTGGCTCITAG AGTTTAAGACTCTG AA TGAATGCCTAA 

ATTTAGAAAGGGTGTGGACCAAGGGATTTTTGGTTAATGTTCTCTAAAGC 

AGGCTGA CTGCCAGGATTTCAAGTCAGTGATAAATTTTTAATTTTTAT^ 

TTTTTTTTCCCCCGCGTACCTCGGTCCGCAACCACCGCTAAGGGGCGAAA 

TITCCAGCAACACTGGCGGGCCCGTTACTAGG 

>Scquence 979 

ACCTGGCAGCAGAGTAGGCACTAATATGTGTTGAATGAGTAGGTGAAATA 

AACAAAAACCTAATGGCGATGGAATTTTATGGAAATAAGTAAACTTCATT 

ATTGCTGAAAATACCGCAGATAAATAGAGGGAGGCAGTGTAATAGAGTGG 

AAAGAGCAGTAGACCAGGAGTCAGACAGTCGAGGATCTCATTCTAAATTT 

GAAGGTGAATAGCCATGTGGCTTTAGACAGGACTCTGAACCACCTTGTTT 

TCTTATCTGTAAAAGGGGGAAGTCATAATAGCTACTCCTGCCTAACTCAT 

AGGTTGTTGAGAAAATGAAGTGATTCA 

>Sequence 980 

ACATTACCTTTTATGTATGCTGGAATAAGAACTTGTGTCTACATGCATGT 

AGAAACAATGGAAGGATAGGCAAGAAAATGAAAAAAAAATGATAACCTAT 

GGGGAGTGATGGCCACTAGATGACTGGGGACAGGGGCTGGTGAGTGAGCG 

CAATTATCTATTTAAACAATCAGAAATGCTCCCTAAATTACAAGTTTCTA 

GTTAAATGCAGTAAGAAATTCCCCACAAGCTCTGCAAAATAAGTTCTGTC 

AATCAAATCTTACATGATGCATTAACTGAGCTATTTTAAAATACTACCAT 

GAATTCATCTTTAAAGTGTGACTTTGTAAAGCAGATAATCCTCCTGTT 

>Sequence 981 

GGTACAG TATT GTTGACTGGCTAACAGAGGACCAATTAATAAGCCAAAGA 

AATGGCTCTTTAACAATGAACATTTCTGCCATCAACTGACAGATCCCAGG 

AATAAATGTTTTCCAGTGAGGAGACnTCTCTGGTTTTCAGAACACCTCTG 

GCTGCCCCTGCCCACCCCATAGAAGGGCTATCCCTCCAGGTCAGGTTAGC 

ATCATCACCTAGAGCCAACAAGTCAAGGAGGTGATGGTTTGCCTTTGACA 

TCTCTACCCAGACCAGACTCCACTGAGAAGACTCTCCCnTTTTTATCACT 

GCCCTACCTAGTTAGTTGGTCCTGCCCTGGGGCCAGAGTTTCACTAGTAG 

TATAC 

>Sequence 982 

GGTACTTAGATCAGATGGATTGAAACATGACAGCCCCATTTCATCTGGCC 

GGTTAAGGTCCTCATGGAATGAAAAACACTTTCGGGCACTCTCCTATGAG 

AGAGAGAATGGGTTTCTTTAATTGCCAGATTGTCTGAACACAGCCTCAGC 

TACTTCTAGGAATAAGACGAAGCAGTGAGGAAGTTGCCAGTTGAGTGATT 

CTTGGGGAAAAAAATTAGCATTCAGTGCCAGCTCTCTAAAGTGTGGATTC 

TGGATTCTGGTAGAAGCCAGTAAAGAAACGTTTTCTCTGGAGTGGAAGCT 

AGTAAGATTTATTC 

>Sequence 983 

GGTACAGTGACATTTCAAGACATGGCCCAATGCACAAGCAACTTCCCAAA 

GCTGTAA TTCA CGAGATTCCTCAGGGTCCTCTAAGCTCCTTGAGGGCAGA 

AACTTATCTTTGTATTACAGCTAGCCTTCAATCAGTAGGTGTTGAGCTGA 

TTTTC 1" IT 1 'I CCrrrriAAACTC AG AAGTTA AGTTCC AG CTTC AGTGGCT 

ATGCCCAGATGGTCTGATTCTGAAGGACAAGAGAATTCAGTGGCATAAGC 

CCTGTGCTTGGCATGTAGTAAGTTCTCAGTAAACITrAGCTGGCGGGATC 

ACTGAC 

>Sequence 984 

AC 1 11 1AGTAAAGATGGGGTTTTG<XATGTTGGCTAGGCTGGTCTCGAAC 

TCCTGACCTCAGGTGATCCACrCACTTCGGCCTCCXAAAGTGCTGAAATT 

A(^GGTGTGAGCCACC GCGa XGGCCGAGGACACTA liri'lll GCTTTGG 

AAGAAATGAATCCTAGTTTTGGTTCAGAAACTGTCAACAGCATTGTGCCT 

CTTCTATGACTACTAAATTTCAAGCAAAGAGAGCTGAGTTGGGGGTAAAA 

GCAGGGCTATTCCCCGCCTTCAGACAATGCTGTCCCTTATCAGGGCAGAC 

TGCTGTCTGGTTTCCTGTCTCCAGCTCGGGCATG 

>Scquence 985 

GGTACTTACTTAA 1 1 1 1 1 1 1 1 1 1 MTU"! ' I'AGTAGAG ATGAGGTTTCACC 
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ATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCAGGTGATCCACCTGCC 

TCAG CCTCCCAAAGTGTTGGGA7TACAGG AGTG AGCCACCGC A CC.CA GC.C 

TGTGTGTG i 1 i 1 1 J I ACTTAAAAATTTTTAAATTTAAATTTAAATGTTTA 

ATTGACAAATAATTTTATATATGGGGTATAATGTGATGTrTTGATGTATA 

CATTGTTGTATACGTTGTAATTGTATACATTGTGTTGTATACATGGATGT 

ATACATTGAAATTATTGTATCCAGAAAATTAACATATCCATCACCTCAC 
> Sequence 986 

GGT ^ c ^ GGAATACATAA ' r ^ 

CCATnTGTAATTCACCTAACAGCTGAGGAAAGGTCCAGAGAAGGAAGAA 

CTCAAGGTTAGTAGACAAACTTGATATTGAGTTGCACTGGCTGCCTTCTC 

TTTTTGGTCCCCTAAAGAGTATTTATCATCTTAGATTCAGCTTAAGTTGT 

GGACAAATATCAAGGGGAAAAGTATTTACAGTTAACGTTGGAATCACACG 

GTTTTCGNGGGTTGTGCCTCTTTACCCTTCAACTTTGGTGGTTCTAAAGA 

GGGACGATTATTAGTTGCTTTCACTAAGGAGGGGAAGTTCATGATGGAGC 
AACT 

>Sequence 987 

GGTACCTGGCCTAGAAAATA 1 1 1 1 1 1 1 1 IT! G AAATGGAGTCTCACTGTG 

TCGCCCAGGCTGGAGTGCAATTGGCGCAAATCTTCGTCTCAAAAAAAAAA 

AAAACAAAACAAAAATAAACTTTACTCAAATATCACTTTCTGTTAAATGT 

TCTTAATTCCTTCAATCATCCCCCTCITCTAACTCTCACAGCACTTTCTT 

CCACTACGGCACGCATCACACGCCAACTACTCACCAGTTCACGTTTTCCG 

GC £!F CTCCCAOTGCCCAATCA CAGAGTrCCTAAAGAACCAGGACTAT 

GTTCTACTAGTCTTTGTAGCCACTGCACTCGGAATGGTGTCTAGTACCTG 
CCCGGGCGGCCG 

> Sequence 988 

ACTCCTGTTTCTACAAATTTATCTTATAATAATTTGTCAAATGTTGAGTG 

^ AC ^ A ^ A " CA " GCAGCAmG ' m ^ CA TATCAAAAGATGGGAAA 

CATTGTGCAAACAATGCCCATCAGTAGTGGATTGATTAAATAAATTAGGT 

A I A I^ AATAA ^ GAATArrATGCAAGTAT ATAAAAAATAAGAATCATGA 

ATATGGAAAGA-nTCGAAAATATATTGCTAAGATTAAAAAAAAGGAAGGG 

GCAGAAGAAAATAAGTTGGGTAAAAAAAACCCCAGAAATGTTTACTAATA 

ATTATATTTAAAAACTCATAGGATAAACAAGAAGGTAATGAAATAATTAA 

> Sequence 989 

CCCTTATCTTGGTCGCGGCCGAGGTA C 1 rTTTTTTTTTTTTTTTI 11111 

TTTGGTAGAGACAGGGTCTCACACTTTGTTGCCAGGGCTGGTCTCGAATT 

CCCGGGACTCAAGCAATCCTCCCGTGTTAGCCTCCCAAATTGCTAGGGTT 

ATAGGTGTGAGCCACCCTGCCCAGCCTATGTTTATTTCAGATGTTCAAAA 

CAACAAACAAAAATAACAC ACTAG AAAAAATGATCAGAGAATACGTGTTA 

AATCAGAAATAGTTCAGGGCTTTTATAAATTTGTGACCTTCACCCTTCCC 

CTTAGTCC 1 1 rriCTCCATAAACTCTAATTACAAATTTTTCTTCCACAGC 

AAAAAAGAGGAATACATTCTTCTGAA 

>Sequence 990 

GGTACCTGTGATTGTCTGTGTTGAGACTATTACAGAGCTCCAAAAATTAA 

AATAAAAATAATAATTTTACAGAAATACATATTTGCATTGGAATATTTAA 

GAAAGTTGAGTTTGGATGCCACAAGATTATTGGAGTAATAGGAAGCTGTG 

CACAGTGGCTCACACCTGTAATCCTAGCACTTTGGGAGGTTGAGGCAGTG 

A ? GCA J TAGGA " G " GGAGCC " GGAGT ^ GA GACCTGCCTGGGCA^ 

CACA J GGG ^ AATCC I G I c rc 

TAGCTGGTTGGTGGCTTtnTTGACAATTTTTTTGGTAATGCTTTGGTGTA 
CCTTGTA 

> Sequence 991 

CCCTTAGCGTGGTCGCGGCCGCGGTACCCTAAAACTTAAAGTATAATAAT 

AA T AAAA II A /^ AAAACCAAAAAC ^ 

AAAAAACTCCCA^ATATACAT^AGTCArrTGCAGGTITGGGAGGGGW 
GAAATGC r 1 IT 1 1'GTATTAGG AGAAAGGG AAGTTTTC ATTTTAAATGTCT 
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ATATTACTTAAAGTTTGCAATAAATATTTATTACTTTCAACAGTGAAAAA 

AATTACAAGAGAGAATATGAAATAGCACAGTAATACAGACTATAGTAATG 

CTAGAGAACATAATGAAAAACAAAGAAAATATGGGGGGGAAAATAGCTTA 

AATCCTAATCCAAA 

> Sequence 992 

TTTATACGTATATATGTGATTGATGAATTATGGTATTAGCTGTGTTAGTA 

GTTTATGTGTAGTTATTAATGAAATTGAGGTTGAGATTGTTGAGGAATAT 

AGAGTITATTTGAGGTTAGAAGTTATCATTTAGGATCTACGCGTAAGACG 

TGTTTTGCGACCCG 

>Sequence993 

CCCTT TGAGCGGCCGCCCGGGCAGGTACCCCATCAGAGTGTTTCTCTTGG 

CTTTXXH'GT ATGT AAACCTTACTAATACTTTTCAGTCACCAACCTTCTGT 

GTCATTTCCT TTTAA GCAAAAAGGAGAAGTAAAGTGGAATTTGGGTTTCA 

AGAGCCATGCTTTTGGCTTTTTCACAAAGAGAGTTGCTCTTAATAAGGCG 

CCTGGGTGTAGTTTTCCAAACACCTTTATTTTCTACTTGACTGTCCTGGA 

TATGTTGGCCnTTGAAAGTTGGTTTAATTTTAGTAGAGGAAGAGGTGTTG 

GACTTTGGAGTAGTGTAAATGTTTACCCTTTTGGCCCGTTGGAACCACCT 

GCCTTATGGGGCCGAATATTTCCCAGACCACAACCTGGGTCGGGACTCGT 

TTAACTTAGTTGTGTATTCCCTGTGGCATTGGGGTTACCCCAAAGCTTTT 

GGTCCGT 

>Sequence 994 

GGTACCAAGTTGTTCTCAAACTTTCATGTTTGTGTATACAAATCAGCTGA 

GGCCTTCACTAAACTACAGATTCCATGGCCTGGCCCTCAGAGATTTTGAC 

TCAACAGGTCTGAGTTGGGACTAGAAATATGCATTGCTAATAGGCACCCT 

GACAATTCCGATGTAGGTGGTCCTTAGAACATATTTTGAGAAATATATTC 

TGTAGTCTGGCAGATAAAGAATTCTTAACAAGGAGGTCCTGCCCCGGCGG 

CCGCTCGAAAG 

>Sequence 995 

GGTACCATCATCTGTTTCCCTCTGGTTATAAATCTTTAATGAAAACGGAT 

TTAAAAAGTCACATTATGATGCTCGAAGCTCTGACCTCTCATCACAATGA 

GAAGCAAAAGACATGCCATAAAGATGATATTTCCCACAGGAACGATATTA 

GAATTATGTGATGCAATCTCATCCAAGGTCATGGTATCAAACCAGACACA 

GCTAANAATGTATCATAATAGCAAGGATACAGTAGCAAGGATGGGCCTCA 

ATAAACATTTAAAGTGGAAAAATTCTTCTCTAACTCATATCAAGTACCTG 

CCCGGGCGGCC 

>Sequence 996 

ACCAAAATAGATAAGGATCCTGTTTTTTGAAATGAACCCCAGTTGCGCCT 

TAGGCATTGTGAGTTGGCTCATTTCAAGCCAGTTGTAATATGGTTTTTTA 

TTCTCTAAATTTCGGGACCTGATGCTAAGGAATGTGAATATACAGTTAGG 

TTCCTGCGAACCCTGTGTTGGTTCAAAAAGGCTGGTGGAGGGAAATTTAT 

GACACTAAATGCTTATATTAGAAAAGAGGAAAATTGGCCGAGCACGGTGG 

CTCATGCCTGTAATCCCAGCATTTTGGGAGGCCGAGCCAGGTGGATC 
>Sequence 997 

G GTACT TGGCAACAATAGCTACAAAGGATAGGATACTCAATTGCAAGTAG 

ACTTTTAAAATAAATTCACTTACTTCTATTCCCAACTCAATCTAGAATAT 

TATTGGTGATA GTGAAA AGACCAGACAGATGACATTACTTCCAAATTTTA 

CCAATCTAATTGTTTTTACTCACACCTGTAGATGTCACITTAAAAATGTG 

AATATTAA i rivriCAAAACTACTCCAATTTAAGTAATGAGTTAGAGCTT 

TGGCAACCATTAAAGCTCTCTGTTXXXIAACrCT 

TCTTCCCnXjACTTCATTTTATGTTTACACAAAATCAAAGGTTATAT 

CK}TTTTCTACATTTTTTTGGATATTT 

TGTCTGTATTACAAAACATATTATATTCAAGAATTTTTAACACTTAGAGT 

AGAAGTGAAATTACAGGTTGAAGATTATTAAATTAGCCATTCAGAAACCT 

TCCAAAGTGTCCATAAAAGGATATATTTTATCTGAATGGTCTATATACTA 

TAGAGACAAATATTTAGGAAACAGGCCCATGGAGTTTGGGCACATTTTTA 

AATTCCAAAAAGGGGAAGTCAAAAAGAACTGCTGAGTAACCCACAGAATG 
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TCTAGGGTG ATTTC CCTGAATGCTGCAAATATTCAACATCTATTACATGG 
GTTTAACAATTnTCG AG C 1 1 C i ' 1 1 1 A ACTCGAAAAT 
>Sequcnce 998 

GGTACGTGTTTTACTTGGTGCTGTAGGTAATGCTAATTCATGATAAATTT 

TGAGAACCACTCTAGGGTAGTATGTTTCCAACAGTTTAGGTCATGAGCAA 

CCTTGAGAAATACACTTTTAATCATGACTCAGCACACACACTCACATGCA 

CGTGTGACTTAGACGTTCCATGAAACAATGCTTATCnTACAGTGTGTTTT 

CTGCTCTGGTATTTTTACTTATATTXrTATTAAATAGATATGTGTGTATAA 

ACTTATTGATATAAAAATGTGGTCATGATCCACTAAAGTGATTTTACAAG 

CCACTAATGGG 

>Sequence 999 

ggtaci 1 1 j 1 1 1 1 rr m 1 1 m i tttttctti i im rm rnrnTT 

1 1 1 1 J ill 1 1 1 1 1 I I I lCCACirGGGTTCTCCTTTTTTATTATTCGGCAA 

AATGATAAAAACCTAAAGCCTGTTTATATAGGGTTTTCATGGCTAGAGTT 

G TATAAA ACTGCATTTTGTCAGTTTGAATAAGCCCATTTGAATGAGTCAA 

Ai i i ill A AA AGCCTCG AG ATCC A AC AA AGCTGG A AA A A AGTAGGGGTGG 

GGGTTAAATGGTTCATTTGAGATGTTGGCCTTCAGTACCATGAGAGGGAA 

AGCAGAACAAATGGGN 

> Sequence 1000 

ACTAACTG AATATTTATTTAAAA AAGCATTAATTTATCTATCTATA TAAC 

TAAATCTATCAAATATTCTTTAAAACACGAACCAAAGTTAATCTGAAACT 

CITCCTGTGAAAAAAGTCATGTATTATATGCCTTCAACACAGAATTTGTC 

ATTATTTCCTGTGGCATTATACTATGCCCTTTGTCATATGCTTTTTTTCC 

CATAGAGCATTTTTTCCCATAGAACTTTGTATTCCrCCACTTCTACCACC 

TTTCTTTGAAGAACTCrTATTTACCATTTCTTGGACTAAATTAGGAAA 

>Sequence 1001 

GGTACCCAGAATATGGTATATCTCTTCATTrATTTAGCTCTTTTTAAATT 
TGTTTTG GTAA TATTCTGTGA 1 1111111111 ITTTn G GTATGG AGGTC 
TTACATCTTTTGTAAAATTTATTCCTAATACTTTGGATTTTGACATTATC 
ATAAAAGAA AATTATT TCACTGACHTTTCCAGTTTGCTCCTGGCCTAAAC 
ATATCAGTAATTTTTTATATTTTAATCTTGTATCCTATGACTTTGCTAAA 

TTCATATATTAAATAGTTGCTCCATAGATTCCTTAAGATGGCAGACACAG 

CTGTTTG 

>Sequcnce 1002 

ACTACITGGCATTAATTAGATTGTGATCATAAGTCAAAATGTCATTGGTT 

ATAAAGTGGTCATCAGACCATGCAGACTATTACTAATATTGGTTATGTTT 

TAGTTTATTGCAGTGAAAATACAAAATTTAAAAGTTATTGTAGAGAATTA 

TCATACCCCCCAAAAAGTGTCATTGGTCCTCCAGGACTCTGTAGTCCCCA 

TCCAAGAAAGACTGTGATAATTGTCAAGGGGTTAGTATGGTCTGAGCATG 

GTTGATGGTGCTCTGTCATTCTGGTATTAAACAACCTGCCAAATGTCTTG 

ATTACATGTCCTAAAAAAGTGAGGGGAAGAGTGTAGGACAAATGCAAAAT 

AAAATAACACATTTAGCTATACTTTTAGTATTTTTTATTATTGAGATTCA 

ATATTTAAGTGACCGATTCAAGAATCTTTTATATAAAAAATGAATATATG 

CATAAGTAACTGTGATAAGAACTGTGGATGGATAAGAACACTTTTTTGAT 
GTA 

> Sequence 1003 

CCCITAGCGT GGTCT CGGCCGAGGTACATCTGTTTCTGAAAGCATTTTTC 

ACTGAACCAATTTTCTA TACC'1'1 1'l 'lUITGTATTXnTITCCTTAGCTTTT 

GTTTATATGGTTGCTATATTTTTCAAGCCTCATACCAGTCATATAAAACC 

ATGATAAAACTTCATCAAAGCATACTTGGGCAAATTTCAATTATCAAGTA 

A AATTGTAAA GAAAAATTTTTTACTAGTTTGGAAATAGATCTACATGTTT 

GATTTTCTTTCCTTCCTCCCTCCTTTGTTTCTTGTCT 

CCTAAAAAGTTAATGGCTATCATTATCTTCACCAAATTAGTGTTTGTATA 

CCCATAAAAATGTCAC 

>Sequence 1004 

GGTACTCCTGAACTTAAAAGTTGAACAACAAAAAAAGAAGGAAAATGCGT 
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TAATACCTTATTGTAATTATTATTTTTTGGAAGACTATTTTTT 

GAAGAA GTGTC AGAGTCAGCAGAAAGGGATTATTTCTCCATTTACCTACA 

ACAATGGTTTTAA ATGACT GGATAGATAGAAATCTCTTTCAACTTAACTG 

CTTAGCACATTGCATTTTTCICTGTTTCAAGTTAGTTTTCCAAAGG 

CTG Ac nn I ACXn*AATTTGCTAAGGG ATGTCAGGCCTTAATG ACATATT 

TCTCCTCAAATAAAGATACAACATGCTTTTACTGTGTAGGAG 

>Sequence 1005 

GGTACTTCGGTATTACAGCGCCACCCACTGGCTAGAAGTCCTCATAGCAC 

ATATGAGATGTAGCCATAAAATAGATGAATTCTTGAAATAAGGAATATAA 

CACTGACTATTCTGATTCAGTAGAACATAAAAAATGTCTAACAAAACAGG 

AACCTAGACACATTTA TATT ATTTTCTACAAGTAAACAGAATATCTATTA 

GATATGTTCACAAGGGTTTTATCAATTTTGAAATCCAAGTGGATAATCCC 

CAAATGCTGTAAGGACTTAGATTTTATAGCCAAAACAATTAACACATAAA 

ATGCTATTACATATTTGG 

>Sequence 1006 

ACATAGTTCTGCTTGCATTGGTCCCATTACAATCCTGTCTAAATCCTGAA 

GTAAAAATGAATACCATAGTGAAGAAATTACTTGTGCATGTGAAAGAGGC 

TGGTCCAACTCCTTAATTGCAACAGGGATTTGATTCTTCTACTAGTAGTT 

AGGAAAGGTTGCATTAATATTCAGTAGTTAAAATGTGCGATTCTAAATTT 

TTTGTAATTTCCCATGAGAGAATAAATTTTTTCAAAAATATTCCCAGTAG 

GTGAATGGCTTTAATACATGGTATCTGTGAAGATGGCAAATAAAATGACT 
>Sequence 1007 

GCGCACTTAGCGTGGTCGAGGGCGAGGTACATCTAAAAGGTGATGCTAAT 

ACTTTAAAATGTTTAAGATATAGATTTAAAAAGCATTGTAAATTGTATAC 

TGCAGTGTCGTCTACATGGCATTGGACAGGACATAATGTAAAACATAAAA 

G TGCAAG TTGTTACACTTACATATGATAGTTGAATGGCAAACGTGACCAA 

A i i iin G TACTC A AGTGTAA A ATACCCAAA AG ACTATTAC AGGTGGTCT 

AACTGGGATTTTATGTTCTAATATGGACAAATTCTTTGATTACTTGCAAT 

TCCACC AACAAT TAACTGGGCGGTGCTTTTTTTGCTTTATGCCTTTTTGG 

T TGTGC CTTTTTGGGGTTGGTCTGCCCTAATTAAATACCGTTCCCGCTGG 

CTTTTTGGGCTTGGGGTCTG 

> Sequence 1008 

GGTACACTGGCTCACCTCTCAGGGCTTTGCTCCTTGGGAGGCTATTCAAG 

CTCAGCATCACCrGTCn^ACATCTGTCTGGGATCCTCAAACCTGACCTTT 

GTAAATTTCCACTAACTGAAGATTGTAGAGGAAAAAAAAAAACATCTTAT 

CGAATTCCTGCTCTTATAGCTGATTTTAGCTATTAGGAAAACATCCCAAG 

TTGAGCT TITCT ATTCCTAGAATTTCAGATTTCITTCCT 

TTATCTCCTTTTATAGTAGTAAAAATATTTTCC 1 11111 M ' lG GAATGGA 

GGTCTTAAGCTCAGTGTCAAAAATAAAATCATTTTA 

>Sequence 1009 

accttcttgcctacagcgtttagctccgtttgttttgcataaagatctc 
tttctgacttcctcatgagckig™ 

aattacttagtaaataataggaagagatgttgaaatacaaactttctgcc 
accagaccttcactctattgcagtcattttctcccactctcccccctctc 

TCCCACTTCCTCT 

GTGGC1 1111111 1CCTTTGGCATGCAAACATGCTCAAGTCTGTCTTATA 

AAAAATAAAAAAAAAATTTATTTGTACCTCGGCCGGGACCACGCTAAGGG 
>Sequence 1010 

CCCTTAGCGTGGTCGCTTTCGAGGTACIXnTTTCAGATC 

TCACCTGGAACCfGTCAGTATGTGGTTTTTGATCTGTCACTAAACTGTCA 

CCCATTTCCXTAGTTTCTCTGCTCCGTCAAATATCAACATTTTACCAGGTT 

TCTCTGTTGTTG<XAAACCTGTCATTTTTATTTGGTGTGGCT^ 

AACTTCCATGGCCCATTTGATGGGAATCAAACAGTGAAAACAAGGACAGA 

TGCAACAGAGGTGGCATCAGGAACAAATGGGTCATAAGAACTTACCTTGG 

CAGCAGCCCCAGAATGGTCAGGAGGAAAGGCACTCTAAGGTATCAGAAGG 

TAGAAAGGAGAGGTTGGATGATAGAATGGGGAATGGATTCCTCCTCGCGT 
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TCACAGAAATCAATTAATGiXJAGACACAAGGGTACCACrTAATATTCXrrG 

CIXTKXXH'AGCATGGGTCAGGGTCACTGCCCGGCGGCCGCTTTAAA 
C . 

>S equence 1 011 

CCCTTTTCGTGGTCGCTGCCGAGGTACTGAGACACTGGATCCTAAGAAAA 

TCAGAGTTATAGCTAGTGGCAGTTATCAAGGGAATGCAGAGGTTTCTGTA 

TTCTGAGCATGTTCCTGTAATAGGATAGATAGGCGATGTGGCAGCAACAA 

CTCCCAATTCGTAATGTCTTAAAACAAAAACAAGTTTTATTTCCGATTTA 

TGCCATGTTTCCAGCACAGTTTCTCAGAGGGCTGTGCTCCATGCATTTAC 

TCAAGGTCTGGGAATGATCATGGCTACACTATCTTGCAGCCACCATATTT 

GGAACCTGTTGCCACTCTGATGGCAGCAGAAAACAAAAGAAACCCAAAGA 

TCATGTATGAGCTATTCACTGCTCCAGCCCAATAGTGGTTCACTTTTTAC 

TGACCAGAACTAGTCTTCCAGCTCCACCAAAACTNCACGGAAGTTCAGGA 

GCCCCAGAGGAGAGGAAAAACAACTTGGGCCCGCGTACCTTGCCCGGCGG 
GCGCTCGAAAGGGC 

>Sequence 1012 

CCCTTTCGAGCGGCCGTCCTGGCAGGTACGGGCTTTTTTGTTCTTGTGCA 
GTAACAGTCAGGGCATGATTAGCCATCTTTGCCAGCTGATGTCTTGTGGA 
CACCTGCCnTGTTACCACTCTAACAGGCCCXjTGTCAGCAGCTCCGCTTCC 
TCCTGACAAGCTGCGAGCACAGGGGACAGCACAATCTGAAACTCTTACAG 

ATACC AACAG CAACAAAAATGAAAGCAGTTATGGTGGGCAAGCATTAATC 

TAAAATTTTTTTTAAAGGA 

>Sequence 1013 

ACGCGGGGGGTCTCACCATGTTGGCCAGGOCGGTCTCAAATTCCTGACCT 

CAAGTGATCCTCCCCCGTCAGCCTCCCCAAAGTGCCAGGATTATAAGCAG 

GAGCCACCGCGCCCAGCCTATTTTGTTTCTTAAATITTm 

TCACCACA ATTTC ACCATGCATAAATCACAACGGTTAACAATTTAQCATC 

TTTGCCTTCTTTTCCTGTGCACTTACGTTTTTATGTAGCCAAGATCACAC 

GTTGCATTTTGCTGCTTTCCITAACAGCGTCTAAGTCATCAGCACTCTAT 

TGTGATGATTTATCTTAAAAATATTCCAAGCGATCATTTTTAGTAACTGT 

GTA^TTATATCATAAAGTTAAAACATAATTC 

ATTTTTAGGTTACGT ATATTTT CTCTTATAAATATGTAAATATGTTTATA 

AAAAGTTATATACAGTTTTTTATAAATCTTTGTGCATACTTTATACTGTT 

TCCTTAGCATAGAGACTGTGGAATAGGATTTCTTGAAAAAAGGTAAAAGT 

GTG AGTATGCATA TATACTGGTACATATATGTTATTATTATAAAGGTAAT 

AATCTTTTTTTTTTGGAGATAG AATCTAACTGCACCTCAACCTG TGTAAA 

AGTGAGACCCTGTCTCAACCAACCAGAAAAAAAGAAACTTCAATTAAAAT 

TAACCTTGGGGTTAATAAATATTTGTGAAATGTTTGGTGATCAGTATATA 
CCTATAGCC 

>Scquencc 1014 

ACTTATTCAGACAAGAGTTCTGACTCTCATGCTTGAGGATAAGATTATAC 

ATTTCAGT ATTACA TTGAAGATATTTCATTTTTAACCAGACTAACTTAGT 

ATATTG TTA 1 1 1 1 1 AATGTGACCAAAGAAATATTTTCATAG AAGCTAATG 

CTG AGTCTTTTG ATAATTTGCCGTATCTTAGTC AATCCC AAAAAATTT A T 

TTTCTACTATTTACATATTATXXn'AGTGGATATTACATTACTrACTGAAG 

CCTTTGGTTCTATGTTTCATCTACTCAGACTTAATTCAGGAAGAGCTTCA 

TCCAGATGTTTTGTTTATTTGTTTCTCGATTACATGTATGAGATTTCAGA 

ATTTATGAGATCATAGGTCAAGTGAAAGGTCACAGTTGAGAGGTCAAGTA 

AGAAGCTAAAATTTGTGAAAOCAAAGAAATGACAGGACAGTGCCAAATGA 

AAGGTCAAAAGTCAAGTGACAGACTCAGTACC 

>Sequence 1015 

ACGCGG^AACCAGTGACAACTGTCAAATTATTGTAGrTAGCCAGTGAA 
TTTCATTTTTG AA 1 1 1 1 1 1C1U1CCTTTGAGACAGGGTCTTGCTGTTGCT 
CACKjATGGTCTCGAACTCCTGAGCTCAAGCAATTTGCCGGAGCTCAAGTC 
TCAGC CTCCCA AAGTGCTGGGATTACATGAGCCATCGCACTCTGCTGTTT 
CTGAAi i i n I AAACAAATAAATATCAAGCAATCAG ATGCCAAANATTAC 
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AAAGAAAATCAGTATCAAAAATTTGGAGTTTGAGGCCAGGCACGGTGGCT 

CAGGCCTATAATCCX^AGCACTTTGAGAAGCTGAGGCGGGCAGATCACGAG 

GTCAGGAAATCGAGACCATCCTGGCTAGCACGGTGAAACCCCGTCTCTAC 

TAAAAGTACCTCGGCCGCGACCACGCTA 

>Scqucnce 1016 

GGTACT ATTATA ATAAGTTAACATATTTCCCCTATATGCGGAAAATGCTG 

ACTATATc 1 1 1 1 GGTTGCTTTGGAACACTATCTCCTCACAACAGTCCTTG 

TCTACAGAAATGGGAAAGGGAAGGACACATTTTGGTTTCTGCAACATGGC 

AACATTCGTAAAACCAGAAATGATGTGTGACAAGAAACTAAAGAACTGGA 

CGAAATTCACnTCCATTCACCCTGGTTAAAGCITCCrTGAATCAGAGATA 

AGAAACAACAT GAAAA ATCTATTCCTTTTAGAAAACAAGTCTTTAACCCA 

GAGGTTGGTTTATTTTGAAAAGGAATTAGACTCTGGGCCCACATACCGCT 

CGTTCAAAATATAATGCTGTGGTTTCAACTCCTGCTAAATGTTGCTGTGA 

CTTTTAAGCAGAGAACTTCTAAAAGGAAGTAACCTAGGGAGGGGCTGATA 

TAACTCAGACATCAATAATTCATTTTATTGGAAATAGGAGTAGTAGTATG 

AAATGCTAGCAGACTGTTTCATTTGCAGGGAGGCATTTTCTAATTTAAGC 

CTAGAACAATGCAGTCAGCTTTATTTGGCAAGCTAATATGAATGGAGGCA 

AAGCTGAATCGAAGGAATGGTTTTTATGATCTCCTCTAATCACGCTATTC 

TTTAGCATCAGTTATTTAAGTCTGACTTACCCACCTTTTGGGACCTTGGC 

AAAGTGACGAGAAAAGGATTTTTATAACTTTGTACCTGCCCCGGCGGGCG 
GTCGAAAGT 

>Sequence 1017 

GGTACAATTCAACTATCATTCTGGTTGCGGTGGAAGATGGAGACTGGCTA 

TAAGGTAGAAATATGGTTTGGGGTCTTGGATATAGTCATGGGTTGCTTTG 

AAGGAC TGGTGACA AAGTTTGGACTTTACCTTGCAGACAGTGGGGAGCCA 

TTGAAGATTTTTTTGAGCAGGAGTGCAGGAATCAAAGCAAATTAAATTTA 

AAAAAATTTAAATTAAGGCTAGCAGGATTCAGTTTTCAAACTGGCCAGCT 

GTGGACTAAATCCAGCCTACAGATACATCTTGTTTGACCAGCAGAGAGGC 

TTCAAAGTCTTCAATACATTGCCAACACTTAAAAATGAGAAGATTAAATA 

TAAAATTTCAAGTTTCCATCATCTTTTTAAATATTAGGAGTTCCAGCAAT 

GCCGGGCCTTTTCCCCCGCATGATCACTGAGCTGGATCTCATGTTTAAAG 

CAAGCTGTGCTCCCCGCTGCAGCTCTCTCGGTTCTCTTTTCTTTTACCTA 

CTGACCCCCATATGCATT>fNTAAAGATTTTTTAATTTTTATGGATACATA 

ATACTTGGACCTGCCCGGCGGGCGCTCGAAAGGCGAATTCCAGCCACTGG 

CCGGCGTACTAGTGGT 

>Sequence 1018 

CCCTTGAGCGGCCGCCCGGGCAGGTACGCGGGTCCCTTATTTTCTGGTGT 

TTACTTGGGATGCATCAGTGAACAAAACAAAGGTATCTGTCCTTATGAAA 

TTTATATCATAGCAGAGGAAGACTGGAAATGAATAAATAAATAAAGAATG 

GAGTTTGTTGGAAGGTAATAAGTTCTGTGGAAACAAGGAAAACCAAGGCA 

TGGAGGTTTGGAGTGCTAAAGTGAAGGTGTGAGAACAGATTGCTCTTGCT 
CAG 

>Sequence 1019 

ACITAGTTACTCCTTGCCCATAGACGTGTTTGACCTAGAAAAATTTCT^ 

TACGCAACAGATATTCATGAAATATATATTAAAATAAAGCTTGAAGGGTG 

AATTAAATAAATATTTACTTGGAAGCTACAGTGGGTGAATTAAACAAATA 

TTTACTTGGAAGCTACTTTATAGCCACTGGGCTGGATTTCATATACAGAG 

TTCTTGCCCTTGGGAGTTTTACAACTGCTTAACACITTGTCT 

ATACATAAAAAAAAAAAAAAAAAAAAAAGTACCTGGGCCGCGACCACGCT 
TAGGG 

> Sequence 1020 

GGTACCTAATGCTTTCAGCCCAGGAGCAGAAAGAGAAGTGGGCTCTTTGC 

TTTGAGAGTCTCTGAAAATTATTCAATACCCTGGGACAAATTAAATGAGG 

TAGATCCTrCTTTGAATTTGTTAATAAAGCATGCTTGTTTTGTCTC 

AAACAGGCTTTG ACCA TTAAGGTTTATATTTTAAATGGGTAAATTTTATT 

GTAATACACTAATTTTAAGAAAAGAATTAACTCATGGCTTAAAAGCAAAA 
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GATTTGACACACTCTTATTATGGTGTCTTTTXnXXTlTAT^ 
pTTCTGACCATCATAGCAATCTTTTCTATAAAGGAAGCAGGCAAGAGAGC 

^S^^ AAAATG ^ AAAAACAAAACAAAA ^ 

AGTTTITCTTAATTAAGATGATCTGTTTTCGCAATTGCGTAAATTAGAAT 
AAAATGTTATTTAACTCAAGGATATTTCTTCACTGAAAGAAAACTTAC^ 

CTACATGTAAACCTGCCATATACTTTTTCAATTAAGCAATGGATCAAAAG 

TTCTGAAAATGA 

> Sequence 1021 

ACTTACAGTCTTAAGATATCCATACACCCCCACATCCGTCCTTTGTGCGA 
G AAG A TTACTG AAAATTTAATTCCATTTATGTC ATTGG ATTTGTAAAAAA 
CCCCTTCTGGATTCAAAGATGAAGGCCTCACTTACTTTATTTTTGTCATT 
TTCA£^ACCCCTTATGTAAATGCCTCAAGAGTAAGAATCTTCCTCAAGT 
GATTTTTGTATCTCCAATGGCTAACAAGGAGCCTGACATAGAGTAGCTGC 

TTGGTAAATATGTGTTCATTCATTCAACAAATACCCCCAAGGTAACCTTG 

GCCGGGACCACGCTAAGGG 

>Sequence 1022 

GGTACCGTGTGGGCCACTAATACATAAGCATCTGTGTTGGCTGGGGGTAG 

GTGTAGGGGGTGCTTGGGGAGAGATTTAAACAAACCCTTTCCTCTACTTG 

CAACATCTCTTAAAAGCTTGTCATCATGTTACTTCCTATTTCTTTAGAGT 

TCATTTGTTTAAGACGGAAACGTGCTTCATCTTCTTCGCTTTTTCTGCAT 

TCmGTAAACTTAATATrCTAATTAGCCCCAACACGGAAAAGAATGTAA 

C^AACTGTCTTAGTTGTGCCATAGAGTTAGAATCTATCTATTAACATGT 

TTTAGTAATAACAAGAGAAATAATAAAAACACACCTATTATGAGACGCTG 

CCCATGCCAATAAATTTGAAACATTACCAGGAATATAAAGGAAGGAAGGA 

AACAGGTGGAGACACTCACAACAACAACAAAAAGGTAGGAAAAATAAATA 

G 5^ AAAGGAATCGAGG " AGAAGGAAGAAAGA GAANAAGGAGGAGGGGG 

GCrcAAGGAACTGTGGAAAACAAGTGTCATAGCTTACCTCATATTTAATC 

'TTGTCACCTTCATAATCCTGCCTTACTAATGCAGAGAGAGAAAAATTTCC 

TTCTGCTTAAAAAGTTGTGAATGACTTGGAATGGGGTTACCAAATATTTC 

CGCCTAATAAAATTAATTGGAAAGCATTGAA7TTTTACATAGTAAGGATA 

TTGCCACGCCCAGGGTTAAGCCTGTGTCCCGCCTTTGGAGGCCAAACCGG 

AGATTGTTAACCCAGAGTTCAAACAACTTGGAACATGAAAACCCTTT 
> Sequence 1023 

ACATATATTTCAAACAACATTTTCTAAATTAATTAATGTTTTCACTCATA 

ATTATGTGTTCTTCCCACTTCTATATTCTCTATTTGGGGAAATAATCCCA 

TCAACCACCCAACGGCCCAAACCAGGAACCTGAAACTAACCATATTTCCC 

TCCCATTGCACATAAATTAACTTCTAATCCTACCTACTTATCTTTGAATC 

CACTCTTCTATTTGCAGTGGCAATACTTAGGGCTTCCTTACTTTT^ 

GGACTATTACTAGAGCTTCCTAAATGCTTTCTATCTGTAGGCTTACTC^ 

CTGCATTCTATTTTCTTCAAAAACACrAGAGGTAATTGTTC 

ATATTCTGATCATTGTCAACTTCCATACTTAAAATCTCTATAATAGCTCC 

CCATAGTACCTCGGGTCGGGACCACGCTAAAGGCGAAT 
>Sequence 1024 

GGTACCCACAATGGAAAGATGATCTTCCTGCATTGTGAAGGTTGTTCTCA 

TC^CCAAGCCTGCAATGACTAGACATTCTAAAGAGAAGAGTGATGGCAA 

TGGAAAGAGGACACATCCGCTTGCX^AGGTCACTTCTATCAGTTGATGACA 

TGCCATATGTTATGGCTAGGTCAGCTTTCCACAAGTATGCACATGCAAAA 

TAGAACTTGGGAAAAAAATCTTTGATTIXKKX:CT^ 

TGTGTO^GTTCAGTTO^ 

TCACTCTTTTGAACATATTTGGTGATGCCAAATTAAATATAGGATATTAT 

^^^£r A,n ^ TACAGGcAmATAGGG 

GCCTGAGTCCGAAAAGAACTGGCCCCTGGCCCAGACTATGCACCAAGCGG 
GTCTGAACATATACAAGTGATGTGAAAGAAAGAACAGATGGCGACGTACA 
TAGCTCCTGAATAACATTTATTGACATGTGAGCTGGTTGGTTGAATAAAA 
TGAATTTGGCTTAATAAGGCGTTCATTN 
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> Sequence 1025 

^O^CT€ACTCTCCTX;AGGTCTATCAGAGGGKKJCCACTGACCTC 

TCGTTX^TCCGCCTCK}rrCXX3TGCACTATTCCAGG 
S^?^^^ W "^" ATCAA <^"nTGmAATGAATITATAG 
TGCCT AAACCTGCACAACTCTGACTTTGCCTTGCTATTAGAAAATXjCAAG 
SS^^^^^^^^^^^^^TAATCOCAGCACTTTGAGAGG^^AG 
^ TCAC " 0AGGTCAGGAGTTCAAGACA AGCCTGGCCAACATG 
GGG ^<^ATTCTTTACTAAAAATACAAAAATA^^ 

ATGTGCCTATAATCCCACKrrACTAATAGAGGGTCAGGCAGGAGAATCCCT 

^ AA I^^ G ^ CAGAGGTOGCAGGAGCCACAA CACACTACTGCACT 

CCAGCCTGGGCACACAGCAAGACTTCTGG 

>Sequence 1026 

G ^SI GAGGCTAATGGTCTTAGTTGGGATAAGGA G A GTGGGGAAGGGGC 

AG fp GGAGATGATGAAArrCATTTA TCCTCTGTGATGCTATGGAAGAACA 

ATTAAGATCATGTTTCCTACTTGATTTTAGTTGCTAGTCATTTCTTAATC 

I A ^A^ A ^^ A J AAmACCTATGTCATCATGCAAAATCAC CATCGGT 

AATAATGTGGGGGCGGGGGAAGTCTATACAAGAATATTAAGGCCCTGTGC 

^I? AG ^ A ^I CTATAG ^ AAAGACTrAATGAG AAAGCATCAAATTGTGGT 

2£^ A /^9£T GAAAG ^AGAAGTAAATCACAACGTAATAAGATGCAACTTT 

GGAGGAGCTGAAAGCAACAGATACGTTTTTATCCAAAAAGGAGTAAAAGA 

AAAAAA T CGTCAACGGCAG ^ CCrrCAG ATAATCAACTGATGA'nTCATT 

TGAAACCATAATTAACTAGCGTTGTTTGTAAAATAACrrTTT*TTrr a t-t-j-^ 

T AC IIIF AATGmA ^ ACA ^ A CTmCTCTATATArrrGCACATAAG 

ATGTCTTAATGTGTAAGTGGTATAT 

> Sequence 1027 

GGTACTAATTCTTTTCCTCTTTCCTAGACCGATTCTAGTTTGTTGCCTTC 

^™5 C l CGGAAACCCCAAG ' nTGTGG AT G CTGCAGACACTCTGTGCCC 

CCCTGCATGCTGGGTGCCTGGCCAGCTGCCAGGGCATAAAGACAGAGACfi 

iGTTAGGTGATTTCTTGCAGCTCTTGGTATCTGCAGAATTAGTGTGAATGC 
>Sequence 1028 

5^ A £J ATGGGTGT AGTGTTACTATTACAGTTAATCCGTCCTTTGTGTGA 

:^?]3 A ^ TGCAGTGAGGATOGAGCACTGT CCACTGAATCTCTGTGCA 

ACA i C " AATGGTGTGGCAGGGG TATCCGGTGTCTGGCTCTGATCTTGGT 

^^^y AGTCGACTGTGTCTCmG " GCCCAAGGCG ACAGCTrrGGT 

A J A^ST^^ GA ^ GA ^ GGGCAAGATGCTGGTAGT AATTTCAG^^G 

A ^ AA y A H^ CGG " GCTGCTAGAAGATCAGCCATGG TAGTTTATGG'nTC 

lT A ^^^^ TGCACACAATC ^ AGTG " GCCA TCAACCK}T^TrGT 

^^TSI A ^ ATOAGTATrAGGTTATGTACC AATCGTGGCG-n-GATGAT 

^I^ A ^^ G " GGCTAGGAGAACA ^ GGATATAGTTAGG AGTGGTCG 

C^GATrTAGGCGTGGAGCATAGAGAGTAAAGAGTGGAGGGCTCACTGAG 

AGGGAAAATTTTAGTGATTTGGGTTAGGCTGT 

>Sequence 1029 

ACTTAAACATTTNAGACTCACTGTGTAGCCTlXnTGGAATCGGGAATTCG 

TTGTGATACATAGAAGTTGGGAGGAAGATGTGGAAAGCCCTAAGAGAGCT 

A ^ G ^ GA A CCCCACCATCAGG TCTGCCTCAGTGTrCCTAG 

ACG ^ GGCCGAGTCTCAT ArTAGATAGTCTnGAATG^ 

r A .^ A ^ TATGTAGCAAATGGTCAATATAT ^^ 
GA ^^ AAA J GA J AG I G ^ G ^ GGA " CAGAGTGrAG AAGACTTrA^ 

AGAACATAGTGGGGGCCTTAAGTTGGTTACTTCCAAGGGAGAAGTTGAGA 



Page 59 
(of 261 pages in Table 2) 



WO 01/42467 



281 



PCTAJS00/33312 



Table 2 

TCTGAGGGTAAATGAATTATTGAACTGCCTATAGGTTGCACAGCATACCT 

ATAGAAATGGTGGCACCAGATTTATTTTGCGTTGAGAGCGCATGTGGCTA 

TTTAGGGTGTA<XTGCTTTTCCCAAAAGGGTGGCTAGCGTGAGCTTACCT 

TCTGGTATTCATGGAGGAAT 

> Sequence 1030 

CCCTn^GCGGCCrc 

GTTACTTTCGTCTTCTX^GGCTCTTGACTXrrTrCA 

TTGAGGCTCAGCCTGCTTTCCTCATAGCTATGCTATGGCCTGGACACTCA 

GGGGAGTATAAGCTGAGGCAAACATGGACTCATTTGTTTTCTAACTTTCA 

GGGATTATTGTCCATCATTGCCTGATCTCCAGTGTCTTGAAAAGCAATTT 

TTCTGAGTAGTTACTTGATTGTTCGGTGTAGGTTCAGGGAGGCAAATCTG 

GGGTCATGTTATTCTGTCTTGACTCGGAGGAGAAAGCCACTGTTTTTTTT 

TAGTGGCATAGTATGGTCTTAGGAGGTGTAGAAGTACGTCGATGCTGTGT 

AATGACAATTGGAGATACTCGGAGGGGCTGCACCAGCAGGGTAGGAGTTG 

GACGTACCCCAGTGGAATTTCTACGAGGGATGGAAATCGAAGGGGAGAGG 

CAGAGTGGGAGGGTAGCATGGGGCCTTTGTGGGATTGGAGGGAGATTGCT 

GTGGCCAGGGAGATTAGTGCTAAAGGAATTTTGGGAAACATGAATGGCTT 
> Sequence 1031 

GGTACCATTGTTTTGT TCAAA ATCACAATTTAAATACTTCGTGATTTTAG 

AAATAATGGAGCCACGTTTTCACCATTAAGGTGAGTCATTGTTCAGATAC 

ATTTGGCACTCTCCATAGGTTTATGGCTrCCAACTTGTTTAAGACCATTC 

CCAGAGTGAGAGCTGATTTGCCATGGTTATGAAGCTTTCAGGATATAAAC 

TATAAGAATGACAAACTACAGCAGTTGAAAATGTGTCTTCAGATACTCAC 

TTGCAACTCCCATTTATGTCTCTAGGGATTGAGAAATGAGGATCGAGGGA 

CCAAATCTGGCTTGGTCAGTAAGAGTGTAGGTAACATATAAATATTAATG 

TTCGTTGCAGTTAGTGTGGTACCTGCCCGGGCGGCCGCTCAAGGG 
>Sequence 1032 

GGTACAGTGGTGTGATCGCAGCTCACTOCAGCCTCAACCTCCCGGGCCCA 

AGCAATCCTCCCACCTCAGCCTCCCCAGTAGCTGTGTTCCAAAGAAATTT 

ATTTATAAAACAGGTGTTGGGCTGGACTTGACCCGTGGGCCACAGTTTGT 

CAACTGCCATTCTCTAAGCTTAACATGTGTTAATTACTGCAATCTGAATA 

ACAATGCTATGATATAGACACTGTGTTCCTTTTAATAGACAAAGGAACCC 

AGGCACAGAAGGATTGACTAATATGACCAAAGTCACACTGCCAGTGAGTA 

GCAAGCCTGAGCTCTGAACCATGACAGTTCACATCTTCCACGACAGCAGC 

TTCTCAATGCTCTTTGGAGGGAOCAGAGCCCAGGCAGTAGCAACGGCTAT 

GAGGTGGTGAGACATGACCAGCAGATAAGCCCTGGGCAATTGGCCAGAGC 

TGGAGGGAGTGGAGAACTAGCCATNTGTGACTTTGTGAACATCCCTGGGG 
AGTCTGGAATTACCCAAGAG 
>Sequence 1033 



GGTACTAGATTGGGTCTGTCTATTAAGAGAAAGACAGGA 
TT(XAAAACTTTTGAACAGAACACTGGATGAATACTGTTTACTGAGATGG 

TCCATTTTTGATACATTAAGCTTGGTATGTTTAATTCATAGCTATATAGA 

GGTATTAAATTGGCAGGACAAAATCATAGCTAGAGATAAAAATTTAGAGT 

TCACCAGTGTAAAGATCATATTTGATGGCACAGGATGGACTTTCTTCTGG 
GATTTGAGTATACATAGA 



>Sequence 1034 

CGCTATAGTGAGTCGCACACGCGTCCGATCACGCGTGGGCAGGCATrAGT 

TATCGCCCAGTTTATCGAGTGTGAGCATACCACAGTACTGATTACTGTGA 

AGCTCAGTCCCATTTTATATGTTTATTGATGTTTAAG 

CAAATTGTTCATTTTCTTTGCCCG 1 1111 1 C 1T1 A TG AGTAATTCTTTGT 

ATATTCTGGAT GTTGA TCATTATOGATTATAAAAGCTGCAAGTATCTTCA 

CAAAAAACGAATTTTCTGGCGGACCGAACAATTTATGACTGACAAAAAGA 

ACGGGGGGCGGCCnTTCCACnxnTTAAAAAAAAACACCCCCCCCACCTCC 

CCCTAACCCTAAAAAAAAAAGAAAACGCGGGTGGTGGTTACCACCTTGTC 

TXrTGGCACTTATTGGTGGCCACTAAAAAACCATTTGCCATAACTTATTC 
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TCAAGAGI Hill III ATTGGGTGGCOGGCCCCCCGGGTTCCCCGAACAA 
^TTAATTCATTATTGCrrCTTTCAAC/UCCACATr/U^ACT^G 

IJ GAG I^ TCTCGC ^^ 

?T? 1 V. VJ ^^^^CACACAAGAATCTGGTTGAATCTCCGTCGAAG 

AAAATAATGTTGTTAAGTAAAAGCGGCCGGATCGGTGGTCCTGCCCCTTA 
™^ GGGCGCCC TC GA TGCATGGCCm^ 

^Sc^mc7^ A ™ CGG ^ CTATATC " c ^ TGOrrGAC 

>Sequence 1035 

ACCATTTAACTGAGTGAAAGCTTTACAATTGAGGGGTTACTCATTAGCAG 

GACCTGGGTTTTGTTTTTAATCTCATTAACCCCnTGTTACCCATTTGATA 

A ^^? AC J TCAAGGAAGAA ' I ^GCTCAAAAATCTCTG<)GAGACAGTAAT 

G ^^A^5 CAGATCCTAAATGATCTGGC ^ GGACCCA GCAGGTTGAGG 
g G J G ^J G ^ G ^ CGATrGA GOCACAGCCCAGGACTGCTGCAAGGGAGAG 

> Sequence 1036 

G ^^^Z A ^^^^^ A ^ AGTGAGTA ^ GC ATGCATGAGGGCATCTGTX}CCTT 

r^S^ GGCG ^ ACAAGAGCAAGCTGAAGACGTG G^ 
GGAGGCCGCCCAGTGTCCTGGGCCACGCTGGCAAGGAAGCTGTCCTGTCA 
IY^P CCACGTGCAGGGCCACGAGCGGA °CCTGCTGGTGTCCACGGAC 
°^?S^ AGM ^^GCCAACCTCGAGGAGGTGGCrGATGTCGT 

^ AA ^ AGCGAGTCGCGCTATGTGCTCGTGAGCA CCGTCCGCACCTCTG 

^ a ^ g ^S ggagg ^ GAGGAAGGGGGGAGGaagagg ^" gg ctcaagaagttt 

^A^^rvSS33?^ GGAGGGGAAGGAAG ^ GAAGG ^ GGG TGTCACGCGGGC 
G ^^ AGGGGCTCTGCCTGATCCG AGACCAACCTCTTCTGCGCTGGTrGG 

S™ GGCGTAACCCTCCTGAC " ctgggaggctgaag aaaacccttgY 

G ^^ C ^^ AGGTGCGCGTC " GAGGAAGCCAA CTATGCCTTrCTG^ 
GAGCCCTTTTCACCTCCAGGTCCC^GACTGGAGGGAAGATCAGGGCCCCC 

>Sequence 1037 

ACCATTrAACTGAGTGAAAGCTTTACAATTGAGGGGTTACTCATTAGrAG 
G * C ? GGG ™ 

^^2^^ gg ^ gm ^ g si^^ t ^ ct( ^gagacagtaat 

agcttcttgggcctgactgataaactttttgcctccagcaatggaaatgt 

t GGA ^^^^ a J g £L aaatcatctggc ^ ggaccca 

IrrI^ AG ^^ A ™ AGGC ^^^ 
> Sequence 1038 

A ^^-^ mGACACACAGCACAATOAmAACAG "CCAATn-TCGAA 

C J A H G ^ ATAAATAATGATGGGAmAAATAA AGCAATCCGATTCTACTA 
2I A ^ AGC ^ A ^ TCTC ™TAG 

G ^I^ TCAAA ^ CACAT ^^ 

CTTGCTTATATTTAACAAAAACTAGTA ' 
>Sequence 1039 

^3^Fr rAGATCAGATGGA " GAAACATGA CAGCCCCATTTCATCTGGCC 
AGAGAGAATGGGTTTCTTTAATTGCCAGATTGTCTGAACACAGCCTCAGC 
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TACTTCTAGGAATAAGACGAAGCAGTGAGGAAGTTGCCAGTTGAGTGATT 

CTTGGGGAAAAAAATTAGCATTCAGTXKXIAGCTCTCTAAAGTGTGGATTC 

TGGATTCTGGTAGAAGCCAGTAAAGAAACGTTTTCTCTGGAGTXKjAAGCT 

AGTAAGATTTATTCTGTGGTGATGAAGCCATCTGAAACCTTACAAGCAGT 

GTGGTTGTATCAGCATATGGGAGCTCACTGCCTCAGGACTTTGG 

>Sequence 1040 

ACTCTTATCAACTGTTTTATAGATGAGAAAACATTAGCCACAGCTTAGCT 

TATTTGAAGTCA CAAT AATATTAACTAAGTAAGAGCAAAAGCCAAGATTC 

AAATGTAGATTATTTTACTACAGACTGAGAAACGAATTAAACTAGGAGCC 

TAAGATACTTTCTGGAATTGAAATGATACATTATATATACCTATAAAGAT 

AATTGGCTATAGCTTCCTAAACTACAAATTGTCATAAAAATGACTTCTGT 

CCTATATCAATTAGAAACTGGTATTAAAATTGAGTATTATAAGACAATAG 
AATGTC 

>Sequence 1041 

ACTGCAGGGCCCAAGAGCATACAAAGCTAGTTATTTGGATCCAAAGTTGG 

TCAAGTGTGCAGTGTTTAGACATCATGATCTAGGCAAACAGAATTCCTGG 

CCTGAAATATGTCACTAGTTAGAAACATTAGAAGCTTTCAGGTAAATAAA 

TATAAAAAACCAGTCAACCGTATTCTTATTTCTTCGTCAGAGAATCATGT 

GTCGTTTGGTTTA ACTT CCTGCTGGATTCTGGATGGGAGTTGTTGAACAT 

ATTAATCTCATTATTTTCTGTAGAGGACAGGTTGTCCCCCCTTCCrCATT 

AGCGCN 

>Scqucnce 1042 

GGTACCCTGCTTTGATTATTTCCGAATCCAGTGGGTAGAGAAGGTAAAGG 

C AA GGGCTC ACTGG ATATTTTT AAATTGTA G GG ATGTCCTTTGCTCTGGG 

TCAATTTTAGGATCAAATATAAAAGCACCTATAGCTCAGAGTATCTTCTA 

ACATAAAACTTCTGAGATACCAGAAATTTTCCAAAACATGGTATAAACAG 

TATGAAACACTGG GTAGATA A AAGC TTTCTCTAAATCTTAAAGTGCTCAA 

ATATCATGACCTGATTTTTTAGTTTTAGAAATCAGATATTTTrcTATTCC 

ATATCTTAAACTTTN 

>Sequence 1043 

GGTACCCGTTTGTCCATGGCTATTCCAAATACCCCCATGTTTATTTAAAA 

TGTATATATAATCAGTTACATAAAAAGAGGTATGCTTAAATTGTCATGAC 

TCTATGGTTGGACCTCTGTGGTTGGAGCAGGCAATAGAAATGTCTGTAAT 

TCATTTAAAAAAAAAAGTGACTrTCCTACCTTTAGATAGTGAGGACAATC 

TGTTAACTCTTTGTGTTGATAAAAGCAAACATTTCAGGGCACGGTGAAAG 

AAATCTCTACCATGTATAAGGTTATATATATACCAGAAGCAGTGGAGTTA 

GGACCAAATTAAGATTTGAC 

>Sequence 1044 

GGTACATAATGTAATTGT TACATATAATTGTTGTATACCATAACTTACTA 
1 1 in m i in lAi I niATATATAAl 1 1 ITm ' rGGTTTGTTTGTTTG 

1 1 1 1 1 1 AATAAACTGTTATCACTTAAAAAAAAAAAAAAAAAAAAAAAAAA 
AAAGTC 

>Sequence 1045 

Aci 1 1 1 CCTGGGTTGTG AATCTTGG AGGTTGCCCTGTC AG ACTGGTG AG A 
TCCCAGTTTAGCTGTGCTAGCTAAAGCAAGGAGAACAGAGAGAGCCATAG 
ATA CTTTTO CTTAGTAAAATC 1 1 1 CI I I GAGGGTAGGG ACTGGAGTATGG 
AACC1 1 1 1 CAG AGG AATGAGAGGGGCTTGTGACGAAAGGGTAGAGGAGGG 
AATACCTCCCTGCAAAATCTTACACAACTAACTAATGTCATAAGGCCGAG 

GATGAGAAAGTAGCACrTAACTGTTTCATCCTCATCACACATAAAGCATT 
CCN 

>Sequencc 1046 

ACAGCACTTTCAAAGTAGTGGAATATAAATCTTTCCATTTAACAGCAACA 

TTCAAATATTTCCCATTCTGCTTATTATTCCTCTCTGAAGGTGATACATA 

GAAATATAGGAGCAAACACAGCAATGCAGGCGCTCTATGATCTGGTTTGC 

TCACATAGATCTTAAAAGGAGAAGAATGAGGGATTTGCCTACAACCCACA 

GCCAATCTATGTGGACACAAAGGGTGACTTCTTCCTTCTATTACGTTCCT 
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TCAGGTAGAAATGOTAAACTAGCATGACCTCGAATCATAATTTAATATCA 
TTCTAA 

>S«jucncc 1047 

ACArrATTGGTAGTATCTCAGAATXXrrGCTrAGCTTTTGAGATAAACCAA 
GTCATGATATTTTGGGTAATATGGCCATAGGTATCATGCAAGATTGAACT 
GCCCAGTATTTGCC 1 1 1IIGAATATTTACTTTGTAAGAACCTGACACTGT 
AGGTCCTCACCACACCAAAACCIXKIAACATAAACrrCAA'rnTGGGCAAC 
TCATAGACCAAAAAAGCTAAACAAAACAAAAAGGAAAAAACCCTCTATAT 

ACAATCACCCTGCTTOTCTACATTTAATITGCTTCArrcANAATAAGCAG 
TCACTGC 

>Scqucncc 1048 

ACAAG ^£^ 

CAi j I IT! A A ATAA A AACAATTCCCAAAGGCCTGG AA ATTCAGGA ACATA 

ATTCAAAATAATTTATGGATCAGAAAATAAATCATATAAAGATCTGAGAA 

CTACAATGTAAAAATATAGAAAAAAGTCATAACACTATTAGATAAAAATC 

TGAGCTGGATAACAAAGATAGTACC 

>Scqucncc 1049 

ACCTATAAACAAAGGCATCATAAATAGATATAAAGCCAGAAGAAAAGGGA 

TCTAAAGTAGACAGAGAAGATAGGCTGACTCTCCAGTTGCAGATTTTCAT 

TATCAGCTCATCACACCACCGAAACTCTCTGGTGATTTGCTATCCACATC 

CATGGCGTTTGGTGGCCCTAAAGATTGTAACGGCCCCCATCCTCTTGGTT 

AAAATGGCAGGTGTGTTGACAAGAACTGTCTTAGGTACC 

>Sequcncc 1050 

ACCTCTCATCTCCAAATCAACTAGACTCTTATGTTAAGAATACTAACAAG 

^^^^JT^^^^^^^^^^^AAATCCCCAACAACAAC^TATACCCT 

TA^CACAAGAAT TGTATTA TTCAATGAAAGCAATACAAGTAAACACAAC 

AGTTACCITGGCTATTTTTTCAATGTACC 

>Sequence 1051 

A^ATCTCTTCCATTCTGGGAATCTGGGAAACTAAGCCTGTAACTTGTA 

GCTTGTAGAATGAATGATGGAGTAGAATAAATAAGAAAGGAATATATCAT 

T/^TGCACAGGTTAAATAAATAAAAATCTATTAATAAAGAGCCTAAAGA 

AAGAAAGATGACAmCAGCACATATTGGGTGAAATAAGTTGTTTAGTCC 

AG^CTTCTCAATTTITAGTGGATATGTGAATTGCCTATTAAAATGCAA^ 

>Sequence 1052 

ACGCGGGTATAGCTATATACTCATATTTTTATTTTTATGTAAAATTTCCA 

AAATGCTTAATATGGCAGTATAATAATTATAACTAGATTTACTTCAAAAC 
A y AGA C AT AAAGAAGArTACATGCCTG™ 

!E^^ A ^^^^ TCTTXTTTAATTAAATG TTTG ACCC A 

T2IS^ GTCAmAACAGATCTG " ACG< ^" ATOA CATATGC 

ATCTATATGATCTGAATACCATTTCCATCTTTAAAATTACATATTCCT 
>Scquence 1053 

ACAATCAAAAAAAGACAAAAAAGAAATGGTGTTAAAAGCCACAGTAAACA 
TAAACCTCATATCAAGTATAAAACCACACACACTTTGCTCTTCATCCGGA 
CAATGCCCAAAATTATACTGAGGTATTGGGGTGGGCTGATACCTTCAAAC 
AG^A GAGAGGGACCA TGTrCAGGAGGTGTATTCCTCGATTTAGGTOriTn 

a SS^ii 1 1111141 1 AAGACAGGGTCTCACTCTGTCAOCCAGGCTGG A 

ATGCAGTGACGTGATXnX^GGCTCACTGCAGCATCAACCTCCnXKXKnXI^ 

GCGATCCTCCCACCTCAGC 

>Sequence 1054 

AC^TGAAAATTACAAAATACTGTTGAGAGAAArrAAAGAAGACAAATAA 

A I2?^^^ ACTC ^ 

A TEEI CTCTCCCACG ^ 

GGTTTTGTCTGAACGTTTTTGAATAAGTCAATGGCTTATTTCAAAATTCA 
TATGAAATTTCAAATGCCAAAGAATAGGCAAAATATTTCAGAAAAGAAGA 
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^GATTGAGGATTTGCAATAACTGACTTCAAAACTCACTAGAAGAACGAG 

GCCAGACTGCCCAGGGT 

>Sequence 105S 

GGTACCCACCACGTTCATGTCTCCTCTAGCCAACTATAAAGTTATTAACA 

CAAGAACCCTGTCTTATTCATCACAGTATCACCCACAGGGGCTGAGACAG 

TGCTTACACAGAAATGGCCCTTGATAAAATATGGGCTGAATGAATGAACA 

TATGAATTTGACACTTTGAGAACTAAATTAAAAGTTATTTCTACTAGCAT 

TTTTAACACAAGAACTATTGAGATTACTTATATATTAGTAGTAAAATGTT 

CCACCTTTTTCTACATGTN 
>Sequence 1056 

ACATTAACTCACTGACTTACTCTGGGTTGCTATTGTATTAAAATTCTGTA 

TAGACATTACGTAGCCTCAGAGTTGAATTTGGACTGCCCTTAAAATAAAA 

AATTCTTAAATCTTTAGTGTGGTGTCTATTAATTTTTATGATGATTTACA 

AGTTGGAAATGATTACTTTGCAAGTCATAGTTTACTTTGAAGTTAATAAG 

AGTGATTACAGTAAAGGAAAA ATGCC ATATATGGCATTGTTCTTAACAGC 

TTATGAAATTTGGAAAACGATATTTTAGAAAGCTTTCTCTTGTTGGCTGG 

AATGAAGTGGAGACCCTGCTG 

^Sequence 1057 

ACAGCTTGTTCAGGATArrTCTTCTATTTTTCCTTTGAGTTCTTGTTCAT 

ATTCTAGTTAATTrCTAGTAGTTCTTAATGTATTTTAACCAATAGACTTT 

TGTCrTCCTTCTGCTTATGTATTCCTCGTAAATGCTTTTTGTGACTTGTC 

TAAGTATA AACAACT TTACTATTAGCTGTAAAATTTTCATTTTTAGTATG 

TCATCAATCTTTTTTrGTGTTTAGTATGATTAAATGTTTTTCACTTGGAA 

AGATATGAATAGTCTACTTCATTGA 1 1 1 I IT11A AAGTCATTTCATTTTT 

TATTTTTGTAGCTACAAAATCATAAACN 

> Sequence 10S8 

ACTATACCAGAGTTAAATTGCCTGTGTTCTTTTCTGCCATTAACTGGCTT 

TGGGTTGGGAAATTCAGATAATCCACTTTTCCAACTTTAAAATGAGATCT 

CATTCAAAACAAAATTGCCCACAACCATTTGGAATATGTGTTTAAATTAG 

ACAGTAATGCTTTGGAAAGTGGAATTAAACATTTCAGAATAATAGCTGTT 

AGGCCGGGCTCAATGGCTCACGCCTGTAGGGAGGCTGAGGCAGGTGGATC 

^^CTGAOGTCAOCAGTTOGAGACCAGOCTQGCCAACATOTTAAAACOCTA 

TCTCTATTAAAAATACAAAAATGAGGCATGGTTOGCAGGTGCCCGTTGTC 

CCAGCTACTTAGGAGGCTGAGGCAGGAGAATTGCTTGAACCAGGGAGGTG 

?^^^ AGT ^^ GAGA " GCGCCAGTCCACTCT AACTTGGGCAACA 

AGAGTGAGATTCTGTCTCAAAAAATAATAATAATTAAAAAATAATAGTTG 

TrAGATTGAACATAGAAAACACGTTTTTGTAGATAAAAATTTGCCAAGTG 

TCAGCCAACTTTGACAATTTTTAAATCACCAACTTGTGCCATTTACCTCA 

TITAAATGAAGCATTTAATGGACACAAAAACCCTTTAAGCAGTTTTTTCG 

GAAGAAAACCCAGTGTTCGCTGGACCGGATGCCCACCTATTAGTACGGCC 
CGAGAGAATT 

> Sequence 1059 

CCCTTAGCGTGGTCGCGGGCCGAGGTACTTTAACAAATTAAAAACAAATT 

r^?I[ AAAATAT ^ A GAAAriTrACTr^ 

GCTGCTTTTAAG AACTTT AAATCCTCACGTAAACACCACCACCTGCAAAG 

TA^AATATCAACTTTTrCAACAAAATGCCTGCTATGTATAAGCTACTGA 

AAGAAGACAAAAATrAATAV^ATGTGTCCCTCCTCTTAGATATCTATAAT 

CTAGOAAAATGAACACATTCTTTTCAGACACTAAACTCCATAAGAACAGG 

CATCAGATCTATCTTATTTACCACCACATCCTGAGAATGGAGCACAGTGC 

CTG ACAC A TAATAG ATG CTC ATAA TA G ATGCTC A GGGTTTATAG TC A GTG 

AATAAGTAAAGAAATCAGTGAGCAAATATCTCTTAAAAAGAACAGACTTT 

TAAAGTTAACAAGCAGTGATCTGTTATTCAGTAGCAAATAAGATTGTTTC 

CTAATGTCATAATTCAATTNTCCCTGCTTCCTACTATGACTAGATGTTGG 

TTGGTGATAGTTTATATGATTCAGTTATTTGGTTGGTTGATTTAAAACAG 

TGAAATAATCTACAAAACCTGCAGTTGTNCTGCTATTCTCTAGATGGAAA 
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^?2^ A I^ m ££ICAAAAAGGTGGGGGGGGATATAGGGCCCCTTAC 
CATTATATATGTGA1 1'l 'ITAAAATTGGCAA TCATGTTTT 

> Sequence 1060 

A J? AG II! A ^ AA ^ CCCA '^^ 

^A^^^T^^ AGTAAGAAGAACATACAAAAACT AAGAAAGA 

1^1°-^ 0AAGAAAAT ^ c AAAGCTrAAGGACTrAAACTATTACCATCAA 

^^^AACTACAGTAATmAAAAA^ 

UAGAAATGTACC 

> Sequence 1061 

GG I AC 1! ACGC ™ATGATCTO 

TCCTTCTTTGATCTCCACTGCATGNAAGAACTCTGTTGCAGGTGTTAACA 
AGGAAGTTTGAAATAGAAAGCCAGAACCTGCCCCCCAAAGATCTGACAGT 

TCACAAATTATCTGTGTGTGTAATATGTGTTGTGTGGTGTGGGTCAAGGA 
r™ AG f AAAGTGG ^ AGGGAAGAC11TATGGA GGAAGTGGGCTGTCAAC 
A ™IT GA ^ TGACAAGAAAA OTTGGGGGGAATTCATGGTAATGACTG 
^^ GG ^ A I mAAAACAAGGTATGCTrGTCAAAG GC A AACCCCCATGG 

IE G ^ A ^ CAA £ A £ AAGCTAA " GC ^ ccm <^ 

^^^AGCKiAAAGGAAACCCKXiAJUiaXJTrATACQCnCTAAACTAr 
G ™^ AAAACAGGGGTAC " GTGCCCCCA ^ A TTTGGCAATGGAAAT 

> Sequence 1062 

TTTACTTAATACATTTATTTAATGAAGGGCTGCTTTTAAGAAAACTTTAA 
CAACAAAATGCCTGCTATGTATAAGCTACTGAAAGAAGACAAAAATTAAT 

^ C ? AC ^ A I™ AGAATGGAGCACAGTGCCTGACACA 
^ A ^lA^ G ^ GGG ' mATAGTCAGTGAATAAGTAAA GAAATGAG 

TTGGGTTATCAATAGCAAATTAAGATTGTTTTCTAATGGCATAATTCAAT 
TTrcCCGGCTTCCTACTATGACTAGATGTTGGGTGGTGAATGGTTTATAT 

5a aaaagg ^Z?^ g J i TH a £ g ^ 

TAAAAATGGCATTCCGTGTTTTTTTCCAACG 
>Sequence 1063 

A^AAATTCTACKJTAATCTAAATTAmAAATGTCTAGAATTITnTTC 

r^ A A T ^^^™ CAG ^ CTGACATCGCCTAACC 

?J^?S C ^ AGTC ^ GGTCTG " A ^ C7 TCCCATrACAACTGG'nTC 

A ?^ AA ^^ AA 33 G ^ GGCGGCAGGATAACCTCATA ^ GGA ATTGTTAGAA 

AACACGCAGTOrirrcACAGATGCCCTACATTAACCACNCTrCATAGAGA 

^JErcr^mTGTATGGmTGGTATCATCGTTA 

.I A j A 5I G 5F AACAA ' nm AGTAG^^ 

A I A ^^ GAG11 ™ TCGTAACCGGTAA " AGG T-nTTC 

?^?^^ A ^ TGGmCCCCA " AAm 

l^ AC ZFIl^ AGTC ™ AA ^ 

^^^^^^^^v^^ A ^ G J G ^^ A ^^^^ A AGAI ^^" G, ^^ GGAGGAGGGAG, ^^ , ^ ,A '^ , 

CAGGAGGATTATTCAAACCTTATAGAGAGGGTTTTCTCTTTATTCTGGCG 
CTTTATAAAATATATTTGGATATTTTGGCACATATAGGGCTCAGGAACAA 
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TCTTCATAAACCCTXKiGGCCCTCCAAAAGAGAAAAATAAATAAAAAT 
> Scquc nce 1064 

I2IT^II^^ TC ^ AG ^ GA ^ CATGAGCAC ^TATGTGTGTCAGG 

^^TS^ISI GAACCAAAGAAAGGCCAATC ^ c ACCTnxnTATGACTC 

TTATAGGCTGCAATATTTCACTTGGCCATAAACAACTTAATATCTCACAC 

A ™^^^ TAAmcecAAGATACAAAmAATA ^cm 

^^?™^ A ^ AAAATA ' mr ^ 

A ^ ACAA ^ A J 7 ^ A 

>Sequence 1065 

r?I A * A ^™5 AATATAGTAGTC ^ CCCCmACAAAGCTG AATrAAA 
^^t/^J?Z IHJ^ GG ^ GAA ^ AA ^ AGGGGAA ^ G ^ GGA ^OCTAGCTGT 
Jt^3^^^?^^^ AGGA ^ A ^ A ^ A ^ AAAA ^ GG ^AAGGGCCAGGCGCT 
r?^^ A ^ C ^ ATAATCCCAAGCACmGGGAAGGCTGAG GTCG^CT 
GGA I CANCCTGAGATCAGCA GTTCGAAGACCACX:CTGrrcAACATGGTGA 

aaccccatctgtacctgcccggcggccgctcgaaaggg Am ' A,UUIOA 

>Sequence 1066 

|?^ g ^?X^T a J^ a ^ a ^ aag ^ aggaag gaacataaagcagtgactacaggcacc 

A Jr A S A ^ CAAAAGGAG1 ^ AAAGTGCATC ^ AAA TAGCACACAATTrr 

?A AA ^^I^XJI GGAATGAATCAAAGGGAAAAAAGC ^ 

>Sequcnce 1067 

?^^? C ^ CCGCCCGGGCAGGTACCCTCCGTCA CrmCAGGGTCTCC 
TCGTTGAATGAATTTGCAGAAGGATTAAAATGTCTGTTCTTATTTGTGCC 
^J A A Z?Z^ CCCA ^ AAGTAGTGTG " GGAGGC ^ A ' ITA GAATAAGCT 
GAGAAGGGTAATAACATAAACACATACCGTAGGCAGCCCTGACATTAAAC 

?5J?r!°!7 TCCAr ^ ATGTGTCCAA GCCTTCCTTCCATACTCTCGAG 

ATGACAAGAACACAAAGTTTGCTGAGCTTCACACCAACTAATrGACTAAA 

™ A ^ AAA £ mGGAACAT ^ 

^ATCTAATTAATGTTGGACATTTTAAAAATCCACAAGTGTGGATAATCT 
Trlir^ y^^3^^3^ A A ACAGAA ^ GA ^ GG ^ GAA A AA< -"GG A CCTTATTT 

^ A ^? AA ^SF GCA " ATAAAACCCTAAAAG 

Cj^OCT4CCTTAAA()GCK^GAATAmCCAAAACCACTTG<KKXKM 
^ AA S A ^" GGAATOCCAAACTCTGGGGTAC CCCAAC}CGCTrTGGCG 

I^T^ C £ CTCCCCAAA ' m ^ CCACAATAACA 

AAA ^ G ?IE A ^ GAGTGTAAA ^ 

A T^ A ^^r^f A ™ ArcGcGGGTCTGGGcTCc ^ 

ATATTAGAAAAAATTTGGGGGCCGTAATCTAGGGGATCCCCT 
>Sequence 1068 

^J A ^ A ™ AG J G J AGCAAmCCAAAAGGCA ^ A '^ A GAGGGC 
* AA ^ A J^ ACOTATCAA "«XCT^ 

GJTTTTCTGCTCGAAAATATTGTTGCTGTCACATTGATATiG^ 

C J?^ A ^, A ^ GAGGCCAAGA ^^ 

°II™^ A ^ GC I^ 

TGCCTTCTGTTGACTTATTGTCANCAGGTGGAGGGAGGAAGGAGGGCATC 
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GCAGACATCArrCTAmTCTCAACCrTGCTIT^ 

GAAGTTGCTCTTCCATGCCXTTAGAGCTCTAATTTGGCACCTT^ 
AATGAAAGCTTGAAAGGGCTTTTTGCTTTXKjTC 

GGGCAAATTCTGGTGGTTTCGCGTCTGTCAGTGGGTCCTAATAACTGTTA 
JAAGTCTWTTCrrGTC 

CCTTTTtnXJTTTAGACATTTATTTTTAACACAGACAAATGCTTAAGTC 
CCCGCCCCAGGG TTCTTAACTT 
>Sequencc 1069 

GGTACCCTGCTTTGArrATTTCCGAATCCAGTGGGTAGAGAAGGTAAAGG 

CAAG 2S!ET CACTGGATAT ^^ 

TCAATTTTAGGATCAAATATAAAAGCACCTATAGCTCAGAGTATCTTCTA 

ACATAAAACTTCIXiAGATACCAGAAATTrrCCAAAACATGGTATAAACAG 

TATGAAACACTGG GTAGATA AAAGCTTTCTCTAAATCTTAAAGTGCTCAA 

ATATCATGACCTGATTTTTTAGTTTTAGAAATCAGATATTTTTCTATTCC 

ATATC^AAACITrcATGTTAAATTCTAGTTCTGACA 

m 1 1 1 1 CAGG TG ATTG TTGGG AGCGTATAG AAGCATATATAAATATGGA 

ATATGTGTTTCTTTTTTCCCCTTCTGAAAGAAAGTCAAGCCTCTAATCAA 

ATAGATTGATGCTTCAGAAACTTAACAGAATATTATCTGCAATTTGGCAT 

AAATGCATKTTTCITGGGGAAGTTTCCATGGTCAAAATTATTAGTCATTG 

CAAAACAGAAAAGTTTGAC^ACTGGAAATGCAGACNCTTTTGCTTGATTN 
TGTAAAGACAGGA 

>Sequcncc 1070 

CCCTTTGAGCGGCCGCCCGGGCAGGTACATTATATTAATGAAATTTATCT 

AGTCCTTGCAAACTTXjTGCCTATTGATTTTCATTAGTGTAAACTAAAGAG 

AGAAACTTCACACTGACATTTATAATTGTAAGAACTAAGAACCAACCATC 

AGCTTTrCTATGCCAATCCATGCCCTTCAGGAAGTTCTTGAGGCCTTGAG 

GTTGCTAGTTTAGTAAATTGCTTACTGGGACATTAAAGCAGCTACATTTT 

GGAAAGAGGGAGAATTAAGTTTTTTGTTGTTGAATTTATTATCACTAAGT 

AGTTTAAAGCTCTCTTAGATCCCAAAAGAGGAAAAATTCCAGGTCCATTA 

ATCAAAAGGCTGAAACTTAAACTTTAGNTAAAGTTATTTTGATTAAATAA 

CAAACTTCCGGTTTCCTTCCACAGCCGTTTATCCGAAACTATC 
>Sequence 1071 

CCCTTAGCGTGGCCGCGGCCGAGGTACCAAAACTGAAAAAAGATTGTGTA 

TCCAAACATTATTTCACATAAAATGTATTTTGATAAAGTAAATTCCCAAA 

CC^GGTGCTC^GAGGrrGTAACAGTCCATGTAAGTTGAAGAAAAAGAGT 

TATCAATCAATACGTGACTATCAATCATTTATTTAATCATTATTTAGTTT 

TCACATATCTATGAATTCAGTAGAAGAACCAGCACTCATAAAGGTGGCCA 

TTCCTATACCTGCCATCGATTACATTATTTTACTTAAATAAAGCTTATAT 

TACATCT GACAAC ATTCCnTGTTAAAAAATAAATTCCTAAACAGGGCAAT 

ATTCCCATCTITTAGAAATATGCCAAAAAAAAATATTTTTAAACTCATTT 

GGAAACATTCCAGGAACTTATTCCAGAATCTATTTATTTTTGAAAAACAA 

ATTTGTTCAAAATAATCCTTTGGCTTGGTTGGAATAAAAAATTAATTCAA 

ATTTTCAAACCAGACTGGTTTAATTAAAAATTAAGGCCCCAAAACCCCTA 

ATTTATTTCACAGGGGGCCGGTAAGCCAATT 

>Sequence 1072 

GGTAC1 1 1 1 J 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 GAGACGGAGTTTCACTCTTGTTGC 

CCAGGCTGGAGTGCAATGGCGCAATCTCAGCTCACCACAACCTCTGCCTC 
CCGGGTTCAAGAGATTCTCCCGO^ 

GTTTCTCCATGTTGGTCXXKjCTGGTCTCGAACTCCCGACTTCAGGTGATC 

CTCCTGCCTTGGCCTCCAAAAGTGTCAGGATTACAGGCGTGAGCCACCAC 
GCCCTGCITAAGTTTTAATAAGATCT^ 

ACTTAGGTCTCACAAACACAGAAAAGCTTGTXTrTTAAGTATATTGTCTTT 
GAAAAGTTAATACACTCTCTAAATGCTCCATITAAAATGATTTACTTTAT 
^TGCATGCACTGAGAGAAAAGATATTTGAATGATATACANCCACATGT 
TAAATTAACTGTGATTGTTTCTAAGTATTGGCACTATGGTCAATTTTCTT 
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1 1 iui iGTTTATGci I ritrTGAAGTTTTCAACCCCCATAATAAAGATGTA 

TCTCtTCT 

>Scqucncc 1073 

G GTACC TATTCTA TCAGA AAAATGCTAATTAATTTTTTGCACATAAAGGG 

CATTTTAAACTTGGTTTTATTCTTTGTGATAAATATGGATGATGAATGGT 

AATGTTAAACAGAATTCAAAAGTTATC^GTTTGGCTAGCCAGACACAGTA 

GTATATGCCTATAGTCCTAGCTACCCAGGAGGCTGAGGCCAGAGGAGCCC 

GGAAGTTCACGTTTAGCCTGGGCAGCATAGTGAGACACTGTCTTTTATAA 

AAACAACAGCAAAAATGATCAGTTTGGGATAGTAAGACAAATGGCTTTCT 

TTTGTTAGGAATTTCTCTATTTAAAGGACTTTTAGGCCTAGAGTGGTGGC 

TTACGCTTGTAATCCCAGCACTTTGGGAGGCCAATTGCAGGAGAATCACT 

TGAGGCCAGGAGTTGGGGACCAACCTGGGCAAAGTAGGGAGACCCTGTCT 

CTTCAAAAAAATACAAAAATTAGCCCAGTGAGGTGGTGCTTGCCTGGGGT 

CCTAGCCACTGGGAAGCTGGGGTGGGAGAAATACTTGGGCCCAGGAATTT 

GAGGTTGTAGTGAGCTATGATCCCGGTACAGATTATAGACCCTGTCTCTA 

AAAAATTAAAAATAAACCTTTTTTAAAGGACTTTAAAGTTGGATTTTTTT 

OTGTTAAGTTATTATCATTCTTATGTCCTGCTTTGACCTGCCCGGCCGG 

CGTTAAG 

> Sequence 1074 

GGTACIXKKjTCACTCTG<X^CAGCTCTCCAAAGGCATCAAGATCCGACTG 

CTAGGAGCCCCGGCTTCTTCCCTGACCTGCCCGTCTCCTACACCCTCTGG 

TCCTGCTCCACACTGGTCTAATAACTGGTGTTCCACATTCCTCTAACGTG 

CACAACACAGTCCTGCCCCCGTGCTTTTCACCrcCTGTCCATTCCTCTTA 

TAACGCTCTTCXCCAAATCGCTTGCCCATGGCTTGTTTGCTCATCTCAAG 

GTAGAAACAAACTGTCGCTCAATCAGCTAGAGCCCTCCCACTATGCTCCC 

GCGTACCTGCCCGGGCGGCCGGTCAAAGGG 

>Sequence 1075 

ACTCTTCAAAGAGGATAAACTTAAAGAAAATGACTAGATACACATCAAAT 

TAAGCTGCTGAAAACCAAAAACAAAGAAAAAATTTTTGAAAGCAGCTAGA 

AAAAAATTACACACCACACAGAGGGGAATAAGGTTTACATTACAAAGATT 

TTTCACCAGAAATCAGAGAAGTGAAAAGACAGCTAAATGGCATCATTGAG 

GT GCTC AAGGAAGCAAGCATCTACTCGGAATTATATATCCACCTAAAATA 

TCCTTTAGGAATGAAAGTAAAATAAATACATTCTCAAAGAAAAACAAAGA 

GAATGTATCCCCAGCAGACTGATCTGCTAGAAAAGCTAAGGTCAACATTA 

GGCTGAAAGGAAATGCTGCATCTTCAGGAATGAAGAAAGAGCAATAGAAA 

CAATAAATATATAGGAAAACACAAAATACTAGATTTTTCCTCTAAGTTCT 

ATAAAGTACC 

>Sequence 1076 

ACTTCACTGATTTATGGCAAGTCAGCCAATCCATCAGTGCTCAAAGCTCC 

TTGTATTGTCAGGAATGTCTAACATTATTTGTCACTCATTCAGAATTAAA 

CTGCCAACTAGTAGCATTTGTTTTGTGTCTGATAGATTCTTCATGCAGAA 

A GAATAA GTAAAATGAGATGGGACACAAATCTGAGTATAGCATTGTCATT 

ACTTTTTGCTGCACAGATTACTTGCAAGAAATATTCTAGTCTGGGGCATA 

ACAGAATCCACAAA TTCCAG ATTTAAGAAATAGGTCTATATAAAGCTTAT 

TTAATATTTGGTATATTTTTTAGTTACTCATTGCGTC 

AAAAGCA iriU41GCGAATCTTGTTTTCCTACnTAAAATGAAGAAAATCT 

TAACATACAGTGGTGAATAGGAACACCACACAACCCTATATATTGATTAA 

AGTAGTTTAITAGGTAAGCTTAC^GTNGAAGTAGCITXXXjAAAAAA 

ATTAAGAAAACCATTAGAGAAAGGGTATTTACTATTTCTTAAGGGGGAAA 

AGGTCCTATTATGAATCATAGGTGTTCTATTTATAAAAGGTATGTCCTTC 

AGAACCTGGAGAAGGGCTTTACAAAATACCITGGAAATTATrc 

ACAAATTGACTCAAAAAACAAGAGCTGGGTTAAAACCCTGGAAAAAGGCC 

TTATAGCCAAAT 

> Sequence 1077 

GGTACAGAGTAACCATGACITACTAGGTGTrATGATGAAGGTGTATGTGT 
GTGTATATGTGTGCATGCATGTNATAAGTGTGTGCATTTGCACACATAAG 
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AGTTTTAAGCTGCTCCTGTCATTTATTGATGGTCAAAGG'f ricrrriXjGC 

TATTGCTGGACTCTTAAGATTGTCTTGTAATTGTCTTTTTGT^ 

AAAATTAAGGGTGTATATTAAAGGTAGTTT7TACCCAGATCTTATATG7X3 

TGATAGCTCACGTCTGTAATCAGAAACCTACTGTTTAATGGCCACCCAAT 

TGCCATTAGCTTCCTAGAGGGTGATTTAATAAACTATCITCTT^ 

CATTTAAAATTAGAGACATGTTTGCATACAATGGATTAATGACGTTTTCA 

CACTAACCCACAAAAGTCTGCTGCA C1 TIC ITl ' I tliTAGGCCTAAGATTCA 

TTTCATATGCATTGAATATTATTGGTGAACTTGCATTAATTACATCX5TGC - 

A TATATC GACATACAATGTCATCTGCAGAATTTAAGATTTTTTATTGTTA 

A I I I 1 1 ATAGGGACTGGG AAATTG AG AATTTAAATTAGCATGCTTCATTT 

ATAATAATATTTCTAGTCGTTCATTAACCCCTAAAATGTGATTAGATCAG 

GATTAAATTGGGAAGAAAATTTTTCCTAAAATGGGCCTGGCCCGGCGGGC 

GTTTCAAGGGCAAA 

>Sequence 159 

TGGCTATTGAGACCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACACAGG 

ACCAATGCTGCCCATCCACATGGAATTTACAAACATTCTACAGCGCAAAA 

GGCTCCAGACTTTGATGTCAGTGGATGATTCTGTGGAGAGGCTGTATAAC 

ATGCTCGTGGAGACGCHjGGAGCTGGAGAATACTTACATCATTTACACCGC 

CGACCATGGTTACCATATTGGGCAGTTTGGACTGGTCAAGGGGAAATCCA 

TGCC ATATG ACTTTG ATATTCGTGTGCC 1 " 1 Tl"l " I"l ATTCGTGGTCC AAGT 

GTAGAACCAGGATCAATAGTCCCACAGATCGTTCTCAACATTGACTTGGC 

CCCCACGATCCTGGATATTGCTGGGCTCGACACACCTCCTGATGTGGACG 

GCAAGTCTGTCCTCAAACTTCTGGACCCAGAAAAGCCAGGTAACAGGTTT 

CGAACAAACAAGAAGGCCAAAATTTGGCGTGATACATTCCTAGTGGGAAG 

AGGCNA NATTC TACGTAAGAAGGAAGGATCCAGCAAGAATATCCAACAGT 

CAAATCACTTTGCCCAATATGAACGGGGTCAAGAACTATGCCAGCAGGCC 

A GGTA CCCTTCKjCCGTCTAGACTGGTGGATTCCCCGGCTTGAAGAATTCC 

ATTTTAAGCTATTATTACGTCAACTTGAAGGGG 

>Sequence 160 

TGGATGATGNATTGGTAGGCCTCATCGCGGTGGCGGCCGCCCGGGCAGGT 

ACACAGGACCAATGCTGCCCATCCACATGGAATTTACAAACATTCTACAG 

CGCAAAAGGCTCCAGACTTTGATGTCAGTGGATGATTCTGTGGAGAGGCT 

GTATAACATGCTCGTGGAGACGGGGGAGCTGGAGAATACTTACATCATTT 

ACACCGCCGACCATGGTTACCATATTGGGCAGTTTGGACTGGTCAAGGGG 

AAATCCATCCCATATOACnTTGATATTCGTGTGC Xllirril ATTCGTTO 

TCCAAGTGTAGAACCAGGATCAATAGTCCCACAGATCGTTCTCAACATTG 

ACnTGGCCCCCACGATCCTGGATATTGCTGGGCTCGACACACCTCCTGAT 

GTGGACCKjCAAGTCTGTCCTCAAACTTCTGGACCCAGAAAAGCCAGGTAA 

CAGGTTTCGAACAAACAAGAAGGCCAAAATTTGGCGTGATACATTCCTAG 

TGGAAAGAGGCAAATTTCTACGTAAGAAGGAAGAATCCAGGCAGAATATC 

CAACAAGTCAATCACTTGCCCAAATTGAACGGGTCAAGAACTATGCCAGC 

AGCCAGGGTCCTCGGCCGCCTAGAACTAGTGGA 

>Scqucncc 161 

GATAACGTTGAACCTCATCCGAGGCCGGCCGAGGTACCATCCTATTAATA 

CTAACTTCTGCTTCTAC^TACTGTAGACCTTTCTGGATGATAGAAATCAA 

TGCAGCGGGTGGGACGAGGGCACCATTTATATTGGACTGACTGATATGGC 

TTTCTATACCAAAGGTAAATGCTGAATGAGAAAATCCTGACTCTTGCAAG 

TATCTATATACX^AAGAAGTTGACCTCATCACTGCTTATACTCATCTTTAT 

TCCCACTTAAACCATGAGGTCACACCACAGGATATAACCCATTGGCAGTG 

CATTGATGTGGGGATCTGCAACTGAATATCCGGGCACCGCCAATCACAAG 

TTGCTGTTGTTGATGCTGGAAACGGTGGCCTTCAACGCCGCTTCCCCCTT 

CCGGGAATCCCCGCGTCTCCCCCCGGGGTTWaATTTCTCTAACTA 

GTCTATTCTCACTAAAATAT TCTTTA TAATTTAAACm 

ATAGTT ATTCACTATTATTTATTTTTTATATATTATTACACAATTCTATT 

1 1 nil AAATC AATACTTAACAC T'l " HUT I "I AATATTTTATTACAATATA 

CCAATAGATTATAACATTTTTACTTATTACATCTTTCTAC 
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> Sequence 162 

GGCGGCCGAGGTACCIXj(XXTGCTGGCATAOTTCTTTGACCCGTTCATAT 
TTGGGCAAGTGATTTGACTGTTGGATATTCTTXXTrGGATTCCTCCTTCTT 

CCTTC^GTTTGTTCGAAACCrcTTACCTGGCTITrCTGGGTCCAGAAGT 

TTGAGGACAGACTTGCCGTCCACATCAGGAGGTGTGTCGAGCCCAGCAAT 

ATCCAGGATCGTGGGGGCCAAGTCAATGTTGAGAACGATCTGTGGGACTA 

^I™^ TACA ^ GGArcACG ^ TAAA ^ AAGG CACACGAATA 

TCAAAGTCATATGGCATGGATTTCCCCTTGACCAGTCCAAACTGCCCAAT 

ATGGTAACCATGGTCGGCGGTGTAAATGATGTAAGGATTCTNCAGCTTCC 

CCGTCTCCACGAGCCTTGTTTACAGGCTTTCCACAGAATTAT 
>Sequence 163 

TTATTATCGATGCGCACCACGCGTCCGGGTGGCTCTATGTAGTTCTAATT 
TGCATTTCTCTAATGACTAACGATGTTAAACATATTTTTATGTACTTGTT 
^5iiSIIP^ GA ^ A ^ G ^^ A ^^ AA ^^^^C A CCATTTTTATGGA 
GCTGI 1 1 1 1 j i ATTATTGAGTTGTAGG ATTTCTTTATATATGCTGCATAC 
CAGGCCTTTGTTATATACATGCTTTGCAATGTACATTGTCTTAAAATCTG 
TGGCTTGCCTGTTCAATTCATTA G TG GTGTTTTGTTAA GC AGTTTTTAAT 

TTTGATGAAGTGT AACT TATTCATTTTTTATTATGGTTATTGCTTTATGT 

TrcAGG^cAAATmGccnra^ 

IfT—lL' 1 1 ' ' GCTGATTTATTTACTAAAGAAATTTGAGGGATTTGCTA 

TAATGTTAGGGATTTTTCTAGATGCCACT 

> Sequence 164 

TCGATGACTCACCGCGGTGGCGGCCGCCCGGGGCAGGTTATTTAATTTCT 

TAGTGTCTCAATTTCCTCCTCTATAAAACAGAGATAATAGTATTTAGCCC 

o? A ^" GTCGTGAAGTGTGAATCA ' mCTC C A TGTAAAACACATAGGA 

r*™ G ^ A . TCGTGGTGGGCACCTGTAATCCCAG " ACTTGA GAGGCT 

GAGACAGGAGAATCGCTTGAACCCGGGAGACGGAGGTTGCAGTGAGCCGA 

GATAGTGCCACTGCACTCCAGCCTGAGTGACAAGAGTGAGAGTCCATCTC 

AAAAAAAAAAAAAAAAAAAAAAAGTACCT 

>Sequence 1078 

£ A ™ CG £![ GTATATA ^ 

NNAAAGTGGNGGNGNGATTGTATACGACTATATAGGCGAATGGGCCTCTC 
AAGCArrCTCNANCNGNCGCCANTGTGATAArrcTCTCTATAATCGGCCG 
^ G ^^ GGTACAGAC ^ AGTACCmGCTmATA TATTGTGTTrm 
GCATAGATATGAATAGTTTCACTAATTCCATTCATGGTACTGTAAACATT 

C^^^GT^ 
>Sequence 1079 

^A C ^ G ^ CA *^ A ^ GAGGAAAATCAGGGCCTG 

TTGATGT 
>Sequence 1080 

CGATATG<WAGTCGACCCACGCGTCCCKn^GCCATCG<XCAA7^KK}CrcAT 
A ^™°JP GCCATGGTCGCAGGGATAGA< ^CTC^ 
^CACTCACCAAGGCAGACCTGGCTACAGCCACTGCTGAGTGCCCCATIT 
TCCAGCAGCAGTGCCGAACACTGAGCCCTTGATATGGATCATT^CITGGG 

CA ^^ GGGGAGAAG1 T^^ 
^^°^t TCCTACACGCAA1 ^ 

^CACGGAATCrcCTTATCCACCGTCATGGTATTCCACACAGCATrGCCrc 
J5 ACCA ^? G £ ACTCACmACAGCTAGTCTGACAG TGGGCTCATGCT 
G ^ A ^J TC l C P ATCCCACC ATGrrCC CCA CCATCCCGAAGCAACTGGATT 
GATAGAATGGTGGAATGGCCTTTTTGAGTCACAATAACAATGCCAACTAA 
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^GGTCTAAAGGTTAGATCCCAAGGAGAAAGTTCCACAGAA 
> Sequence 1081 

JTCCTC/^CCTACAGCrcATGATCTTGCAGGTCCTTCACC^ 
^^T?Z GAAGAGTGATGACTACGA ^ A TGATAAAGAAGATGAA^GGGA 

>Sequence 165 

I^ < ^ AmCGTAAC ^ ATACA ' m ACCATTGTrATCATCTACTAT 
rA^^I3^ CTACATGGAGTATATGTCAA ^^^^^GTTCT^ 



PCT/US00/33312 



GCTGGTTTGGACCTGCTTCAAATATTTTCCTTCACCT^ 
GG^TCCTTGCKJCGGTCTGAACTAGTG^ 

ATATCAACTTATATGTCCCGCGCCCTCAGGGGGGGCT 
> Sequence 166 

A?r£ CA £ A ^£^^ 

ACGATGTTTATCTATTATTATGTTCCTACATTATGTTTATTAC>n>niTJ A a r 
>Sequence 167 

CA^AArrf^^^ 

SeJe^fS AA1TGGCCA CCAAT OATACTCAACCTACGAGTACCCT 
CTTGTCCTTTCACTTCACACATTTTTCCAAC1TCTATCTTAATATCACAT 



Page 71 
(of 261 pages in Table 2) 



WO 01/42467 



293 



PCT/US00/33312 



Tabl 2 

IS^ItT^iLL ICI 1 1 1 rTAATATAAATATAATATAGTCTATCATATTGT 
T^TCTTCAGGAGACGCTCGTAGCCCTCGCGCTTTTCCTAGGACAGTTC 
A^^CCAGAGAGAGGTAGGTCTAGGAGGCCTGCAGGTACCT 
^ G I G I GGCCATOANANTCT GNCTTACCGNGGNGCCGGCCGCCCGGGCA 

™S C ™ G ^™ A J^° ATGNAATAAATC ^ 
^r AG Ir.?? C ^A TC Z GNAAAATACTAAAATCCGAA 

" " lGAGGACCT GACCTCGTGCCTCAAAGGAAATGCTCAT 

Saag^ 

I A t^ ™ TAAG IGCTCAATATTTCCCAAAATNTNNCAAAAAAGTCT 

IT^^^ AG ^ 

A £ A ^ G 4^ A J G ^ A ^^ 

GGGCCCACmC ^ CA TCNNNGCTTTTAATTCC^^ 
A ^ CATGG " CCTCTr ^A^^ 

£^~aSS g s 

>Scquence 170 

^•tokaaaatcmtaccacaaotcttatoS^^a^?* 

>Sequence 171 

1 1 1 IGGCAAATGTTTATGGTTTTAC 1 H CT^ CATTAATCAAAAAAT^T*^rT 
TAAA G TGCTACC A AG C A G C AAAACATG TCG^^TC^3rrCTCTG^TCATGfi 

CAGAACTGCCCACTGTGAAATCGCAAAAGGTAT 
>Sequence 172 
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G^ATGCArrCACCGGGCGGCGGCCCKKJTACAGATTrAAGGTTCATCGA 

^^ G 5I AAGGATAGCTACAGCT ^ T ^ G <^AAGGTCTGTGGCACT 

^ AG 5^^?I2S GGAAGGAGGGCTCTC " n ^ A ^ T GACACACTO 

TAAAGCACTTACTGAGGGAGCCAGAGCCCAAACTCTAAATGTGCTGTAGA 

AAAAGGGCC^GTCATrGACTGCACCACTCCTTCAGCCAGAGGTAG 

GA T^ A £ r 5^ GaATC ^ TA <^^ 

ACA^GGGAGGGAGAGGTATCATGGTGATTAATAAATTCAAACAAAGCTG 

^T^I A ^ GACCCCAG0ATGGAATACAGTCTGAGAAAGG CCTGGGGAAAG 

GGAGGCAGAGGGACTGAAGGAAGCAGGTCAAGGAAGATACACCC 
>Sequence 173 

^^Z^5i^^^ A ^^^^ G ^ GGGGGGAG ^ AGGGGGGA '' AGG T"GGAAAAA 
^a A ^x^^ CACAAGTCAAGGAACCCAGGGCCAGCTGG AAGTGTGGA 

GTTCTCTA^tTct^^ 

TTGAGACTGCATGGGGGCATAAATGAGA^TO3CCTC^^ 

ACTrGAAGjGAAGTGGAGACATAAGGAGAGACAAAAACAGGTTTGTGCCAT 

^ A r 1 ^IilIIS AAAGACACC ^ 

TCACTTCCCTGCTCGCATGAAACrnTGCCTTAAGAAGGGTGGCTGGAATT 

C £j^Jir GGTAAAGGGCAA '^ GGGT AAAGGAC 

iGCCTTATG 

>Sequence 174 

GTTTGATTGCGGTGGCCGAGCGGCCGCCCGGGCAGGTACCACTAGGGTGT 

^T^^ A ^ > ^ GATAACCAGCTTGAAGAGGrrCCTACT GACCAGAAAT 

rr^^^ AAGCATCAATAAGGGTAATAACTGCAAG AGACTGACAT 

!^ A ^J A J GG J^ AA A^ GG ATGAGGTCACAATGATACTTAATTTTTCATTA 

TTCTGAAAACCAGTAAATAAAGGCTAAGATTCAACAAGCATTTATCCAGC 

^T™ G ^ GCAAGGTGGCTCTCGCCTGTAATCC CAACACTTTGGGAGGC 
^ A °°™ GGAAGATTGCTTG AGCCCAAGAGTTCTAGACCAGCCTGGACAA 

^ A Z G ^Z G ^ c fS rGTGCCTACAAAAAAAA ^ 

CACTTCCCci 1 1 1 "I ACTGTAGGGGGGATAACTTTT AGGAATTAACTTTTT 

A AA J A IT A T^^ GAATAAAGCATCTG ^ AATGG ' rrA AAAANACAAAAG 
ATO^AATAGAAATAATAA<X5TCCCTCGGCCGCTTAA^ 

IHSSS5l5jHEP GAGGAAA ^ GA ^ CAAG ^AATGATACCGTTACCCTTAGG 

GGGGGGCCGGTACCAACTTTTTTTCCTTTAATGGG 

>Sequence 175 

A ^I CA ^ G ^£ A ^ ATOGTA ^ACTGTACGTAATAOVTCGACGTCTGCTA 

CTC^AjrmACTTTATTATATATGTACACTCACTCTATCTATATATAC 

TATTATTGTATCTATGAGGCTATNTATATATTTANNNNAAGTTTGGTGTG 

CGCGACCG^AGGTACCAAAACCTOGGGATrAAGCTAAGAAGTCTGGTG 

~ GAGA £^T GGAOTT ^ 

^^ GA T TCCTGAGTGTCACCTGAACAAGAAAAGTC AAACTGGAGTGAAAC 

^I° GA ^ ATGGAGCGTGTGTGGGAAAGTC " CG TCCGTCAT^CATTCCTG 

GACAGGGACATGAGAGCTCATGCTGGACACAAACGATCTGAGTGTGGTGG 

GGAATCMAGAGAGACGCCCCGGAAACAGAAACAACATGGGAAAGCCTTCA 

TTrcCCCCAGTAGTGGTGCACGGCGCACAGTAACACCAACTCGAAAGAGA 

CC^ATGAATGCAAGGGGTGCGGGAAAGCCTTTAATTCTC 

? AAA ^ G 5J^ GAG i^^ 

A /^ ATACTTGGG AAAAAACGCTATG AATG TAAATACTGTGGAAAACC 

^I»^^ A Y CCAGG ™'^ AAA " CATG ' n ' AGAAA TAACACTGGG 

$ AA ^ C ^ A f CAAAGGTAACCATGGGGGAAAGGC ^ 
TACCTTTCGGCACATTCAAATAAAACTTAACCGGCTGGT 
> Sequence 176 

^£SS£ A i 3GACGCGGGGTGCTGTG AAGAGCnTGCATTGTGGGAAGTCTT 
TCCTTTGTCGTTCCCCGGCCATCTTAGCGGCTGCTGCTGGTTGGGGGCCG 
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GCTGGAGTCGATCAACTCTAGGCTCCAACTCGTTATGAAAAGTGGGAAGT 

>Sequence 177 
rCrccrcGTTAC^ 

CGAGGTAC1 1 1 1 1 1 1 1 1 1 1 TTITTTTATG AATTATTTATTTTCTTTCTCA 

GAAAAGGATGCGCCTCCACrrAGCAAGGCTGGGCAGGATCTGOTTWCA 
TCTCCCCACAGACGGGGTGGTTCTAGA rCTCCA 
> Sequence 178 

I?22S5i 3 ^ GAGAOTCCTCGCGT< ^ CGG CCGCCCGGGCAGGTACCAAAC 
CATTTTCACTAGTTCAGGATAGGAATATTCATCAGATTGTrcTCTGTAAAA 
GTCAATCACAAAAArrCCACCTCTCTAGGTXnXJCWACro^ 
GACACKiGCCCTGGGAAGAACAGAAACCACrmCCTCmCCTC^AT 

TATTGCTGATTTTATTATGAAAATGAAGTGCTAAAGACAAAGGATATnTC 
>Sequence 179 

I5°^II G ™ CGGG CTGCCGAGGTACTCACAGTCACGCAAArrCACTC 
TCTTK^GTGCACGGCTTTrCCATTCTTCTTCTTGGCTT^ 

AGA ^ C J^ CCTCTGAACCATC ^ 

I G ?^ ACGACAGTCCCCT ^^ 

>Sequence 1 80 

T^oTTJ G v^^ A ^ GGGGGGGGG ^ GAGG ^ G ^ G ^ G AGTCACGCTCCTXn'G 

AACCATCCTTGGGCTTCATGGGGTTG<3CATTGAGGATCCC^ 

CCCTGCTCGGTCTTCCAGACiC^^ 

GGACACACATTCTGTCAGGTCACGAAGATCATTCAGTTTlCCA^VT^n^lA 

AGGTTTnCCACTATTCACACTCTCTGGCGT^ACCTTCTTCAATA 
C^TO^CTCAATCTATITCITC^ 

CTTGATCTGAGACAGTCTGATCAGTTTT 
> Sequence 182 

OG^GGTCTCCAGTCCTTICTCATCAGGGAGCACACTXXTCTGCCTCAT 

TG^GTG<KCTCAGGGATATGGAA1TAAGAT(XACCTGG^TSJa 

C^^?^^A^ CGCAGGAAAAAAAACA ^CT 
CTGGAGTAAAGGATCCTCACATCCACGTGAACCAGGAAACTCTG 
^bcqucncc 183 

AATATACTGGATATTCAGTTCKSAAAAAAGT^^A^SS^ 



AAT 
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J?^^Z^^^ GGAGGGATATAAGAAAG ^ TAA ^AAACrrTATCAG 
Ar^A^^^r^i^^^ GAA ^ AAA ^ GAAGAAAAGGA '* AAAGAA ^AA^ 

jA^rrAA^^ TGAAATAATCAAGCTACAACTAGAA ^ 

AACTAGCAAGAGTrcAGACTAAATCAAAATCTATCAGGATrrACTrGTIT 
> Sequence 184 

^^^^^^ GCGGGGCGGCCGAGGTACATGGATAC GTTCTOT 
TCGCGGCGGTCTCCAGTCCTTTCTCATGAGGGAGCACACTCCTCTGCCTC 
ATTGCAGTGGCCTCAGGGATATGGAATTAAGATCCACCTGGTGTGATGAA 
I^^ ACTCTCAGCAAC ^ 

ATCTGGAGTAAAGGATCCTCACATCCACGTGAACCAGGAAACTCTG 
>Sequence 185 

^^^r -ANTCC ^ ACCGGCCGCCCGGCAGGTA CGCGGGGGTGTCC 

GG ^ GA J GGGCACGGGCA TO7TCGriTATAGCTGTCTGrrrGCATTCTG 

^?^^ C J^ GGGATCA ' n ^ ATCA ' riG CCGACAGTGGTGGTAATGGA 

AC £ AGCG ^ GGA ^^ 

^rA^™^J rGGTGTTTGCAATATCGTrCAGCAAGAA TGGGGTCGTG 
a^I^^ GCCAGG " GTCCTGGTGACAGACGGG TGTCTTGGCA1TGGT 

> Sequence 186 

^ C ^^ AA ^S GCTCACCGCGGTGGCGGCCGAGGTA CTCACAGTCA 
C ^^ A J^ ACAG ^ GCGTGCA CGGCTCTCCATTCrrCTKriT 

^ A ^^ C ^ AGGTCAAGAGC " CACCCATAA "" AAGA ccrrcTCAGGAT 

^^^" CAGmCCATATGCT0AAGGT1 ^CCACTATTCACACTC 
^rr?^^^" CAATATAACCCCAAATGTCACCGAA TCT^ 
TTCCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTC 

>Sequence 187 

AAC^TAAGACATGGACATCKKJTGGGAACCAAAAAGGCTCTCACC^ 
A^TOCGTCGAGATA^^ 

A ^^^^^ A J ATACATCAAGAGTCCGTCAGCCC CTGGCAAOTGGAAT 

G Jrr GA S^TS GAGAAC ^ AGCOTCCTAACA ^ 
AGCCAACCTGTTGGAAACTTCTNCTTTAACTCGCAGTGGAGCTTTCACTG 
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CACTTGACGGTACCTTGGGCGNTCTAAGACTAAGT 
>Sequence 188 

GGAGGATGTGCANhnvrrTmTTTGAANANGCGACTCCACCGC 
CGCCCGGGCAGGTA C1 rTTTTTTTTTTTTTTn I ' 1 ' 1 GTAACTACAGGTGT 

cagatxk:atcacaaaagcagaagt(k:cctttcagctcttctctgtgccat 

TCCTTGTCAATTTCATGCTGCCTACAGCAACAGCATAATACTGCAAACAG 

CCATGATGTCANCTCGAAGTGhfTCTCTGTGATTGACAGAGAGGGACACGT 

S5 T ^ TC ^ GAWTCT ^ TOTCAGAAGAAT ATCAGAACTCAACTCGCTG 

TGCCTCCAAGGGGCTCAATCCCTTGATTTGAGGGGAGGGATGNAAATATT 

CTCTGCATGAAGAGAGCNAGCGGATGGGAAGTGATACTAGGTATGTAAAG 

GATGGTCAGTTACCTCTAAATGTAAGTTAGACCAGGACAGCCAGAATCAC 

CGAAGGTCTTGGTTAAGGTCCCTCTGTAACAAGGCCGTAGAAGGCCCAGA 

AATGTNGGTGACAGCGAGACACNATTTCTTAAACTCTTACANCTTGTTGT 

A ^ZP^ G ^ AAGAAAGG ^ GAGA ^^^ G ^^^^AAAATCCCCCTCCCCAGC 

CCTTTTGTTTCCCAAGAAACTCAGTTATTCAATTTTTCCTGGTGCCCTAA 

CATACAGTAGTTCCCTTAAGATAAAACACTACCTACTTGCAACAAAATCA 

TNAGAAGTGCCAGAGCCATTACCAAGATGGGTTACCATAAGAATTAAAAA 

AATATTATTGCAAAAAAAATAAAGGTTCTAAAAGTTAAAAAATGGGATTA 

AGATGGTAACTCTTACCTAATT<XCTAAAAATGGCTTGTTATTAACCGAA 

CCGGCTTGGTACAAAACACCGTGGTTTTAATCTACCCGGAAACTTTGGTC 

TTAACTTCCCTTCCTCCCTGACAATCTTAAATACCT 

> Sequence 189 

CCGGGCAGGTACGCGGNGAAGGAAAGCAGCTGCAAACTTCCCATCTGCAG 

TGTTTGTTTGTCTCGGCTCCGGCCATCACTGCCACGATTACCCCTGGATG 

AATTCCTCAGTGGAAATATCAACAAGACTCAGCCCACCTGCACCCAGGTG 

ATTAAAAAGCITTATTGCTCACACAAAGCCTGTTTGGTGGTCTCTTCACA 

TGGACGCGCGCGACATTTGGTGCCCTGACTTGGATCAGGGGACCTCCCTT 

GGGAGATCAAT(XCCTGTCCTCCTGCTCTTTGCTCCGTGAGAAAGATCCA 

CC^GACCTCTCKjTCCTCAGACCAACCAGCCCAAGGAACATCTCA 

TTTTTAATCAAGAATATTCTGTGAAAAAGACTAAGATATCAGAGAAATTA 

TT AG /!^i$^ A ^ 

AAGACTCTTGCTTTGAGAAGACACAAAGAAATCACATCATCTTATTGGGA 

TTACTGGCTAGCCATATGCAGAAGATTGAAGCTGGTCCCCTTCTTACACC 

ATATACAAAAAGCAGCACAAGATGGATTACTTAAATGTAAAACCCAAAAC 

TATAAAAACCCCTGGAGGACAATCTATGCAATACCATTCTGGACATATGA 

AAAAGCAAAGGATTTCTGTGCAAAACACCAAAAGTTATTTGAACCAAAGC 

CAAAAATTGACTGGTGGGATCTAATTAAACGTGAGAACTTCTTGACAGCC 

AAAGGAAATTGCGGCCGAGTAAATAGACCATCTTAATAATGGGAGAAAAT 

ATTTGCAAACTATGCTATCTTCAAGGGCTTATTTTTAGCCTTTATAAGGT 
TGTTTCCAAATTCCC 

>Sequence 190 

TGAATGATCTGATCGCGGGGCGGCCGCCCGGGCAGGTGCCATCGCCGTCC 

CATTGCTCACAGGGACTGGGAAGGCGATGCCTGGCGGGAGCTGCTGGTGG 

AGAGACTCGGGATGACTCCTGCTCAGATTCAGGCCTTGCTCAGGAAAGGG 

GAAAAGTTTGGTCGAGGAGTGATAGCGGGA<nrGTTGACATTGGGGAAAC 

mGCAATGCCCCGAAGACTTAACTCCCGATGAGGTTGTGGAACTAGAAA 

ATCAAGCTGTACCCTGATGCTACAGACGAGGACATCACCTCACACATGGA 

AAGCGAGGAGTTGAATGGTGCATACAAGGCCATCCCCGTTGCCCAGGACC 

TG^CGCXKrCTTCTGATTGGGACAGCCGTGGGAAGGACAGTTATGAAA 

AGTCAGCTGGATGACCAGAGTGCTGAAACCCACAGCCACAAGCAGTCCAG 

ATTATATAAGCGGAAAGCCAATGATGAGAGCAATGAGCATTCCGATGTGA 

TTGATAGTCAGGAACTTTCCAAAGTCAGCCGTGAATCCACAGCCATGAAT 

TTCACAGCCATGAAGAATGCTGGTTGTAGACCCCAAAAGTAAGGAAGAGG 

ATAACACCTTGATTTTCTATTTN 

>Sequencc 191 

TGGGAAGTGATCTAATCCCTCTACCGGGAGGCAGACGCCCGGGCAGGTAC 
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TCCCTGGAAAGTCCAGCTGAGAAAGCGATCCTGCC 

G GTT A CCCTCCTGTAA G TXnTCTGCTTAGTGTTC AG AATTGGG GG ATCCT 

GGGACTGGGCAAGGACITGTAGGCAACACCCCATAGCCTGCTCATGCCTG 

TTGGGTT GCCTAT GGATCATTC^CTGCTGGGCTCACTCACCGGCTTCGTA 

TAAGGTCX i I i riXjAGGTTTATTATTTCCITGTCCATATACTTC 

TTCATTGGCTTGTCTGGGACCTGCCTTAGGTTCTCCGAGGCATAAAAGGG 

SS2S ACAG ^ CCCGAGTTCGGW 

CCTTGGTCATCTTAAAAATCCTTCAGGTTTTAGCCTGTGCCCCCAAGACA 

AGGATTTTTCCAGAATCTTCTACTTCAGTAGTTACTGGTATGAGAAGTTT 

CGGCAACTTCTCCCTGATCC<XAAGTCCCAATTACACGAACTCCAAGCGG 

TTTGCTTCTNCCGCGTACCT 

>Sequence 192 

G^T GATGAAGCCCrCTACC GGGTGGCGGCCGCCCGGGCAGGTArTTTTT 
1 1 1 1 1 1 1 1 J 1 1 1 1 1 j 1 1 1 j 1 1 1 CTGGCTTGAAATAC AGCTGAAATAACTG 
AATTTTCTACTTGAAACGTGTGTGCCTCTCCACTGAGGGGCCAAGGCCCT 
GGAAATGTAAAGGGCCAATCTTTGTTACAGAGGGGTTCATTGCAGTGAAG 
GGCGGGTTCTGCAAAGACAAACAGGTCTCACAGATAGTTGCCCCCGCGTA 

>Sequence 193 

ACTGTACAGATCTAGTACITrATCATACTTAATACGTGTGTATGTTTCA^ 

CAACGATTATCTGTATACAATTCTATAATTTATATAGAATATCTTATAAT 

GGTTTGTATAATTACGTTTTATTAAAATTACANNTANNNATGGGGCGTTG 

AATTAGATGCGCCTATCGGGNGGCGGCCGAGGTACGCGGGGGCTGTAGTG 

GCTTCGTCTTCGGTTTTTCTCTTCCTTCGCTAACGCCTCCCGGCTCTCGT 
TAGCCTCCCGC 

>Sequence 194 

CGCGCATCTTGTGTCTATAGTTAAATCATCATCTCTGAGATCACTATTAA 

TTGTCACCGTATTCGAATTTCTTCAGATGATGATTGAACAATAGCTTATG 

TGATATCATGTACGTCTGTTCCTTTCTCAANCCNTTGGGCNAGATGATTT 

^^^*^ C ^^£CGCGGAGGCG<jCCGCAGCGGCAGCTACAACAlACCGCG 

TCGCTCTCCGCTCAATTTCCAAGAGCCAGCTTTGAAGCCAAGTGCCCCCG 
CGTACCT 

>Sequence 195 

AGGACGATGGTCGNANNTGCAGCNTTACCGCGGTGGCGGCCGGTGTGCTG 

TGCTCAGCTGCCTTCCAAAGGAGGAACAGATCGGCAAGTGCTCGACGCGT 

GGCCGAAAATGCTGCCGAAGAAAGAAATAAAAACCCTGAAACATGACGAG 

AGTGTTGTAAAGTGTGGAAATGCC 

>Scquence 196 

I^ A J$ ATGCGCTCAC ^^ 

TGGTATAAAATATCAAACATTTTGACTGTTTAAACAACTCAAGATATGTT 
TTGCAAAATTACAAAACATTATACAGGTGACTTAATTAATATCTACTCCA 
A Jl^ ACACAACACATCA ra^ 

AGTCTAATTTATATTAGTGCAGAAAAATCACATTCAATAAACCACAATTG 

TAGAAGAGACAGATAAGTGTGTTTGTCACATTTTCACACAAATATAATTT 

GATATTTAATTAAGGGATGATGAA 

>Sequence 197 

TTCTATCGT^GTATATATCTATACATGTCTTATCTAT^ 

TATTTGTTTTTGCATCTATATTATTTTrTAATGCGTGTATATATCTATNT 

ATT7TGGTGTATGCGTTCTCGNGTGGCGGCCGATGTACCTGCCTCACAGT 

GCAGGGCGGTATGCCGCCAAACGCTTCCGCAAAGCTCAGTGTCCCATTGT 

GGAGCGCCTCACTAACTCCATGATCATGCA 

>Sequence 198 

CTTGCTCAGCCTTTCCAGGCCCCTCTGATGAGCTCICTA^ 
CAAGGTGTGAATGTGGGAATGAACATGGATCCATCCCATTGGATGGAGAA 
GAAAGGTGGACAGCCTGTTCGTCTCTCATGTCAGCCTAGGGCTGGGAACA 
GTTTGTGAGGACTTATCTGTTGTACCT 
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quence 199 

GTACTTGCTCAGCCTTTCXAGGCCCCTXnXjATCAOCTCTCTAATCAGC 

GACCAAGGTGTGAAGTGGGAATGAACATGGATCCATCCCATTGGATGG 

^^ GGTGGACAGCCTGTTCG TCTCTCATGTCAGCCTAGG<JCTGGG 

CAGTITGTGAGGACTTATCTCTTGTACCT 

quence 200 

AAAGATGGCCAGAOAGAAGCTGGAAGAAATAGATTGGGTGACATTTGG 
?I^ TA1TGAAGAAGG7TACGCCACA GAGTGTGAATAGTGGAAAAACCT 
\GCATATGGAAACTGAATGATCTTCGTGACCTGACACAATGTGTGTCC 
jTTCTTATTTGGAGAAGTTCACAAAGCGCTCTGGAAGACGGAGCAGGG 

quence 201 

GTCGTrGTTCTACTAAGTATATTACGTGTTCTTAATCTAGTArrATAC 
jTTTCTAATATACTCTCAATCTTATTTTGTTATATTATAATATTTGTT 
rATATTATTATTACATATCCAATANATCNATTATATGGTAGTTGTCGG 
-.GCGGCCGAGGTACTCGGGCAAAGAGGGTGACAAGTTCAAGCTCAACA 

TCAGAACTAAAGGAGCTGCTGACCCGGGAGCTGCCCAGCTTCTTGGGG 

AAGGACAGATGAAGCT 

quence 202 

^GTCr^TCTATTTCATGTAT^TAATTCTATrTArCTATCTAT 

VATCi 1 1 ] ri ATTCTTTATTCTATTTTATCATATATTGTTTTATATAT 

NCNKITGGCTTTGTCTTTGGCGCTCTGGCTGCCGTGGTACTTGGGGCA 

GAGAGGGTTTCAGAGGATCCTTGTGAAACACTAGTTAAAAGATGACGA 

^GGGAGAAGTGCGAGGAAAGAAGGAAATTAGTCTGACTGGCTTTCTGT 

rGCACCATTGATrCAATGGAGACTGGCGGGAGGAAATGGAAGACTAGG 

rGGAGATGGGATGGGTGGGGCAAGGGATGGAAAGGAAAAGGCAGACAA 

r A I?^I rCCA ' mATAACAAGTAATATATATCA AAGACrrAAAGGAG 

!^ GACCAATCAGAATAA ^GGCAACTTrAATTCTTAGGAAGATCA 

GTTCCCTCCAAACCTAATTTGATGTTTTATTACTAAAAGCAAAGACCA 

ATGGTACCTGCCCG 

quence 203 

rTTCTGTTTCAATTTTCTCATAATGGATCTATTTATTGTACTGTTTAT 

nr c i A TP ATmcT ^ 

ATmNCCNCTTNTTGGTGTTGCAGTNACCGNGTrGGCGGCCGCCCGGG 
GGTACGCGGGGAAGTCTTTCCT^ 

^GTrGGrrGGGGGCCGTCCCGCTCCTAAGGCAGGAAGATGGTGGCC 
:quence 204 

GA ^ G J AG ^ GA ^ G ^ GG ^ GAG ^'^'GGTGGCGGCCGAAAACTGATCAGAC 
rCTCAGATCAAGGAAAAGATGGCCAGAGAGAAGCTGGAAGAAATAGAT 

oT^ AAAAACC ^ CAGCATATGGAAACTGAATGA TCTTCGTGACCTGA 

CAATGTGTGTCCTTGTTCTTATTTGGAGAAGTTCACAAAGCGCTCTGG 

GACGGAGCAGGGGACTGTCGTAGGGATCCTCAATGCCAACCCCATGAA 

CCAAGGATGGTTCAGAGGAGGTGTGTTTATCTATCGATCATCCTCAGA 

GTOTAATTATGGGTGAAGCTCrrcACCTGGGAACCTGTAAAGCCAAG 

? A ^ GAATGGAGAGCCGTGCACGCAGA CTGTGAATTTGCGTGACTGTGA 
ACCT 

xpience 205 

™^!ir rGAAGCCTCTACCGGGTGGCGGC CGAAAACTGATCAGAC 

TCTCAGATCAAGGAAAAGATGGCCAGAGAGAAGCTGGAAGAAATAGAT 

™ A ^Y!7HS£ G " ATA1TOAAGAAGOrrACGCCA CAGAGTGTGAA 

GTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCGTGACCTGA 
C^TGTGTGT^ 

.GACGGAGCAGGGGACTGTCGTAGGGATCCTCAATGCCAACCCCATGAA 
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GCCCAAGGATGGTTCAGAGGAGGTGTGTTTATCTATCGATCATCCTCAGA 
AGGTCTTAATTATGGGTGAAGCTCTTGACCTGGGAACCTGTAAAGCCAAG 
^G^^A^TGGAGAGCCGTGCACGCAGACTGTGAATTTGCGTGACTGTGA 

>Sequcncc 206 

GGCGATGGATTGATGCGCTCTCCGCGGTGGCGGCCGAGGTACTCACAGTC 

ACGCTCCTCTGAACCATCCTTGGGCTTCATGGGGTTGGCATTGAGGATCC 

CTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTCTCCA 

AATAAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTT 

CCATATGCTGAAGGTTTTTCCACTATTCACACTCTGTGGCGTAj\CCTTCT 

TCAAT ATAAC CCCAAATGTCACCCAATCTATTTCnTCCAGCTTCTCTCTG 

GCCATCrmCCTTGATCTGAGACAGTCTGATCAGTTTT 

>Scqucncc 207 

TGGATGATGAATTGAGCTCCCCGCGGTGGCGGCCGCCCGGCAGGTACATG 

GTTCTTCCTAGAAAGTGGTTCTTCCTTAATGTGTTTCTTTTTACCCCTTT 

TCTTCTTCTTCTTCACAGATG7TTCTTCTTCTTCTGCCACTTTTTCTTCT 

TCCTCTTCTTCAACTGAATAGGGTAAGTGTAAAGGCACAACAAATTAACA 

CTGTATCAGATCTCATTCCrrcCAAAAACGTTTGAGTCCTAGTTTTTTTC 

TGTCATTCTCATCAACTACCCAATGTTTGTTTTGTTTATTTTATAATTGG 

GAAGGTTCTCCAAGGCCTACCACTAACTTTAACGAATGATATAGATAGAG 

CTCAGAGCAATCTTCTCACGATCATGAAGTCATGTATAAAAATCAGGATT 

AAAACAAAGGTCATCTGATCTCCAATCATTATTGGGAAGAAAGTCAATTA 

TATTAGAAATGGTTAAGAGCTTGCACTCTGAAGTCAGACGGCCTGGGTTT 

AATCTACCTGCTGCAACCCTGAAAAATTGTATTTACCCTTGGTGAAGCTC 
CCTATCT 

>Sequencc 208 

GGTGATGAATCCACGATCCCTCACCGCGGTGGCGGCCGCCCGGGCAGGAC 

ATGGTTCTTCCTAGAAAGTGGTTCTTCCTTAATGTGTTTCTTTTTACCCC 

TTTTC7TCTTCTTCTTCACAGATGTTTCTTCTTCGTCTGCCACTTTTTCT 

TCTTCCTCTTCTTCAACTGAATAGGGTAAGTGTAAAGGCACAACAAATTA 

ACACrGTATCAGATCTCATTCCTTCCAAAAACGTTTGAGTCCTAGTTTTT 

TTCTGTCATTCTCATCAACTACCCAATGTTTGTTTTGTTTATTTTATAAT 

TGGGAAGGTTCTCCAAGGCCTACCACTAACTTTAACGAATGATATAGATA 

GAGCTCAGAGCAATCTTCTCACGATCATGAAGTCATGTATAAAAATCAGG 

ATTAAAACAAAGGTCATCTGATCTCCAATCATTATTGGGAAGAAAGTCAA 

TTATATTAGAAATGGTTAAGAGCTTGCACTCTGAAGTCAGACGGCCTGGG 

TTTAATCTACCTGCTGCAACCCTGAAAAATTGTATTTACCCTTGGTGAAG ~ 

CTTCCTATCTATAAAACTTAAGAATGTCTTATCTTACTGGACTGTTACTG 
ATTTAAAAAGAT 

>Sequence 209 

CATACTATATAATATTACGATATAATGATTATATCGATCTTCTAAACTTA 

ACTATGTATATAATTATAAAAATAATTAATACTACGATGAGTATATCTTA 

TGATCAACTACCAAATTCTGTATGATACGTATCTCCACCGCGGCGGCGGA 

CGAGGTACACGACATAGGCACATGTGCAAACACAAAGAAGGTGGGCTGCT 

GCTTCTTTCTATCTGCCCCTAGACCAGGCTCCTTTGCTTCACGTAAGATG 

GAGACTGTCCCATTCCTCTGAAGTTGCTGGAAGGACATTTCCCAGGAAGA 

AACAATTCCTCACTGCCTATAAACTGTAGTCACATGTGGGATAGTCAATA 

GAACATGAGAATCAGAACAATCTGGGCAAATGGGTATGGCAAGAATGGGA 

ACACCACAACAGGACAGATGCCAACTCTCATTCATGCCAGGCCTTTTGGC 

ATATGGGTCCCTTCTGTGT(nTCrrrTCCACCTATTCCTTCAGTCTCAACA 

ATCTCTTTGACCCTGACCGGGCG 

>Sequence210 

GGGATGTGATTTCGCTCACCGCGGTGGCGGCCGAGGTACTCACAGTCACG 
CTCCTCTGAACCATCCITGGGCTTCATGGGGTTGGCATTGAGGATCCCTA 
CGACAGTCXCCTGCT(XGTCTTCCAGAGCGCGGTGTGAACTTCTCCAAAT 
AAGAACAAGGACACACATTGTGTCAGGTCACGAAGATCATTCAGTTTCCA 
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TATGCTGAAGGT7TTTCCACTATTCACACTCTGTGGCGTAACCITCITCA 
ATAT/^CCCAAATGTCACCCAATC^^ 
ATCTTTTTCTTGATCTGAGACAGTCTGATCAGTTTT 
>Scqucncc2l 1 

TXKKKTrATGATGTCGCTCACCGCGGTGGCGGCCGAGGTACTCACAGTCAC 

GCTCCTCTGAACCATCCTTGGGCTTCATGGGGTTGGCATTGAGGATCCCT 

ACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCGGTGTGAACTTCTCCAAA 

TAAGAACAAGG ACACAC ATTGTGTCAGGTCACGAAGATCATTCAGTTTCC 

ATATGCTGAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTTCTTC 

AATATAACCCCAAATG 

>Sequence212 

CAGTCTACATCTAGThn'CTCTTTTCATNATCrTGTTATAGATGTATAACT 

ATCATCCTTCTGTTCACATATACCTTATTGCTGTATTATGGATATACATA 

TATCAATTTACATTAGTTAGAATTTTATGTCTATAAACAACCAAGACGAT 

GA TTTCGAGCCCT TCACCGCGGNGGCGGCCGCCCGGGCAGGTACTTTTTA 

AAn i i i i n i l TCTGTAG AG ACGAGGTCTTTCTATGCTGTTCAGGCTG A 

ACTTCATGGGTTTATTGGGGATGGCTAATGGATGACATTGGCGGTGGTCC 

TTGATACCAGATAAGCCCTCAGTGTGAAGCAGCTCTTATTTTTCCTTGTC 

TTGAGATTGCTCTGGAATGGAAATTAGGCTTTTTTGAAGGTGTGACCCTT 

TTTGTTCATTTCTTCAGCAGTTACTTTTTAATTTTTAAA 

CAGTCTCTGATAAATGATCATTCACCAATCACCGATTACTCTCCTTGCTC 

TGTTAAGTGTGACACTGTCCCTTTGAGAATCTGGCGACAGCTATGTATCC 

CA 1£^ ACACACCCCA ^ 

ACCTTTTATGAGAAGTCCATTTGTGAAGAACCTGGATGTTCAGAGAACTT 

CCTGGGAAACACTGGAAGAAAATAAAGAGGCCGGGCCCGGGGGCTCATGC 

TTGGAATCCCCACACTTTGGGAGGCTTAGGTGGGCAAATAAACTGGGGTC 
AGGAGT 

>Sequence213 

TCTCCCTCGTACTCGATCATCAGAGTATACATATGAGTGTACTCTANTAC 

TACTACGATCTCTATACTAAAGTTATCCTATTCACTTTAGTGCCATCTGG 

TTCTATATGAAACTCTAATATAATCATAGCGTGTTATATATATACTATAT 

ACATTACCATGGCGGTAGATTCGAAGCCCTATCCGCGGAGGCGGCCGTTT 

GAGAAGCCAGCGCTCACCCACCCGGGGTCTCTGTGCATTGACCTTTGGGT 

GCTGACTTGGAGAAAAGCACAAACACGACCAGTCCCCCCGCGTACCT 
>Sequence214 

TGGCGATGTTTGATCGAGCTCACCGCGGTGGCGGCCGAGGTACATGCCTA 

CAGATAGTCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATCGCTTGAACC 

CAAGAGGCGTAAGTTGCAGTGAGCCGAGATCATGGCACTGCACTCCAGCC 

TGGGTGACAGAGAGAGACTCCATAAGAAAAAAAGAAAAAAAAGGGGGGCA 

AAAAGAAA£^TGAAACCAATGTGAATAATITArnTAACACAATATAC 

CTAACATATTTTTATTTCAATATCTAACCAGTATAAAAATTTACTTGTTT 

TGCCCTCTAGAGATAGTAAGCTCCTTAAGTAAACAGAAGTAATACCTGAT 

TAATTAGAATTCCCAACCCTCATCAAGTGTGTGCTTATATAGAAGAAACC 

CAGTAAATGTTTGTTGATTGAAAGATATTAATACTCTTGCTTGGATGAGA 

GTGAGGAAAAAGGTATTAGTATTGGCTTTTCACAACCGCCTGGACCTGCC 

CGGGCGGGCGCTCTAGACTAGGGGGA 

>Sequence215 

TTTTAATGTGCATCTCGCAGGGCGGNGGCGGCCGAGGTACTTTGGAGTCC 
CCTGGrTTCTAAGAATTGCCGrrGACTCrrTCTTTGGOT 

GGTAACCAGACTCCCTACAACTGCACnCITrGTCnTGTCATGGAAGCCG 

cgagcgtagaggttccgcgtgctctck:cck3acttgack:aggtcactgggt 

CCTTTACACTTGTGAATTCGAAGCrTGCCAGATGTATCCTCAATGCATTG 

CCACTTCTGCCCCGGTTGTTCACAGGCTGTCTGGTACGAGATCTCCGACC 

AGTCTGGGGGCGCTGGCGGCCIXKZGCAGCCACCTCAAGATCACAGATTCT 

GCTGGCCATATTCTCTACTCCAAAGAGGATGCAACCAAGGGGAAATT^ 

CTTTACCACTGAAGATTATGACATGTTTGAAGTGTGTTTTGAGAGCAAGG 
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GAACAGGGCGGATACCTGACCAACTCGTGATCCTAGACATGAAGCATGGA 

GTGGAGGCGAAAAATTACGAAGAGATTGCAAAAGTTGAGAAGCTCAAACC 

ATrAGAGGTAGAGCTGCGACGCCTAGAAGACCmCAGAATCTATTGTTA 

ATGATCTTGCCTACATGAAGAAGAGAGAAGAGGAGATG 

>Sequence2!6 

GGGTGTTGATAGATCGAGCTCCACCGGGTGGCGGCCGAGGTACTTTGGAG 

TCCCCTGGTTTCTAAGAATTGCCGTTGACTCTTTCnTTGGCT^ 

CACGGTAACCAGACTCCCTACAACTGCACTCTTTGTCTTTGTCATGGAAG 

CCGCGAGCGTAGAGGTTCCGCGTGCTCTGCCGGACTGTGAGCAGGTGACT 

GGGTCCTTTACACTTGTGAATTCGAAGCTTGCCAGATGTATCXTCAATGC 

ATTGCCACTTCTGCCCCGGTTGTTCACAGGCTGTCTGGTACGAGATCTCC 

GACCAGTCTGGGGGCGCTGGCGGCCTGCGCAGCCACCTCAAGATCACAGA 

TTCTGCTGGCCATATTCTCTACTCCAAAGAGGATGCAACCAAGGGGAAAT 

TTGCCTTTACCACTGAAGATTATGACATGTTTGAAGTGTGTTTTGAGAGC 

AAGGGAACAGGGCGGATACCTGACCACTCGTGATCCTAGACATGAACATG 

GAGTGGAGGCGAAAAATTACGAA 

>Sequence217 

TGGTNTACCGTGGACCTCACCGCGGNGGCGGCCGAGGTACTATCAAACAA 

CATGATACAATTTAAATGTGTCATAGCAACTACTAGTGGTCACCTGAAAT 

CCATTTTCCCCTCCTTCACAGTAAGAGTTTTAGCTGAATGAGTGGCCACT 

CATAGAGAGATTGCATTTCTGGCTTCCCTTGCAGCCATAGGTAGCCATGG 

GACAAAGTTCTAACCCAGGGGGGGTCCAATCTTTTGGCTTCCCTGGGACA 

CACTGGAAGAAGAAGAATTGTCTTGGGCCACACATAAAATACACTGGCAT 

CAAGGATAGCTGATGAGCAAAAAAAAAAAAAAAAAAAAAAGTACCTGCCC 
G 

>Sequence2l8 

GGGGNATATGTGCGCTCCCGCGGTGGCGGCCGAGGTACCATCCTGTTCCA 

CAGAGCCATTGCCTATTCCTAAATTGAATCCGACTGGGCGTGCX^CCTCCT 

CGGAACACAACAGTAGACCTTAATAGTGGAAACATCGATGTGCCTCCCAA 

CATGACAAGCTGGGCCAGCTTTCATAATGGTGTGGCTGCTGGCCTGAAGA 

TAGCTCCTGCCTCCCAGATCGACTCAGCTTGGATTGTTTACAATAAGCCC 

AAGCATGCTGAGTTGGCCAATGAGTATGCTGGCTTTCTCATGGCTCTGGG 

TTTGAATGGGCACCTTACCAAGCTGGCGACTCTCAATATCCATGACTACT 

TGACCAAGGGCCATGAAATGACAAGCATTGGACTGCTACTTGGTGTTTCT 

GCTGCAAAACTAGGCACCATGGATATGTCTATTACTCGGCTTCTTAGCAT 

TCACATTCCTGCTCTCTTACCCCCAACGTCCACAGAGCTGGATGTTCCTC 

ACAATXjTCCAAGTGGCTGCAGTGGTTGGCATTGGCCTTGCATATCAAGGG 

ACAGCTCACAGACATACTGCAGAAGTCCTGTTTGCTGAGAA 

>Scqucncc219 

CA CTACTCAT CTCATATAACTCGATrrGATCATITATACTAAATACTrCT 

CAi 1 1 1 1 ill ATTATTTTACTACCAAATCTTTATTTCTTATATAAAATAT 

TTAAAAATACNCANAGGGGGCGTTGGCTTGAGGCCCCCTCCGCGGNGGCG 

GCCGNTATTGGTGGTGAAGACCCGTAGCAACAGTGGGCATGTCTTCTCGC 

GGTCGATCGGTTTCTCTGGCTCCTTTTTAA 

>Scquencc 220 

GATATGTTGAACCNTTTAGAGACGCTTTCCGCGGTGGCGGCCGAGGTACC 

ATGATATCATGTATCCTGCTTGGACATTTTGGGAAGGGGGACCTGCTGTT 

TGGCCAATTTATCCTACAGGTCTTGGACGGTGGGACCTCTTCAGAGAAGA 

TCTGGTAAGGTCAGCAGCACAGTGGCCATGGAAAAAGAAAAACTCTACAG 

CATATITCCGAGGATCAAGGACAAGTCCAGAACGAGATCCTCTCATTCTT 

CTGTCTCGGAAAAACCCAAAACTTGTTGATGCAGAATACACCAAAAACCA 

GGCCTGGAAATCTATGAAAGATACCTTAGGAAAGCCAGCTGCTAAGGATG 

TCCATXnTGTGGATCACTGCAAATACAAGTATCTGTTTAATTTTCGAGGC 

GTAGCTGCAAGTTTCCGGTTTAAACACCTCTTCCTGTGTGGCTCACTTGT 

TTTCCATGTTGGTGATGAGTGGCTAGAATTCTrCTATCCACAGCTGAAGC 

CATGGGTTCACTATATCCCAATCAAAACAGATCTCTCCAATGTCCAAGAG 
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CTGTTACAATTTGTAAAAGCAAATGATGATGTAGCTCAAGAGATTGCTGA 

AAGGTGAAGCCAGTTTATTATGT 

>Sequence221 

CATGCATCTCTCTNTGTCCATCACTATTTTGTAATATCGATATTATAATG 

TCGATAAGTATCThmTGTGTATGTATTTTATACTGTCTATCGATCTATC 

TGTTATTAThTTAATAACNANANCAGAKITGTTGACCATTTTCTGAGGCNC 

GTCGCCCGGGCAGGTACAGCAACAAGAATCAGATGCTCTTTAGAGATCCT 

CCATTTCATTACTCTAACATTCTTCAATGTGGTTCCAGCCACGCATAGTC 

ATATAGATACTACATATTCAAAGATAACTTACTGAAGCTTGTTCACAGAA 

CCAAGCTTTCTCCTGATAGCTCTTCTTCCCCTACCCCGCACTTTrGGAAG 

TATTACCCCAAATGCTCTTCAGGATTTAAATAACAATTTTTAAAAAGACA 

CTTAACACCACAAAATGGAATTTGCTGGCATGACGCGAACAATACGGTTA 

CTCC AGATG CTGTATTCAAACTGTATGGGTCCGTTGAAAAAATAGATATA 

ACCATTTTTCTCATAGACAGCATCTACTTTATCACCAATTCCTGGGAAGT 

CTTCTTCTATTAGTCTCGGATAGTCTTTATCCATAATATGGCTAGTATCA 

TCATATCTCCAGACCTGGTTTCCTGAGAACAGGAGAGTCTTGCCTGTATC 

CTCAAAGT GAACA GCTGCACTTATCTTCTTAACTTCTTTTGGAAGACCCA 

GTTCAGATATTTTTTTGGGATAACCTTCCAAAATGTCATAACCATT 
>Scqucncc 222 

TCATCACTCACATTCAGTATCCTCTCATTGTTAGTCTAATTACAATCGTT 

CTAATATCACACTCGTATTTCATAATATGTTATAACATGTTGACTTATGT 

TCTAGGAGATATCACTTATATTAATGCACTTAGTGGGGTTGATTCGAGTC 

ACACTCCGCGGAGGCGGCCGAGGTACGCGGGGAGTGTAACTATGGCCGGC 

CTGCGGAACGAAAG TGAA CAGGAGCCGCTCTTAGGCGACACACCTGGAAG 

CAGAGAATGGGACATTTTAGAGACTGAAGAGCATTATAAGAGCCGATGGA 

GATCTATTAGGATTTTATATCTTACTATGTTTCTCAGCAGTGTAGGGTTT 

TCTGTAGTGATGATGTCCATATGGCCATATCTCCAAAAGATTGATCCGAC 

AGCTGATACAAGTTTTTTGGGCTGGGTTATTGCTTCATATAGTCTTGGCC 

AAATGGTAGCTTCACCTATATTTGGTTTATGGTCTAATTATAGACCAAGA 

AAAGAGCCTCTTATTGTCTCCATCTTGATTTCCGTGGCAGCCAACTGCCT 

CTATGCATATCTTCACATCCCAGCTTCTCATAATAAATACTACATGCTGG 

TTGCTCGTGGATTGTTGGGAATTGGAGCAGTTTTTCAGAACTTGTTTACA 

TTCCTTGGAGAAAAAGTGTGACCTGGGATGTGATTAAACTGCAGATAAAC 

ATGGTTCCACACCCGGTTACTTAGCGCCTTC 

>Sequence 223 

TGAGGTTGATTCGACTCCGNGTGGCGGCCGGAGTGATGCCATCTGCAGTT 

TTGTGA TCTGCA ATGATTCTTCCCTTCGAGGTCAGCCCATTATCTTTAAT 

CCTGAC1 1 V 1 "J'l GTGGAGAAACTCCG ACATGAGAAACCTGAG ATTTTCAC 

TGAGTTGGTGGTCAGCAATATCACAAGGCTCATCGATTTACCTGGAACTG 

AGTTGGCTCAGCTGATGGGGGAAGTGGACCTTAAGTTGCCTGGCGGGGCT 

GGCCCAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTCAAGCGAAAGGA 

AAAAGGAGTGATATTTGGGTCCCCACTGACGGAGGAAGGCATTGCCCAGA 

TATACCAACTGATTGAGTATCTACACAAAAACTTGCGAGTAGAGGGTTTG 
TTTAGAGTACCT 

>Sequence 224 

TGGAATGTTGGACCTCTTCGAAGGCGCGGCCGCCCGGGCAGGTACTCCCT 

GTAAAGGGGAATTTCCATGCCGTCTACAGGGATGACCTGAAGAAATTGCT 

AGAGACCGAGTGTCCTCAGTATATCAGGAAAAAGGGTGCAGACGTCTGGT 

TCAAAGAGTTCGATATCAACACTGATGGTGCAGTTAACTTCCAGGAGTTC 

CTCATTCTGGTGATAAAGATGGGCGTGGCAGCCCACAAAAAAAGCCATGA 

AGAAAGCCACAAAGAGTAGCTGAGTTACTGGGCCCAGAGGCTGGGCCCCT 

GGACATGTACAGACTCTCATTTTATGATGTATCCTACTGCATCAGGACAT 

TTGTGTCAATGTCAGGTGACGAGGGGAAATGAAAGTGATGAGACGATGAG 

AGGAGTGAAATACCAAGGACGCCATACTAGGAAACCCAGGTCTATTTGTT 

ATCAGAGTAAGGATCAAGCCAGATAGCCTGTTATGTAATTTCTCCGATAA 

AAGATTTTGAAAGCAGGTGCTGTGGGCATCTGTATGGGGAATCGCACTCA 
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GAAGCTTTACTGTATTACCATCTTT 
>Sequence 225 

^S?Al^??™5 rCCCC ^ M ^ CGWCGAGGTACTCA CAGTC 
ACGCAAATTCACAGTCTGCGTGCACGGCIXn"CCATTCTTCITCTTGGCTT 

I^^ GG ^Z AG ^J^ AACACA CCTCCTCTGAACCATCCTTGGGCTTCATGGG 

S^™F aACGACACTCCCCTG ^°™^ 

^^f^^ CTCCAAATAAGMCAAGGACACACA1T GTGTCAGGTCA 

CTGTGGCGTAACCTTCTTCAATATAACCCCAAA 
>Sequence 226 

JI^^ G f TCACCGCGGTGGCGGCCGCCCGG GCAGGTACGCGGGATGGATA 
^^^ GCAGGAGATCCGGGAGCGGCAGAAGTTA CGGCGACAGCTCCTC 
GCGCAGCAGTTGGGAGCTGAAAGTGCCGACAGCATTGGTGCCGTG7TAAA 

^ C ^ TGATACCTCTGCTCCAAATGCAAAACGTAAG TATCTGGATGAA 

G ^ A ? AGACAGATGAGGACAAAATGGAAGAATATAAGGA TGAACTAGAAAT 

S^a^ TGA ^^^ 

GCTAATATCACTGACTGATGAAAATG 
>Sequence 227 

^ CA ?^J ACGCAAAGTGATrcAGAGAACGCTGGGG CTCACAGGCGCTGTA 

GCAAA ^I GCAACTCTTGAGGAACACTTAAGA CGCCACCATTCAGAACAC 

^ A ^ A ^ G / SX^ G B A G ^ AGG '^' GGAGGG ^' A GTGAAAAGCATCAAGACCAAGCTGT 

I A !E AGCTCTGCGCATCACAGAGGG GGGCATGGTGTTCCACATGGGAAAT 

I^ A > AA ^ CA 5 AAATCAGAGGAGCCATCGGTGTCAA TACCCTTCCTACAA 

A 2 G ^ A ^^ T AGAAGr rCAGGGAGTCTTGGGCACAGACCAAGCCAGGA 

>Sequence 228 

^ CA ^ G ^ AAAGAC " GGCTG " GGGAGGGGCGTG TCTTACACCTTAGGAA 
GA ^I CC ^ AGCTGTACmCCTGTCTCTCCTGGA GCTCCCTCCTACCCCC 
^ C Z? A ?T AGGCCAGG1 ^ GGTGCAAAATCTCC CACATTGGCAAAGTT 
A^ G ^J A ™ GCGCAGTATGTGCC ^ GAATAAAAATCCTGAAGA rTA 

TAfTTTTitA Ar attt o ^ 11111111111111 UTITIT CAGTATG 

T^ GCC J£? AGTCC ^ GA ^ 
AA ^ CGGC / G ,^^ 

SG^GGAG^^^ mGATn ^ 
> Sequence 229 
TGATCATTGAGAC^^ 

°^ C ^^I CTGGGTCACAGGCAGGGCCATGGA 

A f AAA I G j^ C 7 G j^ CGC ^ 
TCGAGOGGCCG^CGGG^A^ 

I^'^IL'^J 1 1 1 1 " 1 1 1 1 1 1 111 TIGGGAACCTGTTACATTGGT 
™V^ AC J^ GTAAAAAGTA " ATAGAAGAG " n ^ A TTGGAATGTTAT 

^^ AG GGCTGGGGGGGGGGGG ^ ACACC TGGCAATCCAGCACm 

CCCAAATGGGGAAACCTTTGTTTTTTCTTTAAATTCCCAATTAAATTCCA 
AAATTTAGGTCXnTGGGCCGTn'AGAAACAGGGGGATCCCCCGGCTTGAG 
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GAATTCGATTTAAGCTTATTGAACCCGGACCTTGAGGGGGGGG 
> Sequence 230 

ACGAACTGTGGCTGCACCATCTGTXriTCATTTTCCCGCCATTTGAAGAGC 

AGTTGAAATCTGGAACTGCCTTTGTTGGGTGCCTGCTGGATAACTTCTAT 
CCAG AAGGGCCAAAGACCCTT 
>Sequence 23 1 

TCGTTGTGTCTTCGGTCTCTTTGTGTCTTCTTATCTTTTCGTTCCTTTTC 

A^TTTATCKrTTTTATCAACTCCCCGCGGTGGCGGCCGAGGTACGACGT 

3I^^^ GOTGTCTGTTrCATTC CCTGATGTTACGAGCAATATGACCA 

rCTTCTGTATTCTGGAAACTGACAAGACGCGGCTTTTATCTTCACCT 
>Sequence 232 

TGCACT GAGTCGGAGCGCTCA CCGCGGTGGCGGCCGCCCfif;f;rAr.r.TArT 
TTATI 1 1 1 1 1 1 1 1 1 ] 1 1 1 1 1 | | i nUCTTTTAAAAAAAAAAAAAGATAT 
TTTAATATATrCAGATCCACAAATATGAAATAAAACTAAGTAGAGCTGGT 
A II^ mACACATAA ^ ATC ^ATACCGTTTGGAATAAGAATTrGGGGC 
A £°J!I A i^ AACCAA ^ GG ^^ 

TCTCCCTCTACAAATGTGAAGCACTCT-nTATCCGGCATrcCTAGGGGAG 

rrcCTATTTTCAAATTTGCAAATCATTTCTGGTGCTAAGCAATCTCAAAA 

T AAA 5 A ^ ACTAAAAACCAGAGGAAAAAAA TCTTATAACTrTGGGAGGC 

TGAGGCAGATGGA TCACTGAG ATCAGGAGTTTGAGACCAGCTTGGCCAAC 

GAAACCCCC1 1 1 1 1 ' I ' ' AAAATTCCAAAAGGTTTCCTTGGTTGT 

GGTGGCAGGGGCCrGGAGTCCCAGCTnTCCAAAGGCTTAGGGAGGAGAA 

^ AC II GAACCmGAGGCGGGGG ^ GCAATGA GTTTAAATCTCCCCTAT 

I^ C Z CCAACCTGGGAACAAGGGGAGACmG ' nT TCAAAAATAA-nTAA 
AAATTAAAACTTGTT 

>Sequence 233 

TGTCCCCTCCCGCTCCACACTTACAACTTCTACATTTCCGTCTCTCGTTC 

™Y^ G lI GlmCGTCG " GTA ' mC " GG " G CTCATTGTrGTTCCCA 

^ A ^^ A ^ CANTAGCG ' mCGGCTCCCCGNGG N GG CGGCCGCCCGG 

TCAAGATGATTCCCTTnTACCCATGTTTTCTCTACTATTGCTGCTTATT 

^^ A S5 CTATA ^ CGCCAACAATCATTATGACAA OATCTTGGCTCATAG 

T^ATCAGGGGTCGGGACCAAGGCCCAAATGTCTGTGCCCTTCAACAGA 

AAGTCCATCTGTGGACAGAAAACGACTGTGTrATATGAATGTTGCCCTGG 

I^T A -I GA ^ AATGGAAGGAATGAAAGGCTGCCCAG CAGTm 

^^IS^^^^^GGGCATCGGGGGAGCCACCACAACGCAACGC 
T A J^^ G J^S G /' G ^ GAAAAG ^ GAGGGAGGAGAT ^ GAGGGA AAGGGAATCCT 
TACTTACTTTGGACCGAGTATGAGGCTTGGG 
>Sequence 234 

^^5I GTCTCTCGTACATATANTCCATCmA TAAATTCTCTCTGTTA 
t C ST^S^^ I ^3Z£ A ^ G ^ CA7CTA ^ ATAAG ^ Gatcgta ^ATTGTCTA 

J A £ A ^T A ITI332^ TA ™^ 

^Z^Z^^^^^^T ^ACA TATATATATGAAACrGTATA 

A ^I G II CGCTOAGTGTCTGGCTCC ^ 
JTCCTGTTATCGTATATGGG^ 

rI c . A I^ c T^ GAA II G ^^ 

GACAl 11,1 1 ATTTTCATAATTTGGAGGGACATGGGGGAGG 

ISK? ACAGAACTTAGTAGGTAG AGGACAGGGTrAGTCCTGAACGTrCC 
A A OTA CCT 

>Sequence 235 

TCmCArnTCTrGTTArrCTCAATACATTCGTTGTATGTGTCGAGTTT 
CTCTTCTCTTCGTCTTGAGTTATGTTGTTATTGATCGACTGTGCGTGATC 
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GGi i it 1 1 1 1 CTATGTTAACGGCCACNNCANNNTTTCTITTGTTCGAGTGA 

CCGCGGNGGCGG CCGAG G AC 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ITTA T 

AATAATTTTGTCATTTTTGTAGAGACAAGGTCTCCCATGTTGCCCAGGCT 

GGTCTCAAACTCCTAGGCTCAACTGATCCTCCTACCTCCACCTTTGCCTC 

CCAATTATCCCCAATTGAGAGATGAAAATTCTGACAAGCTCTCAAACGTT 

AACTGACTTGCCCATAAATGACAGTTCCAAAGTTATAAGGCTAGAAC 
>Sequence 236 

GCGAAACTAACCAGTGCTCCCTACACGCTGCTTTCGCGCTCCCATTCCTC 

CCACTCTTAGCTCGTTGCATATCCGACGATACTCTTTGGCGGTTTTTGCT 

TNCNCNTATTTTGTGGGACGCGTGGCCGAGCGGCGGCCGCCCGGGCAGGT 

ACCTACGCCACAGACAGCCAGAGGGAAAGCGACCCAGACAGCAGCCCCTC 

CTCGACAGGCCCACCCTGCAGCTCAGGCACCAAGAAAACAGCCGATACTG 

GCAGCCATTGCAGCTCCAAACTGCAGAGGCAAGGCCAATTTTAACTTTTC 

AATTTACA GTCGA TTTTGAAGAGCTTCTACATATCGGTTATGTAAATTCA 

TATATGTA I 1 1 1 I GGA ATCAGTTCTTATA AACAGCTCGATTCAGTTTTAG 

CTAAATTTATAGTCTAGGTAGTATGTTACATTTGAACTTTTGTCTTAAGA 

AAAGTTGACTGTTCAGATATTTTTCTACTGTAAAGAAATATACTTTTCTA 

TTAAAGATCTGTACCT 

>Sequence 237 

GCAGTTrrGTG ATCTGCA ATGATTCTTCCCTTCGAGGTCAGCCCATTATC 

TTTAATCCTGACTTTTTTGTGGAGAAACTCCGACATGAGAAACCTGAGAT 

TTTCACTGAGTTGGTGGTCAGCAATATCACAAGGCTCATCGATTTACCTG 

GAACTGAGTTGGCTCAGCTGATGGGGGAAGTGGACCTTAAGTTGCCTGGC 

GGGGCTGGCCCAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTCAAGCG 

AAAGGAAAAAGGAGTGATATTTGGGTCCCCACTGACGGAGGAAGGCATTG 

CCCAGATATACCAACTGATTGAGTATCTACACAAAAACTTGCGAGTAGAG 
GGTTTGTTTAGAGTACCT 

>Sequence 238 

GGCTATGATCAGCTCACCGCGGTGGCGGCCGAGGTACGCGGGGATTGTGT 

GCAAAATCAGAGAGGGGTGCAAGATCCTGATTTTTCAGGAGTTCAAGCGA 

CAATGGCAGCCCAATACGGGAGTATGAGCTTCAACCCCAGCACACCAGGG 

GCCAGTTATGGGCCTGGAAGGCAAGAGCCCAGAAATTCCCAATTGAGAAT 

TGTGTTAGTGGGTAAAACCGGAGCAGGAAAAAGTGCAACAGGAAACAGCA 

TCCTTGGCCGGAAAGTGTTTCATTCTGGCACTGCAGCAAAATCCATTACC 

AAGAAGTGTGAGAAACGCAGCAGCTCATGGAAGGAAACAGAACTTGTCGT 

AGTTGACACACCAGGCATTTTCGACACAGAGGTGCCCAATGCTGAAACGT 

CCAAGGAGATTATTCGCTGCATTCTTCTGACCTCCCCAGGGCCTTATGCT 

CTGGCTTTGGTGGTTCCACTGGGCCGGTTCACTGAGGAAGAGCACCAAGC 

CCCAGAGAAGATCTTGAAATGTTTGAGAGAGGACTTGAAGTTTCT 
>Sequence 239 

CTCTTGTTCTTCTCCCCATTTTGACTCCTAAACCACCTCTCTGCATAACT 

TCCATTGCrTCTTTATCATCCTAATTCTTCCTACTCTTCTGCTCTTATTC 

TTTCCCCCNNNCANTTGCGTTGTTCGACTCCCCGCGGTGGCGGCCGAGGT 

ACCAGTTAAGTGAACAGCTCGTCTAGGTCTGCTTTTGTAACACCCAAATA 

CAATTAGCACTTCrCTGCTGGTATTCCCTGGGCCGTCTTAATTATCTAGA 

GGCCAGGAGGCAAAGCCTAGCACGTAACAAAGTATGTGCTTTGTAACTGC 

TGATTAATTCAGTTTCTTAACTAGGCAGAGCAGGTCATCAGTGTATCTAA 
JTCACACTATTAATA(^CTGTCTTGCTC^ 

C^TJATGGCTAG<XCAGGGAAGCAGTAAACTCK^AAGCAGAGAAAAGG 

GGCAGCTAAGATGAGGCTAGTGCTGGCTGAGTCCCAGTTAGGTCTGTTAC 

TGTTCTGTTCCAACTATAAATCCAGGATGACTGTTACTCAGATTCAGTGC 

TATGTAGAAAATAGAATGCACAGCCAAAAACATAATTTGGGGATGACTGG 

CAGCACCTTTTTTTCCCTTTCTTAAGAGGCTAACTG 

>Sequence 240 

TCATTTCATGAAATTTTATTCATATTATTTTTCATAAACTCCATAGTTCT 
TTCTATGTCTACTAGTTTTTATATTATCTATTTCAACTTCTTATTTTCTT 
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AAAAAATATNANTTGC CGTCTGGCGCCCTCACCGGGGGCGGCCGAGGTAC 

TI 1 1 1 1 1 j 1 1 1 1 1 J i riTGGTATGACTATGAAGGCTAGTGGTCTTTTTAT 

TAGCTATCAAGTTCATTTAACAGACAAAAAATTCAGTTCAATGGGGGCAT 

TAAAATAGGAAGAATTAACAATAGTTCATTAATCAATCTTTCAGCTGTTC 

CTATTTTATCACAATAACTTTTCCTATAATTGAGAGATCCATGAGGAAGT 

(nTGAAAAGAACGTATGTTTCTTTCAATTCCATAAAACATTCAGCCAAAA 

TAATAAAAGAGGCGCTATTACTTTGTTTTGGGTGAATGATATGCAGGCTA 

GGCTTTGCTGTAQTACCT 

>Sequence241 

GCCK3TGGCGCK:CGGTGTGCTGTGCTCAGCTGCCTTCCAAGGAGGAACAGA 

TCGGCAAGTGCTCGACGCGTGGCCGAAAATGCTGCCGAAGAAAGAAATAA 

AAACCCTGAAACATGACGAGAGTGTTGTAAAGTGTGGAAATGCCTTCTTA 

AAGTTTATAAAAGTAAAATCAAATTACA1 1 I 1 1 HTCCAAAAAAAAAAAA 

AAAAAGTACCT 

>Sequence 242 

GATCAGACTGTCTCAGATCAAGGAAAAGATGGCCAGAGAGAAGCTGGAAG 

AAATAGATTGGGTGACATTTGGGGTTATATTGAAGAAGGTTACGCCACAG 

AGTGTGAATAGTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCG 

TGACCTGACACAATGTGTGTCCTTGTTCTTATTTGGAGAAGTTCACAAAG 

CGCTCTGGAAGACGGAGCAGGGGAC 

>Sequence 243 

TGGGCCCTTTGCCTCACCGCGGGGCGGCCGAGGTACGCGGGGTGCTGGGA 

TTACAGGCACGAGCCAGTGCGCCCAGCTGCCTCTGTTTCTTTTATTAGCT 

GTTCTGG ACTGT GGGGCTCCTTGGGCAGATGCTGTATTATGGGGATAAGC 

CACACACTTTTTGAACTGGCCCGGTCAGGGGGGACATAACCATTTCCTGT 

GCCACCCCATCAATCCCCACCTATTCTGAGTGTAGGCTCCTCCCCTGCTT 

GAGTAATGGCCACAGATCTTGGCTCGGCACTCCTAAGCTGCATGTTGAAT 

TCCTGGGACAACAAGACTGGCTTGTGGTTCCATTCTCCAGATCCTTGGGT 

TGGCTTCTGGGTGCACTAGGAGATCTGAAATGCTCTCAGGCCACCAGGAA 

AGTACTGGAAGTAAAGTCTGACTCTAAAGAAGATGAAAATCTAGTAATTA 

ATGAAGTAATAAATTCTCCCAAAGGGAAAAAACGCAAGGTAGAACATCAG 

ACAGCTTGTGCTTGTAGTTCTCAATGCACGCAAGGATCTGAANAGTGTTC 

TCAGAAGACTACTAGAAGAGACGAAACGAACCCTGTGGCTGTAACTTTTG 

AGTGAAAAGACAAAAATGGCTCTTCGTGGTCCCAAAAAAG 

>Sequence 244 

GTC urn AGTAGGG ATAAGGTTTC ACCATGTTGGCC AGCTGGTCTTTAA 

CTCCTGACCTCGAGGGATCCACCCACCTCGGCCCTCCAGTGTGCTGGGAT 

TACAGGCATGAGCCACGGCACCCGGCCCTGGTTTGCTTTCTGAACCATGT 

CAATACAGTACCACCACAGTTGCTATCTCTTGAACATCTTTCATTAAAAC 

ATCACCGTCTAGTTTGAGAATACTTTTAAGCCTGCTGGCCTCCTTTGGGG 

CAT TCI 1 i r riCrCTT TTCA GCACGCATC l 1 TCI IT! C CACTTACTCCGT 

AAGCnTTTAGCCATGTTTTACCTTGAGGGCCGAAGTTAACTTCAGCGGGA 

GTGAACGACAGGGGTGGGCTCCACTTTATCCAGTGCACTCGGAAGCCGGA 

GGGCCCCCACCAAAAAGAGCAAGGGGAACCCTCGCCCTCAACAAGGCCTG 

CATXTRXGGACTGGAGCTCAAGTATAGCCCAGCGAGTGTCAAGAAACGAA 

ATTCTTCAGGGTGGCGGAATCAAGCCCAAGTCCCATGTTTACTGACCGGG 
>Sequence 245 

CX}GCGATrAGGCCCTXKriX^CCCK^ 

'HXKnTGAGTGAGTTCATGGTCCGTAGGAGGATGACCACTAGCCCACCAC 

citccactgtttctacagtcctckkx:agcaagtt^ 
aaatcctgcagcacacacatgccgaaggtattgcccaggatcttgtgggt 

CTCGTTGTAGTAGCAGTAGCGAATGTTTGTGGCTGCTATGAAGAGTTCAA 
AGGGGTCGTCCTGCTTTATGTTCAGTGTTCCATTCTTTATTTTCTTCT 
AGCTGTCGCATTC 1 1 1 1 C 1 11 CGGTGACTGCTAAACCCCAA C 1 ITTTTTT 
TATACCACCCCAAACACTTGAAGGGCGGACCCTTTACAAAGTGGCTTTTG 
G AATAACCCCGGG AAGGAAAATTTTTTCCCCCCCGGGGTC 1 11 T I ' i C 1 ' IT 
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GAACC CCCC^ TTTCCCACAAAAGAGGGAGATTnTTGCCGGTAAACTTA 
CTCCAi 1 i 1 1 1 A ATGGGA AAATCCGGTTTTGGTTTTTCCCCTTTTTTCCG 
GGGGCAGGGG AAAAAA 1 1 1 1 NTIGGCCCCCAGCCCCGCGGGTCCN 
>Scquencc 246 

C ^^ C ^ ACAC ^^CGACTTGCGTTCTGTArGTTACTTATTATTAT 

A IH^ ACTATGmATAACT ATCTATCTITCAGTCCATCATAATAATT 

TGCTTTACCATGTGTATAGTAGTTTAGGTAATCTnTGCTACNNANTCNN 

GCNANTTGGGGTTGTATGTCAGCCTNTCTCGGGTGGCGGTCGTGGGGATC 

AGCGTAGGTGAGCTGTGGCCTTTTGCGAGGTGCTGCAGCCATAGCTACGT 

GCGTTCGCTACGAGGATTGAGCGTCTCCACCCATCTTCTGCGCGGGACCA 

TCTACATAATGAATCCCAGTATGAAGCAGCAACAAGAAGAAATCAAAGAG 

^^J^^^^^^^^^^T^GAAGATGATTCAGCC 

TTCTGCATCTGGATCTCTTGTTGGAAGAGAAAATGAGCTGTCCGCAGGCT 

I G I^ GAAA i GGAAACATCGG AATGACCACTTAACATCTACAACTTCCAGC 

CCTGGGGTTATTGTCCCAAAAAAAAAAAAAAAAAAAAAAGTACCT 
>Sequence 247 

GCTCTAAGCTATAACGTACTAATATTTGATCTATTCATATACATTATCAA 

TCACTAATACACACATCAATATACTTACGTATAATACACTATCTTAGTTC 

ISIl ATATAA ^ A ™ AN ™ TAN ^ GGCG ' nTG GCTTCTCCCCGCGGGNGG 

^^ GAGGTACTCCCCAGC ^ ATATCC ' ITGGTGGG CTTGCTTGACTAGA 

TGAGCTGCTATAGTAGCCAATCCTGTTAGACTTGGACCATTGTTTGTCTG 

AAGAACGGGGATCTGTCGCTCGCCCTGAGCACTGTATTTATTCCCCTTAC 

TCAGTCCCAGGGACTTCTCCAGTAGCGACAACTCTGCGGCCGCCGCCATC 

>Sequence 248 

TGCC GCGTATATGCAN CTTCCCGCGGTGGCGGCCGAr.r,TArTTNno-rrrTT 
' ' " " 1 1 1 J ' 1 TG I " 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 H 1 1IT ACAGAGA 

S CAA ^" GAATAA ' I ^ CTAACTCACTrGGCAGGGGG GGTCTCGCAGCCA 
^^ AACA J CACATAATGAAG " ACTCCmCCAGATG TATAAACAGGC 
^aT^^ CTGATACTCAGTAAAAGGGTCCATAATGG A^ 

aaj^tcatctatix:t tccctc cttcttctctaaggcagaattcttact 

$ITI3SL A GGGC AGA ^"^T^TCTATTCTG AGGTCG G A CTGG GTCTGTC 

J^^ ATGGAGATCTGTmGGGAGCTGCAGGAA TGCTCTGTGTO 

CCAGATCCCGTAAATGAGGGACTGTnTGCTGAGCTGAACAAAAGTGAAG 
CAGG 

>Sequence 249 

A A Ix^ A ^™^ AGATCAAGGAAAAGATGGC ^ 

AAATAGATTGGGTGACATTTGGGGTTATATTGAAGAAGGTTACGCCACGG 

r^™ AA Z AGTGGAAAAACOTCAGCATATGGAAAGTG AATGATC^CG 

^™ GACACAATGTGTCTCC " G1 ^ AmGGAG AAGTTCACAAAG 

CGCTCTGGAAGACGGAGCAGGGGACTGTCGTAGGGATCCTCAATGCCAAC 

S^ AA ^ A ^ ATGG ^ CAGAGGAGGTGTGmA ^ A TCGATCA 

AAG J CCAAGAA ^ 

>Sequcnce 250 ...... 

G I GA 2H G ^ rcA ' nG " CCC ^ G AGG 

9?^' ' ' 1 1 iGtggag aaactccgacatgagaaacctgagattttcactg 
11?^ gctgatgggggaagtggacctta agttgcctggcggggctgg 

^^PZ^ AmGGGTCCCCACTGACGGAGG AAGGCATTGCCCAGATA 
TACCAACTGATTGAGTATCTACACAAAAACTTGCGAGTAGAGGGTTTGTT 
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TAGAGTACCT 
> Sequence 251 

TTATCTCCCACATTGATTTCTCAATAAACA 1 1 1 1C1 1 ' I CGATC AAG AATT 
ATTCT AGTATAATATATATTTTTTGCITCCGTTGTTATATTTATCACACA 
a^^^J AAATGGGTG ^ GTCTCGAT ^ CCTNTCC GCGGNGGCGGCCG 

GTCTACCCGGGAATCCGGGGTCCCTGACCGA 
>Sequence 252 

G j^i A iL G ™ GC II G ^ 

CCTrACGCATTCTITTTCTCACCTCTGTGTGTGTGTGTGCGTGCACATGC 
™ A 5 ACAAA ^ 

CCTGCCGAGAATTTGCATTTCTAACAAGTTCCCAGGTGATGCTGACACTG 

CTGGCTCATGGAACCACTGCTGTAGTATTTTCCAAATTATCCTGATTCTA 

AGAACCACCTATGACCTGTGCTGTTTTTTCTGTGGTTACTGGCTCATGTC 

ACATAAATTCTTTTAGGATTCAAACATGTTTGTGATATTACTCAGTATTr 

ACATCTTGCTTTTACTGCAGCATGATGGAAAAATTAACCACAGGTATATC 

ATAACAAAAAGAACAT GAGTT ACCATTTTCACAAAGTTCAGATATATTrA 

CTCTCTCTCAGGCTGGAGTACGTGCTGGTTTAATTGTCCAAGGCGGGTCT 

GGACCAGACAACTTT TGTAAG GGCTGGGCCGTGTCTTTGGTGGTTGGAGT 

CGGTCTCCTTTGGCCCrn-nTGGTGGCCGGAATCGTGGCTGGCTGATTC 

AACAGTTCAAAAGGAAATTTGGTGGTTAGAACGGCC 
>Sequence 253 

ACAGGT I] " ' ' ' AGATAATACATAATTTTATTTTTTCGAATAATTTTTC 
J A SS GA S A ^ AAAAA "^ G A ^ AGGT TG C T TGTAGCGCNTCTCGNGGNG 

rT?^r G A ?f^ G ^ GGTAC I nTnTirrrrrrm itc taccggtagc 

CTATTTCAGATTTATTAAAAAACACATAGGTAACGAGTCAGAGCTn-GGC 

I A 52 AATGAGTTGGAAAA GAACTGAAGGCATAATTCCACAGGACATrCAC 

AGTTGTGTGCTAGAGACAGAGAGGAGCAGGAAAGTGTTTTAGAAGCATTT 

GCGGCGGACAATGGAAGGCCCGGCTTCATCGAATTCCTGTTTGCTGATCC 

A ^™^ AAGGTGGACAGAGAGGCCAGGATGGA GCCACCGATCCAG 

^x AG J A I^ G 5 GCTCCGGAGGGGCAATGATC ^ GAT CTrCATGGTGCT 

GGG I GCTAGGGCCGGGATCTC CTTCTGCATTCGGGCGGCAATGCCAGGGT 
ACCTG 

>Sequence 254 

t^t^T A I AGATAGAGG ^ GAGGGGGG ^ GGGGGA *- gaggta GTCATGGTTGC 

T^ A -^ A I CTGGCCGCCGTOTGCAGGG1TATGC TT AG CCAGGCTCCTATG 

AGATCTGGCTATTCTGTCTTGTGGATGGTCAGTCCCCGCGTACCTGCCCG 
GG 

>Sequence 255 

G ^J AA ! CG ™ AGCTCCCCG ^^ 

^I^ AA ^Z C ^ GAGGGGGGTGCAAGATCCTGArmCAGGA GTTCAAGC 

G ; A ^ A ^T GG J? ACGGCAGTATGAG GTTCAACCCCAGCACACCAG 

GGGCCAGTTATGGGCCTGGAAGGCAAGAGCCCAGAAATTCC^ 

™^ AG I G ^ TAAAACCGGAGCAGGAAA ^^ 

CATCC^GGGCGGAAAGTGTTTCATTCTGGCACTGCAGCAAAATCCATrA 

C ^ AAG ^ GTCTCAGAAAGGGA GCACKrrcATGGAAGGAAACAGAX^ 

G J AG J TCACACACCAGGCAm ^ ACACAAGAGG 
^ GA ^ AGA ^ A "«5CTGCATTCT1^ 

>Sequence 256 

^CACCACCACT^^ 

CTNCACCATGTTGCCCAGACTGGTITTGAACTCCrGAGCTrAAGCA^ 
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ACCTGCCTCGGCCTCCCAAAGTGTTGGGATCACAGGCGTGAGCCACCGCA 
TCCGGCCTCATGTTCTTTTTCATTAAAGAGAGAAATCAACTATTCAGGAC 
CGGCCCCCACCTTTCCTCAGGAGTCATTTCTGTTCCGCACAGGCCTGCTG 
AACTGGGTGCTTTATATAGGGAAAGTGGGCCTCATTTTTTGGTCCCTGTC 
CT^GCCITAGGGGCAAAAAAAACCTCCAAAATTGA^ 
ill I AAATCGGGAGGGGGGCCCCCCTCTTTGTGTCGGCGATTTCGGGGAA 
AAAAAAAAAAAAAAAAAAAAAACCCCCCCCCCCGCGCGCCCTTAAAAAAA 
• AGAAACCCCCCCCGCGGGGGGGATTTTTTATA f 1 1 1 1 1 HTJ ACCCCC 
>Sequence 257 

GGAGATGATTGAGCTCCCCGCGGTGGCGGCCGAGGTACTCTGACTTGCAG 

GGCCACAAGACCGGCCTTGCGAGCGTCGTTGGCTGATGGGAGTAGAAGCC 

ACAGAGAGTCTTCCTCTTGGAGGTACAGTCAATTCTGAGGTTTGGGCGTC 

ATAGACTAAACCCAGAAAACAGAACATTGGGAAGTCTTCGGAATATTCTC 

TATCTTCTTCACCAACGAGTAAGACGTTTTGGAATAATGGGACTTTACAA 

AGGCCTTGAAGCCAAATTGGTTGAAAAAAGGCCCTAACTGGTGGTTTAAA 

AGGGTCCTTGGTTATGAAAAAAATGAACAGTGCCCCCCTTTCAATTTTTG 

GGGGTTAA AGGGG GGCCCCAAACATTGGAAACCCCTTCCCAAAGAAAAAT 

TCTCCAAAATTTTCTAAAAGGGGGGGGGTTTCCTTCTCTGGTAAAAGAAA 

AAGAGAAAAANTCTCCTTAATATATTGTGTGTTTCTCGCCCCCAAAAAAG 

ATACCCCCCCCTTGTTGTGAAAAAAAAGAAAACAGGGGGGCCCCGGGGGG 

GGGGTGTCAAAAAAACCCCCTGTACACCAAAAATTTTTATCTCCTCCTGG 

TGGGGAAAACCGGGGGGGCTGATATATAAT 

>Sequence 258 

TTAGTCGTTTTGAGGCCCGGTGGCGGTCGGGTACACGGGCCACGTGACCG 

ACGCCAACA TTGCG GCGCCCAGTTGCGTCCACCTGCTTGTCCGCAGAGGT 

TCTCATAGAATTTTCTCTTCACCACTCAATCATATCTACTTACACAAGCA 

GTCAAGCAGTCAACAAAGAAGAAATTTCTTTTTTCGGAGACAAAGAGATA 

TTTCACACAGTATAGTTTTGCCGGCTGCAGTTTCTTCAGCTCATCCGGTT 

CCTAAGCACATAAAGAAGCCAGACTATGTGACGACAGGCATTGTACCTGC 
CCG 

>Sequence 259 

ATGTTATATTCGTCTAATAGCTACATTGAGTCGAATCGTATTATGTTCGT 
ATCTCTTTTATTTATGTATTTATTACATGTATCTATCGTATCTGATTACG 

ATACGATTACGTTTTATCCTATCTCTTCNTAATGGTGTATGCCCACCGCG 

GTGGCGGCCGGCGGGAGGC 

>Sequence 260 

GCTCGTTATGTCGTTACTATCTGTGTCTGCATCGTATCGCATTCTCATCT 

ATTATTATTCTATTCTCTTGTTATCTG 

>Sequence 261 

TCTATATATCTATCGTTCTATATATTAATTATTTATTCTTTGTACTTGTT 
TATCGAATGACTTTAATATTTCTATCTCTTTAATCTATACATCTGTTTCT 
CTTTATATATAGGTAGCGCGTG 
>Sequence 262 

TTACTCCACACTCTACTCATTTTCTTCATTTCATTTCTGTACTCGTTTTA 

ATAGTATTTACTTATTGTTCTATGTTATGTTATCATCATTATATCATATA 

ATATCTGTTTGATTCAACACCCATTANTTTATTTATTTATTATGTTGTAG 

CCGGGGCGGCCGAGGTACCCGATAGAACATGGCATCATCACCAACTGGGA 

CGACATGGAAAAGATCTGGCACCACIXnTTXrTACAATGAGCTTCGTGTIG 

CCCCTGAAGAGCAT(XCACCCTGCTCACGGAGGCACCCCTGAACCCCAAG 

GCCAACCGGGAGAAAATGACTCAAATTATGTTTGAGACTTTCAATGTCCC 

AGCCATGTATGTGGCTATCCAGGCGGTGCTGTCTCTCTATGCCTCTGGAC 

GCACAACTGGCATCGTGCTGGACTCTGGAGATGGTGTCACCCACAATGTC 

CCCATCTATTAGGGCTATGCCTTGCCCCATGCCATCATGCGTCTGGATCT 

GGCTGGCCGAGATCTCACTGACTACCTCATGAAGATCCTGACTGAGCGTG 

GCTATTCCTTCGTTACTACTGCTGAGCGTGAGATTGGTCGGGACATCAAG 

GAAAAACTGTGTTATGTAACTCTGGACTTTGAAAATGAGATGGCCCCTGC 
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CGCATCCTCATACTCCCTTGAGAAGAGTTACTAGTTG 
> Sequence 263 

AGGTAC1 1 1 1 1 J 1 1 i 1 1 17 1 1 J | n 1 1 1 GCAGCCGTTTTTCTTACTAGAA 
GCTAGGCGGAAAGAGGTGTTACTCAGATTTCTTGAACTrGAGACGTCAAA 

GGTGAGACGCCAGCCAAGGAGAAGGGATGGTCAGGGACCTGCCCG 
>Sequence264 

^SZ^2S^ GCACTACGCGGNGGCGCTGC GGGGAAGACGGGNGACGNGC 
^^^CJgljmTCiGGGCAATGNCACGTTTAATAATGCGTNCCCGGC 

>Sequence 265 

CCGGGCTACCGCGGGGGTGGAAACCTCTrCAGCANhWGCTNGGTTCANNG 
^?H^™ ANACAANCAACCGGGACCCCAGCTTr TCAGAACTGCAGGGTAA 
CAGCCATCATGAGTGAGGTCACCAAGAATTCCCTGGAGAAAATCCTTCCA 
CAGCTGAAATGCCATTTCACCTGGAACTTATTCAAGGAAGACTGNGNCTT 

TrrTTATCGAGTGGATAGAGNGCGCAACCAGGTTGAATTTTTAAACACTG 

AGTTCAAAGCTGGCCATGTACCT 

>Sequence 266 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTTCTAGGTATTGC 

TG^AAGATCCTrGTTGGAGTCCTCCrCTTrTGCTGCCCCACTCAGAGG 

A J A ^ AGAGCAGACTGGCAGACACAAG AGCACAAGGAATGCAAGATGCA 

TCATTCTCACTGCCCTTACCTTCTTTGTCTACTGGGCTTCTCCCCGCGTA 

^SI G i CCGGGCGGNCGNTG NGAGCCGCCGGGCAGGTACTACCTTCACCAA 

CTTTTTCATTTGGGCATCACAAAGACGAGTCTTCTGATGTTCTATAAGCA 

ATATGTTTATATGAAAGTCAGAAGTTTAGCGAAAATTCGGCCTAAACAGT 

A ^J AAATGAAAATGGAATGGAAATCAAAG TTCTTAAATAGAACAGAAGGC 

I G ^ G ^ ACGGGGGCTCACGCCTGTAATCCAG CACTTTGGGAGGCCCAGATG 

GCCGGATCACGAGGTCAGGAAATCGAGACCATCCTGACTAACACGGTGAA 

ACCCCGTCTCTACTAAAAATACAAAAAAAATTTGCGCGGGCGTGGAGTCC 

^™^ TGGAGTCCCAGCTACTCAAGAGGCTTGAGG AAGAAAATGGCGT 

GACCCCGGGAGGAGAGCTTGTAGGAGCCCGGATCCGTCTCCTGCACTTrA 

ACCTTGGGCGACTGACAAGGCCTTTGCGCAAAAAAAAAAAAT 
>Sequence 267 

AGGTACTTTACCTCATTTCCTACCAATCATTTTAAGAGAATTTGGTTGTA 
TTTCAAAGAACAAAACAACACAATTTCTGTCCTGCTGTTTATTTTAGCGT 

TAACCTCTCCATCACACGCCCCAGAAAGGACAGTAGCCAGCTTCTCTGGA 

J^ C ^ G ^ C ^ GCAATOAC ^ ATCACGGTGACCA TCCAGCGAAG 

GAATGGTTTTGCAAATACTCGTTCCAGTTTGGTAGCATTTAAAGCTCTTA 

TATATTCTCGTGGGACCTCAAAAGGATGTAAAGCAGGATCATAGTTTCTT 

^ AA £IF^ GTAAGTCCAAC ^ GGmCGCG GACATAATTGTCCGGATT 

CCGGCTCAGCATCTrCACCTrCATCTCGGTTGCTCTrc 
>Sequence 268 

A ? G y ACAmATATGAAAGTCCTCACTTTCAGA AGCAGAAAAGGAGTAAC 

^ GA y GG ^ A JJ^^ATACCAGCTAAGGCTTTAAACATAACAACGTCTA 

^AACTATmCTACTTACTrrGACTGAATAAGCCAGTGAGATCGTGAC 

1?°™? G ^ AAGACC ^ CTGGCACTGCG ACCACTAAAACTGTAACTCCAA 

TAATGAAGAACTTCACAAAGTATTGTATATAAATTGGTGTGCACTCAGCA 

^^ A I°/ 3TC1111 ^ AACCCAGAAGGTC ' rc AATGACAAAATATAATAC 

^ GAA l GA l A /^J GA Jp^ 

TGAAAGAAAAATGTGATTATTAAATTTCCAGACACTAACCCTTGACAGAT 
ATAAATTAAACACTGTAAAGAGTTATAACTTGCTTGATAGTATTGAATTT 
CTCT GAGAAA TTAC 1 TCI 1 ICllGCACCTTATAACTTGACATTr.TrAr.AT 
TTAAi i u 1 1GCTTAAGGCNCNGCGCCCGG 
> Sequence 269 

A ^J A ^^ GGGATAGTGGAGGCACTGAAAGACCAGCA GAGGCATAAGGTT 
CGGGAAGAGGTTGTTACCGTGGGCAACTCTGTCAACGAAGGCTTGAACCA 
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ACCTCGAGCGGCCGCCCGGGCAGGTACAGATGCACAGGAGGCCATAGGGT 
TTAGGCAAAGGGGAGCACAAAAGTTGAAGATGAGGCGCTGCCACCAATGC 

TTTCTGCAGTTGCTGAACCAGTAGCAACCAGGTCCTGAGAAAGCCCTCTC 
ZI°I G ° AAGAATAACAGCCATCAGGA ^ GCT ^CATTCTGC^ 
GGGCAGAAAGTTCTTCTTTGAATCCCGCGTACCT 
>Sequence 270 

NGCGATAGGAGCACTCCGGGGNGGCGGCTGCAGAGACGCTTTCGGC 
>Sequence271 

GCGCTAGNGCNACCCGCGCNGGCGGCTGGCAGTTGATCGACGACAGCCGG 

GAGGCGhfNAGCGAAGGAAGAGACCTTCNGAGNCNGAATAAACTCNAGCGC 
CCCCCACGNACCN 

>Sequence 272 

7TGGAGCTCCACCGCNNGGTGGCGGCCGAAGTCCCACAGTTAGCTGCAGC 

AAAACGCAGGCTGCCTCAGGGAAAGGAGCCTGGGTTGATTAACTTGTGTG 

TCAATGTCCCACCCGTCCCAGGTAACATTTTGCCCCCTGAGGTCCGGGGT 

AATTTAATGGCTGCTGGACAAAACCTCCAAAGTTCTGAAAGATCAGAAAT 

GATAGCTACCTGGAGTCCAGCTGTACGGCACTTGGCGTAAAGCCGCTTCC 

CTCAAGAGTAACTACAATCTTCCCATGCACAAGATGATTAATACAGATCT 

TAGCAGAATCTTGAAAAGCCCAGAGATCCAAAGAGCCCTTCGAGCACCAC 

GCAAGAAGATCCATCGCAGAGTCCTAAAGAAGAACCCACTGAAAAACTTG 

^? A ^J CATG " GAAGCTAAACCCATATGCAA AGACCATGCGCCGGAACAC 

CATTCTTCGCCAGGCCAGGAATCACAAGCTCCGGGTGGATAAGGCAGCTG 

CTGCAGCAGCGGCACTACAAGCCAAATCAGATGAAAAGGCGGCGGTTGCA 

GGCAAGAAGCCTGTGGTAGGTATAAAGGGAAGAAGGCTGCTTGTGGTGTT 

AACAAGCAAAAGAAGCCTCTGGTGGGAAAAAAGGCAGCAGCTACCAAAAA 

ACCAGCCCCTGAAAAAAGCCTGCAGAGAAAAACCTACTAC 
>Sequence 273 

5 GG f A1TAGGAGCTACTACCGCG CGNNGGCGGCTTANANGACCTGTACNG 

GCTTCGAGCCCGCGNCCCAGNCNGGGCGAANGANTnTNGGCGGGTTGAG 

GCGAGGCACCTCCCTGCCCG 

>Sequence 274 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACCGCGTCGATGCTATG 

CGCTCAGTTCTAGTCAGAATAATCTTGCTCATCCTCCAGCTCCCCCTGTT 

CCACCAAGGCAGAATTCAAGCCCTCATCTGCCAAAACTACCACCAAAGAC 

I^^ C ^ AGCmCGCACCCCCCA " GTACGC GGGGGAGGAGCCTG 

AGGAAGAGGGCGGCGACGGTGGTGGTGACTGAGCGGAGCCCGGTGACAGG 

ATC^GGTGTTGGTATTAGGAGATCTGCACATCCCACACCGGTGCAACAG 

TTT^AGCTAAATTCANAAAACTCCTGGTGCCAGGAAAAATTCAGCACA 

ACTCTGGCTGGTGATGTTAATATTGTGAGAG 
>Sequence 275 

^™33^ CA J TCCTOGTACACATAA 

CAGGCTCCG^GGAACCGACTACAACGTCATTTTAAAAGGGGAAATAACTG 

TnTATCCCCCCAATAAAGTGGAAAACTCACGCGAACAACCTGTTATCTC 

AA^^G^CCACCCAAAACCCCCATGAACCCTTAAAAAAA/^^CCQ^ScA 

>Scquence 276 

CA f GCG ^ G J GGATCmATG " ATA CCGTCACTCCCAGTGCCCTAATGGA 
^^^9.^ ^^^^ C ^ C ^ C ^GGTTCTACCCCGGCTCCAAGAGCCTC 

>Sequencc 277 

AGGTACGCGGNGGAGCGGGCCCTACCGTGTGCGCAGAAAGTGGAGGCGCT 
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TGCCTTCAGCTTGTGGGAAATCCCGAAGATGGCCAAAGACAACTGAGCTG 
TTCGGTGCTTCCAGGGCCTGCTGATTTTTGGAAATGTGATTATTGGTTGT 
TGCGGCA1TGCCCTACTGCGGAGGTGC A TTCT1CI I I GTATCTTGACCAA 

^^^9IS TACCCA ^ G ^ GAAGCCACCGA CAACGATGACATCTAT 

GGGGCTGCCTGGATCGGCATATTTGGGGGCATCTGCCTCTTCTGCCTGTC 

TGTTCTAGGCATTGGAAGCCATCATGAAGTTCAGCAGGAAAAATTCTTCT 

GGCGTATTTCATTTTGAAGTTTATAGTATTATGCCCTTTGAAAGTGGCAT 

^GTATTACAGGATTCACCCCCACCCAGACTnTTTCAACTCCAACrr 

1 1 1 ICTGAAACAAATGCTAGAAAAGGGACCTGGCCCGGGCGGGTCGGTTC 

TAGAAATAAGGGGAATCCCCCTGGGCTGGAGGAATTTCAATTTCAAGGCT 

TTTTAATCCCGGCTCACCTTCTGGGGGGTGGCCCGCGGTCCCACAATTTT 

TTGTTCCTCTTTAAAGGAGGGGGTAAATTGCGCCCGCTTTGCCGGAAAAC 

ATGAGTTATACGGTTGTTTCTCTGTGGGTAAAATTGTGATTTCACTTTTA 

AATGTTTCCGACATGACATATTCAAGCGACGCCCCGGCG 
>Sequence 278 

GCGTTTGGAGCTCCCCGCGGTGGCGTTCGCCCGGGCAGCTACTTTCATCC 

ATAAAGGCCTGCAGCTGTTTCATTGATCCTTGCAGTTCATCCATCACCAA 

CTCCATACAGTCAAAGACTTTGCTCTGGTTCTGTAATATTTTCTGGTAGT 

^^ lmGTA ^ AAGAACTTCA "ITCTGAGAAGACCCAAGATATGTCATA 

^JT?? AG J^ GAGG ^ GAGTAA ^^GGCCTCAGTTGATCCTCTGGACAA 

TATCTCTTTAGCCTCCTGCTGGTAGTGAGGCAAGAGCTGATCCCAAGTCT 

GAC £T rCTAAAGAAAAC1 ^ GrrATGTAT TCCTTCATCTCAGCCACAGAT 

GCTTCCAAAGAAAAATCTGATGCTTrTCCATTTGAATCTTCAAAACATTT 

rrCTAGAGTTCCATCAGTTTCCAGTCCGTCTGCANAATGTTTCAATTCTT 

GAGAAAGAGAAGATGC ' m 'GGCTCTAAAACTTTCAAGACTGAAGCCCTrA 

AT^S9 TAGGAAAGG ^ CAAGmCTGAATAGAGAA CTGGAAACTGGG 

AAGCAGGAGACAGCCAAGCCGTTTGCTTTCTGCTAAATCGACACTGATAG 

ACGG ^ CTGAGCTCTGTGATGCC CTGGTGAATGGGATGCAGCGACTTCCGC 

CGGpCGTTTCTTTCATACTTGCTCGCCGCCGGGATTGCCTNCTGGCTTG 
ATACT 

>Sequence 279 

GCCTTAGGAGCACCACGCGGTGGCCTCCGAGGTACTACTCTGCACTGTTC 

T^CmCTAATAAAACTTTCCCTGTCGAACCTATACTAGTCTTCTGTAA 

A II C ZI C 7 TACTACCCTATGACCCGTGAGC CAACCACrriTCCG^ 

G ^ CTG J^ ACCTCA CCTGGCATAATATAAAGTG 1 1 1 1 H 1 1 IU A TACC 

CTrCCACTTGGAAAGACTACAGAGGAATCTTGCTCTGCATAGTTCAAACT 

AAAAAGAGAAGAGTTAATTACCTGAAAAGCAAGAGAAAACAAGAAGGGGT 

AAATTTTGAACCAAGGGAAATCATTTAAGAAGTGTCTGGTATTTTTCAAA 

TGGAGACATGCTTATITrATTrAACTCCCCCAAAATTNAAAAAAAAAAAA 

AAAAAAAAAAAAAAGTACCTGCCCGGGCGGCCGCTCGA 
>Sequence 280 

Z G S G J G I GACTCCCGCGGTGGCGGCCGGAGT GATGCCATCTGCAGTnTGT 
GA iH G ^^T? A " C " CCCTOGAG GTCACK:CC^ 

Aci i n u GTGG AGAAACTCCGACATG AG AAACCTGAGATTTTCACTGAG 
£?^ GG ;£ AGCAATATCAC ^ 

G ^ C ^^ CTGATGGGGGAAGTGGACCITAAGTT GCCTGGCGGGGCTGGCC 
G ^ AG ™ A J A E?^ 

r^^^^ ACAGAAAAAC ^ GGGAGTAGAGGG1 ^ G T*n" A 
GAGTACCT 

>Sequence 281 

CA ^? AGG 5 CAACCTGTGTC1 ^ CA ^ CG CTGGGAAGGGTGCCCCCG 

^^ G ^ G ^ TGGCCTGGTGGAAAGCCTGGGAGAATGAA TAAAC 

TAGGTTGAATCCATACAATGGAATGGTAGCAGACAATAAAAAGAAAATGA 
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^^ GATGCCCCCTAC TGCACAGCAGAAGCTCTGAATCGTGTTCCTGA 
>Sequencc 282 

!™™CN1TCTTCCGG^^ 
A £™™7 GCACTGC ™^ 

GCAACGTTCCTTGCGCTGGTACCTTTrCCACCTTTCCCTnTCCCATTCT 
G ^^ AACACCGG ^ CCACCCAACCCT GGCACTTAAGGGCTTGTGAGAC 

?IaS^?I^? g ^" ccccaaaggccaacaaggaaaaaaa 

CAAGCCTTTGAAGCTGGAAGTGGCCACTTGTATGCCTAAGGC1TGGAAAA 
G^?r?A^^^ AGGGAAAGGGGGCTCCAGTGGAATA 

>Sequence 283 

AATTGCTCTTAAACTTGGTGTGACTGCTAATGAAGTA 
>Sequence 284 

TCA^CTCATTCTTGTGATrATGTAGATrCTITACACTrCGTATCATCA 

aagagtctgcactggaggaactcctgccatta(xagcctcctttcttcS 

AAAGGGAGGGGGAAACATACATTTATTCATGO^GTXn^ 

CTTTATGGCTTCCTACCTTXKJAACAAAATAATTGCACCAACTCCTT^ 
CCGATTCCCttCCCCAGAGAGACCT^^ 

ACCGAGAGCGCCCGTGAACTGGAATCAACTGCTTCAGAAGATGTACCCTA 
>Sequence 285 



Page 93 
(of 261 pages in Table 2) 



WO 01/42467 

315 

Table 2 

COTGTTCCGGGTGGCGGCCGAGGTACTAGGTCCCAAATGTTTCAACCGAT 
TTTACCCTATGTTTTCAAGGGTATTATAGAAGGGGAGAGGTATCCTGTAG 
TG ATGTCCA CGTATCTTGGAGTTATGGGTCG AGTTCTACTAC A A A AC. ACT 

AGTTTTTTTCTTCACTTACTAAATGAGATGGCCCATAAATTTAATCAGGA 

GATGGACCAGCTTTTCGGAAATATGATTGAAATGTGGGTTGATCGAATGG 

ACAACATTACCCAGCCTGAAAGAAGAAAACTTTCAGCTTTGGCTTTGCTC 

TCTCTTCTGCCATCTGATAATAGTGTTATCCAAGATAAATTCTGTGGGAT 

TATAAACATTTTAAGTAGAAGGCCTGCATGATGTCATGACGGAAAGATCC 

TGAAACAGGAACTTATAAAGACTGTATGTTGATGGCTCATCTTGAGGAAC 

CAAAAGTAACAGAAGATGAAGAACCACCCACAGAACAAGATAAGAGG 
>Sequence 286 

GT SSI ACACCACTGGA ^ ACTATGAA ^ ATACmA ATCCTAGATTTTTC 

TGTTTTGATTCTCAATAGATGATGTCTCTGAGTTGATTTGAAATATCAAT 

ATATATGTATTTACTATATGTTGTATATATNATNTANTAGAGAGACGCGG 

GTGGCGGCCGAGGTACCCGATAGAACATGGCATCATCACCAACTGGGACG 

ACATGGAAAAGATCTGGCACCACTCTTTCTACAATGAGCTTCGTGTTGCC 

CCTGAAGAGCATCCCACCCTGCTCACGGAGGCACCCCTGAACCCCAAGGC 

CCACCCGGGAGGAAAATGAACTTCAAATTAATGTTTTGAAGAACTTTCAA 

ATGTCCCCAGCCCATGGTATGGTGGCCTATCCCAGGCCGGTTGCCTGTCC 

TCCrCTAATGGCCTCTGGACCGCACCAAACTGGCCATCTGTGCTTGGGAC 

CTCTTGGAAGAATGGGTGGTCACCCCAACAAATGGTCCCCCATTCTATTG 

AAGGGGGCTATTGTCCTTTGCTCCCCATGGCCCATTCAATGGCGGTTCTG 

GGGATCCTGGGGCTGGGCCCGAAGAATCTTCAACTGGAACTACNCTTCAT 

GAAAAGATTCCTTGACTGTAAGCGTGGGCCTATTTCCCTTTCGGATAACT 

AACCTGCTGGAAGCGGTGAAGAATTGGTCCCGGGAACATTCAAAGGGAGA 

AAACCTGGGGTTTAATGGTAAGCTTCTGGGACTTTTGAAAAAAG 
>Sequence 287 

GATGTGAGCTCCCCGCGGTGGCGGCCGAAAACTGATCAGACTGTCTCAGA 

TCAAGGAAAAGATGGCCAGAGAGAAGCTGGAAGAAATAGATTGGGTGACA 

TTTGGGGTTATATTGAAGAAGGTTACGCCACAGAGTGTGAATAGTGGAAA 

AACCTTCAGCATATGGAAACTGAATGATCTTCGTGACCTGACACAATGTG 

TGTCCTTGTTCTTATTTGGAGAAGTTCACATAGCGCTCTGGAAGACGGAT 

C ^S G i iGACTGTCGTATGGATCCTCA ATGCCAACCCCATGAAGCCCAAGGA 

TGGTTCAGAGGAGGTGTGTTTATCTATCGATCATCCTCAGAAGGTCTTAA 

TTATtMGTCAAGCTCTTGACCTGGGAACCTGTAAAGCCAAGAAGAAGAAT 

GGAGAGCCGTGCACGCAGACTGTGAATTTGCGTGACTGTGAGTACCT 
>Sequence 288 

GTGATGACCCGCGCGCGGCGCGAGGTCCCTGTACTCCAGGGCACTGGCGG 
>Sequence 289 

GAGATGCTATGAGGTGGCGGCCGATGACCGTCATTGTCATGGACAGACTG 
GCTCAGTGAAGACAnTACTTTGATGGGACCAGATAGAATCCGATAATTT 
TTCTCATAACCTGAGAGGAGTTATCCCACGAAGTTTTGAATTTTTGTTTT 
CCTTAATTGATCGTGAAAAAGAAAAGGCTGGAGCTGGAAAGAGTTTCCTT 
IST A ^ G ^ CCmATOAAATCTATAA CGAGCAGATATATGATCTACT 
GGACTCTGCATCGGCTGGACTGTACTTGGCCCGGNATTTTGAAAAATGGG 
G ^ A £ C A" AAAAGCATAA ^ G GCATITGGGGCCTGGGGGACAATGATTrA 
TACTTTCCACGATTTAGCATCTCTAGGCCACCCTTAAATAAACTGTC 
5 C 5^ C1 ^ GGACAGGC AAGAGCTTACGATTAGTACCTCCCGGAAACCC 
CTACTATACAGCGCGGTGGGCACCCTAAAGXiATGGTATTATTTGACCGAA 

ATTGGGGGGCTGCATCCCATATTGATCTTCAATCTATTCG 

>Sequence 290 

ATCTATACAATA CATATTAT AAATAAATGGTGTATATATATTGTTATTAT 

AACATATTATAATTTTTTTTGATAATCTAATTGATAGAGTTATCAAAAAT 

A I A I ATC " AAmAmAATCTATACTA ^ A TATTAAAGATACTCCGGG 

TGGCGGCCGCCCGGGCAGGTACGTCGGGGCTCCGTAGGAAGCCTCArcTC 

CCTAACTAGCTGCTTACACAAAGAACTCCTTGAGAACTTGAACCTTGCCA 
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GGGAACTAAAAACCCATTGAAAAGAAGGCTCTGAATCCC1 1 1 1CM1G CA 

CTATCTCITGGCCCTGACCTTTAGACGGGATATGATAAACCTATCTGGTG 

TCTTAATGGAAAATCAACCAATCGAAAAAGGCCATTGGGAAAATTCTTTT 

^TAGAAAACCTATAATTTCCCCTTTTCTATTTAAAACCAGGGAAGGAAA 

TATGTCAAAAAATCCCCCTTTnTATTACTCCCCCTCTACAATCCAAAAT 

GGATGGGGGAAGATCTCTTTAAACCGTTCTCAAAAAAAAGTAGGGTGATC 

AAAATAAGAAAACCTGTCATTCTAAAAGGCTCTTTGGTCCCCAACCAAAT 

GTCTTTAAAAT GATGGA GTAACCTCTCCCTTTGTTAGATTTATACTATTT 

TCAGAAAGATA 1 1 1 1 ' I ' I GTTCG AA AAAACCCGTCTTAACCC ACCC AC AAA 

TTGGGGTTTTATATATTGGGGAAATAAACCAAAAATGGGCTTGGACCTAT 

ATTATAAATTCCGGATTTTCCTTTTCTAAAGGGGAAAAAAGCCCCCCTCC 

CATGAGGGTGGCACACCCACAATATTTATATACATCCTTGAGAGGGGGAA 

AAAAAAAAAAAAAAAAGAAACTTTTTTTTTTTATTATTTATTTTTGAGGA 

AGGGGGTGGGCCCCCACCCACCTTAATAATTTGGTGTCCTCCCCCCTCAC 

TGTTTAAATCATCTATATATTATAAAT 

>Sequence291 

TGAGACTGACTCCGGGTGGCGGCCGCCCGGGCAGGTACTTTTTTTTTTTT 

1 1 1 1 1 ri I GGGGGAGTTAAATAAA ATAAGCATGTCTCCATCCTTTATTCC 

J^^^SII ATGAC ^ TGT ^ C ^ CTGACAGAAA TTTGAAAAATA 

CCAGACACTIXnTAAATGATTTCCCTTGGGTCAAAATTTACCCCTTCTTG 

TrrTCTCTTGCTTTTCAGGTAATTAACTCTTCTCTTTTTAGTTTGAACTA 

TGCAGTGCAAGATTCCTCTGTAGTCTTTCCAAGTGGAAGGGTATAAAAAA 

AAACACTTTATATTATGCCAGGTGAGGTGTCAGAACCCTGGCATCGGAAA 

GTGGTTGGCTCACGGGTCATAGGGTAGTAAGAAGAATTrrACAGAAGACA 

?I C I A ^ GTOGAAAAAGAAAGTTr rATTTGAAAGAAAGAACCGTGCCAAA 

ATAGTTCTCATTCCAGAATGGGAGAAAGGGCTTCTCATAGATCATTCG 
>Sequence 292 

TTGATGCTCCGGGTGGCGGCCGAGGTAC 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I ! I 1 1 1 it 

TTTTTGCTTGTTTTTATCTTTTGGCCTTTTGGTGACTTGGTGCTCCTTGG 

AG J C ^5J GGAG " CTACmGAATCCCACTCTGACA TCAATCGACTGCCT 

TAATTCCTGGTCCAGCTGCCCGACCCTGACTCTCTCCCGCTC 
>Sequence 293 

GAAGTGGCTCCCGGTGGCGGCCGCCCGGGCAGGACGCGGGGACATTCGAG 

TGGGGATTAAGAGAAGGAAGGCTGCCTTGCTGGAGCTGTGTGGTCTTCTC 

^?^ A ?^ G ^ GCAGGCAATAGAACTACmGCmGGA GGAAAAGGA 

^^^ZI^^^^^^ AGGAAAGAGAAGAAAAGGAG ^^^TTTCAGGTGCTG 

™$ G jE C ^ CGAGCATCATCTAAAGAAGA ^ AAAG ^GGCAAATGACATGCA 

CGTTCTTCAAGGCAGAATAATTGCAGAAAATCTTCAAAGGACCCTATCTG 

T^S*. TG1TCTGAATACCT CTGAGAATAGAGATTGATTATTCAACCAGGAT 

ACCTAATTCAAGAACTCCAGAAATCAGGAGACGGAGACATTTTGTCAGTT 

TTOCAACATTGGACCAAATACAATGAAGTATTCTTGCTGTGCTCTGGTTT 

TGGCTGTCCTGGGCACAGAATTGCTGGGAAGCCTCTGTTCGACTGTCAAA 

TCCCCGAGGTTCAGAGGACGGAT 

>Sequence 294 

TGAGAGGCTCCCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGAGGCACA 

TTUI 1 1 iCTACGTGAAGAGTTTTGTAAACTGAACTTTGTTTrCAGTTCCG 

GCTCCAGCCATCCTCGGGTAGCTTGCCAATAGATGAATCCCACTCGTTTG 

ACCCATGACGCTCCTIXriTrGCATTKrrACCTCTrrcCCCACAGCAG^ - 

ATGTCCACGATACCACCTGAGAGTCTGTXKJAATCTAATTTTCTGTTATAC 

TTCTTTCCTTACACTCATTITCCTGTCTTTATTATGATAGTCTAACTTn' 

T^CCTCAAAGGTATAGCJGC(nT<KnTrCATGAAAAC\CACrrTCCTAT 

TCTCATTTATCAGAGGCCITrCCATATCTCAGCCACTATGCTATGACAGA 

^^J^JI^^ GTGCA ^ CA ^GTGAAAACGTTACAAACArGCrr 

>Scquence 295 
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I^^I^SI^^ GGGTG GCGGCCGGAAGAGCAACCGAGATGAAGGTGAA 
?^^^^ A Z CCGGAC ^™ TGTCCGCGA ^ C CAAGrrGGACT 

S?JAiA^I^r^^^^ TCCTACC ^ CTGG ^ CGAGT ATT 
^^rAA^^^ CGCTWATGGTCACCGTGATGGAG TCAATT 

™?^ CAA l GC i TGCAGAGAAGCT ^^ 

GATGGTAGAGGTTAGAATTTGGAATCTAACTCAGCGGAATTGTATCCGAC 
>Sequence 296 

A ??a^ A a^ AG ^ CTGGTGCTC ^ GGAGAAA 
>Sequence 297 

C ^™^T C 7 GG7 ^ GGGCGGGAATTGAAACCG CCGCTGAAGCCAACA 

S?KTrl^I A 4^ GCCAGTCCA ^ ACTCACAG ^ GA CC^ 
A SJ GATGATGA1 ^ G ^CTGCAACTGTCCCTCGGCCGTrCTAGAAACT 
^GGGATTCCCCCGGCCTGAGGGATTCCATTrrAAACC 
^ GAC ^ AGGGGGGGGGG CGCGCCCCCCTITrrGGGCCC™GA^^ 

SS G aT7a A aT^ 

rr°55 AAAAAA ^ A J TCCCCCCAAAAAAAAAA 

GGGGAA^AAATAGGATCCCCCGGGGGGGGGGGGAATTrrnTTATTATT 
TTTTTTTTTCCCCTTCCCCTCCGGGGGGGGGGGGGC ITTATTATT 
>Sequence 298 

> Sequence 299 

G ^S A ^™ CTCTATAA " ACTAmCCTCACAm AACGATTrCT 
^ AG I A I CTA " A ^ TACT CATATTTATATCTATCTATCrrACTm 

^ACCACTCGCAATTAATCTTTCCAmTCGTCTGCGmAGTAAATCC 

GAAGAAGCTTCATCTCAACCTCCGTCATGriTrAGAAACCTITTATr^ 
T^CTCATGCTACTCTITITAATCITCA^^ 

>Sequence 300 
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GGTAGGGGAGGGCGTGGTGGTAACATACTTTTAAACCAGCGATTGCACAG 

CAAACCACAATGCAAGTATTTCTGACTCCCAAGATTGCCGTTTCCTAAAG 

AGCAATTCTTCTGCAGGCAACAGCAAACCTACCTTTCCTTGCTAACTGCT 

TTCAGT AAATTC TTGATGGCCTrCGATTCTGGATTCAGACATCrCTTCTC 

ACCCTTC i J 1 1 1 CATTGTAGCAATG ATCTCAACACGTGG ACAAAATTGGC 

TTGCAGGAATAATTTCAAGTTTTTCTAAAAACCTTGGATTAACAGGTGGA 

TTACTTATTGCTATGCAGGGTACCTGGCCGGGGGGGCTGTTCGACACCTG 

GCrAATGGTCTTGACATGGAACCGGGCCITAAATTTGGCATTTT 
>Scquence 301 

GCGACTGTGCTCACCGCGGTGGCGGCCGGAGTGATGCCATCTGCAGTTTT 

GTG ATCTGCA ATGATTCTTCCCnTCGAGGTCAGCCCATTATCTTTAATCC 

TGACi 1 1 i ri GTGG AG A A ACTCCG AC ATG AG A AACCTG AG ATTTTCACTG 

AGTTGGTGGTCAGCAATATCACAAGGCTCATCGATTTACCTGGAACTGAG 

TTGGCTCAGCTGATGGGGGAAGTGGACCTTAAGTTGCCTGGCGGGGCTGG 

CCCAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTCAAGCGAAAGGAAA 

AAGGAGTGATATTTGGGTCCCCACTGACGGAGGAAGGCATTGCCCAGATA 

TACCAACTGATTGAGTATCTACACAAAAACTTGCGAGTAGAGGGTTTGTT 
TAGAGTACCT 

>Sequencc 302 

GGGATTGGAGCACCACGGNGGCGGTTGGGGACCACGGAACTGCATGNTCA 

GGACCCACAGGAGCGACCCTGAAAGGACCATTATTCGCACAGAGCTGCAA 

ACAACTATACATGATATAATTTTAGAATGTGTGTACCTGCCCC 
>Scquence 303 

GCGGATTTGGAGCNACTCCNGCGGNNGGCGGCTCGGNNGCTCNTACGGCC 
CCCCANCANGGCGGACCCNNAGAGAAAGGCCCTGNANNGACTACNTTGAA 
TACNGNNGCCCGAACACAAGGAGANCGA 
>Sequence 304 

TCGCCCG A GCTTTCTCTTGTCC ATCTTCTCCCGCTGCTG A A ATTTCAGTT 

GCGGGCGCTGTCACCTCAGGACCCCTCCCCCCGCGTACGCTGGATAGCCT 

CCAGGCCAGAAAGAGAGAGTAGCGCGAGCACAGCTAAGGCCACGGAGCGA 

GACATCTCGGCCCGAATGCTGTCAGCTTCAGGAATCCCCGCGTACCTGCC 
CG 

>Sequence 305 

TTCCCGGCAGGTACTCAGGTTTTATCTCTGCACTCCAAGTAGGATGAAAA 

GTAAAGAGCAAAGGCTCATGTTTGCCAAGTCTGTCCTTTTGTAACAAAAA 

ACCCAGCAGCTTTATCAAGCAGAATTCCACCTGTATTTCTTAACTTGCCA 

GAGCTGAGTCTCATGGCCACCCITAGCAGGAGTTGGGGAGGTATTTTTAA 

CAAGGCACATTATCATCTCCCCCACCCAAAGTGGAGCTATTGCTAATGAA 

AAi^ATACAATGAGATGTTTATGAAATTATCTGTAGCTATTAATGTCAGG 

TTTTTGAAATTTACTGACCTGGAAGAATACTCATAATGCAATGTCAAGTG 

AGAAGCAGGACAAAGAACATTTGCAATACAGTTGTATTTATAAAATTTTG 
TTTACACACAA 

> Sequence 306 

GCGATTGGAGCTCCCCGCGGTGGCGGCTCGAGTACGCGGGGAGGCAGCGG 

aaagctcagcccatgtgaggtxk:ctcxtgccaatcacagact^ 

CTGGTCCTGGAGGTTCAAAGAATTGCAGGAGGGTAGAAAAGCACCTGGGT 

GCTTCCCTTCACKHTC 
CTGTTCGTTGCTTCCAGGGCCIXKn'GATTm 

TGTTGCGGCATTGCCCTGACTGCGGAGTGCATCTTCTTTGTATCTGACC^ 
ACACAGCCTCTACCrACTGGCTTGAAGCCACCGACACGATGACATCTATG 
GGGCTGCCTGGATCGCATATTTGTGGGCATCTGCCTC 
>Sequence 307 

TGAGCCCGGCGCCANATCACCATTATTCCCCTTTAGTCACCTCAGAGGCT 

TGTTAATGCTTTCnTTGTAATTAGGCTATATCTGGTATCTGTATAATATC 

TTCAGTTCTTCITrACCAGGGGTCTTACTCTGTTCTGAAACATGGCACCT 
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ATGGCGCCGGAGGTCCCCCGCGTACCT ^ 
>Sequence 308 

I^NOCN^OTAOTCCOAAANCNNOOAACCWKCNC^GSSiS 
CNCCGCGNCACAANhfNCCACACNAACANNACGCAGCCCGGACCAN^ 

S GA ^ CCGG ^^ 

>Sequence 309 

?^Z?T gcagcacaccgcggnggcgttcg agtacttacgaaca™cnnan 

AJCG^ACCTTCTAAAAATGTTACACAGA^^^ 

ct^atnatcgagngccagaaaccttitacaagatggYaTa^^ 

ACAGCTAATGCAATTTTTTCCATTGTTCCCATTTTTTTC 

GGNGCAAAGCCCATTTTTTTCCATGCATCTAAATGAIAG^ 

CAAATTCTTTATTCTATTTGTAG^^ 

AAGCTTCAGGACAAATTGTACCTGCCCGGGCGGCCGCTCT 
>Sequcnce3IO 

>Sequence311 

^ CGC TT3S? AGCNACANCGNCGGNG GCGCGCTGNNCGNCGGTACTCNGAG 
GAAAAGCNCGCACCAGGNGGACGCGGACCGrTAGCAGNGGmAGGCArc 
CCAACAAGCCGCGGGGCAAAAGGNCCNCGNATTT AUOCACX 
>Sequence312 

G ^S CG ^ AG ^ ACACCGCGGTGGCGCTGCCGCGCC AGACTCTTG 

AGTATAarAGCAAACAATGCCTATTTTCACAGGAAACAGAACACATACCC 

A t AA ^1 GCCCTGGCAATCATCAAATCAG AGT^ 

GTGTTTAACTCCTCATTTGAAAGATGGTGTTCCTGGATTCAATA^GAAr 

GA ^ G J™ A ^7 ATCTGACATAATGGATGTATATG AAATGAAA^ 
ATTAGCTTCCAAAGAAAGCAGGCTACAAGATCTTTTGGAAACAAA^CTC 

>Sequence313 

A^ATTGGAGCTCCCCGCGGTGGC(KKnTCCCCKKX:AGGCACCTrAGCA 
"AGATTGAGTTATGTTGCTAGGAGATGT™^^ 

A 4Y G ^ A ^^ c 77 G yiT TATGAAAAA 

TTTATCrnTCTAAACAAGACACAAGTTTA 
>Sequence314 

GGAGGTTCAAAGAATTGCAGGAGGGTTTAAAGCACCTGGGTCGGGTGCAG 
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ACTGCGGAGCGGGCCCTACCGTGTGCGCAGAAAGAGGAGGCGCTCAGGAA 

TGCATGAATTGATTAATTAAATGTCGAGAGCTGTAGATGGCTTTTCTCAA 

GGTGCITCAAGTGCAGAAGCCCAAGTGATTGACCCACACACTTACCTTTG 

TGTTCCTTCCAGAAAATCCTCAGGGAGTGCCTTCAGCTTGTGGGAAATCC 

C S^^ ATGGCCy ^ GACAA ^^ CTGTOG ^GCTTCCAGGCK:CTGCTG 

A^n^AAATGTGATTATTGGTTGTTGCGGCATTGCCCTGACTGCGGA 

>Sequence3IS 

GCGATTGGAGCTACTCGCGGTGGCGGCCTCCCGGGCAGGACCCTTAGCAT 

TAGATTGAGTTATGTTGCTAGGAGATGTTTATTGAGTCAGCTGAAACTTA 

AGCATATGGGGCTTACTTGGCCCCCCTATCAATTTGCGTCAAAATAAATT 

AATTGTAGACCTGTCTTGTTTTATGAAAAAGCAATGTGATAGTCTTTAAA 

TTTATCTTTCTAAACAAGACACAAGTTTACACATTACCCTTTTAGTAACC 

CCTCTTGGTATTGTTTACCTAAAAGGAAGAAGTGTAGGAAAAACTGATAT 

AAGTAGAGAGTTTATTTGGGCCAAGCATGAGGGTTACAACCCAACTGTAT 

GGAGACAAGTTGTCCTGAACAATACACATTCTTATTAGCAACAGTTATAA 

GTAGGTTTTCAAAGAAAAAGAAGAGGCAGTTCCTAAG 

>Sequence316 

CCGGGCAGGTACAGAGACCTCCTTACTTACCCCCCTTCTCCTTCGGCTGG 

AGCTCGGCGAGCGAGAGGCGGCGCTGGCGTTGGAGAGCGACGGCGGCCCC 

CGCGTAAGCAGTGGTAACAACGCAGAGTAACGCGGGAATGAAGAATCTTA 

GGCGGGTGCACCCAGTTTCCACCATGATTAAGGGTCTTTACGGAATAAAG 

GATGATGTCTTCCTTAGTGTTCCTTGCATTTTGGGACAGAATGGAATCTC 

AGACCTTGTGAAGGTGACTCTGACTTCTGAGGAAGAGGCCCGTTTGAAGA 

AGAGTGCAGATACACTTTGGGGGATCCAAAAGGAGCTGCAATTTTAAAGC 
CTTCTGATG 

>Sequence317 

GCGTCAGGAGCACACCCCCGTGGCGTTCGCCCGGGCAGGTACTCTGCAGA 

AAGTATAGCAGCAAACAATGCCTATAGACAACAGGAAACAGAACATATAC 

CCAGAAAAATGCCCTGGCAATCATCAAATCACAGTTTTCCAACATCAATA 

AAGTGTTTAACTCCTCATTTGAAAGATGGTGTTCCTGGATTGAATATTGA 

AGAATTAATAGAGAAACTTCAGTCTGGAATGGTTTTTAAGGATCAGATTT 

GTGATGTGAGAATATCTGACATAATGGATGTATATGAAATGAAACTATCC 

ACATrAGCTTCCAAAGAAAGCAGGCTACAAGATCTTTTGGAAACAAAAAC 

TCTAGCCCTTGCACAGGCTGATAGACTGATTGCTCAGCATCGCTGTCAAA 
GAACTCAAGCTGAAACAGA 

>Sequence318 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTTATTGATGTTGA 

AGATGAGAAATCTCCTCAGACTGAAAGTTGCACTGACAGTGGAGCAGAAA 

ATGAAGGTAGTTGTCACAGTGATCAGATGAGCAACGATTTCTCCAATGAT 

GATGGTGTTGATGAAGGAATCTGTCTTGAAACCAATAGTGGAACTGAAAA 

GATCTCAAAATCTGGACTTGAAAAGAATTCCTTGATCTATGAACTTTTCT 

CTGTTATGGTTCATTCTGGGAGCGCTGCTGGTGGTCATTATTATGCATGT 

ATAAAGTCATTCAGTGATGAGCAGTGGTACGGGTGGGAATAGCACTACAC 

T2ES ATCTAGC< ^ TAGAATAAGTCCCAGTC ^CTGATATTCTGCAGA 
ATCTTCACTGTTATATA 

>Sequence319 

aggtaci 1 1 1 1 run i in 1 1 1 1 ititix:aatgttcag i iicciti aat 

GACCCCCATCTCCCTGAAGGGCAGGTGCAGGCAGCTAGGTGATGGCAAGA 

GATGTTCACTTGAAGATCTTGCCCTGATTGAAGGCTTTGCCCACATGCTG 

GAAGGCCCCCTCCCAGGAAAAGTACCAGACATCAGCTGCCTCTTCTTCAT 

TTTCAGCCAAAGAAAGGGCACGTTCAAATGAGGTCAGAGTCATATCATAC 

TGCTGGGCATAGAAGCAACACAGCCCCAGATTGTTAAAAAGCTGGCCGTT 

ATAAATGCCCATCTGCAGCAGCCGCCTGTAAAACCGGAGAGCTATTTCTG 

GCTGATCAGAATAGAAGTGGTTGCTTCCAATGCATGCGAT 

>Sequence 320 
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CCCAGCGAGAGAGAGONGNAGGAGGCCNGCAGGNACCN 
>Sequence321 ' 

NA^CNGGNC^C AGGNG ACCAGCACCnTITCTTTTTTTACCTAG AAGNNG 

A ^ C ^ AGATG ^ GANGCCAGGA ^ NGGG ANGAAGACCAAACGNGrc^G^ 
^ A ^ AACNAGAGAAGACCCCNGGGAAAGA AGAACCGAAGANA^ 
GANACCAGANAAAGCCCAANNACAAAGAAAGCANA vi/vinannanaca 
>Sequencc 322 

GCGTTAGGAGCTACACCGCGGNNGGCGTTTTGGGGACAATACTTArAAAr 

A I AOTCTTCCACAAAAATACTTTATTTCTGATCTATACAAATTTTrAfiA a 
GGTTATTTrCTTTATCATTGCTAAACTGATGAc™ 
CCAGTCCCATGACCTTGGGGTA Ci 111111 AllilJ rmW^AA 

AGCTCTGCCATAAACTTCTAGCGTGTGCCAATGGTCACCTGC^CA 
CAGGAGG ™ TCCGTGTA ^ 

aggccagggaggtgcactggggtggttctgccttgctgctgctS 

>Sequence 324 

Jgatgtcgagcttcccgcgctggcggccg 

IT^^^Z^^^^^ agaaa ^ g ^a g ^^gagagaaatttg 

^Jl.~ G1 ^ CTC ^ GClmCAGGTAA ^AACTCTTCTCTTT^ 
TGAACTATGCAGTGCAAGATTCCTCTGTAGTCTTTC^^ 

CAAAAAACAATTTTATGGTTTTTAAAAAAAAAAGTGCCCTGGGTCCTTTT 

taa^^aatggggtcccccccgcgggtggggga^a™ 

TTTTTTnTAACCCCCCTTCCCCTCTAGGGGGGGGCCCCCGCC 

TTTTGTTTCTTTTTGAGGGGGGGGAGATAA 

>Sequence 325 

TTKnTTGTTTATCTTGCTCTCrCT^rCTAO^ 
ATCTTACTTTATAACATCmCTATT^^ 

CTTCAATCATTCTCTC »AiAiciOIATGACTT 
>Sequence 326 

^ ' ^ ' ' Aj^G^^^^^AAATAAAATAAGCATGTCTCCATCCT 
TTATTCCTAAACATTTACTTATGACAAATGTAACAACTGACAGAAATTTG 
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CTTCTTGTTTT€TCTTGCTTTTCAGGTAATTAACTCTTCTCTTTTTAGTT 
;:^^ T ^ AGTGC ^ GA ^ CC7 ^ TAGTC ^CCAAGTGGAAGGGTA 

j aaaaaaaa ^ ca ^^ 

>Sequence 327 

GCTGCCAGGAA.TATTTTGATAGGCCAAGTTTGGCCCTTTTTAAAATTGGG 

CCTTAGGGGGGGGGGCCCGGCCCCCACTITITTTITCTCrriTITG 

I A £T A II? CCCmGGCCACA 'rAGGGGAAAAAATGTTCCTTGGTGGTGTA 

^°Z G TI AAAmCAA ^ CCCCTCACCA ^ CC ACACAACTTTCTTC 

GGAGCATTAAGGGGTAAGCCCCGGGGTCCCTAATGAGTTTAACTA 
>Sequence 328 

CCGCGTCCGCCTCTAGTGTCACAGACACTCCTGGGTTTGGAATTTTGTTG 
Y^?^^ GA ^ CCTGGAAGACGACACCAT ^AATTTCAAAG 
AAAA J AG ^ A £ AAA ^^ 

J G ^^^^ TGCTGTCTGTGGCGTGCCCTCCTGG CCCGGCCTTGGCACAT 
G " CG JT!IL GTGG ^ G ^ GCCT ^ 

II G 9 G J C ^ GAGTGGGCACCCC ' mc TCCAAGGCTCCCTGCAACAGCTGGC 
CTGTCCCTGGTGGGGCTGACAGCTTTCTTCTTACCCTGCCAGGCTGGCCA 

TCACTGGGTG CTrGGATGGGCCCCTGTTGGAGCCCAG ATCCTTGGTACCT 
>Sequence 329 

A ^ G ^ A ^ AG ^ GG ^ AG ^ AG ^ A ^ GA ^^ G ACTATTATTGTGTAATTATATT 
x A JI C ™ AACmACTCTCTAAATAC ^ CTATAAA TAC^^^ 

i ii CGTTCTCGTTGCGCCGCAGATACnTACAGG ATGGCATTTAATAC 

^I A 4rrI C ^^ G i 3AGCCATCAGCAACACTGAAG 
AG "^JT^S^3J^^^^^ A AG ^ GAAGAGAGGAGAAA ^^ AAA CTCAGA 

?^f< A ^^ G ZT mCTATGGCATCTCCAAA ^ 

^^ A ^^GCTTAATXiyATGAGAAGGTArTCTTCATrrrTAATTGC 
TTAATAGAGTGAAGTTAAATTGTGGGTCATAAAAAGCATTGGATTGACAT 

AACTATATTTATAAGCAGGCATGGATTTCTG 
>Sequence 330 

A ^^^^ AGC I G it AGGAAAGAGGAAGTGCTA 
CAGTGTGCTTCTGACTTTTACGGACTTGGCITGTTAGAAGGCTGAAAGAT 
CGAGCGGCCGCCCGGGCAGGTAC 1 i 1 1 1 1 1 1 1 1 nYrTn mS oCTlTC 

TCTTCATCAACAGi^TCnTCEGCAATAGCCT 

ATGAGGTAACATGCGCAAATTTTCAAACAAACGCTGTTTT^TCTTTTGCA 
>Sequence331 

S AG ^°^ G JI^^ TATAACACAGAATCACAAAG ^ 
GTGCTTCAAAGAATGGATGGCTCACTGGAATGCCGTCTTTGACCTGGCCT 
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???IISEr G 5 TG ^ C ^^ A( ^ GrrACAGCA GCAGGTGATCAAACAGCC 
^AA^^r^J™ GCTGGTGAGCTGA ^ GGAACATGCAAAG GTCA 
T^TA^CTGCCCG^ GTCAGTOCC1 ^ CTAAGmGAGAA ^GCTCTAT 
>Sequence 332 

^ A I^^?^ ACCGCGGTGGCGGCC ^ CCGGGCAGGTAC CATCTGACTrG 
7^T G ! A ^ GACACACACG ^ AGTGTGGGGCACAAA CGTC}GAATATrAGG 
Pp AGAGG J GG rE9 GAGGAGGAAA TCCAGAGTCACTCGGGGAAGGAGGTAT 
CAACACTrrATGC1TAA TATTCAATTCTGCTCCAGTAGAACATGG 

>Sequence 333 

TTATATGATCACCGGGTGGCGGCCGCTCGGGCAGGTACGCGGGGACTCTG 

AACGTGCTAAAATGGGAAGGAGGCGGTGTTTTGCTGATCTGTTAAATTCT 

TAGTGAAGTTTCCTTGATTTCCAGTGGCTGCTGTTGTTTGAGTTrGGTTT 

GGAGCAAAACTGAGGTAGTCCTAACATTTCTGGGACTGAATCCAGGCNNG 

AAAAAAAAAAAAAAAAAAAAAAAAGGTACCT 

>Sequence 334 

GATGTGATCTCCCCGCGGTGGCGGCCGAGTTTGATTTCTTGCAGTCCTGA 

GCGATGGAGCCCGGGGGTGCCTGGTTATTGTCCGCTTTCTCTCTCAGATG 

C^GGCTrGTTTrrcAAGAGAACCTTnTCGATATrCATTGCTCCATCGA 

TTGGATCCAGTCCTTGTTCAGAAAATTGTTTCAAGGCACTTAAGGCTGCC 

TGAAAGCCTTGAATCCTTGCTAAATATTCCAGTTGTTTTGAAGGTTGTAC 

>Sequence 335 

^o^T G S A " GAGCTCACCGCGGTGGCGGCCGCG CGGGCAGGTACTTGAC 

I GC I AA ^ AACmCAAATTC ' r rCTACTTACTCCCTCTrCTTCAGCTrCAC 

ATCTGGGAAAACTGATAGGGAAGCCTAGGTAGGCCTACCTTTGGTGCCAG 

^55^ A ^8S?" GAA ^" GGA ^' GGAAG ^- GGGAGA TAATATATGAGAACCTCCCCA 

AC £n ACCCTACACCCG TCACCTCCCAATCCAAGCCAGTCTCCTITCCCT 

GCTTTCTCAAACCATGTTTGGACCTGCTTGGAAGCTCCCTCTGCTCTCCC 

I AGA ^ GC " CA " ATGTGAG TGATACATCTnTCATATCrrcrTGGTGG 

^^ GTGGTATCATCAGCC ™^ 
UCjTACCT 

>Sequence 336 

r^J?^ C ^ C 7I TGGGAGCAACCAGAGAATCACTGAGATG CCAATGGAAA 
CCAAAGACCAGGGGAACAGTCAGAAGCCTGGCTTGCTCCTCAGGCTCCCA 
^l^^^^^^^^CAGCCATGCGTGACAACAGAGCTGT 

T^T^^T^JS^^vS^ AAGAA '^* GGA '^" G, ^* GGGGAGGGGG ^* GGAGAAAGGGGGG 

I^I^ G GTG€CACCCAGAGGAAGGACAGTCA CGTCTCGCTGGCAACA 
^J^^f CTGGGGCTATGAAGAGACCAAGACGG TCCTGGCTATTCTTA 

G T AG JIHS A A mA ^^^ 

AACTACAGGGCCATGGCGGAAGGACTCTGGAGAAGGGTTTTCG 
>Sequence 337 

S^A^ A ™ CCGCGGTCGCGGCC0AGGTACG ^ 

^^ A TS CGG ^ TGGCTGGACATGCCCTOT 

S A ^ A ^ A ^5T AC 7 CCGCC ^ TGGAA ^ AGAAGAGGCA CGTGCT 
^^^^^^^^^^GGAGCAGTGTCTGGCmGTCCC 
I^ A ^? G J CCACTGGGAAAACTGGAAGGGCCGGGGA CCAC}CCCTrGAAG 
^I^y^ A i^ AGTGACTCCACAGGGCAGCTCCACCTCC TC 

3 A ? GATGGCOTCTGAGGGGCTGGGAGA CCAGGGTACCTGCCCG 
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GGAGACGCTCGATTCGGCGGCCGATGACGTGACCTCTCTGGGAAGAAGTT 

^^P^^'^^^ACAGACGGTGCCCGCCCAGGGCGGAAGAGACCCA 

CCTGGGTGCCTGGGCCCGACGACAAGGGGGACCTGCCCGGGCGGACGCAC 

GAGAACTAGAGGACCCCCCCGGCTGAAGGAATGCGAAATCACGCCAAGCG 
AAACCCKttAACCCCGAGCKiGGGGCCCGG^^ 

TtSSS^ ACCCGCACACAAAAACCACAACAACATACCGG 
AACCCGGGAGCCAAAAAGGGGAAAAACCCGGGGGGTGCCCAAAGGAAAGG 

GGCCAAAGACCGG CCCCCGGCCGTGGCCCACCCTGGCACA AAGGAAACCG 
>Sequence 339 



GATGATTGACTCCCCGCGGTGGCGGCACTTTCTTTTG I I 11)111 1 1 m 
TTAATGCTGAAGATTTAGATTTATTTGAAAACACTTAGTCTAATTTAT/' 



TTTATAT 

AAGTGTGTTTGTCACArmCACACAA^ 

^? A I5 A IS AATCACA " CCATGTAAATAATGA ' n T'ATTCTCTCAGTAATA 

GAAGGATTCTCTTTTGGGTATTGAGGGGCTTTTGGGGTTTATTTTC/^rA 

CAGTCGCCGOTTTAAAAATATAAGGOAA l 111111 tTTTT A AG A ACCTTT 

TCCCTITCCAATTTTTGGGCAAmCCCGGAAAAAAAAAA^^^ 

GGGGATAAACCCCCCCCCAGGTGGAAAAAAACCCCCCTTTTGACAAAAAA 

yrTT^GGGGGGGGTGTTTTTATTTTGAAAAATTTTTTTTCTCA^ 

AA^OCCCTTTAAGAGGG(3GGGGGGGGGGGTTTTTTTTGTTTTAAAAA 

TTTTTTITAAAAAAAAAATTTTTTTTTTTTTTTAGAGGGGGG 
>Sequence 340 



^ GGGCAGGTACGCGGN GGAGCGGGCCCTACCGTGTGCGCAGAAAGAGGA 

GGC S^ CC " CAGC ^ GTGGGAAATCCCGAAGATGG ^ 
GAA H G ^ CG ^ GC ^ CC AGGGCCTGCTGATTTTTGGAAATGTGATTA^ 



GGTJGTTGCGGCATTGCCTGATGGGAGTGTATCTTTriTGTATCTGACCA 
ACACAGCCTCTTACCACITGTTGGNGCCAACGACCACGATGAC^ATCT^ 
GGGC I GCCTGGAACGG CATAATTGrrGGCAArrGGCTmC^ 
^^ AAGCAATGGAAGCC ™™ A ^ 

GAJirCATrCGGAGGTTATAGGTTAA(KXrnTrGAAGAGGCATT^G^ 
^ CA ^ GAAGCA ^ CAAACGAGAC1 ^ 

O^GAACCTCCAAAGGGGGGGGGCCCGO^ 
T^^^^TAATACCCCCC^ 

^l A ^S£S GCGGGA " AAAAAATAAAAA ACCGCGGGGGCCCAATAAGG 

GGGAAAAAATTTTGGCGCCCCTCCTTATAAAAACACCCACCCCCCCcnnn 
AGGAGAGTTTGTCTATATAGGGGCITITTCrrc 

>Sequence 341 

ACTCTTGCCTTAAAACTTTIXnGACCACACCCACCTTCCCACATGCATGA 
TATTCAAGGTCGACAGACCTO^^ 

GCGTATTGTATTTTCTGCATAAGAAAGGGCTGCCTCTACJAACAC^AGT 
TCGGTTTCTCACTGTTATCTTCCTTTCCTATAATTAATTTATTTTAATCT 

acaaattgacatagggctaaaagcttcaatattttac^ 

ATGTAATTGTTCCCAATTATTAGAAACTTTTTTCCATTT^C A <^^TG^7 
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TGCCAACTTCACACAAGTGTGTAAAAATAGGGCTCTGGATTTTCAAAAGC 

ACATACATGAATAATTTATTAGCTATTCCAGGCAAGCTAAGTACCT 
>Sequence 342 

TTTGATGACTCACCGGGTGGCGGCCGAGGTACAGGTTTAGTCTGAATGCA 

CTGTCATGAAATTrAAACTTTCATTATAATACTGTTTTAAGAACTTACAG 

CA1 H°£III^£ AAATGGTGm ^^ 

CAGi ITTC1 ill GG AAGTTC ATCTG ATGTC ATCTGG A AACTG AGTAGCAC 

ATTTGCCTGCTCTGTTGGTGGCCTCACAAGCAAGGCAAAAGCATTATGGC 

AATCTAGGGTTCCAGAATAACCATAAACATTAAGTGTCACTCCTTGGAAA 

ATGACAGATGTATGCAAGTTTAGTTCCCTCAGAGCAATGAAATTCCAATG 

AAATGAACTATCACT7GTCCACTTTCCTTGTCCTATTTTTAATAAGACAA 

AGAACATCACCATATTAAGTTGAAGTACCTGCCCG 

>Sequence 343 

CCGGGCAGGTACATCAGAGATGCTCACACATTCTTTGAGTAGTTTAAAAA 

CTCATTTTAACCACTTTTTATTCTTTGTATTCAAACCAATCACTGGCAAT 

AGCTCTAAGTAGGTCATCAACTCTCCTCCATGTCTTCTTTCTAATTCTGC 

CACAGACTCACTTCTTCCGTAAATTAATGGAAGGAAATGAGTGTCTGAGT 

TCTTAGAATCTCAAAAGGCATGAGGATAAAGCTTTCCTGGAGATAATATA 

AGTGGTGGCAGGAAGAnTGGGAGCCAGATGATACTCTTTTCCTCTTAGA 

GAAACTCTGTGGAAGCTCTGCCTATACTGTGGGAAATAAATTCTAGACGC 

TGGCTTCTTTCTGTAGTAAACATGTGGGCCCTTTAAAATGTTGAACCAAA 

ATGTGCTTCAAATATAGTTTAGTTATAAAACATTTATGGGGGAGTATGTA 

TGTGCCAACTACAGAGGCTTCAGAGATGAAGAAACAGTTCTTACCCTAGT 

GTTGCTTAGAATCTAGTAGTAGTAAGTAATAATTACTAACATATGCATTT 

ACTATATAGGCAATACTAGGGTAAATATnTACATAGATTACCTTArrTA 

GTAGCTCTTAGCTGCTAAAAAAAAAAAAAAGATTAAGATGTCCAGTCTAG 

AGTCTCATAATTGTATGGTAAACACTAAAATGGTGGTATGGATCAGTTGC 

CATGGAAACACAGGGGCGGNGCCCTCAGCTCAGTTTAGGAAGGAGCAGAT 

TACTGAGTGTGGTCTTTACTGGGTAATACCTGAAGAAAGAGAGGTTGGCC 

CCCACAGCAGAGGAAGTACAACAGGCAGGCCT 

>Sequence 344 

A ?SZ A JEi 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 rTTTGTGGGAGTTAAATAAAATAAG 

CATGTCTCCATTCTTTATTCCTAAACATTTACTTATGACAAATGTAACAA 

CTGACAGAAATTTGAAAAATACCAGACACTTCTTAAATGATTTCCCTTGG 

H CAA ^ A IIT ACCCC "^ 

TTCTCTTTTTAGTTTGAACTATGCAGTGCAAGATTCCTCTGTAGTCTTTC 

CAAGTGGAAGGGTATAAAAAAAAAACACTTTATATTATGCCAGGTGAGGT 

GTCAGAACCCTGGCATCGGAAAGTGGTTGGCTCACGGGTCATAGGGTAGT 

AAGAAGAATTTACAGAAGACAGTATAGGTTCGAAAA 

> Sequence 345 

AGGTACACTGCGGCGGGGGCAGAAAAGCTGCAAGGAACAGAACCAGCAAT 

G ^ G ^^ CCTCGAAG< ^ CACCA 'rcATCCTGCAAAACACCAAGCAGGG 

CAGTCTCTTATGCTGTGGCTCTTCTCAAGGATGTCTCAAGGGCTCCGGTG 

GTGCTCTCCTGCTCTATCCGCTGCTGTGGCAAATCCTCTAAAAACAGCGT 

TTTXiCACAGCAGAGAGCAAAGTCCGCTTGTTATTCCACCCGATACGTGAG 

CTCAGTTTGCCAGCTAGTGATCAAGTCCAGCTGTTGGCAAGTTGGTCCCT 

GAGGCCTTGTAGACTGACCTGTGGCAGAGAGCTCCCTGGGTCCAGCATCT 

GTTGCCCTCACCCTTGACACATGCGGACCCTCCCCAGGCT 

>Sequence 346 .: . 

2^ TAGA i^ GATAGAAAGACCAGTCC "G c TCAAAGACAAGTCT 
CTCCACTrTTTCAATTCTCTCTCCATTCTTCAGTAAGTCAACTTCAATGT 
OGGATGGATGAAACCCAGACACATAGCAATTCAGGAAATTTGACTTTCCA 
TTCTCTGCTGGATGACGTGAGTAAACCTGAATCTTTGGAGTACCCATTCC 

AA ^ G ^ A ^ CCATG1 ^ CTAAAA GGCCTAGAGAACATATATCGGGTG 
CCTCTCCTCTTTCCCTTTGTGTTCGTCATTTTGGCGAATTACTGGAAGAT 
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> Sequence 347 

^^^^P^^^CCCAGCTAATTTrmATGTTTGTAGTAGAGACG 

^JI!^^E^ tg ^ ggtcag gatggtctcaaactcctgacc7x:aggtgat 

^SSJ ^^££? CTCCC ^ AGTGCTGAGATTAG AGGCATGAGCCACCA 

IT^'!^^ A ^J A ^ A ^^ A ^ A CCCTTTCACGCCTCACACTTCAACATGCG 
rA^™ AAA J rCGTGCTCCACTCCAGCAACTGCTTTCAA TCGGAGTTC 

^J*^S ccgcagtatgccctaacgcagcg ™tcttcagagctacta 

^^33^5 GAAAC1 ^ CGAGGGAGCGCmGGCAGC ACCTTGAACGG 

GGAACGG Z rGCGTAAACCAAAC ' rrGG AACGCCAGCCCCCCCGCGTACCTT 
CiGCCCGTTT 

>Sequence 348 

^ AC ^™ actcaccgcggtggcggccgcccgggcagg tacttgactgcta 
caactttcaaattcttctacttactccctcttcttcagcttcacatctgg 
5 aaaactgatagggaagccta g g taggcctacctttggtgccagagggaa 
S^ AA ™Z G f AAGCCCCAGATAATATATGAGAACCTCGGGAA ccTrA 

CCCTACACCCCTCACCTCCCAATCCAAGCCAGTCTCCTTTCCCTGCTTrc 
I C ^P£ ATGnTGGACCTGC ' rrGG AAGCTCCCTCTGCTCTCCCTAGAAA 
GCTTCATTATGTGAGTGATACATCTTn-CATATCTTCTrGGTGTGTGTGT 
GTGGTATCATCAGCCTCAACATCTGAAGCAAATGTTGGGTGGGGGGTACC 

>Sequence 349 

^ G J CGACTCACCGCGGTGGCGGCCGGAAGGAGGAGAGG TGCTGTGCTGT 

G J»^ A ^ G ^^ CAGTGAAGACTCTGCCAACAGAGGG CATGTGGAAGTGTT 

AC ^75 A ^ 1 ^ GC ^ GGAAAGA ' mACTAAGAAGT CAAATAGTGGGTrC 

T^^??^ G ^ GG ^ GGAAAAAACCATGACTGTA 'n"CAGGAAGGCACA 

l^^ G ^JJ^ CA ^GCCAATACAAGCAGTTGAGTGTTTCGT 

I?^T G I^ AC ^ CCTGAGGGAAGCTCTGGAAG TGGCAGTAGCTGGA 

AC J^XT?3I rAGAGACTCTGGGACAATGTGGCAG CTGAAGCTGCAGGT 

ri?l GCA 5^^^ 

???I^^ G ^ G ^ TGCCAAAAGCCAAGAAGACACTGA ^ 

AGAAAGCTCTTTTACTGTA.TAAGTGC 
> Sequence 350 

?A^ A 4^ A ^ C 7 CCCGCGGTGGCG ^^ 

AAGACTTTTAGTTCGGCTCTCCCAGTG 1 1111 1 1 ' I ' IC GTCGATTTGGGCA 
>Sequence351 

T! G ^ G ^ G ]™ GGATGTGAA TGGArrACAATGTArrnTrrAC}GGA 
^ CC J. A !T A " ATCAATGTGACTCCACGGGGGAG TCCATGGTGATGATG 

tI G ^ GG ^ A ^ ATGATGATGATGAGACACCTCTAAAG ^ GGA ^ 
T A ^^ C JTl ATOAGAGAAGAAAAAAAA ^CCAACAAGAATO 

AAAGTTGTTGGA 1 1 1 1 1 ITTTAATGAI 1 1 C 1 1' 1 ' ITl 'GGGGGAGGGAATTT 

tgttgcagtntatggtggaaaatgcaaaaaccagagccaggtgcataat 
cttgtaatctgkxjatatccctggagcaggactgXtc^^ 

>Sequence 352 

TGGTAACAACGCAGAGTCCCGGGAAGCAGTGGTAACAACGCAGAGTCCAG 
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>Scquencc 353 

^^° C S CC ^ A7 ^ C7mc ^ A <^ G GGCATTAACTGCTGTTGA 

t?™^^^ GATGGTCA ^ ATCCCTGAATGGCAT AAATCAACAGGC 

^T^T^^~ ^^ A ^ A ^^^ATCAGGGAGAGCATTTCAAACCCA 

TGACAGATGAGAGAAGTTAGTACACTCTCACTGAACTGGGGATGTTTGAC 

^ A ^T5 ATGGACAATAAGATAGT GAGCAGTAAGTGTGCTCTAGGCTAG 

GCTACGAGAGGCCATGAGCTCCTCATCTCnXTCTGTTCTGAGCTCrcTG 

ATCCACCGCACTTGGGGCAGGGGGTGCATTCTCTGTGCCTCTCCTGAGTC 

I AG I!7 CTGCATCA ^ GG '^ CTCCG AGCTCACTTCCATAATGTCCTCCTA 

GG 5I GCA " GGAA1TGTGTGTTGTCTAGAG CCATGGCCAACACTGTCATT 

GCCTGTGAGGGAGACCAAGCTTACCACCAAAGGCTTTTGCG 
>Sequence 354 

GATGGGrTCAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGT^ 

i 1 ' ,GCCTTrAGAAGG TTAAAATGCCAATATAAAGCTAA 

^^Jt: ^I C ^ AGAGACAGG TCTAATAAGGCTTTGCTACTGTrrn-AC 

I^ A V^\ 1 ^i C T CTCCATA ^ GTATGCCTGAAG TGAGCTGATGAGGGGC 
AGAAA ^ TCATACAGTTAGGAA TGAAGACATCAGAATGTTCCACTAAACA 
^ A I A ^^ TAGATACTA " ATACTACTAAGAATAGGAAGAA TGTCTCT 
^ AA ^I G ^ GAA ^ CTCCTAGCTCACACAAATGAAA CGCACATCTCCAT 

A ^^ AAAAA J CACCTG CATGGCATCCTGGTCATTCTCCATCAGCTCAC 

CTTTCTTCTTATCAGAATCCACAACTGCTTTTTTGGTTTTCACAACAGTG 
>Sequencc 355 

GCTGAGATGAGCTCACCGGGGGCGGCCGAACCGCCATCTTCCAGAATTCG 
Tr AA ^ G ™^ ACACAAAGGGAAGGAGGAGAGGCACCCGA T A TAT^ 

^^JJ^P^^^^^^^G^CGCATCCAGCAGAGAATGGAAAGTCAAATTTC 

TrA^ A ? AA I G ^ A ^ AGAGAA ™ AAAAAGTGGAGCA ^ CAGA CTT 

TCAGCAAGGACTGGTCTTTCTATCTCTTGTACCT 

> Sequence 356 

T C Z G ^ G Z C i rcAGCAGCGAGAGAAGAAATCACTCGA TATCCGATGAGAGGA 
AGGGTGGCACAGAGATGGTGTCTACAATTAGAGACATTTCTGACTCCACC 

TTt G ^ c Z A ^ GCAAACmATGTACTGA GTAACATrrGAAGGrrGTcrm 

A » G ^^ G ^ AG * G J G ^ G ^3^ A /^ A 1 A ^^ AGG ^^ AGGGGA GG^' G AGGGAGACAGTAGATGGC 

J G J^ GAG ^ G J^^^^^ GCAGGAAC ^ AGTC TGCACAGGGCTCCCCGTTCAG 

TTACCTTTGAATCAGAAAGCAAGCCCAGCAGGTGAATGAGGGATGTCTGT 
>SequBKs357 

GA I GCAG " GAGCTCACCGG GGTGC}CG<K:CGCCCGGGCA(}GTACCATCTG 
ACTTGGCAATGTAAGACACACACGTTAGTGTGGGGCACAAACGTGGAATA 

S TA J?a T ^ AA ^™ ATGCTTAATATOAA " CTGCTCC 
^J?^ ^ CA ^ C ^ CCAAG ^ c AAAAATTATCTrrGATTCATTTTG 
TTCCCCATTCCTCTAATATGTCACCAATTCTGCTGATACATTCT^GTA 
TCTCTCCATCTATTTTAATCTGTTATTCACCTGAGCTACACAAAC^^^ 
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IE^? AAWAGTATTC CACGTGCTGAAAAGACAGAGGATTAAGCCCrc 

mGTGGAGGCATTCACAGTCTGGTTTTAATACACAAACCAACAATTATA 

ATACACAGGGATAAAAAAAGTAGAGGCACTTATTGCATACCTGTACCT 
>Sequence 358 

TCTACGATGAATCGAGCTCCACCGCGGTGGCGGCCGAGGTACTTTTCTAG 

CAGTCTGTGGCCACTCCATACTCAGCTGAAAACACTGTTTCAGCCCCCTC 

TCTGGTGACCTCAGCCTTCTCCAGGTGTATCTCTTGATGATCTTGGAGAC 

^S AGCCACAGCTGCTGCTACTCCTGCAGGA GACTGTCAGGCTGTGGTG 

GGGGGCAGGGGTGTTGGAGGAGAAGTTGAAAATCCGTGTGTTCTCTGTCC 

C TSI G 5 rCCTCCATC ^ AGC ^ CTGG AGGAGTTAAGGCACCAAGGGCACC 

AAGTCAGGTTTGGCAGTTITTGCTGCCCTTTGCCCAAGGCTTCAACAAAA 

^ AGCTGGTCCCC ^ GC ^ GG ^ GGGTCCCAAC CCAGGGGGGATTTGGG 

S GG A°^^ GG ™ G ™ GG ^^ 

CCACCTC1 1 1 I I I I AA ACTGG AAGGCCCGGGGGTCCA ATTTA ATTTTATT 

TGGACCTCTCTTTTCGGGGTAAAACAT 

> Sequence 359 

ATATGAGCTACCGGGTGGCGGCCGCCCGGGCAGGTACTGGTGTTGTGATC 
GGAACGTGTCGATCCCCTCTTCTCATCACTGCTGCTCCAACTGGATTTAT 

CCAAGGAAGGCATTTCTTGTGCCGTGTCTGGAACCGTGTATCCTTACTAC 

A Jr A ^I?^ ACGACACCAAGCACCCCATGCAC " CTGGGTC CA^ 

o* C ZS A ^ G ^ GACACTGAAAA " GGAATGCAA GCTACTTCCGTAGGGGG 

GA rr^x ATAATGGTAAGGcccmAAAAAAG c G c^^ 

^^JF mCCCCCGGGGGAGGT ^'^^OGGGGAAAAAGGGTrrrTCC 

CCCGGGGAAACCCCCCCCCrrrmCTGGGAGGGAAAATTnTTTGGGTC 

CTGGAAGTTTTCAAAAAATAAAACCCCCCCTTTTGTTTTTTAAAAACAAC 

>Sequence 360 

TT A ^ GACTACGGGGCGGC GGGTCCTCTGCAAAACTAAACACGCCCGAGGA 

TmCAAGAGGGTGTTTGTGAGATATGGTTGACCAGTGAAGACACGGGGG 

CTTATGGCAGAGATATrGGCACCAATCTGCCCACACTCCTGTGGAAACTG 

r™ AG f^^ CCTGAGGGAGCAATGCTGAGGCTTGG C A TGACAAATCC 

GCC ™ A Z mAGAGCATCTGGAGGAAATGGCAGAA ^ 

>Sequence361 

G I5?aaa™^ GAGCTCACCGCGGTGGCG ^^ 

AATAAAAAGTGACATTTGAATTTCTTTTAAAAGGATTTCCGAGCTCACAG 
TCAGCTTGCGAGCCATTCTCCCGCGTACCAGCACAAACCG^CCAGCCTC 
CTAAACTGCrCATTTACTGGGCGTCTACCCGGGAATCCGGMTCCCTPGAC 

> Sequence 362 

^J G ^ AGA ^^ A ^ GAGGTCAGGGGGGTGGGGGGGGAGG TACGTATGCACA 
GCCTCACACTCTATAAATGTATGTGTCCTGAATITCAGAGCTTAATAATC 
AATrATGGAACTraATAATGATTCGATCAGGCAGAO^CACC^ 
CCTMTATX^GAAAAGAGACAAGTAGACArTATC^^ 

GCAGTAGTAAGGAAACAACATCACACATGTAGCAGTCTTGGGA^^ 
I G ^ CCTGTATCTCGTAATGAGGAAA CAATCAGTAAAAA^TGT^ 
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>Scquence 363 

GCGATGAGAGTTGAGCTCCCCGCGGTGGCGGCCGAGGTACTTAAAACCAA 
ATAAAAAGTGACATTTGAA 1 1 ICI'1'1 1 AAAAGG ATTTCCGAGCTCACAGT 

CAGCTTGCGAGCCATTCTCCCGCGTACCAGCACAAACCGGGCCAGCCTCC 

TAAACTGCTCATTTACTGGGCGTCTACCCGGGAATCCGGGGTCCCTGACC 
GA 

>Sequence 364 

GTTGCGTGAGCTCACCGGGTGGCGGCCGGGTCAACGCAGAGTCCCGGGAA 

GCAGTGGTAACAACGCAGAGTCCCGGGAAGCAGTGGTAACAACGCAGAGT 

CCCGGGAAGCAGTGGTAACAACGCAGAGTCCCGGGAAGCAGTGGTAACAA 

CGCAGAGGCTTTCAGCACAGCCCAGGGTGCCCGGGACTGAAAACTCCTTC 

ACCAGCCCCCTCCACAGGATATAGAAGACTTAGATCACTACGAGATGAAA 

GCAGAGCCCATTAGTGGGAAAAAGTTGGAGGATGAAGGAATTGAAAAAAA 

AAAAAAAAAAAAAGGTTCCTGCCCG 

>Sequence 365 

GATTATGTGAGTGATTGAGCTCCACCGCGGTGGCGGCCGAGGTACCAAGC 

ACTGGGTAAGGCACTTTTGTGGAGCATTAGACAGTAACCCTCAAGGAGCT 

AGAGAACCGGA TGGG AGACATGAGCGGTAATTAACTCACTTGTTCCCCAG 

AGTTTCTATTTGTTTTGTTTTCTTTTTCTGTGACTTATTTTCCTATTTTC 

TTTCCTCCATGTAATTTTCACTATGGCCCAACTAATATAAACACCTGGAA 

ATTACAAGGAAAAAAAATTCTTCCTCTAATAACTTTCCAAATTTGTGGAA 

TATTTATTTGTAATAGCAGTTATCAGTTATGCTTATATAGCATTAAAAAT 

TCTCCTCCTT TGACTA CACACACAACCACAGTGTGGTTCTAATCATGGAG 

ATATCAGTAATTTTTAGTAACTGAATTTTGAGGACATTTCTCTGTTTAGC 

ATGTATGCAAACTGATATGTAATCCGGGGTTCCAAAGTCAATTTTTTTCT 

TTTTTTTTGAGATGGAGTCTTACTCTGTCAC 

> Sequence 366 

TGTGACGTGAGTTGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTGCATCC 

TTCAACCCAATCAAGCTGACACTCAGTATTAACCATCACAAGGCGTGAGG 

ACAGATAGCTGCATCCGCAAAATAGAGAACCAAGAAATAGTCCCACACCA 

AAGTCAGGATCAAATGATTCCTGGACAAGCCACCAAGTCAATTCAACTGA 

GAGAAAGAAGCCTTTGCACCAGTTGGTGCTGGAAGTTCTGGATATGCACC 

TGGATAAGTGAACCCCCCTCCGTCACCACACACAAACGTTAATTTGAGAT 

GGATTGCAAACATAAAAGCTAAAACCATTAACACTTCTTGAAGGTAACAT 

AGAATATTTTGTAATGTTATGATAGGCAAAAGTCTCrrAGGACACACAAA 

AAAATTAACCATAAAAGAAGAAAATGGCTGGGTGCAGTGGCTCACACCTT 

TAACACCAGCATGTTGGGAGGCTGATGCAGGAGCGTCCCTGAGCTCAAGA 

GTTCAGCCCAGACTGGCAACATAT 

>Sequence 367 

GTATGATAAGAATCGACTCCACCGCGGTGGCGGCCGAGGTACATTGAGAT 

TCAAGAGAAAAGTCACAGCAGGTCTGAGCTCCTCCAGCAGGCCTTATGTA 

ATGCTAAGA 1 1 J 1 1 GGGG AAGATGA AGTTG A ACTG ATG AACTGGCTG AAT 

GAAGTGCATGACAACTGAGCAAGCTCTCAGTCCAGGATTACAGCACTGAG 

GGGCTATGGAAGCAGCAGTCTGAACTTCGGGTTCTGCAAGAGGACATCTT 

ACTCAGGAAACAAAATGTAGATCAGGCTTTACTAAATGGTTTAGAACTAC 

TTAAACAAACCACAGGTGATGAAGTTTTAATAATTCAAGATAAATTGGAA 

GCCATTAAAGCAAGGTACTGCCAGATACGAATTGAGCATACCACAAAAAA 

GTTCTCATTTTGTCTCCTCCCATCCCATTCTCCTCACTAACCAAAGGCTA 

GGAATTATCTGTGAATGTAGGACCACTGGATTTGCAGTCTTCATCTGACA 

nCTGGGGAGAGTTTCTAGGAATGAAAT 

> Sequence 368 

GATGTTTATCGACTCCACCGCGGTGGCGGCCGCCCGGGCAGGTCAATGTG 

CCAGGCACCTTACAAGACACAAATATGCTCTTATAGGCTGGGGAAATAAG 

AAAATATGAATGAAGCAACCCAGGTCTTGAGCCAAAGAATTACCTGGGGT 

CCGTTGAGTTCAAATCTGAAAATTTCTGTCTTTCAAGGTCAGCATCGCCC 
ACAAAC 
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>Sequence 369 

tgttgtgatcgatcgactcaccgcggtggcggccgccx:gggctggtacgc 

GGGGGTTTCCGGTTTGGGTGTGGCCGCATGGCGTGCTGGGGTGCAGGTGG 

CCGAAGGGGGCGTTACTGTTGCGACTGGCATCCGCATCCGGCAGATGTAG 

^?^ CC ^ AGCCAG ^ G ^ ACGCGTCACCCTr GCTCTACAGCCAAACA 

TGCAGGACTCTAGTAACCCGCGAAATGATGGGATAGCGTTGCAAATCCTT 

A^AGAGTCTTAACGGAGAAGGAAAAATGTrACATTGTCAAAGTCCCAAA 

GCCTTTCAGCCTGAAGCCAGGAACAATTGTTCAAAGTTTCTTTGGAACAT 

^ A ^2^ AGGAAATCCAGAJ ^ AC ^^GTGCAATQCCGAGTCATTAAG 

^ A 3JI GTGTAGATACAGCAAAAAGACAACAATCT TCAAGCCACAATGGC 

™ A 5 CAGAACCCAGCCATGTGGTCAG CCTGATCTCGGACTTCACAGCC 

AGCAGAACTGTGAGAATTAAATCT 

>Sequence 370 

GAGCCA '^ ATGATAAGGCCACGGTTG GGCCGGTTTAAAACAAGGGGGT 

CCCCCGGCGTGGGGAAGATTTTATTAAGCCTTTTTTGTACCCGCCGCCTC 

CAGGGGGGGGGGCCCGGCCCCCCCCTTTTGTTCCTTTTTTTAGGGGGGGA 

AAATGGCCCCCCGGGGGGAAAAAGGGAGAAAAGGTTTTTTGTGTGGAAAA 

AGGGTTTCCCCTTCAAATTTTCACAAAAAAAAAAAGCGGGGGGGG 
>Sequence371 

GGA £ G 5 GGAG ^ GAGCTCCCCGC GGTGGCGGCCGCCCGGGCAGGTACGAT 

Z^TI rTAAACAAGCCTACGTCCCTGACTAACC GAGTGGAAGGTGTGAGTG 

? GAG T A S AAArrCACAAAAGAACTGTAGC CTCAGATAATCAAAGGAGAGA 

AGGTCAGATGCAATCACTGATGCATGCTAGTAATTCTCAAACCTTCGTTT 

^ A ^ G J^ GGA ^ CAGATAGA TTTGCAGTAAGAGAATAACAAGT 

CTTTAi iiill I CATCCCAACTTCTTTCTTGCACATTTTTCTTCTAGCTA 

TATTTAATATCTGTTCTCCCCACACACTTGCTAATCTACATTTCACAATC 

Tci i 1 1 1 1 1 1 1 CCCCCTG ACCCTTGGC ATTTCCTCTTCCTCC A ACTTCTG 

CCTGATCCTAGGATGGACTCTCTCATCCCTCATTCTCTATCA1TAGCTCT 
CAGGCTGG 

>Sequence 372 

I G .5 A S9 ATGATTGAGCTCA CCGAGCGCGGTGGCGGCCGCCCGGGCAGGTA 

CGCGGGGATGTCTCTTGTCAGCTGTCnTCAGAAGACCTGGTGGGGCAAG 

TCCGTG^ATCATGTTGACCGAGCTGGAGAAAGCCrrGAACTCTATCAT 

C o AC ^I C 7 ACCACAAGTAC J A ^ GATAGAAAGACCA GTCCnTGC^^ 

x^ AA ^Z C J GAATGCTCCAC1 ^^ CAA " CTCTCTC CATTCTO 

I C ^ C yi C J^J GTCGGATGGA TGAAACCCAGACACATAGCAATTCAGGAA 

ATTOACTTTCCATTCTCTGCTGGATGACGTGAGTAAACCTGAATCTITG 
GAGTACCT 

>Sequence 373 

^ AGA I GAGCTCCACCGCGGTGGCGGCCGAGGTA CGCGGGGAGAAGGAAT 

G J G ^P C 5 rGGAGAAAGAG GATGAA ATGA CGGATGAAGCAGTTGGAGACT 

^^^ G ^ GCCTCOTCTACTmGCCTCACCTGAGA CTGCTCCAGAA 

?I G ^ AGACC ^ G ^ A ^ CTCCACCAGCCTGTGAAACG ACGAACCCTrCAAT 

C ^ G _ AAAAGACCmGATCAGGAGAAGAC ^^ 

CACATTCAGGATTTCTCCAAAGCAGGTGAAGGTACCTGCCCG 
> Sequence 374 

CTroTGAATCTCCTCACGGAGGCACTTGCGAGAGTTAATGGG^AGATGGA 

A ^^ GA J GGCAAGGACCAATCTGGGGCCGAGGAGG AACAAAAG^ 

^™ G X^ GGGCCGCGCCGGGCTGG T GG GCCAGACAAACCAGACAT 

GGTGCrCCCCGCGTACTCCTTATACTTATTAAACACAAAATTAATTGTAA 

A ^J A ?^ GA £ GCAGGTCC " CAGGAGGTATCCAGAAGA AGGCATTGTGA 

^^^ G 5 TGATGGCTCCGCCTGGG " ACTGCG CCTGTAGACrrCCAG 

^^ A ^ G £ ATATGGAGGTGGAAGACAGTGACA TGGATGATCCGGACCCT 

TTGTAGGTCTAGGCTAACGGGGGTGTTTGTGTCTTAGCTTTTAACAAAAA 
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AGCTTAAAAAGTTAAAAAAAAAATAATAAAAANTAAATTNTAGGTACCTG 

GCCCGGGCGGCCGCTCTAAACTTGGGGAATCCCCGG 

>Sequence 375 

GATGCCCCCGGGTGGCGGCCGAGGTACCTCAGCTGTTGATCTGTGGAGCC 

I^^I£^'^ ACTWA ^ TG ' ITCTCAGGAATGAAA CTGAAACATACA 

tI^* TCTCAGCAATGG AAGGCAAACAGTrCTGCTATrATrGATCACAT 

ATTTGCCAGTAAAGCAGTGGTGAATGCCGCAATTCCAGCCTATCACCTAA 

GAGACCTTATCAAAAGCATGCTTCATGATGATCCAAGCAGAAGAATTCCT 

GCTGAAATGGCATTGTGCAGCCCATTCTTTAGCATTCCTTTTGCCCCTCA 

TATTGAAGATCTGGTCATGCTTCCCACTCCAGTGCTAAGACTGCTGAATG 

TGCTGGATGATGATTATCTTGAGAATGAAGAGGAATATGAAGATTGTTGT 

AGAAGATGTAAAAGAGGGAGTGTCAAAAATATGGACCAGGGGTATCTCTA 

CTTGGTCCAAAGGAAAATCCTGGCAGAGGAACAGTCTTTGTTGAGTATGC 

AAAGGCTGGGGATTCAAAGTTGCGCAGAA 

>Sequence 376 

CACATCTTATAATTATTTATTTTCACTACTTATTATTCTAATTTATACAC 

AATCT^CTTATTTATTATTCTTTTCTATTTATTTACTTTTTTATACT 

1 1 1 1 1 1 iCAATTTTGAGATGGAATCCCCGCGGCGCTGCCTTGTTCTTTTA 

CTGCCCAGGTCACAGGTCTCGAAAAAGCGGGTGGTGCAATGCTCCATGGG 

? A ^^ WAGCACGCAGTGGAGCCAGCTCGGT GTGGGAGAGGTACCTCT 

^^^^^CC^CCCTAGTTTTTTTCTACCAACCTAGTTCACC 

TAGTTTCCTGCCTAACCTCGTTAGATATCACTCTTCGCTGCTrCAAGAAT 

ACTAAAGCAACACTCCTGATATTAACCTACTACTCAGTTTTGTGTGGCAA 

AA ^ GAGATCACATCCCAmG TCTTTGTGTCTCTGGCTGTTAGCACAAA 

?I^ A ^^ C ^ AA1TCATGCTCTACAATGTTAGT TGAATAGGTGAGTGAC 

AGAATTTGTTArrCTTAAACCATTACTGTTTGTrAGTGAGAGGGCAGATG 

™ AG 7 AGCTCATOACG ™ CCCCCTn ^ 

GGTAAGATTCCCCCAGGTCTTTGTGGGCCCAGTAATTTTGGCTTGGAATT 
>Sequence 377 

TGTATGCGTGAGCTCACCGCGGTGGCGGCCGGACGGAGGAGAGGTGCTGT 

G rI G I GTATGAAGAGGCAGTGAAGA C T CTGCCAACAGAGGCCATGTGGAA 

5I G J^^£^^ GAGG ^^ GG ^ G ^ AA AGATTTACTAAGAAGTCAAATAGTG 

G 5!I GC J rAGAGGGAAGAGG " GGAAAGAA CCATGACTGTATTCAGGAAG 

G S^^ G ^ CTGAAG ^^G^CAGAATGCX:AATACAAGCAGTTGAGTGT 

^ G 7 G £ rGTC " ATAAC ^ CCTGAGGGAAGCT CTGGAAGTGGCAGTAG 

^ GGAAC I GAA " G ' mAGAGA CTTrGGTACAATGTGGAAATTGAAGCTG 

^ ? TG II G ^^ GAGTAAAA GGAGCCCrGGCAATACCATGCTrn-nTG 

AGAAAAi mil t GCCCCCTGAAACCCCAAGTTTGTTTGCCATTGTGGGA 

TTTTCTGGGCAGAGTGGAGTGAAGGGTCCCAAAAGCCCAGAAGACACTGT 
TG 

>Sequencc 706 

CCATAA^CTGCAAAAGCAATTnTAAAAATGATAAATAGGACTTCATCA 
AA ^°J^ C i^ CAAAAGA ™^ 

AA ^7?I G ^i^ 0 ^^ 

G ^^ AAAAA ^ GGGGAAAAGA ^^ GAA TAAACATTTCACT 
AC r G ^ AATAAACAAATGGCCTrAA GCACAAGAGATGCTCAACATCAGTA 
ATTATTAGGGAAAKKXAATCAAAACTACAACGAGATACCCTATATCCAC 

I1^^™I AA ^ GAGTAACAAACG " GAGGAGGATA ^^ 
^AAACTCGAGCCCTGGTCAGGTGTGGTGGATCACACCTGTAATTCCAACAC 

TTTGGGAAGCTGAGGCAGGCAGACTACTTCACTGAACCCAGGAGTTCAAG 

^J^?I^^ CACC ^ G ^CCCCATn(^ACAAAAAATTCAAAAA 

^™ GC " GGTGGTGGTGCCCGCCTATAA TCCAACrrCTTAGGAGG 

^^^T^^ GA " GGnGAACCCAGGCAGG ' I ^ AGGG TGGAGTGAAC 

CAAGAAAAAACCGGTGGACCTTTACCCGGGTGACCGAGTGGGACCCTACT 

TCAAACAAAACCGAACTACTGGGGCCCTATAAAACTGGCCGTTTCTTAAA 
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CATAATTTACCCTTGGT 
>Sequence 707 

GGTACCCATATCCAAGOCTTATTGCAACTTTTAGTCTTGCCCCTGCTACT 

TACACAGTCCAGAATCACTTGGTGAGCATTCCAGTAGGACGGTGGCATTT 

TAGGATTCAGAATATTAACCTATAAACCTGTCATTTGATTCTTGATTATT 

AATGTCTGGATCGCCTGTGGTAGGGGTGTAATCCCAGGAAGGCATTAAAT 

ATATTTGAATTAATGTATATnTGAGAATAAAAGGCTATTrCTAGAAAAT 

ATTACACACTTGTCTTATGTTAAATAAAAATTTGCTATTTATTGAATATC 

CCTT ACCCACCC 1 1 C I 1 CCCAATGA AGATCTTATGC ATACCTTCACTGG A 

AGGrrTAAGATGTGACAATCTTAATAGATCTTTGTGAGACCAGCCATTrC 
TCTGTTTATATTTTGGAACCGCCAGAGCAAGGGCCATGCCACCTTTCTCA 
TTGTACCTGCCCGGGCGGCCGCTCAAAGGG 
>Sequence 708 

ACATCCTTTTGCATGCTCAAGAGCCCATTCTTTTCATCATTCGGAAGCAA 

CAGCGGCAGTCCCCTGCCCAAGTTATCCCACTAGCTGATTGCTATATCAT 

TGCTGGAGTGATCTATCAGGCACCAGACTTGGGATCAGTTATAAACTCTA 

GAGTGGTAAGTGTCTTCACATTCTTTAAGCACTAAAGAAAACTTTTAATT 

AGCTACCTTGCTTCCAGTAATCAAACTAGAGCTCCTCTGCCTTGTGTAAG 

TTGCTATAAAGTATTGACTATTAGAATGTCTTGAACTTTGGTTACTGTGA 

GCCAAGTCGGTGCTCAAAGTATATrrCATAGTCTCAATTATATAGTAATT 

TAGGTTCTGAAAAATAGGTTCTGTCTTTGCATATGTAATATTTTGTGAGT 

ATTTACTTTGGAAAGTTTGGTCGACCTAATGATAAATTTAGAGTTTATTT 

TCCTTTTACAAGCTTACTGCATTGCATGGTATTCAGTCAGCTTTTGATGA 

AGCTATGTCATACTGGTCGATATCATCCTTTCAAAGGGTATTGGTGGCAC 

TTCAAAGATCATGAAGAGCAAGGTAAGTAGAACATCCATACCCTCCTAAA 

^ A 2J^ GGACCTCTG ^^ TGAGC ^GTTTTTTAGGAAAATGGCTGGGG 

ACTTTCTAAGGGGTTCACTTTTTCATGGATGATGCTTTGTTGAACTGAAA 

TCATGGAATAGAAGTGGAATAATACTTTACATAGGACAT 

>Sequence 709 

^^S^^^^^G^^^^ACTGTTTACTTTTCTAGAAAGTTGTTAGA 

CTAATTTTTCAACAAAAATTCTTTATTGTCTrGGTAACAAAAGAAGCATA 

CTAAAAATTCTCAATAAGGCACAGTGTCTCTAGAAGCTTGAGCATTCAAC 

ATAAACTTCTAATTAACACGAACTTGTGCTCTTATTTCAGCCATTGCTGT 

GTGGGCTTGGAGCCAGGAGAAGATGCAGAGGAATTTTACAATGAATTACT 

TCG^CAGCTGCAGAAAATTTTCTAGTTTTGGGGAGACAATTACAAACAT 
GTTTTAT 

>Sequence710 

ACGCGGGCTAATCCCAGTTATGAGGGCTCTGCCCATGACCTCATCACTTC 

CCAGAGGCCTTACCATCTAATACCAATACATTGGGTTTAGAATTTCAGCA 

TGAGAATITGGGGGAGACAGTCAGACTGTAGCGATGATTCTGGAGTATrC 

^^^^ GAGACAC " AA ^ TGATCAGAAAG GAGAGGATGAAGGCTA 

^^^JCjrTAGCGTTGAACATGGAAAGGAAGTGATGACTGCAGATA. 

> Sequence 71 1 

^'iiiiL 1 1 " " i H 1 1 1 1 HI 11 1 iriGATAGCCATATACCAAATAA 

A J G iI^ TGACTAGGGG ^ ATGG<:ACA ATGGGTATTGAGACACTAAA^ 

CTCTGCTTCAGGCTTCCATCCTCTITAATTTTAGAATATCTCTGATTTCCT 

AATTTTCTGATTGACATCrrTTTGGTAGATTATCGTGTTTTTACTTTATGT 

TATTGACTGATOCTTTAGAATGA l 11 1C1 1 ' 1 ' n GTTCTGGGAAAAAAAAT 

GCATTCTAAATCAGATTCACTAATACTTTGATTCACTrcCAAGGATT 
>Sequence 712 

^T A 5^ ACAAAAA11 ^ AACAmGGAGGTA ATTATAAGTAGATrCTG 
TGATTAGGACTTCATTCATGTATCTTTTGCTACATAAACCTTTGTTAGAT 

I A ^ GGAA i^ A ^ GCT ^^ 

GTCATATATCTITGTTAAATTTCTGTATGTTCTTTnTGTATAAAGATGG 
AGAGAAAGGATGGAGTGATACTAAGGACCCTAATAACATCTCTGTTCAAA 
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TTAATTACTAAGTGATAGAAGTATTCATATGCCATTAAAGATTTGCCAAT 

TCTATTTG 

>Sequencc713 

actgacacaaggactccaggccacacatatcttcttgaaagcccttttcc 

tgtttgaaaaaaagatcgtttgtatttgatagagcaaaagaaggccacaa 

aatgaattgtcttcttgtgggctgtgtttx:agaacggccggtttgtgggc 

GATGCTGACCTTGAAAGACAGAAATTTrCAGATTTGAAACTCAACGGACC 

CCAGGTAATTCTTTGGCTCAAGACCTGGGTTGCTTCATTCATATTTTCT^ 

ATTTCCCCAGCCTATAAGAGCATATTTGTGTCTTGTAAGGTGCCTGGC 
>Sequence714 

CCCTTAGCGGCCGCCCGGGCAGGTACATATGCACTATTTAGAATATGACA 

TTAATCAACCACTAGAATTAAAATCAGGTTATAAATCCTCAAAATCACCA 

GAGTATAAATTTAAATGAAAAACCCAGACCACAGAACAAAAACAGAAATA 

CCAAAAAATAATCACAAAATATTAAAAACAGTATATAAACACAGTGACAG 

AATTAGGACTAAACATATCTGTAAAACAATAAATGTAAGGGTAATCTCAC 

CAATTATGAAAAAGACCTTCAGATCATATTTTAAAACAAATTTAAAAACT 
CAAC 

>Sequencc715 

GGTACGTGTGCTGGATATGCAGGCTTGTTACATAGAATTGGTGTAAAATT 

TGAAAACCATGAAAAAATAAAACAATAAAGGATCTAGATGCTAATAATGT 

GGTTAGTTAACATGTTGACCATTTCAAAGCAAAATAAGTCTTTGATGTTT 

TATACTATTCATAGCAAGA 

>Sequence 716 

ACAGTGGTGTGATCTTGGCTCATTGCAACCTCCACCTCCTGGATTCAAGC 

GATTCTCCTGCCTC AGCCT CCCAAGTAGCTGGGACTACAGGCACCTGCCA 

CCATGCCCCGTGAATTTTTGTATTTTTAGTAGAGACAGGGTTTCACCGTG 

TTGGCCAGGCTGGTCTTGAACTCCTGACCTCAAGTGATCTGCCTACCTCG 

GCCTCCTAAAGTGTTGGGATTATGGGCGTGAGCCACCATGCCCACCTCCT 

GGGTCATTCT TCTGGATA TTACCAGGCATTTTTATGCTGATCTAAGTGAA 

AACCTGGATATTTTTTTTCTCCAAAGTTATTTCTTAGTTCTACCTATGAC 

ATGAGGGTGATCTTTATAATTTTTTTTTGTTTTCACTGAAGAAATAAAAC 

^ ^^^][][^^ ^* GG AGTGC AT A AG G A TCTG C AGTTGGG ACT 

GGAT TTTTC GGGTITGTTTTACCTACAGCCTGGTTCTGTCCACCTTTCTG 

AGGATTTTGTTTCGCCCTITGTTGGTCACCATGAGCATTTCTTATGGGAA 

TATTTGTGAAAGAAAAAAACACCTTTTTTTAAACACCCCAGTTCATGTTA 

TTAACAAGCAGAATTCACCTTAACGGCTGTACCTTGGTCGGGAACACACT 
TAGGGC 

>Scquence717 

GGTACTAATCTAAATGCTAGACAGTTCAAGTGTAGCTTTGGAGACTTACA 

GATAGCCAGCTAGAGAACTACCAATGATGATATCCATCACGAGGAGTTTG 

GTGGCCAGCCTCCAAGATGGTCCTCAATGATCTTTGCATCTTCATATTTC 

CACCCTGTGTAGTCCCCTCTCTCAGGGGATTAGGGTTGGTCTGTATGATC 

ACCACATGGCTGCAGTAATGGTATGTCACTTCTGAACTTAGGTTATAAAA 

GACTATGACTX^TCATCTTGGGTGTCCACTXnCTGTCTCTCTGATCTTACA 

CTCTAGTGGAAGCTGCCATATTGTGAACCTCATGGAAGGCCCACAGGGTG 

AAAAACTGAAGCATCTAATCAACAGTTAGCAAGAAACTGAGGCCTGCCAA 

CAACCATGTGAGTGACCCCGGAAAGAATTTTTCAGTCCCAGTCAAACACT 

GAGATAACGGCAACCTCAGCTGACAGCTTACCTCCAACCTGATAAAGACA 

CCCTTGGCCCGAACCATAGGAACCATITCTACCCAAATT^ 

GGACCTTGTTAGATAATAAATATTTGTTTAAGCATGGTTAATTTGTGGCA 

ATGTGCTATATAACCAATAAATAATACATGGCGGATAGAAATTTCTTTTC 

CTTTGGACCAACCGCAAAGTAACCCTTTTTTTCCm 

TTTGGCTAAATACTGTACAAAAGAAGTTCCCGAAATATGAAGGATGGGGG 
CAGGTTTTGC 

>Sequence718 

CCCTTAGCGTGGTCGGTTTCCKjGTATTTGGGGCGGGATAAACATGGCGAC 
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GTCTCTGCATGAGGGACCCACGAACCAGCTGGATCTGCTCATCCGGGCCG 

GGAAGCATCAGTTCACAGCAGTAATGCACACTGTGGCAGGAGAATCGCTT 

GAACACGACAGGCGGAGGTTGCAGTGTGACGAGATTGCACCATTGCACTC 

CAG TCTGG GCGACAAGAGGGAAACTCCATCTGAAAAAAAGGAGAAATTCT 

TTTATITrCTACTTCrrCTTCAGATTTGTC^ 

ATGCATCACAGCTATTCTTTTTCTGAGTTATAGCTACAGTTTrcCTACTG 

TTGTCTTCATGCCATTTCATTTCACATGGT 

>Sequence 719 

ACTTNNNTTTTA 1111111111 ITTI NGGAGACAGGGTCTCGCTCTATCA 

CCTAGACTGGAGTGCCTGGTGCAATCTCGGCTCACTGCAACCTTCACACC 

CCAGGCTCAAGTGTCAATCCTCCCGCCTGAGTAGCTGGAACCACACGTGC 

GCACCACTAAACCCAGCTGTTTAATACACCATTTTTAACCCAAAACATTA 

AGAAAAATATAGGAACAGTAAGTAGATTACATTTTGTAAACAGACAAGCT 

TACAAGTTTTCTCAAATATGAAAGTCATACTAAACTGGGAGACTGTTAAC 

TTCTTGATGGGGTTAATCTCTAATATGAAGCCACAGTCATAGCTAACTAC 

AAATTACATATACAATGCCAAAAATATTCAAAAATAACATTTTTTGCACC 

TTAATGATTACAAATGCTAACCAGCATAAAGACACTGGAAAGTTTCAGAA 

TCTCCTCATCACATACTTTCAAATATCTTCCCTTTACTTTCAATGAAATT 

GTACGCGGGATTCTATGGTAATGATGACTTGCCAATGTTCCAGGTGGTTT 

CTTAGCTAAAACTAGAGAATGCCCCTAACTTAGATGGTTTTTTGAAGGCT 

ATTACAATATGGTATTTGGTTTGAACCCCCTTTAAAGCTTTTTTACCAAT 

TTTTCTTTTAACCCCTTGGGGGGGGGGGACCCCAAAAAAAAAAAAAGGGC 

CTTTGTTTTACACCCCCTTTTCGGGGGGCCCCCCCCCCGGGAAAAAAACC 

CCCACAACCGCCCGCC 

>Sequence 720 

GGTACTTGAAGAACATGGTAAAAATATGTTCACAATAATATTTTATCTTA 

GAAATGTATTCAGTAAAAAATCTCTTTANTTCAACTATCCTCTTGATTCA 

GGGGAAAAAAGGATTAGCATGGGAGATAACAGAATAGGAAGTTTAGGAGA 

TAATGAGACTTCTGTTTTAGTAAAGTAAATAAGCTTTAATAGTTTTTTGG 

TCATGTATTCAGTTTACCAGCCTTGAAGATATTTGTAGGAAATTTTAAAA 

GTTTCTCTATTTCATCCCCCATGATAAAAATTATATAGAATAAAAGCTGA 

ATTGAACTTTCTTCACAGCACACTGAAAAATATCTTCTATAGCATTAATC 

AGATCA CAGAATGC ATATTTAAACAAAAATTTGACTAATTTAATTTTTAT 

TTATTTATTTTTTTTCTGAGACCGAGTCTGGCTCTGTCGCCCANGCCTGA 

GTGCAATGGCNGGATCTCAGCTCATTGCAACNCTNCGCCTCCTGGTTCAA 

GCCATTCTTCCCGCCTTGCCTTCTAAAGTGCTTGGATTGCAAGCCTT^ 

CAACCTGCCTGGCCCCAGAAAAACTGGTTTTTGAATGTTGGGTTGTTTGG 

GGG 1 1 1 1 1 i ri'l^ CCCTAAAA GCTTAAAATT TCCCTTTGG l 1 1 TTTTT CA 

AAAAAAAAAAAAAATTACCC T 1 1 1 11 TlTl'ACCCCTCCC l 1 rTTTTTTTA 

AAGGGGAAAAAATTTCCCCCAAAAAAAAATAAAGGGGTTTTATTTGTTGT 
GGAAAG 

>Sequence721 

ACCCTTGAGCGGCCGCCCGGGCATGTACGCGGGGTTAACTATGTTTTCTT 
TAACAGAAAGTTCTGTTTTTGTGATCCITrTAAAAATAAAGCTTC 
AGGATGAGAATAGTATTTTTCAACTTTAAATTTCTCATTACCAGAAGACC 
ATGTGGTAATTCTCTGTATACAGTTAGAACAGCACGGAAACTTGAAGGCC 
TAAAAA ATTAGCTG ACCTTGTTAAAAATGTTGGCGTGAGCAGTATATTAT 
TACCTATC 1 Ti l n I ATTGTGTGTGTGTGTGTGTGTGTTTTAAACTAATT 
GGCTGAA ATATC TGCCTX3TTTCCCTCTTTACA 1111 ICH G TTTCnTCC 
TTATTTATCTTTCTCCATCTTGAGATCTAC^ 

GAAAACAAGTCCAAGTTTTACTCTCAGTGGGTTTGGGACATCAGATGTAA 

TTGAGAGGCCAACAGGGTAAGTCTTCATGTCAGTGTTTGTTGAGGAACGA 

GC CTATGA TGTCAGTTTTTCCCAAAGGGAACAAGGACAGAAGGGATTTGT 

TCATTTTTACATCTCGGTTCTGTAATACCACCTTTGACTTCATGGTTGAT 

CAGAATTTGAAGTCTAAACCGAACGTAAGCACTTGGGGGTATCGAATTTT 

AATACCTACCACAGTTAGGACAATTTTTTTTCAAAGGGCCATTATTTTTT 
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TGGGGCAACCCTGGGGGGGGCKjGGGGCCTTTTTTTGGAAAACTTTGGGGG 
ATATATTCi 1 1 1 1 1 1 " I CCCCCCCCCTTTTATAA A AA AAAA 
>Sequence 722 

CCCTTAOCGTTTTCGCGGCCGAGGTACATGAACCTATTAATAAACCATTC 

ATGCT TCCCAG TTTGGCAGATGTGAGCAAACTATGTATAGGAATTCCAAA 

GGTAAci 1 1 1 iCCTTTCATTACTTTACAGAAATACTGTCAAGTCCAATAG 

AGA 5S^ CAGAOT ^ GAGGC ^ A ^ GGGT ^ Gm GAATCTCTGCTCTGC 

CACTTTTATTAATCATGTGAGTTGAGTATGTGACTTAATCTCTTTTAGCT 

CAATTTCCCCATCTGTAAAATAGGAATAATAAAAATACTGACTTCAGAGA 

GGTTTGTGAGGATCAATTAGACAGTCATGTTAAGTCTGTAAATTGTTTCT 

GTAATGGGCAAGATAGCAAATATTTTAGATTTTGTGGACCATGCAGTCTT 

TATCATAACTGCTTAACTGCCATTATAGTGAGAAAGCAGCCACAGACAAT 

ATGTAAATGAAAAAGTGTGTCTCTGTTCCAATAAAACTTTATTTTCAAAA 

ACCAGCTGGCTTGTCACATCTGGCCTATGGGCCATAGTTTGCCCATCTCT 

AATGTAAAGAAAGGACTTTAGCCCAAAGCCACAACTTGCATAGTAATGCC 

TTAAAAAATGTTAACATCTTTACTGTTATTAATATTACTACTGCATCTAT 

TACAGTAGCAATTGAGTAATGAATACATGAATGTTATAATGGTAAATTAC 

TAACCTTTTAAAAATATTAAGCATTGGCATATTTTAATACTTTAAATCTT 

TTAGGAAGATAGTTACCCTGCAT 

>Sequence 723 

GGTACTTACTTTGTTGCTCTTTTTCTAAGTTTTAAAGATGGATGCCAATC 

TCAGGCTTCTTTTCGTGTGTGTATGTGCGTATGTCCATAAATTCTCTTCT 

AATTACAGTG TAAGCCA CATCCCACAAGTTTTGATAGTCACAGAACTGTA 

TCGTCACACTATTTTTTAATTTCAGTAAGTTCTTCACTGATCCCTGTGTA 

ATTT^GAAATGTTTCATAATTTCCCTACATTGGAGGGGAAGATAGTTTTG 

TTTTTATTATTAATTTCTAGCTGTATTGAGCTCTTGTCAGAGAATATGGT 

" A11 TI A £E CGCTOAAAmAAGATCTGC " AA TGGCAAAATGGATGG 

TCAGGTTTTTGTAATGGTTGCCAGTAAGCTTGCGAAACATATGTACCTGC 

CCGGGCGGCCGATTGAAAGGGCTATTTCCCA 

>Sequence 724 

CCCTTTCGAGCGGCCGTTCTGGCAGGTACTCCTCAGCTTGTGCTGCCCTT 

CTCGAATGACTCGCGTTTCCTGCTTTCATCACTACACCTCCCACCGCTCT 

CCATCACCTGCTCTGCTCTTATAAGGATCCAGAGAAATGGAATAATCTTA 

TTGCTGATCTATGTAAACAAGTTGAAGAATCGTCTGAAAGAAAATACAGT 

GTGTCTAAACTGGAAAAGTCCTGTAATAGTTTGTTCATGAGCATTTGCAC 

AGTGGAGTTACTGTTCATCATGGGGGTACC 

>Scquence 725 

GGTACTAACTATTCCTAAATATTAAACACTGGTCAACTAAAATGCACAAA 

TTCATGAATTGGATTTGCACTCAAACAAAAAAAAATACCATAGGCAGTAT 

CATTTCTACCTTTGTAAGAGGCAGGAATATTCATTAGACrCTATGC^ 

CTTTTCATATGTATTTTAACACTGTAGTAGGCTATCGGGTCTAGTTTAAG 

OTCATTTCTAAACTACTCAACAGCTCAGAACTGACAAAGATCACAAGAA 

ATCAACTATTAACCTCTTGCCTGAAGACACAAATGAAATATTCCCTATTT 

TACAAAGCAAATTAGATTCCAAGATTTTCCAAAGCCATACTCCTGCAGTT 

CACTTGGGTTCAAACTTAAAATCATAATAGTAATATACACATATTTACAT 

TATAACCCATTACACATTATTTTCAACTCAATGCAAGTCAAACAAAGGTT 

TCACAAAATAACCTTACTATGTGCAATACACTGGTATTTTCTATTCTACT 

CAGAAi 1 1 1 1 1 AAATACCTATCATGAACCATTAAATTGTCTTACCACTAA 

TGGAGTCACAATACCCAGATTGAAAAAC^ATTAAbAAGTAGrrnTAA 

ACCX^ATAATGG TTATTTG GCATTACTTAGGCAAAAATATTTCTCGCTl?^- 

ATAAATTCTTACCTTTTTAAGCAAAACCTTTTTTAAACCAATTAAAATTT 

TAATGAAGGGCCATTTGACCGGTNAATATTTATTAGGGGTAAAAAAACCC 

AAAATTGGCCTAAAAAACCTrcAACACATTCCATAATGGAAGAATGTGGC 
GAAATAAATGTAAA 

> Sequence 726 

ACTCACTTAAATAAATAATTGGTAAGATGATTTTATCTGACAATTAAAAA 
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AAGGTATATGTGAAAAACCTTAAAAAAAATCTATTTCATTACATGTTGAA 

ATGTTCTGTGCTTAATCCAATACATCATTTAAATTCTTTTCACATTTGGA 

CAACAGAAAAACTGAAATCTATGGATTCCAAGCTGCAAAGTATTTTATCT 

AAATNGCAAATCAAAAAACATCTATAACATCTTGTTGGGGATACAAAGTT 

CTCCTGGCTGATTCTCATGCTACAGAAAGCCCGAGTTTCTGTTCTGTAAA 

TTGTGACAAGTGCCCGCGTACCTTGGCCGGGAACACGCTAAGGG 
>Sequence 727 

ACATTCTATTGTTATCTCTATTTTTTGGATGAAAAAACAGCAGCACAAAG 

AAGTTCAGTAACTGGCCTAAGGCCACACAGCTTGTCTTCCTGAAGACTGG 

ACCCAAACCCAGGCAGTCATAGAACATGCTGGTCGCTATTGGGCCGCTTG 

CTCTATGGGGGACGGTGCTCCAGGAACACAGCAATGCGGTTTAGGATTCC 

AGGAC CTGGGG CAGCTGCTGCTTCTTTCTTAGTTCTCGACAGACCACTGA 

GTGCAGTTTTTCTAAATCTTTTCCCCACTTTGATATGTGGTCCATAAAAC 

TGCTTCCACACGTATAACCCACTGTGAAGTTTAAAATGATTTCATGTTTG 

GGCAAATTCCTACTGAATGTTAAGCTAGATAGGAAACAAGTTCTGACTAA 

CACAAATGAAGGTCTGAATGAAGAAGTCTTACTTTTATAAAGGAATTTTC 

CCCTCCTCACCAAATCCAAGnTAAATGTTGATATCTCTGTTGCAAAAGG 

ATGATAAATAAATGGGTCCCTTGGTTAGTAGTGGGTGTATGGGTGTGGGT 

AATAAGGTATTGAATGTACATTTAATACTCCTTCTCATTCTATACTGGAT 

CTA I£ITC GAAATGATG CATTTTrCATGm^ 

ATATTTTTGTCTCTTAACTATTATAATATTCTTGCGTTATATAAATTATA 

TATTACTCTAATCGCTTGCTTCTTTCACTCTACTATTTTATCATCAACAT 

ACTATTCCGGTCTTCTGCTCTTACAACATGTAATTATTTCTCTACTGCTC 

GCTACACGACTGAACTTAACCAATATATCACTGTCTAGAAACTTCCAGCT 
TATCA 

>Sequence 728 

GGTACTTTN 1 rTTTTTTTTTTTTTTTl I I I GGTAGAGACGGGACCTCACT 

GTGTTGCCCAGACTGGTCACAAACTTTTGGGCTCAAGCAATACTCCTGCC 

TTGGCCTCCCAAACTGCTGGGATTACAGGGATAAGCCACTGTATAGAGTA 

TGAAAAGTATTTAAAAGAATCTTCCAAAGGAGGACAGCAGAAATGAAAAT 

AAAGTAAGTTCAAACTAGAATCCTTGACACAACTGGTTTTATTCCCAATG 

CCTCTTAAAAAGAATCGTTCCATGGGTGGCAGGAGGGGTGTTTTCATGGT 

GTGATGCACCGTGACTTGTTATTCAAGATGTAGTCCAGTGTTCCATCTAT 

CACGTnTATACCTTTCGAAAAAAAAAAAAAACCGAAACCACAACCACAA 

CAAAAATTATTCCAATTAATGGGATTCACAGCAACCTGGATGGGACTGGA 

GACTATATTCTAAGGGAAGTAACTTAAGAATGGAAAACCAAACATATGTT 

CTCGCTCCTTAGTGCGAGCACTTATGAAGATTCCAAAGGCCTAAAAATTG 

ACACAATGGACTTTCGGGAACTCGGGGAAAAAGGGGGGGGAAGAGGGATT 

AAAGATAAAAAACATCCTAACTTGGGTTCACGGTACCCTGCCCGGGCCGC 

CCGTTCTAAAGGGGAAATTTCAGACAACTTTGGCGGCGCGTACTTATGGA 

ACCCCAGCTTGGTACCACAGCTGTGGTGTAATCATGAGCATAACCTGTTT 

CTCTGGTAGAAATATTAATCCGTCTACAATTCTCCACAAAATTTCAGATC 

CGAAGCTTAAAAGGTAACCCCTGGGGGCCCTAAGAGAGAGCCAATCCG 
> Sequence 729 

CCCTTrcCTTCT^GCCCGGGCAGGTACTTATCAGGATGAAATCAGAAT 

CACAGTTGGCCTTTTGCCATAAGGGAAGGGTATTTGGAGAAGAGTCAACC 

ACCACTCATCXCTCTCCCCrGCCCAGCAGCACCrTGCATTTTCCrGGCrT 

T^T G ^3P CTG11TCCCCTGG ^ A ^^ 

ACACACGATATATTACAGGGAAATGGCAGCGATGGTCTGGAAGGGCAACA 
CTGGCCTIXriTrCCTCXn'GAGCACrrAAAATCCTAAACATGCAACTTAAAA 

AA ^"£I AAA J GTC 

ATCCCACCci l 1 n I CCTTCTCTTTCAACGCCCTTCTTTCTACCCAAACT 

S_ TATACCAAmGmGAACA GTTTTACATTCTAAGTGTCCAACTAT 

TGCTAAAGGAATGGATAAATTGTTGTACCTCGGCCGCGACCACGCTTAGG 
G 

>Sequence 730 
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ACTCACTTAAATAAATAATTGGTAAGATGATnTATCTGACAATTAAAAA 

AAGGTA^TGTGAAAAACCTTAAAAAAAATCTATTTCATTACATGTTGAA 

ATG^CTGTGCTTAATCCAATACATCATT^AAATTCTrrrcACATTTGGA 

CAACAGAAAAACTGAAATCTATGGATTCCAAGCTGCAAAGTATTTTATCT 

AAA^GGAAATCAAAAAACATCTATAACATCTTGTTGGGGATACAAAGTT 

CTCCTGGCTGATTCTCATGCTACAGAAAGCCCGAGTTTCTGTTCTGTAAA 

TTGGGACAAGTGCCCGCGTACC 

> Sequenc e73l 

ACTTTTCTGAAGAATACATCTTCGTTCAATGTGGTCGTATTCTTAATTTT 
TTCTATAATATTGCTTGTAATCTTTAGAGTTATGGTTTCATTTTTTGACT 
A ^ AAA Iir GAAATO ^ GAC ATCAGCAGTTC^ 

TAAn i 1 1 1AATTAAGAAGACACTCTCAAGTGTTGAACTATAATTGTAGA 

GTAAATTCTAAGTGGAGGATATCGTAAATTCTTTTTTGTCTTGGTATTGA 

CATGTAAATGTTAACATATGTGAATAATTCAGTCCACGATTGTCACAGGT 

TY^^ TCmACCTCCmCAAAATACmCrrTAA CAAATACrrTGAC 

AAATTTATTAACATTTATAAGACAAGACTTACCAAGTTGTGTTCGTTTAT 

™ C 3ZI A ^ TG1 ^ CCAATAC ^ AGATACATCAAAA TTATAGGACTT 

^™ CCATCCTA " G ^ ACAGAATAATAAATTAA TCAGAATAGGAAG 

*^ C I^ A ^ GATCmCTCATGAG " CAGA ' mcc CAGATAATAATTAC 

AGAAATTTCATTTGTACCTTGGCCGCGACCACGCTA 

>Sequence 732 

GG J A £n TrTCTTTCI ""1111111 HT1T GAGATGGAGTCTCGCTGT 

^ G ^ AGGCCGGAGTGCAGTGGCACAATCTCGGTCA CTGCAAACTCGG 

r^^ GG " CATGCCA ^ CTGCCTCAGCCTCCG AAGTAGCTGGGA^ 

CAGGTGCCCGCCACCAAGCCCAGCTAATTTTTTTCTTTTTTTTGTATTTT 

TAGTAGATACGGGGTTTCACCATGTTAGCCAGGATGGTCTTGATCTCCTO 

ACCTCGTGATCTGCCTGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCG 

TGAGCCACCACACCCAGCCTATTCCTTTACTTTCTTAAACTTTCTTTCAC 

TTTACTCTATGGACTCACCCTGAATTCTTTCCTGCTCAAGATCCAAGAAC 

CCCTTGGCAGACATATGAATCTGCACCCCCGCTTGGTCTCCAATATCCAG 

G ^ A J5 A ^ CAAGGGAGGAAACCAGGGAAA ATGCTTACTGAGGCATCTnTA 
TGAGCAGTCACCATGCTAGGCTCTTTACT^^ 

CACAACAAGTCCTGGATATCTTCAATTAGAAATGTGAAAACTGAATTCCC 
^ A ^^ AGCCCCCACTGC7mGACTGGCGTGGC ^ AT ATCGGGCTnT 

G ^™^ GGACTGAATGCCATC " GTGTCAGAGGGA ^ 
AUOOAACjTT 

>Sequence 733 

G^CAA^CTATGTGAGAACGTATACTACITCTCGGCCACAACTACTAT 

2^ A ^ A I ATOATAAAATAACCT CTGATTGTGTmCACATTGACCCAT 

^ AG 3^ TCCAATCTTATAArrC TGA7TAAATGTTCTGGGCCTCAAAA 

AA ^ AC T A ^ G I A ^ GTAT ^ 

^ A ^i7 ATGAmATGTAGCTCATAAGAGGG TGAArnTGAATArn-A 
Sg^g^g^^ot GC ^ TO ^ TA ^ OTGAT ^ CTCCACG7T 

>Sequence 734 

CCTTTCGTGTGGACGCCCTTTCAGGTACITKn'CTGAATTTCATTAGCTA 
CA JI AA ^ A ^ GAAAAGATC ^ 

TGCn^ACATTAAAAAAAATCCATTTCAATACACAGTGAAC^AAACACCAG 

^^9 ACC ^ CC ^ T ^ C ^^^^GCAAATCCA(K^ACTTCTCT 
AGC ! GAGAG f G J GGAATGA ^ 

CTTmGGAAATAAAAGGCCCAGTGGGAAAAAAAAAAAAAAAAAAAAAAA 
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> Sequenc e 735 

A °! ili" 1 ' ' ' 1 1 1 1 1 1 11 1 " ' GTCACAGACAC AGGCTGGG AATTTCC 

S^J OTAC ^ G ^ CTCGTC CCCTITCCCTrAACAACTCrrrrcGGAGTA 

IEISS GrcCmCACACmA '^ GTAAGCGAGGA GAGCAGCCAGGCTGCA 

CCTTTAACATTTCATTCACAGGATCTCAGCTCAGCCAAGTCCTCAGCCAT 

TTTCT^TGAGGATCACTTTCTTCCGGTTCCCCGTGACCTGTCCCTCGCC 

I^ C I AAGCCTCAGCAGAAAGG CCTTCAACATCCACTTnGCACAACAT 

TCTGTCTATGATACCTGCATTCTCTGAGATGCTAGAAGCTTTCTCTCCAG 

CTCTCCCCTTTCCTCTCTGAGCCTTCACCCGAGTCCCCATTGATGTGCGT 

ATTTTTACCAACAAGCTCTTCACCGCTATGGAGGCTTTCTCCAGCAGGTC 

CCTGAAAACGTCTGCAGCATGTACGCGGGGAAGCTCTGTTTGGTGCTTTG 

GATCCATTTCCATCGGGCCTTACAGCCCGTCGGTAGACTCCAGCAGCCAA 

GAA I GGTGAAACACTAACGAGAG ACAGATTGGrnTTAAGAAACCCTTGG 

A r GGC ^ GCAGGGATAAA CCTGGAGTTAGTTGACTTTTCACCCCCGGGGG 

TGGGGCCTCGGAAAAAGAACAAGCCCTTTTTTCATTTCCCTTCTTGAAAA 

5 A III CCAACGGGA ' nTrcTCTGAA TAAATGTGGATGACTGCCCGGATGT 

TGCTTCAAAGGGGAAAAA 

>Sequence 736. 

AarrGTCTGCTTC^TAAAATTTGTCITTGATrTCACTGGTGGAAGGGTG 
2^I£ CAGC 1 111 CC^CTCC ATG AGGAGG ACTCTGTTTTTCAGTTTC 
CGCi 11 1 ATTTCCTCTGAGGGGAAAAAAAAGAAGCATACATTATAAAACT 
GG ^ AGCAGAAAGACTGAG TAATTTCTTAAGTrCTATAAACTCATITGGA 
AC T^ C I A 5 :AAAAAG ™ GAA ^ 

>Sequence 737 

GG ZjJf TmN1 1 1 1 1 1 1 1 1 1 1 1 1 TITIGTTTTGAAAACCCTTTATTC 

GGTTTCTCAGTAACAGTGATGCATTAAGAAATTCTTGTCTGCTAAACTTC 

A T^^ ACCGATCCCAGTCCTCACCTCATTGTG TGGTAGCCCAGCAGCA 

GAGAAGATAGGAATTTTCTGCCCCCTAGCAATACTGTTCATCCCATCGAT 

GG ^ GAAATGCCAGTCTGAA TCATTTCCTCTGGGTAGATrCCACATTGAG 

GGTTGATTGGCTGACCTAATGTATTTCCAAAAAGGAAAATTTCAACAAGT 

AGAAAAAGCACCAGAAGACCAGAACTACATAAAGCATCTCTTTACTACAA 

AAAA^CAGTTATITITCAAATATGAAACTrGAAATAATrGTTrCCTlT 

ACTCTTTTGGAGACTCACAAAACATTGGGTAATAGAATTCAAGTTCCCTA 

ATGGTGTTACCATATACATTTCAGAAATATTCCAGATATTTTACACGATC 
TTAAGATATTAATACCTAAAATnTACGATAATTTCTAAGAAAATCTTAT 
ATAAAATAA1 ^ A ^ A GCTATGGGACGTGTGGCCTATTAACTTT 

gtccg^a^Jgg^ 

>Sequence 738 

CACTA CACATGGACAT^ATCAACTCKn-AAAlTATCATTTG7^ 
GTTACTTTTCCAATTATTTTTACATATACAAATATTTTCTTGGTAGAAGA 
ACAAAAGTGGCACTATTCATTGTGTAGTTTTTTTGTAACTTATATTTTAC 
AA ?^II^ CTCG ^ G ^ AAA TTArrAATTGAAAATTATTCATGG 

£ AA £T A £^ AGG ^^ 

TCAGCATTCITTTATATATATCTTTCAGCACATCTGCAinTjATTTCTTTG 
5~Z A ^^ 1 ^ GTAAAG ^GGCTGGA^TCGAAAAGATTCAGGGATTTTTAGT 
2IT C T^ AA1 ^ G GCAAAGT A ^* rTTCAGA AACAAGCCCATTTCAGTTC 
1™!^?^™ ' ' 1 1 1 ATG T T GCATTTAAAATCTACCTCCTTGTA 
GCA I A I GGAGGGAA ^ TGAA ™™^ 

AAGAATGTCTA 1 1 1 1 I<J1 1 1 ATGACTATTCTGTGTTCTGGACTATACCAT 
TATTTTCCCATGATTTACATTGGAAGGTGGTGATTCAAGCTCAATGCATT 
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^ttgcttctccgaggtttttaataatagatgaagtggttagcttctaaa 
Jotgg A t^g7 TAGGTGG ^ TGTAT ^ TATG ^ ct ^ gcccgac ^^ 

>Sequcncc 739 

J^TIS AAGAGTATCATCCAACATACTC AAATATCCACAGCTGTrCCGAAA 

" a ^E^ agto " at ccttcagagtaaaactggcctgcccctct 

TTCmcmACAATATTGACTCCTrrGAGGAACCGGGGCTGGATGTGGA 

C T A r AG ^ A £^ AAGTAGAGAACTGGGAAA " GT CCTTTG 
A I A ^ 17 ™^ GAAA TCTAGAATTCC^^ 

CTTTTTCTTnTC a I 1 1 I I I I I I ' I ' l GAAAACAGTTTCACTTCGTTCCCC 

GGGC I GGAGTGCCATGGCAC AATCTCGGTTAACTGGAGCCTITACCCTCT 

GGGTTCAAAAGATTCTCCTTGTTCAACCTCCTGAATAGCTGGAA'M^GG 

CAATGTGGCCAGCTGGGTTGAACTTTTGAC 
>Sequence 740 

A ^ A J3 G ^^ GGA ^^ GAGA ^^CCTATTATCTTTCTGGTGTTGATTTC 

^rn A ^ ATACTGTGATCTACAAGCAA CACTGTATTAmc C ^ 

^AAArrTGTTAAGGTGTGTTITATGCTCAGAATGTGGAGTGGACTATrT 

! G ?™ G I^ 
AA I? AAG ™ G ™ TG ™^ 

AAATCAGTTATGTCCTCACTGATTTTCTGCCTGCTGGATATGTCCATTTC 
C^T T GC A A A G°T^^^^ 

r™ CC Z GGmGGATAGGAGGGCCCAGA AAGA^G^ 
GTGTCACTGTCCCTAACCCAAAGCAA<3CTACCGTGCAGAACC^^^ 

^IlTr AA ^ GA ™^ CmGmAAAGGTGCCAAA ^ 
CA ^T? TCTAACCTOCCCACCmAACA GGAAAGAACATITrGAATAATT 

TAAACT^ GAAG ^^ A ^ GGA ^ G ^ AGAAG ^ AGGAA ^^^^^^^^^^^ 
>Sequence 742 

Gui 1 1 icriGCATCTGCTATTTTTCAAGTGTCTTTAACTCAAA aaait^a 
ATA TGCCAAA GTGGC ATGTTTG GGGGTATCTGGTriTTC/ A 4!TTCC^C C GG 
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CTGTAATGCCAGCTACTCAAAAAGGCTGAGGCAGGAAAATGGGTTGAACC 
> Sequence 743 

tSSBZ TCCAAGAGACC °CTCACCACACCTGAGAAACAAGAACCCAAGACA 
>Sequence 744 

GGTACGCGGGTG I I I I I m iGGGTAATTTTCTTGAGTTAGAAATGTAGT 
A J A JI^™ ATCTOCTCGTA ^ AGACTGCTTGTAT AGAGACTCAGTGT 
J^™IT^ ATCllmAAA " AAACCACAACAAAT ATATGAGrrnTAA 

>Sequence 745 

GG I ACC ]i™^V™' 1111 ' TTTCGTCAAAGTCACTATTTGGGCCC 
TAACATAATNCCTGCTCAGAGCGACGGAAAAAAGGCAAGCCTTTTCAAAC 

?I AGA ^^ TAT S^^ AAA " AACmAAGAGAAATA CTCTC 
^ A ^?^r^ TT Z r 7 TAAGACACTAGAA 

^AGtS-CTG GCTAAAAACAAAACAAAAAAAAT CCTCTTrrCTACATT 
>Sequence 746 

^r A rTU?^J}! 1 1,11 "'^GTTAAAATGCTTTACCTCAATGG 
Iataaa^T^^J^ 

AA J^™AA A 7 A ™^ 

TT 5 T ^xV AA ^ TAAGTAAAGCTlmATAmAGGTAA G 
>Sequence 747 

AC J^rj^ GmAGGTAmCCCTCCTCCTGT GTCCACK3ATO 

cIgS5 a ? gagt ^a c I ggg ^ gtgaaa ^ 

C TA CAT ^ CAAT J AAATAmGATGTAACTGTGATC ^ 
A ^^ A IT GA Zn7 CAAGCAGAGGA G^CCCCATTTTA^ATAGAGGCATTG 

T ^ GA Z G J GmATGG " AACTGCATCTGG CTrGGGTcrrrcTGm 

> Sequence 748 

CCOTGAGCG GCCGCCCGGGCAGGTA C1 1 1 1 1 1 1 1 1 n ■ i ■ ■ ■ ■ ■ ■ nrr 

iAV*'^^ GA " CAAGAAAGATAA ' mACAC ^ A ^CTrrGAAAGA 
TACTA^I^a^a^^^^ 

£rV^A^^^^ 
>Sequencc 749 

^^^I^^^^^CCTrACATTArrAAATTGA-n-ATAA 
AATCTTCTTGGAAAAACTTTGGTATGTATCTTCAGAAGGTTTTTTAAAAA 
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TAATATTTrAAGGGCCTGTAAACATTCCATTCTATTAAAGCACAGCAGAA 

^^^^^AACTCCATACAGAATATAGAATCAAAA^CAAT 

TTATTATGTATTTGTAGAAAATCATTACCAGAGTAAGCAAAAAA 
>Sequence 750 

2°J^ mGA ^GTGGCATATTCAACTATGATnTAGACAAGATGTGTG 
T^^ G J G y^T^ TG ^^^ GA CAAAATAAAATTCAGAAAGAGAAAATCT 
rIT^^T^ A " CAATCTOTAC7TAGCTArrrTG AAArrGTGTCC 
* A ^J A ^? A 5 A " AACAGAGCCAAAAT GAAATTTAAAATTATGGTTATACT 

CTTTACGCTAGCTACTTAGGAACCACTTCCCATACCCTCAAGCTAGAGTA 

A 1 A 

>Sequence 75] 

rIlTl A > C ^™ AA ^ CAATCTC " AC ^ AGCTAmGAAA TTGTGTCC 

^^J^^^^J^^S^^^^^^ ^^^^'^ ^^^^^^^G'^^TACT 

A^TTCACACTAGGTAGGGTCAGGTTTTTTTGTCTGAATTAAATGGCTC 

SataStga^ 

>Sequence 752 

GG J AC 2' I ' I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1'lTrrGGGAGCCATGGCAATCTTTTT 
ACACrrcATTTTAGCCAAAAGGCCAAGAAGCAATGAAAGCCATGATAATC 

^ C ^ AGTGGTA " C1 ^ ATAGAACTCAGCTACTAA AACCAGGGAGAG 
>Sequence 753 

?c? A ?r™^^i!^V ' " 1 1 1 ,T,GG TATTATATAAAATAATAA 
Ir C xI C ^ A ^ GGAAGTCATAAATCCAATGAAAT AAAGTATrrACCTG 

r™ ^S"?f AC111 ^ AAA CAATTCACACTGACTGGCAGTCTrCAC 
CTTTAAATAGTTGAGTTCCATCCCTTTAAAATCATTTAAAAACATGATTT 

>Sequence 754 

^IiSI G I CTAGAGAAG AACGTTTTCTTGCCATTCCCTGGCTGCTGGTCA 

II G ™ cagtcc " gtcc " ccctg actagtagctacatcaSctca 
ScSa^tcoT CC7TTITAT aagga cactggtcattggatgtagggcct 

>Sequence 755 

^CCCAACTITCAGGACATGGGTTTTCAACTrCTGGATGGTATGATr,or,r. 

TAGCACXnX^ACAGATGCTTGGGCXrTGGAAABSAAGCCATr} A A a atta a w 
CCTCAGCCTTCTrGGAGATCAGAGCCA^^^ 

>Sequence 756 
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AATACAGTAGCTGAAACAACACATTTGTTTTCTCACAGTTTCTGTGGGTG 

AGGAGTTCAAGCATAGCTTGGTCCTCTGCAAGCTTACAATCCAAGGGTTG 
G 

> Sequence 757 

GGTACTTC1 11 1 1 1 1 1 1 1 m 1 1 1 1 111 AAATGAGTAGG A AG AG ATGGTA 

TCAC AA A C A C AAA GC A C AG G TTACTGTCTTTAA AAATTTG CGTTCTTCT A 

TTCTCCAATGGAAGTGGGAACAAAGAGAAAACCCCTGTGTGTCCTAGCAC 

^T^J GGGCAmGTGTGGA ^^ TAAATGGGCA, nTGGATTGTTGGGA 

AAATGTGATCAATCAGCAGGCTATAGAAACACAGTTTGATACGATGGTGA 

AAACTTGTXrrACAATGATGTrTTTrCAGAAATGTTGGTGTGATTAGAACA 

A ^ZE AGCAATGATGATGACA ^ AT ATTTACATAATGTTATAGATGTGGCT 

TGCTAATGGAAATACCTATCTGAGGCTGTTTAGGAATACACAAA 
>Sequence 758 

GG Z A £T rG ' n ^ AAAACAATGTTGGA AATGAGGAAAATGAGCAATATCAA 

CAi i I I ATCCTGAGGGACAGGGAGTAGAAAACAAGCCAGAGGCTGCTAGT 

TACATAGTTCAGTCTTAGGGATGAAGGGATTTATGTCTCTCCTCCCTCAG 

GTACGCGGGGACTACACTGGTGTCTGACTTTTTTCCTAGAGATTTCTCCC 

TGAAAAATACAAGGGCTGTTGGTGAGAGCAGACTTGAGGTGATAATAGTT 

GGCCTCTGGTCTACAAAGATTTCATAACTCCTTGGAAAGCTTCT 
>Sequence 759 

AC I CGGA " GCCTCTCCCA TGCTTCTCTGCTTTCCAAAGAAAAAACTGAC 

CTTGTATAGATCCTGTCAGCTGATTGCAGTGCTCTTAACTTCTCCATTGT 

GAGlTGTTCAGTCTGAGGAGTTAGGTATAAACCCAGAGTGGTATTCTCTr 

TTCTGTTGTGTTTGGTTTTGCTTACATATTCAGGAGCTGCTCTTTACCCC 

CAGAACATCCGTATATATGTTTTTTrCTGTTrCTAGATTTAAAAATATTC 

CAGAAGCCTGGCCTCAAGATAGATAATATTTTACTTTTA 

>Sequence 760 

GGTAC1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 J riTAAAAAAATATCCTTAATTAG 

GTAAAAATrCTCCTTTAAATTAACTGAAAGrnTTATGAAAAAAGGATGT 

^™f A ;™^ 

I 1 11 CA AGCGGGTA ATTGGGTTATTTA ATGGGGGG TTTTTn T A AAGTTT 
AAGGGA 

> Sequence 761 

A J?^^ AAGAAAGCAAAGATAATCTAAACAGCAGCA TATTCATAGGA 

I A H AGA £ AAGAG ' nTC CCAAACTA TCATGCTAAAACAGTAACAGCGAGC 
^ A ^ ATTAATGTTGCC I " 1 1 " 11 " "1' CCAAACTGAAAGGAGGG 

TGGGGAAAACAAACGCATCATATGTAAAGCACTGAGTCCAGCCTG 

> Sequence 762 

GCGCCCTTCGGCCGCCCGGGCAGGTACGCGGGTATGGTTTTACGAACAAA 
TTTTTAAGGAAAAAAATTATCATGGTTCTAATCITACATGTTAACATTTC 
CTTGTTATGTAGGGATCAGACTTGTTATAACATAATTCCACTTTATAATT 
^J^ A A GAAGAAAG1 ^ GTCTGA ^ CT0AGGTA TGTAATATTrCATTA 
^ A TI A CATA " GATA ^ CTCTATATAAAAAAA ^ A CATATTGTAGTT 

TTCAGGTAAAAGCTGTTGTGAACATTATTTTTTGTCTAGTGTAGTTAATT 
TAAAAAAAAAAAACAACTG A 
>Sequence 763 . . 

TTTTTGCTCTGAAGGCATCGCTGTGGTCuCTTGGTGCGCAAGTAAATATA 

GTTTGGGGGCCCCCGATTGCCATGGACTTTGGCnTTCTGGTGGGAACAA 

A I GG ^ A J CAGGTGGACCCAA CCTTGCACACATCCCAAAGACCTGGCACT 

^ A T^ G ^ TGAAGGGAGG ^ AAAAA TAAAAGTGG7^GAACATCCTCTT 

GGATGTGTTTAGGCCAACCTTGGTTACAAGACCCCTGGAATATTGTGTTT 

3j^ GGGGGGTA ^^ GGGAATCG AAAAACCCTTGGGGGACAAAATAAG 

TTTCATTCCGTAACnTGTTGAGAAATTTCAAATTTTATTGGTTCCCCCAA^ 
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GTATTTOAATTAAAAAAAAAACCCAAAAATTTGGOGGAAGAAAAAAAAOTT 
TTGGTTGGGGGGTTGGATTGTTTGGGGCAATTTACCGGAACCGGAAGTGC 

>Sequence 764 

CCCTTACCGGCCGCCCGGGCAGGTACGCGGGATTCATTTGAGTGGGAATC 

TCAAAGCAGTGGAGTAGGCAAAAAAAAGAACCTCTTCATTAAGGATTAAA 

ATGTATAGGCCAGCACGTGTAACTTCGACTTTAAAAAATTCTGAATCCCA 

TATTGTAGGTATGGTTTCAATTGGTCGTCGGCAGGGGGTAAGTGAATCCT 

TGGGCAGGTCAACCATAGCCTTCTAACTTTGTTTTAACTTTTTTAAGCCT 

1 1 1 1 GATCCAAAAAAATCTTTAACTTTTTATAAGGGAGCC AAGTTTTTTC 

AAACTTCCCTTAAAATGGTTTGAAATTATTAATTAGGTCCCAGGTTAAAA 

ATTTCCACCCAAGGCCTTCCACCAGGGGAAATACCCAGGGAACCTTTTTG 

AAAGTGGGAAAAAAAAATTTGGAAATTCTTCTTGGAATTAACCTTAAAAA 

ACCAATTTCAAAAAGGAAATTTCAAAAATT 

>Sequence 765 

GGTACAGAAGCAATGTTTTTTGAAAGTTTTCTATCTGAGGATTGTTGAAT 

CCACAGATGCAGAACTCATGGAAACAGTGCCCACTGTATGTCACAATTTC 

AGAAAATCAGTATTTCATACAATCAGCTAATAGCCTAATTTGTTGAGCAC 

AGAAAAATACACTGAACCAATTCTGATTATTGCAGAGAAATGATTGGCAG 

GATATTGGGAAATAGAATGAAGGGCGGAAAGAATTTCACATGGATTCAGT 

ATACTCTCCGTCAGGAATTTTTGTTCCCTTGATCTTTTTGTGTTTATTGC 

CTTATTTATTGGGGCCCTCTCATAATAGGTGGGTTTTCATCCTAT 
>Sequence 766 

GGTACAGAAGCAATGTTTTTTGAAAGTTTTCTATCTGTGGTTTGTTGAAT 

CCACAGATGCAGAACTCATGGAAACAGTGCCCACTGTATGTCACAATTTC 

AGAAAATCAGTATTTCATACAATCAGCTAATAGCCTAATTTGTTGAGCAC 

AGAAAAATACACTGAACCAATTCTGATTATTGCAGAGAAATGATTGGCAG 

GATATTGGGAAATAGAATGAAGGGCGGAAAGAATTTCACATGGATTCAGT 

ATACTCTCCGTCAGGAATTTTGTTCCCTTGATCTTTTTGTGTTTATGCCT 

^^ATOGGCCCTCTCATAGTTGGGGTnTCATCTATCGGTACTCCTT 

>Sequence 767 

GGTACAATCAAAGGAGTCTAATGGAACCAAGTAGCAATGTTCCCGAAAAC 

AAACAAACAAAAAACCCCAAACATTTTGCTGTTTCTTTCCCCTCTGTATT 

TGCTAACTTTATCATGACITrATTCTTAAAGCCTATCACTGGTCTGCTTT 

TATTAATAGATTAGTGGAAATTTTCACCTGGCCTATTAGCACCTTATAAA 

GAAATAGATTAAGAGTAGGAAATATATAGATGAAGATGTACTGTATAGAA 

GTTGTGTAAAATCAGTATGAAAGTTCAATGTTGCTGTTCTTGCTCAGTGA 

TTTTAAAGAAATTGAGTAGTTCCTATGTGA 1111111 1 ' l ' l ' l CTTTTCTAA 

ACTGG 

>Sequence 768 

ACATATACATTATGTAATGAAAAAGCGTGCATGGGGATGAAAAAAAATTT 

TITTGTrTATATGCGGATACAATATATACAATAAAACACCTAAACCGCAG 

AGGCTTGCTTGTTATCCACAATAGTTAATACCCAATAGTAATTAAATGGA 

TGTGGTATGGTTAGACACCAGTACAAAAAAGCAAGCGGGACGTTATTTAA 

ATAGGGCAAGAACACCACAATAAGCCACCACCAAAAGGCAAAAAGGCAAA 

AAAAGCACCGCCCAAGTAAATTGTTTGTTGGGATTGCCAGTTATTTCAAA 
GA ; ATTiyiGjrCA J ATAAT^ 

TTGTTAAATTAGGTTTTTTTGGGXyLCCCCTTCGGGCCCCGGCTGACACA 

CCGTCTTAAAGGGGGCGGAAATTTTCCCAAGCG 

> Sequence 769 

ACTTAi mi 1 lACTAAGGTTTTGTTTTGGAGACTTGTTTGAAATAAAGT 

GATCCTCATrCAGGArnrAGAAACAAAAGTTATACTCCACATGCTAGGGA 

rrAGGAAGGCTAATGTGAACTGATCAAAAGTATGAATTATGGAATGCCTT 

TAGAATAATCAACTTTTAGGTAATTTGATACTGCTATAATTTCAAGCTTA 

GAGAAAAGTTGTAAGAATGGCATAAGGAACTCCTATATATCCTTTATCTA 
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GATTCACTAAATGTTCATTTTGTGCCATTTGTGTTATTCTTTGTCTCATC 

CTAGCCCAGTCAGCCTAACACCACCAGGGATAAACCAGTAGTCTGATAA 
> Sequence 770 

^?I^ A III GTCACT ^ CA ACACTrCCTGGCAGGCAGGCAGCATAAC 

™ GTC H G £! GGG i^ 

C I^ C ^ ACTGTC1 ^ CAT1T ATGTCAAGGCAGGGGAAGACCTCAAAGG 

GCTCTTGCATCCCAGTCTCACTTCCCAGAGAGGCACGAGGCCCTCCAGGA 

^T G ^ G J 3ACAGGAAC ^ GGGGCAAGCCG ^ CTGT CCAGAAGATCACCA 

5 GAGGGCTAAATAGTAGAAAGGAGAGTC '^ATTGGTGATATGTTTGCAAA 

CTGGGAAAAGATAGCCTCCAGTGTGGAGCAAAGATGCTCCTTCTTCAAAG 

AGGGCAAGGGCAGCTTGGATTTTGTGCCTTACAGGGTCGGTATTATATAA 

TAGAGTCATGCATATTCAGTAGGnTGGGGGAAAAGCTATATATATTTAT 

GAGGGGAGCCAACTACATGGGCAATGGATAAACATACATGTAACACATCC 

5 A I G JJ CAC ^ ANGGGCAGGAmTAGCATT AAAATGAGGTGGAATTrGG 

CTCTTTACATCAAAAAGTGAGCTATCAGACACAAAGGCGGTTTGTGCACA 

T G ^J C ™ A ^ GGAC ™ GAGGGCTACAACTGCTCAmGAAAG 

TGTAAGACCAGCCTTGTCAACCAGATTAGGAGGCATCTGACAATTGCCTG 

ATAACTGTACCTCGGCGGGACACGCTA 

>Sequence771 

GG I ACA ^ ATAAAGTATTCCAAGGGT GCAGAATNGAAAAGGAAGGCAAACA 

AC II G " GACA ' mGGGAAA ' rrGGGA TATCCTTTGGGGAAATGTAGTAAT 

S A ^7 A i^ CTGGGAAAAACATrATAGAAGAATGA ATAAATAAAATrCCA 

^GAATTTGGAATATGTTGTCCATTCTrCCCTGTAACTAATGCTATCAAG 

A J AAAGTTAGAAATACCACA1TrCAG AAACAGCTGGAAGTAGACAGGGTC 

TCTTTTTTTGACCTTGGCTGC 
>Sequence 772 

GG J A ^ A ^ ATAATGATGCC CACATTTGTATCCTAAAAAAAAGTGATrr 

CTTGTTCCTTTGCCTACAAGAACATGTTTTCTGTTCCGCAAAGGAGAATA 

A ^ A ^^o ATG ^ CCCCC ^ CCA ^ CCCATAACCCAAA ACTAAAACTTCC 

A ^ A £T rGAA ^ AGAAATCCACCCTGTGGG GCArrrTT^ 

A ^»^5 G - G ^T 7AG7G ^ G7AAGAA ^ G ^ GGA TTAAGGCGGCTTCTTTAA 
AGAAAGCCCTACCAGGC ^ CmCCCCCA ATTACCCCTrATTCTGGAAAA 
AGC ^? GGAAACCCCACTTG ^^ 

5 A JI^^ CAAAACCA ^ CCAGGAATG ^ GG ATTTTATTAAAAATGGGGCGC 

CACCAAATTTCTTAAAAAAAGGAAAAAACCCCAAAAAAAAATTAATAAA 
>5>equence 773 

^^ G T A »T GA ^ GGGGGAAGGGGT7 ^ AGAGTCTGAAAT ATCAAAATTGAA 
A ^^AATAGGATGACCAAAGGAACTACTAT^ 

AGGG ^ GAATATAAA " GTGCCCATG1TTGG AAAGGGGGCATACAGATG 
™ ATG J? ATGTACCAAGGGCTC ^^ 

7AGG J G ^ Gr J TAGGGAAGGG GAG ^ 

GGCCi 1 1 1 lAAAAAACAAAAAl 1111 1C1TATGGGAACCTTTAACCGCCC 

TTTCTTATGGGGGCCCCTCAATTTATGTTATAAATTGGCTTTAATTGAAG 
, >Sequence 774 

GGGCTGCATGTTATTCCACAATAGGTAATAACCAAATAGTATTTAATGAA 

^S G Z A A TGTATGACAACAAGACAAAAAAGCAG ^ 

I AG ^ G 5 AGAAGACACAAAAAGGCACCAA CAAAAAGCCAAAAGCATAAAAA 

TGG T c f A ZI^ AGAAC ^^ 

AAGA'l 1 1 J i 1TGGGTAI I I I I'I AAACCTTGGAGGACCAAAAAATTTGGGG 
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>Sequence 775 

^^Liii. 1 nTrrriTTrn ITI GAGAGGGGTCATCCTCCAATCATTA 
*^t^33^^ TC ^ ACT ^ ACACAG ^G^CCAATArnTAGCAAC 

^^TIS!I GTATCGGrrCGAACCCCGACA GCGCGCCAACAGACAACAC 
GAG ^ AGT il GGGAGCAACA CGCTGTTITAACGAGCGCCTGGGTGCAGGCG 

mCACAATCCCTTTGTAACAGGAAGTTGTTCCAGCCTGATATGATTGCT 
ATGTAC 

>Sequence 776 

GG I A ^' • '» 1 1 i 1 1 1 1 1 1 1 1 1 1 U 1 1 1 IITGGNCTGCCGTGGAGAGGATG 

GATGGGAGGGGGAAGAACNAGAGCTTTGTTTAGAGGCTGTTGTAGTAATC 

^ A ^I AAAGGC11 ^ AATCATGTCCTGAACAATGATCAG CAATGGCAATG 

IT G £ A I G J GGGTGATGCTATG C^ 

^^^ GGG ^ G TAAGTAAAAGGTTTGGATTTTTTCATCTTACAGCTTr 
>Sequence 777 

^ A fI G 5 AAGCCAAATGCAATGAACAAACCAAGG " A ^ G ATAATnTA 
GA ^ GAAGGG TACTGAAGAAAAGCTCTTGGATCTTGATGCACTT 

" GAGGCAGCTrGAGAAA CAGAATTAAACATTTTAGAGAATTGA 
AA ^^^7P GCTGAAAGTAAGCAAGGGC " AGTAGCCA TTT AA CCAAGA 
AGAG ? C ^ CCAAGGGGGAG AAGAAGCTTAAAGGCTTTACTAAACCTnTA 

S^fnc^S ^ AGAACCmCAAGAATTITrGGAAAAG AAAAAAAGTTT 

^^™^ ATCAGGATAATAC ™^ 

AA I A ^ C il ACCA " C " A ' m ACTTATACTTCCCCTCCCCAACACC'rTA 

^^I73Z^ GGGGGCTGAAA ^ A ' mAAAGTAAATC CCAAACATATCA 

TTCACCTTTAAATACTTCAATGTATATCTCTAACAGATAAAGACTTTTTT 
TA 

>Sequence 779 

GGTACTACGAAGCTGCAGATCATTACGCTGATATGAATGACTGCTTGAAA 
°A ACAATGACT ^ 

r a^^^t A 4-T?^33^ A ^^ A ^ AG ^^ GGAGAGGA ^ GAGAG AATAAAAA 
^ AA /^ A ^j^t^ A > A i A "^3^ AG ^ G ^^ AGAGGA ^ AGAAAGA '^ ,G ^ A ^ A ^AGTATTT 

^™I^ a ?II actgtgcttaaaccgaaagtgaatga taaagagcaat 
gaattatctaatgtatctttataattaagaaatcaag 

>Sequence 780 

A ^ GAC ^ G J^ A I GGATGATGCTGCTGG ™TAA^ 

T^V'' 1 1 1 1 1 c^tgttg aatgggtaaaaac aaaacaaaacttttttt 

A j? A ^ A ™ A £27 1 ^^ 

T^CTGGAAAAACCTAACTTTGTCTITCAAAA^ 

ATTTAAACCGTTTTCAAACTGCTTTTCAATTAAGA 
>Sequence 78 1 

SliSrV/liiiii V^Ai 1 ' 1 ' ' G GCGGATGAGTCTTTTAATAGA 
CGCTGAACTTCAGTTCTTCACCTTGGGGGGTGGCCTGTACATATCAAAAT 
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^I^n^^ C ^ TCAACTATGCA ' n ^ CTG ' rcTGCAA GTTATATC 
Ia^^ AA ^ AA / VCAAAAACACAA ^ 

CATATG^T^ ATG ^ GACAGA ^ CTGAGCG<JGAC AAATTrcACTGAT 
>Sequenc€ 782 

A f A ^I^^ A ? m ^ AGTGAA ^ GGGCC " CAAA1TAC CTCAAGTGA 

;^ GA I AG ^ GA ^ AAGC ^^ 

™ GCAC T£ A 7 CAAGA ' mAC ^^ 

^ AA IE] 1 ' A CAGTCAAGCATTCTGATTTTGAACATAACTCCCTTCCC 

T^CTGTGTAACAAAGGTCTCTCTGTTATCTCTTAAATTTTGTTACATCT 
tCCTCAT 

>Sequence 783 

$ G Z A jFJ C ^ CACTGTCmGCCATGAAACTTrATA ACATGGCTCTCCAGG 

A S A ? CA ^™ GCAGAGGGAGGGCAAGCTCcc ^ 

a C ^ C ^ CC ^ ACCA " GTC ^ AAC ^ CCCTGGC CAGGATGCCTGCCATATT 
JSS ^ AGA ^ AGGCAG ^ CTAAA TGGCTTGACTTTGGTGAAGTCTCAA 
CTCAAGAAGCTCTGAAATTAATCCACCCAACAGAGAACATTACCTTCCAT 

>Sequence 784 

T C Ti C J CGA " GTCAACGTCAAGGAGTCGCA GGTCGCCTGGTrCTAGGAA 
>Sequence 785 

S G J^ AAGAGGATATGTGTGCA ™ CATG CAACCACTACACCAriTAATA 
TCTGG«OTOTOAOTATOCCnXK»T^^ 

^^Z?ZJ^^ AAGG ^ GAAAAGA ^ A ^ G ^ GA TCTAGGAGTTGTTAGATTT 
I A II A I^^ AAAAGATAA G^ A GATOTGmCT^ 

TAGAG GGTAGAAGmAAGAAAGCTrGACAA GCAAAATATTrGATrrGGT 
>Sequence 786 

CTGCAGTTAATTCTGTTCATTTTGTTTTGGTTGAAATA^TGAAGG 

TGTGCACATTATTGGGGATGATTTTCTTTGATACAACAAC 
>S equenc e 787 

P^P^AGCGGCCGCOCGGG^GGTACGCGGGATTCCTGGTTAAGCAGG 
CCCAGGGAGAATCCTGAAGACATTCTTGGCCTACCTTTTACrTTATTTAG 

^f^^f A ™ ATATO ^ 

AGAGATrGTTTATTGCCAATGAATTTTTrrGGGTATTmATGrrAACAA 
A GGAATTAATTTACCrAAATTTCTATTTTCCTTTTATG^^^ 

OcfZ^G^^ 
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> Sequence 788 

CCGAGGAGTAATCGCGAGGGCTACGAAGCGTTTrCCTGA^^^^^TAAA 

^o^ccAATcrrrcrrGnKAccSSSSSA 

>Sequence 789 

AAACATGOCTCATATAICTACAOAAGTMCAAAA^^ 

~ S =a1^S^S^ T t 

?^«; A ,» T0GGAAA0TCCT00ATA0AAAT "™^ 

TGAAGTAAGTGTTTTTTATGTTCCGTGTGTTATAA^CC?G^^ 

T^^'^^^ J ^^^^^^^^^^^^GCAAGATTCCCACCCTCTrr 
AGCAGAATTGGCATTCTGCGTCCITACCGGCT^^ 

cgcctgtttcctcattgcctcatggaaatagtttcaYa?^ 

AAACAGGAGCTGAGCCAGTTGAAACTGAAGCC'^(<^A^^TGy^K5^^^r 

gIaatctcgagcagaggtgctagatggtgag^ 
aSaataa?^^^^^ 

===== 

>Sequence 791 

°2I^ T ^^ C ' mCCTC ^CCTAGACCGArrCTAGTTrGTTGrr-rrr 
CCTTTCCTCGGAAACCCCAAGTTTGGGATGCTGCAGACACT^rTnJ^ 
CCTGCATGCTGGGTGCCTGGCCAGCTGCCA^GCATAA^^ 
TGTGGCCTTTGTCCITAAGAATGAGGTTrG^ 

^CAGCTrTATATCATCAAAGTITTAACAGT 

SS^i!^!™ ' 1 " ' 1 1 1 1 '■'■•■"TGAAGCTGAAGGCCAC 
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AACTAACAS^I^^S^^^Og 



AACTAACAa 
GCTTCTACCT 

Sa^atct*^^ 

>Sequence 793 " 
>Sequence794 

ACGAACTTAAATTTATGATGAATATCTTTGATAATGAGAAATCCTGAGAG 
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ATTTTACnTrCAATTTTATTTTAATTTGAAAGAGCATATGACATCTGGAA 

TAi 1 1 1 1AACATATAGCCATACTGTTTATTTAAATTTGTAATAATAGAAA 

TAGA GTAATTCTAC TGTTGGATTTTAATTTTTAATCATATTAAAGTTTAA 

CTGG A TTTTATTTTAGGACTAAAATATTTAGGACTAAATAAAATTTTATT 

AATTAATTTAGGACTTTTGGGAAAAGATATTTCAGAAGTTCAGTGCATAT 

CAAAAAAGCGAACAACAGAGGCTTCATCTTTTGAAAACTTCATTGGCTAA 
AAGTGT 

>Sequence 795 

ACCCTAGGTGATCTTTGGCTTCCTCAAGTTTTTGCACCACTCAGAATCAT 

TTCATATACCACCTTTGGCAAACATGCCAGACCTGCAGTAGACTGAAGGA 

AGCrCTCCCAAGCTCTAAATTGATTAATTTATTAGTTCCTAGAAGAAAGA 

GATTACATGTTTATCTTTTTGTTACAGAAGAAACTTTGAATAGCAGTTGA 

AAATTTGGCAGGGTGGACCACCTAACTTGACAGTGTATTATTGTGTCTGT 

TTTGAAGGAATAAAATGGAATTATTTATAAAGTTTTCATTTGTATTAGAG 
AG 

>Sequence 796 

GGTACACTATCTGACCTAATCCTCAACACAAACTAAGGCAGGAGACACAG 

GGCTGCAAGGACATT TGCTGC CATCCAATTTGTGCCAGCCTGTTTTATCA 

ATCTGAACCTATATTATTTTTAAGACCTCACGGCATCACTGAAAGATGAG 

TATTATTAGTTGGAATTTTAGGGATGAGAAAACTGACCCTCAGGGAGAAT 

AACTGACTTGCCCCGGCTCCAACAGTAAGTGGCCCTGCTGGGATTTGAAC 

CCAGGTGTGTCTGACCCCGAAGCCTGATCTGACCTCTGACAGTCGTGATA 
AAAATAAT 

>Sequence 797 

CCCTTGGCCGCCCGGGCAGGTACCGAAAAATGATTTTGTTATATATATTT 

ACCACAATAAAAAAGTTTTAAATTTATTATAGGTGACACTGTTTGCTCAC 

TGTAGGTCAGGTATTTTTTGG I 1 1 1 11 1 1 1 CTCTTTATTTTATnTTGAC 

CAATGGATTCACGTCACCAGGTGATTTTTTAAACAGCTTTATTGAGATAT 

ATATCACGTGCCATAAAATTCACCCATTTAAAGCACACAGTTAAATGTTT 

TTTAGTATAGAGTTCTGCACCTCTTATGACAATAAATGTTAGAATATTTT 

CATCACTCAAAAAGAAACCAGTATCCATTAGCAAT 

>Sequence 798 

ACAATTTTTATGTTTACAGCTGTAACCCCTGAGTTATCAAGAGATGGAAC 
ATTAGATATGATTTATTCCTATTTAAGATAATAGGACATTGCTTGATTAC 
ATTT TC AGA AGATATTTATCCAAAGAAA 1 1 1 1 1 1 1 1 1 1 i A ATCTAAAGG A 
AAGGTTTTGATTCTTATGAGAAAAGAATGAGATTTCTTTAACTGGAAAAT 
TGATTTATGTCCTACAGTCCATTGTGTAGTGATGTTGGATCAATCAGGTA 

TCGCTAGGGTGTCTGTAGAAGTATCTATATATTGCTTTTTAAGTTCTTAT 
A 

>Sequence 799 

ACCATGTAGCTCTACITTTCCATATACAGAGTTGTTTCCTAGCTTTCTGC 

TAATCTAACTGGATTCCTCTTCCCCATTTCCTCATTTACTAGATTATAAT 

GCACAT CACATAATAAAAGCTTAAAAATGGGCTTTCACAGTTACTGTTTT 

CTTTTTAAATAATTGTGAGAGAGCTTTTGCATCATTTATTATCTAATCAT 

GATTCAAGTGACTAGGCTGTAGCACCCAAGAACCTTGCCTTAAAACAGTT 

TATTTTACCCAATAATACTACTITGCCTTCTTACTTAAAAATGTCCCGTG 

CTTAACCCTTTTGCTCTTTATTTTGATTTAAGCACTTGACCC 

>Sequence800 

GGTACTCTCT.^TTTTAACAAGGCTCCCTCAAGATATTAATGTC 

TTACATAGCCAGCTGTAAGATATCTTTCAAATGCGCAAGTAACCTAACAG 

ATITGTGCATGTCACK:CAGTAATTTCAACATACATTATAAATATGGCCAA 

TTTTCCX^AAATTCTAAATGAATGGAGATAAAATGCTATATAATAAATATG 

TTAGAGCACCTTTCTTGAGAAACTTCTAAAAGGAAAAAATAAAAGACATA 

ATTATACTCACACCACCAGTAAAACCTCTGGTCACCTGTTTTGGGTTGTG 

GAATGCCCCCAGCAGCCGAGAGACCTATATTAATATCAACAGAGAAATAT 

CACACACAGAATTAAACCACATACAGTAAACAAGAGCGAGGAAGTCCTGA 
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T G ^ A J^! A £ T ^ GCAA ^ 

^J^^J™ TGTA ^^ CTCAATGTGGCAAGCTAT CTCAGATrTGA 
S£ G ^ G ^ GAA JB^ 

>Sequence801 

^AxJ G ™^y AGAAA ^ CTCGTG ^ CTGTA ^ GGn ^GTCAAG 

AGATTGGGACTAGCTCAAGGTGCCAGGGAAGCOGTTTGTGGTGCTTTATA 
Ti AAAGTCGTAATATCCAAAAA AATTGTCTGATTGTATGGGGTATCTTGG 
ATGTGGTACCTGGCCGGGCGGTCCGTTCAAAAGGG 
>Sequence 802 

c^^? CG ^ CG ^^ AGGTACGATAGGCATGCAA ^ 

CCTGCCTCAAACATTTTCTGTGTGACCTGAGGCAAGTCCTnTATAGCTA 
JAAAC TAGGGACAATATTTGCTGTCATITrrrCTACA^^ACAASA 

>Sequence 803 
ACGCGGGGGG ;T^^^ 

ttStt^attaa cgggcatgacacagcaagacgagaaga ccctatggagct 

>Sequence 804 

CTCAAGCTCCCTGTGTGTGGTCTGTGCrrTCTATACTnTATTCTrGGTA 
TTCCAGAGTCTGGACKSCTTCTCTTITTAAAAATTGCTAGGCT^ 

CA *^™ GG ^ GAAATGACATCG ^ mA ^ AGGA TGCACK}()GGAAA 
ATGTTATGACAGACTTTCAGCTTTCTTCTTTGTATATGATTCAGTTAATG 

A ^ c Z A ? GGAAGGGACTAGAGGTAAATGG 'nTriTrcTTrGA^^ 

CTTTGGGAGAAACAGAGGATCCAAGACAAAAGACGAAAGTTGGATTCAGA 
>Sequence 805 

^ C ^t^S ag ^ tacta ^ actaggttca ^ g1 ^ gcagaggg< jTgaaacggg 

G ^ G ^ A ^ AG ^ AAATAAC " GCCCAGGG TCACACAGCT^ 
CATGAGGTCACCTACTCAAAATGGGGCTCAGAGTAGCCTTGTCCCATTCT 

^™ GTGG J CC ^^ 

TTGTTAGGAATGCAGAATCTCAAGCTCCTCCCTACTGAATCTAAAG 



PCT/US00/33312 



Page 128 
( f261 pages in Table 2) 



WO 01/42467 

350 

Table 2 

>Sequence 806 

^ATC A ^^^° mAGTCT ^ ATATA ^ TGGAA TGTA 
^ A ^^ A -^^ AGAAA ^ G ^ G ^^ A ^^ A ATGCCATAAAGCCTATA 



G ^ A ^ AA T?S^ G ^9 A " CATAA ATATTCATGTGTTTACnTCAGTACA 

CT 

:ci 

G ^ GA Z A J5^. CT 5^ A A TAGGA " GC ^GTTATCCCTAGAGTAACTTG 



p G ^ A y G 5^ A ^ A »^^?^^ AG AGAAA GCGACCTGGATTACTCCGGTCTGAA 

S?? A S A S^ GAcmAATCG " GAACAAAcGAAG <^A 

G ^ GCACCA J CGGGATGTCCTGATCCAACATC G A GGTCGTAAACCCTATT 



CTTTAATAGCG 



aT C agg? GGTCAAG " A " ggatcccgcgta ^^ 



AA Sr^ A J? A Z GTCAGACCACTGGAG ' mCCAGGG GCAACACCCCATAA 

G^^^^9^ A ^ AGGAGAG " CCCAAA ^CACATGGCTA 

S^^^^CCCT^CAGGCTAGATCTTGACGAGAGAAGAGTAAAGA 
TC ^ C J£ AGG ™ GTGGAA CTC^^ 



^ A ^ A J CTATGAAAGGAAAGAACTGTGAA CTTGTCCCCTTITGTTTrCT^ 
t AAA J G 7 CA P AAAAG ^ GAACATC ^ ATGG OCACATGCGGTGAGTTACGC 

J a ^ atagcatccactgaga ^ agcgg c a taggattcttS 
gag ct aa ^ a ^ 

^I^^c^cc^taaggcatttataatgtgctgggcattgtgac 

x^!^ G J^r n ^ ATCTCCACmACAA ^CTGAGGCTTACAGAAGTTAAT 
AGTAGCAACTTCTAAGTTTCACTCTCCCACTTCCCTAGTTATTT^VT^a 

ggcatgaatgtctgggaaatagcatgcatcaga^SIc^^aIa 

ACTCTTCAGTTCATATAATOTAGGGTGTGACTA^ATAG^ 

^^^^^^T^AAAAAAATTGACAGATCACAGCCCCCTGTTGTAAGGCT 
> Sequenc e 809 

TACAAAACTCITrrAACAATTAAAATrOAAAATOACTGACAAACTlS^AC 



CTCAAttAAATCGCCAACGTGACTGTA^ 

TTACATGG AATCAATGTGTCTTGATTTTTATTCTCGTTA A TTTT a t a Arr 

a^Agg^^ 

Page 129 
(of 261 pages in Table 2) 



WO 01/42467 

351 

Table 2 

TAGGTTGGCAGCCAGAATAGGTGCTGAGTTTGGTGAATGGTTTTAAAAGC 

T ^ GG . GA ^5-^ AmTOC ^ AGGGGAAGTACTCATTATrr - A A njTrr 

TTTTTTTTTACCTTAAAAAAAGGATAAATGAACTTGCCAAATAAAAAAAA 
A 

>Sequence 810 

CCCTTAGCGGCCGCCCGGGCAGGTACTCCA 1 1 1 CI 1 MT ATTCATATTAT 

TTCACCAAATAATATTCCACTGTGTAGATCTATCACATTTCGTTTAGCAG 

TTTATCAGCTGGTGGACAATTTGGCTGTTTCCATTTTTTGGCTGTTATGA 

A J^J GCTGCTATGAGTCATAGAAACCA ^CCTC7TACTCAAGAAACAGG 

TTCTCCAGAAACTAAGCTAAACTTGTTTGAAATGTAAATTCTCAGGTATT 

CTCAGTATAGACCTATAGATTCACTTAGCTGGTGGGGTCCACCCAACTTC 

TTTTAACAAGTCCTCCAGTGGATTCTGATGCAATGCTAACATTTGTGAAC 

ACTGTCAAAATCAAAATGGAGTCACTTGTGTTTAAAAATCCTGACAAATA 

AAGCCAGGGACAGCTATGAAGAGAGGGTTCTCATGCATCAATGCCTGATT 

AACANAAACTATCCCAAATGACTCTGCANAAACCACAATCCTGCACAAAG 

G TE A I GACAACCTTACACAAAAA ATATCTTCACAAGGACATCTGTCCAGC 

AATTGCCTGTCCAATCTCAGACTGGTCACACTTGTTACTGATCCTTGTN 
>Sequence81l 

GGTACAATCATTAAAACTATGTTGTAATACTGTTTGTCTTTGTATCCATT 
CTGGCGTGTCTCCATACACTTCACTAATATTTGATATACCTGTTTTATAC ' 
CAATATAATGCTGCTGCTGTACGTAGAAGCTGTAGTCACCATATCCTCTA 

ACAATATCTTCAAAGCCATTATTATTC 
>Sequence812 

G rJ A ^J AA ^ A °" A ^ AATACTAmCAGTAAAAAAAAAAA 'nTAATAA 
ACCCTGTGTGATCCCATTGTAACAGAAAGGCTGATGTTTTCTGTTGTGAA 
^ ACAAATGCAAGGAAAAAATCAmCmGTT TCAAAGGATGCATTrCT 
1°™ TAAAGAATAAmGTAmA TTnTAAGGGTTTATTTrAACTTATA 
CATCAGCCTATATAAAATACATTTCAAAATGATCTGTGCTCTTTAAATTA 

CTCCTATGCTGATTTTTCTGGTGCCACTGAAGTTATTTTGGAAGCCGAAT 

TAAGCAGAGGAGATGGGGATGTCGATTGGGAACACCCCCGAGCTGnTAC 

ACAAAGCCTTAAATGGCCACAAAAAAAATAGTATGGGGATAATTAATAAA 

CATATTACAAGAGATTTTCCTGG 
> Sequence 813 

^^^^^^CAAAGCTTCTTTCTG 

AATGGAAGACACTTCTTGGGTGAAATACTCCACAGTTATTTCAGTTCTCA 
CTGGTGAGTCTGAATATAAGCTCTATGAGAGCAGGGACCTTGTCAGTCTT 

C ^ AAGG J° mGCTGAATGAATGGATGACTGAG TCTGTGTGGGGTAATG 
A « A ^ G /^!^r A / A ^ G _ A ^ GGGAG ^ G ^ AAA ^^^^^GTTTCCTCTGTGGGTTTCAC 
AGTTTACTGGTCTTAAGAGGAGAGTTTCCTAAACTTGCCTTATGATAAAA 
ACCACCTTCAGCATrrGGTAAAAATTACCCAmxnGl^ 

AGTGAGCTGAAGKKJAGCTGATGAATCTGTTITrrGTGATACT^S 

^ G ^ G SI mAACACATGCTOAGGTGG " CTAAG ^ A GGAAACCTTG 

CCCAAGGATACCATCCTGTCIXJITGGGAAACTGTCTCTAT 
>Seqne«ice814 

CCCTTAGCGTGGTCGCAGCCGACGTA C 1 1 1 1 1 1 1 1 H I H 1 1 1 M i mT 
^I^^ A ^ ATOATAmATC " A ^ AA ^ A C A nTATATTAA 

rA? AG ^ C n°^ CAAACCAAAAACCAAA ^ 

G rI A ™^ A I ATACCTATCAAGACAACAAACTACTAAC T A CCTAAACT 
A ^ A ^^ TCATAAAAATGACTCCTGTCCTA TATCAATAAAAAACTGCTA 
TTAAAATTGAGTATTATAACACAATACAATGTCTACAGCTTTT^ 
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>Sequencc8I5 



iAGC 



aaaii 1 I AlATTTAATCTTCTCATTTTTAAGTGTTGGCAATGTATTnA a r. 
>SequenceSI6 

?^ A t A ^^ GGAACAGGACTGTGAAGT GAGG 

TACATA mTGGACTTATATGGCTTCAGA1T AAGTCATCCAAGAAACA 
>Sequence817 

^I^^ A ^ ACACA ^ AT ^ ACAGCA ^GCrTTTCnATrGTCn 

TAAAATTTTCCTGGGTGCATAAAACTATGTNGGTAACTCT 

TTAACTTTTACATTACAAGTCATTTTCAGAGTAA^^ 

ggcagatagaaaggcctcaaatccctgaggaccaaaaatcS^^^ 

>Sequence8!8 

GGTAC I 1 1 1 1 I n 1 1 1 1 1 1 1 I ' l ' l TTTTTTTATl 11 1)1 1 1 1 1 I 1 1 ■ PITT 

t^SgIaY^ 

aaaaaccaaaatacaatgcagggatggaatc^a^tAa^ 
^^^^^^c^ccccatggcaaagggcccc^ 

>Scquencc 819 



gagaatgtgtggtcatcctag 

> Sequence 820 

™£rr^ CAGATAATATOTCC ^^ 

TAAAAGATAAATTTTGCTGTGGTTTGCGATCTT A CTT^ A f A TC A ^A^AA 
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CTTAACAG 
>Sequence82J 

^^^H^ ^ TCAAAAA( jACAAAGCAATGCAAGCCACGTGTTCAA 
^^ A I C ^ TGGGGTA ^ CCAGAGA ^ AGAA AGCCCTTCnTAAAATG 

>Sequence 822 

S A ^I^ GGA ^ GTCTAA CTTCCCTCACCACCTTTCCGATATGGACA 
?II G I CATGCCCAGAAGCAAAA CCTTCTrrArrGTGCCTGTCCTC^ 

I^ A S CACAGGAGCACAGCACCCCTTAAAG TCACGAGGGGCTGCA1TCAC 

ACCATCAGCAGGGAGATTACACTTGTGTCATTTG 

>Sequence 823 

^ CC J?^ CGGCCGCCCGGGCAGGTACCAAGA <^ 

TTCCAGGAGCGTGGGTCTCCTACGTTTGTGTTCCTGGGAAGAATCrrGGA 

C I GAGGCGTGGGCAGG TGGATGCCTGGGTTCCTTAGGCrrCCTCcS 

A ^ AG ^ CTCmCTCTCCCCGCGTACATAG T AA GTGTA^ 

>Sequence 824 

G ^J A 5 CC ^ CA ^ ATAGTAGGGAGACTGAATCT TCAAAGTTACAGGGTGAA 
la^Jr/^ TGA7C ™ CAGC ™ttGGAGTrAAAAAGCATCMAA-TT 



"J»-A«Jtl 1 1 C I liUAGTTAAA AAGCATCAA A ATT 



>Sequence 825 

G ^^^ G ^ G ^ GATGGGT ^^ GG ^ CCAGGAG ^ GAG GGCATTGGTGAGATC 

I G ^ CAAAmGAGmAACAAGGACAAAAAG ^GAAAGAAAAGGCAC 
^JT^^ AAAAGGG ^ GGG ^ AGA ^^ A ^ G ^ G GGTGATGGAGGAAATGA 
^ AGAGGAATGCTCTOAAAGGTGGTCTGTGGA TCTGTCT^ 

2J a S a ctaYg7tct^ a ^^ 

>Sequence 826 

aac J g J3J ccagagctcaat aaggtacgcgggaaagtcaactcagttacc 

TCTGTTTGGTGTGTGTATCACTTGCAGATGCrGTCTACCACCTTTTC 

gacatcctagaagcttctctattaccacagtaactggctaactagatatc 
tg^^Sg^^^^*^ 

>Sequence 827 

GGTAG^TATGAA^GCCAACATTCT 

ttaggS^ 
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GGAGGCACATTNT 
>Sequence 828 

ACCGTITAACTCTTTCTCCTTITATTriTnrrGA 

T A II AmAC ^ A ^ CTT TACATTGGAAAGGAACTTGC'rrTGTAATCTAC 
>Sequence 829 

I^T G Z G ZS TCCCCTGmCCTAC ' m GCCAGTGAAArrTAAGrnTAAA 
Gl 1 1 1 1 1 1 1 1 1 1 1 J m AATTTCCATATGGGCTAAAGAATCCAAATArrr 

^g^atgtaI?^ 

JIa^I^ 0 ^ 0 ^^ 

GC™^r A ^^ C ^ AmGCCA ^ GAAACTG 
ATGCAAGGATGCAATTTAAAAATGTGAAGTAATGATGGGTTTTr.A A ata a 

SaTa^ 7 ^ 

>Sequence 830 

lOI^AGCTTGTATATGAACATAATTTTCTTTAGAGGTAGTCACTr.TTrTrT 
CCAGTATGACCCAGG TTrcrrGACTCTGAGTAATGCACCTrcS 
TCTAAATTrCTATTGAAGCTnTTGGATTATGAGTA^ 
GATTGGCTGGTGCATGTITAGACTrAAATC^^ 

A^i^S G Ir A ^^ CTACATATG " ACATO 

ag ^g£gV^^ 
ga ^ tcatgaaagg ™tat^^ 

GA^^G TC1 ^ AAGTGGACAAAAGGA ^ AA TTTA<XJT^TC 
>Sequence 831 

TmGGAATTTGGTCTTrTAAGGTCTrGATA^ 

tgtgaacagaacagaaggaaaatcaggactcag™?^^ 

AG CATrGGrTGCTGCAGTTCAGGGGAGGT^^ 
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^^AGG^AAAGAATGCCATGGrrCAAAAAAAAAAAA^AAAA^ 
>Sequence 832 

AACA J ACACTGCCTCA CCCC™^ 

TGTCCAAAACAGGAAATATAGGAAATACCAGCTGAgAaA^^^^ 

ACGTCCATGAGCCCAGCTGCCCCTCTCACCTCACTCCrTmAAG^ 

TGACACACAATCATGCTTTCCTTITITGCACCTGAAGGAGTGA^^^^ 

? AA ^J CTAAAACC1 ^^ GOC ^ AGGCTAAT CATTGGATCCTTCAAGG 
A ™ GGATAmGAATGCACATCCCAA CCCGGGGTCC^A^TGAA 

>Sequence 833 

AC1 1 1 1 1 1 1 1 1 1 j 1 1 4 i n , i i nTTTGGGTCAAGTAGAAATCAAACAOT 

t»A^CTGTATCTTTA A AACTACTTGGCAGTA ATAATTTTTA A AA OTA OAT 
TTTTATTGCTTTTCTTGAACTAACTAGTGTTCATACAAC 

tatttgtgcctggaattaaggagtgagacacatttcta^tg^SSa 
aca ^ cacaaaataagaa atggtatttggtcattctctg^ 

> Sequence 834 

GGTA C1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 n i u 1 ' lTl GGTTTTTTTATCTGACCAC 
TTCCAGGAACAAAGCCAGGGCTCTCTGGGCACCTGAGTA^ 

GGGTTTAGCTTCCGAGAGTTCTTGGCTTTGCCTAGX^ 
AAA^GTCcVgctta a ta a r"rrr a It' ' ' ' ' ' ' 1 " ^TTCAATGGAAG 
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TCAGGTGCGACATGGGCTCACAGCCTCACTGAGGCTGGAT C1 1 1 1 ITTT C 

TGTTCCCTCTGAGTCATGGAAGTGTTCAAAAGGAATCATGAGGGTATTTC 

GTTACTTTACTTACTTTACCCCATCACAATCAGTGCACTTTCCTAGAAGG 

GAATTTTATTTTGATTATCGGAAATTTACAGCTTCTCCTTCTGCAACTTT 

AATTTTCTl I CTCCTGTTCTTACTATTTTTCTTATTACAAATCTCTn"CT 

GGGTGTGTTGTGGGAATTCCTTAATCTATTTTCCCGTGGCCTCTCAATCC 

TC ^AATTAATTATTGTTCCATTGTTTCGATCGTCTGGGTGGCATTGTGT 

GTTTTTACCTGGCCCGAGGCGGCGCCTTCAAAAGGCCGAATTCCACACAC 

ACTGGCTGGACTCTTATATATGGTACCAATCTCGATACCTNGCT 
>Sequence 836 

GGTACTTAGCAAAGAGACTTACACATTAGTGAAAAATCTAAAATCAGCCT 

TACGTGGGATCTGCCCAAAGTATTATTTGCAAAAGTATCATTTTCAGTTT 

TAACTTTTAGGGGGAGCAGGGTAGGCTGGGGTGACACACACAAATCTAGG 

CAGGCAGAGAGCTTGCTTTCCTCAGCTTCTTACCCTTAGTAAGACCACTT 

TAGTAGGACACTTAAGTATTTCAGTCAGCGGATTTGAATCTGACTTCTTG 

GATGCATCTGTATCAAAACATACCATTAGATGTGTTACAGAACTGAGCAG 

CATATCATTAGATGTGTTACAGAACTGAGTCCTACTTACAATAATTAATT 

TAATTTCAATAGCGATCCCCACCATTTATGTCCTAGGCATCTACACAATT 

GGTCTCTGA GCGAAA ACACAGCCTTATCTGCAATAAAAGCCTCTGCTNTG 

CTTTGGCATGTTTTTACAATCCCGCGC 

>Sequence 837 

ACM 1 1 111 1 1 1 1 1 1 1 1| 1 1 J 1 1 J I'l GCAAACTTTAATAGGTTTTCTTAG 

CTrGACAACTCATTCTCTATATTCACGAACATCTCCTGACTTGTTCCTTC 

AGTGGAGATACCCTTTTCTAGCCAGAGTTGGCAAAAGTAGCAATAGCATG 

CATTGGCTTGTTTGAGAGGCCCTGGGTGAGCCTTTGTTGCATAAAGTAGG 

AGGTCTGTTATTGTCTTGGTAGCATATGCCTTCATTATAAGTTTGCCTCT 

TTGAAAGAATATTCAAAGACCAACACAAAAGAGAACATTTCCAGATCCAA 

GAGAGTGTATGTAGAAACAGTGACAAGTTAGAAAATCAACTTAGGTATCA 

GATAGCAGCCACAAAATATGTTCTGAGGAAAAATTCATAGCAATTTATAA 

CAGCTGAGAAAAAGAGGGAGGATGCGGGAAGGTAGATTTTGTCAGAACTT 

ACTAGACTAAGGATNTATTGCATATTTTTTACTAATTAAATGTTGGGGAT 

GTCAGACGTGGTTGAAAATAATTAAAAGTCTGGTTAAATAAGGCTTTTTC 
ACCCTAGCTTACCTA 

> Sequence 838 

ACTACAAAAATAATGAAGCCAGCTAATTACCATCAGGTTACAACTTTACA 
AAGAAGTGAAGCAGCAAAGAGCTGAAGCAGAAATGACATAGGAAAACAGC 
AGCAAAGTCCTTGAGTCCCAACAGTCCACCTCAAAGACAAACATACTAAA 
GAACAAAGGCC CCTAATCCACCTCCTCACCCGCGTACTTTN 1 11 1 I I I I I 
1 1 1 1 1 1 1 1 1 1 1 1 CCAGTTTCTGTTTC AAATTCTTTATTATACATCATGGT 
T ^ A £AATTTGAGGCTGGTTAAATACAATTGGTTTTCAAAATCTCTTTGA 
ATATTTTCTGGCTTATTACATGCAAATGACCATGAAAATATTTGGCATTT 
TAAAATTCTGAAACTCTGAATAGGCACTTGCATGAAGGAAAACATTACCA 

TTCATAGATATCCACATGTAGAACAGATGCTCCAGCACATGGTGGTACC 

> Sequence 839 

GGTACGGACAAGGGGGCGACTGGCATGTGGTTTGTTTCTGGTCTTGTAGT 

CGGTTTGGAATTTTCTAAGTCAGGGTGGGGTGGGGGGACTGTGCACGAGT 

CATGTGCAGACTGGAACCCATCTCCCCCTCGGTCTGCAAGTTAAAACAAT 

TGGGrrGTCCrrcTC^GCATCTGCCAATGTCTCTrACTCAATCITGGATC 

AAAAGGGCGTTGGAGGAGGAGGCTGGGAGGGAAATCCAGACAGTTCTCCG 

CCTCTGACATCAGGTCCAGCTGTTAGCATCGTGCTGTGGGTCCCTGAACA 

AGAAGCAAAGTCAGGACTGGTTTGGCCAGGTAGGTGAGGATCCAGTGTTG 

GGTGATTCTGATCCATGCAGCCCTTAGAGGCGACACAGACGTGAACTGGA 

CATTCTAGGAAGAAAGAGCCGACTGCCGGGTGACCTGTCTAGTTCACATC 

CACTCACCATTTCCCTCCTCGTTCCTATTCTTAGAAATAAGACTCTGACG 

CTCTCTTTTATACAGGCTAGTCCCCTATAGGCATGTCATGGTGATTATTT 

GCAATCCTCCTGACTTTCCTAAGAAGAGATCAGACTTAGCAGGGTTAGTC 
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>Sequence 840 

S^ C ^7^y?Ty^ GGG1TAAGTGCTATAAAGGAAAA GAACAGG 

A ?SS? G ^i^ CCAACTCTAAATCTCTGTCTCAm CACCTCTTTGTA^ 

AATCATTGCTATTATGTrAAATATCACAACTACTGTCATTnnTGTrTAC 

CCACTACATTCTAAGCTTGGTGCTGACATCTTTGTATTTATTATATAAAA 

TTCTCAAAATTACTCTGCCCGTTAGGCTTTCTTATCACTTATTTCAAATG 

CAA ^ ATAAGGTCCAGGGAAGATAA ^ A TGTAACTTGTTCATGATTGGAG 

^t^^^^OAATTGAACCAAAGTTGGTGTGACAAAGCC 

TCTGl l 1 1 AAGCAAAAGGGAAAAAAAATTCTCATTAACTCCAAGGATTAT 

CATTAGGAGTCCAACAGGGTTCCCAATTTGGGAACTACTATTrCATTATC 

A A^^^^^ A ^ G ^ GGAG ^ A ^ G ^ AGA ^" GAGAAGGGAAAAAAAAAAAAAA 

AAAAAAAGG 
>Sequence84l 

GGTACACTTAAAAATGTATGTGCTGTTCTAATGCTACTTATTATTATrCC 
*TTS C ^ GTAGAATGTATCNCACTAAAAGTG ' m ' A ATCCTGACTATAAC 
AA ?Z A I^ G " AACTA " AAAGGGGTAA " AT ACTCTAAGCTTCCAGTIT 
™" AAAACA ^ A ^ TCA ™^^ 

CTTOOTAAGTAI 1 1 11 1 A AAG TG AAGTCTATTCAGACTGCAACCAGTA AA 
C I^ mATGC ^ ATAA ' n ^ CT C A CGATGGAmCTGTTCCTTTGTTGC 
ATTGTTTGTGTrrATTTTATGTGATCTTTTTTAGCTACAAGGTGGGAAAA 
I? AC ^ G ™°i GAT ^^ 

TTTAGTTGGTAAGAGGATGTACCTGGCCGGGCGGGCCGTCGAAAGGG 
>Sequence 842 

GG I ACAGTGGCGTGATCATAG CTCACTGCAACCTCCACCTCACAGGCTCA 
AGTGATCCTCCCACCACAGCTTCCAAATAGCTGGGACCACAGGTGCAAGC 

AAAGTGACAGCmTCAGAGCTAGTCCTATGTCTGCAGnTCTCAGAATA 

TGATGTCAAGGATTTTTAAAAGCCAACTATCTCACTGTGGTCTCTTAATA 

GGACAA^^GTTTGGGTAACAAATTAATTTTTGTCTCCGGAAATACCAA 
ri^y A T^Z^ G ^ GGG ^ GGG ^ GAGGAAAA ^^ AAG ^ GG GGATTAATTCTG 

>Sequence 843 

SI A Ar^V^ i 7?. 1 1 1 ' ,,GCCTATTAA TTGATTAGGAAAAATAG 

AGTAGAAAAGAACCTTTAGCTTTAAAGGTATGTCTTAATAGAGCAGTGCT 

AAGACAGGTGGTTAGGTATGTGAATGCATGCCACTTAGAAA/Sb^^ATCA 

AGGAGAAGGGACCAAGAAGGCAGATACATTGCCCCTCAT^ 

TTrrCTCTCACCTITACATAAATATX^GCCACTAAAAAT^ 

AATAATG AAAGCGAACCCTGTTCGCTCTGTTTG^GGA^^GGCT 

ACCTGCCCGGGCGGGCGGTCGAAAGGG 

>Sequence 844 

A ^ GAG ^ CGGACGGCAC ™^^ 

TGCTATACTTACATATCCCATAATCTTCAAGACCCCTCAAGACCCCACAA 

AGTTAATACATGGTGGAATCAGGACTCAAAATCAGGCCTGTGTS\Crc^\ 
AAGTCCAGTGCTCTCTCCACTTTACCAGGTAACCTTCAMATACC^ 
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TCTCTCAACCAGCrrmCATGTACCTTGGGCGCGACCACGCTA 
>Sequence845 

GGTACCAGGAAATTGG7TTGATTGCCATAGGCTAACCTTGGACCAATCAC 

TGTGGCCAAATACATGAGGATCCTTATTGGCTCCrrCTACTAGCAACAGA 

!° G II rAGAG ^ CAGTGTATCACAG AGAAATGCK}GATCACTATTATAGGC 

A ? A E GAATAATAAATG ^ CACTCTACT ACTCAATAAATATTTGTTGAAC 

.AAATCAAAGCTGATCCCTTTriTCAAAAmTTAATGTGACTCTTAGGGG 

A 7 G ^^3E CAGGAGAGAAGA " AGTGCCACA CTGAAAAGAGAA'nTGG 

T GA ?^ AGC T C 3£ AACTCC " ACAGAAAACCAGTGG TGAGA^ 

T A ^? A ^ AGTOCACAAACTCTrCAACCAAGAC CACCTAGTGATATAT 

AAGGGATATGTTGATGATCCTCGAAACACTGATAATGCCTGGATGGAAAC 

AGA ^Pi :TGGGAACTACCATGACGAAACAGGTGAGA TAATGGATAATCTTA 

1°^? AAGCTGGAAAAGA TGCTGGAAAAGGTGAAATGGGTGGACATCAA 

TGATTAACCGGAACTTTATTGCCAGTCACTCTCAATTCAATAAAACTTGT 

GGTTGAGAAACGAGATGCACCCTGGAGCGAGGAC7TCTGAAGCTTACTGC 

C 3IS5 G J GGAACTGATGGTCTCCGTGTAAGCCAAA GCCCCCCGAAGAGCC 
TATTCTTGAAAAAAGG 

>Sequence 846 

AATGTAGCTTTCTTAAAATTGTTAGTTAAAATGTTTTCTTTGTTTTCCCA 
ATAAAATGTAAAGTTTAATATGTGATGGCTAAACTCCTAAGGGGATAAGG 
AGGCGCTAGGAGAATAGGCAGGTTGGAAAAGGGTAGTCGGGACTTGTCCA 
GArrCTTGTGTGGTAGTCTGGGTAGTCTGTATArrrACCATATGGGCTAC 

CACACACCCTTGTGAGCATTTATTAATTCGCAGTTGATGGTGCATAGTTT 

G ^?S A f TGGGTAAAGGATATG " ACTT TTGTAAGTACCTCGGCCGCGACC 
ACACCTAAGGGC 

>Sequence 847 

GGTACTATGGTGTpTGTGTGTATGTGTGTGGTGTGTGTGTGTTTTAAGTT 
I A ^ TTTTGT1 ^ G ' r ^ 

CTTTTAAAAATACAGTACTGATCATTCTATTTCCCCCTCTATTGATCCCC 

AC ^ C ^ TATCTCATCAACAACCCACTAATCAG CACCCAACAATGACT 

^I^ A ^ C I A i£SI CTAAACAAATGATAACCA TACACAACACTAAAGGAC 

GAACCTGATCTCCTATACTAGGATCCTTAATCATTTTTATTGCCACAACT 

AA^CTCTATGGACTTCATGGCTTATrTATTTACACCATCCACCCCAACT 

A TTL A J2^ CCCTAACCATG ^^^ 

AAA t A a^x G TI^ 

^TOAGAACTATACTTCTACTTATTTAACCAAATAATCCrrGTCGTAC 
^ GGG I GCTGTCACmAAAGG «n^AATTrCAACA(^^ 

CAAAAATACTATCAAGCCTGGAATCTATAAGTTATAAATCACTGTGGTGT 
> Sequen ce 378 

TCTTIGCCCTCATATCTATGTTATTTAATATTAATTITCTTTTAATTGTA 
TTTATTTATTTTATGTATTAATTATTATCATTCTATTCTTAATATATAAT 

^^J^I ^ CCAACTGCTGAACGCACAGCCTA ccTCcrGTArrAcc ~ 

G f CGA ^ GGACCTGCTGTAAACC CTGTGTGCGCTGTCTGTGCGCCCAGTG 
GCTCmAGAGAGAAACTCTTTCTCCCTTTGCAAAAATGGGGCTTAGAAT 

^ G JZ G . A 5 TT H^ 

TGTTGCTTGATTTTAGAAAATACACAAAAACCCATATTTCTGAAATAATC 
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>Sequence 379 

™™ CCATATGTGCTCATGTGTGGTATC TTACGTTACTTGTTAGTA 
^GCTCACTTTCGCGCTCGGTAGTATGGTATCGmGGTCAACrnTA 

?^ ACC ^ GGNGCCGGCC ^ 

cS AAA ^T A rA A ^™ AGAACAATCTACTCTCA1 ^^ 
T^^r^I G ^ AA ^^ AAAAGTGAA " GGCTAAATAGG CAAGACCTTC 

S? AAG ^r ACA J^ ATGA " AAAAACAGTAAGTACGCAG AACCGAAG 

SS^?St ACAC " WOC ^ ACAOGTAATACACCT " co 

>Sequence 380 

' 1 ' ' ' ATCTTCATTA AGTTTTTCTTTTATACTAGCTA TTGTA 
A ^r^ AmA " GTC ^ ATAAA " ATA ATTTATTrATTO 

A ^™™ TGANA ™ TCTACTGAGG ^^ 

CAmCCCTrAAGCGGGrrOTGACGTCGTrGAAATTGCAACGC^^ 

I^CAACACTTGGTATACACTTGTAACCCAGCrrrc^ 
ATCAAAATCAGATGAACAATTGACGGCTGTTITGCAGTCAGCAG^G^ 

™GGACAGTTGTAGCACTGCAGGCTATGTCCTGAATGGC^ 

ir°I GA " G " CACAGA ACTACrrGTGTAGTAGGTmAACTAC^^^^ 

AATTGGTGGCTAAAGACTGTCGTCTCCTAriTATCC^ 

GCCCGTrTATTCCCGCGTTCCrrGCTCGGGCTGG^ 

CCAGTTCAACTTITGGGGGGGGCTCGGGCACCCAGCTTTTTGrrAACCrf 
TAACTGAGGGGTTAATTAGCTCTGCTTGTTGTAATrVATGm™ 

ATCCTGGCAGCTTTAAGTTTAAAGTCCTGGGTT 
>Sequence381 

iE ASfc ™ 

>Sequencc 382 

CTTAGGGGATCCACCTGTCTCAGCCTCCCAv^GTGCTCGGA^T^A^GCA 
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™TTTATAAAATGATCTCT^^ 
>Sequence383 

<*cattgaggatc?cta?^^^ 

TTGGAACTTCCTCCAAATAAr a^a<^a a^5TS ^G^^CGT 

gaagatSSca^^^ 
"cctccaaggtcmotS^^a.^^ 

^^^^^^AA»]S™™ 
>Sequence 384 

S^fcA^ 

aatcctgaaggcct^^™ g A ^ 

ATTTCCGACAGAGAA^aTt^^^^^ 

AAGGACCAGGTGa^S^^ 
TCGTTCAAGAAA^^ 

>Sequence 385 

CTGCKTAAGACCATCACCC^A^^ 

GTCAAAGCA^GAtcS 

OTTGATcWcGGA^^^ 

AAAGAGtSScaIc^^ 
^CAAATCGAGTAATT^GAAAAA£?Tr'A4r*^^ 
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> Sequence 387 

^CGAATGTGTCCGTAATTGATGTCCACTTCNCACCGN 
I GG ^ CC " CGACT CAATNTACCTre^ 

AAAATATTCGCACCTCTAAGTACAAGGCG uUUCACGAATT 
>Sequence 388 

aaga«;acactcttctatgtaccaaaactaatSa;Sot«"ctm 

1 ACTTCAACTTTAAATTTGCCCACAGAACCCTTTAAATTCrrTrrTA a 

TACTCTCAACCCAACACAGCATGCrrCATAAGAAAGGTrAAAAAAAAGTr 
AAG ^ CACTCCAAATC " AACCCCCAm ACCCA^CA^ A ^^ 

G^^aIaII^^ 

?S^H^ ^CAACTGAATCCCCCGGCTTCAATAATTCAATACC 
CCACCCTCXHXAACATCWTGAAAC^^ 

GCCCAGAATGCCAACAAGAATraAAGAAAAGATG^A 
^TATAAAAGCAAATTATATTATCCCnTrTATCTCC/^^ 

>Sequence 390 

CCCAATCTTTCTCCTCGCGAACGCGATCTCTCTGTACTTTATTTAATTTT 
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TCGCTTACGGTGCGATATTT 
> Sequence 391 

T^I?^I C ^ CTCCGAGGGCGG CCGAGGTACGCGGGATGGGATTTCTG 
^..^^ CCCTGCCTC ^ GCAAAATAGGTCT AATGGCAGGATGGTGTCA 
^^^^ ACCAAGACTGCCCA " G ^ CAGGCTGG GCAGTTCATAA 
rA^^^?^^7^ TGCAAAAAAA ' mACA ' mATCTrr AGAGTGT 
rr5^I* A ^™ mCCATGGTOAGGATGTAGCCAAG TGTGGAATCA 

^™ A ^ GTGGAGGGCTCA ^ AGGTGACCCAAA TTTTACCTGGGGCAT 
CCCCCCTTTAGGGCCCCAACTTAGTCTGTCAGACATCTCTGACCTTAGAT 
°S?J ^ GC I G ^ ACCACTrr GGAATGGTTCCCTCCATCACTGAGGACCTGAC 

^ AA l ^ AATAAA " CCTTTTCAT GAATTCCCTTCACCACCATGCACCACA 
>Sequence 392 

CTTATATTGCCTTATATTTTATTAATACTATATTTTTCTCACCGTTTTTT 
A I CGA I AAA ' mC ^GTTATATATC^ 

TTATNTTANTATTATGTTTGTAGCGATTCACTCT 
>Sequence 393 

rr?^AT^I^ G 4 CACAGGCACTCCmGTCTGGTAGAGAGGAG G 

AGTCCCCTGCCTCCCTTGTCTCAACATGTTCTCCTCTGCCAGCCCAGTCA 

GCTTGGGGAGCTAGGTATCAGAAACCTGAAGGATCCAGCCCGCTITGTCC 

TACTAGTGTCTATAAGTCTCTGTCCTGAGATCCTGGGGCTCCTCCTAm 

CTAGAAGGGATGAGGTGCCATCAAAAATAACTTGGCTGGTGTAACAGnT 

^ G ^ A ^ GGAAGTCACACCTGTAGCCTGGCTGGCA GGCAGGTGGACATGAG 

GCTGAGAAGGGAAGCCAGATGTCAGAACATACTAGGCTAGCATGCCTGCT 
>Sequence 394 

GGTGCGCTTACCGGGTGGCGGCCGAGGTACCAGGCTGGCGACAGGTGCTA 

rrAA? A x7?™^ GGGAGAAAAACTATCTCCCACTC 
GCAATGTCAACGACTTCCACATTCCCTGGCCCACTGGCTGAGCAACCCCA 

S™^r AA ^^™™ CTGGTGGAATGGCAATCAAAGGAAA CA 

^TT^^ C J^^ CAA mC ^ AAA GC CAAAAAATATrnTCATGGAGrr 

GAACATTTTTCGAGTGTGTTTTTTTCAAGTGTAAAAGCAGTGACATTTTG 

tTgag"g^a G S 

>Sequence 395 

^ZHI^^^^^^^^^^^^^^gactactaaggccaacctttttattc 

A^SrA A ^^ C ^ A ™^ G " CAGAAmAGGCAAAAGGA ^CCA 
A A J^^ C J A I ACATTrrCAGAAGA1TCAGGTrGA GGAAGAAGCCACA 

? agggc " gtgatgaacccaaa ggaatctttaaagaaaggggttctcaaa 

ATGCATIGGCCAGGTAGATTTGGTTAACTrGGCAGGGAAAACT 
>Sequence 396 

™ CGG i GCCCGGGGA ^ 

f^^CCNCGOnTmCCCAGTACGGGGGAAAAACCTXXJTC^ 
TCCAATAGCCTGGTTTTCCCTGTGGTGGAAAATTGGTTTATCCCGCCTCA 
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CAAATTTGCCACCACAAACCATTACCGAGGCCCGGGGAGGCATTAAAAGG 
TGTTAAAAGCCCTGGGGGGTGCCCCTAAATGGAGGTGGAGCCTAAACCTG 
C ACC ATTTAAATTTGCCGTTTTGGCGGOTC AACTTGGCCCCGC 11 1 1 1 C 
CCAGGTCGGGGAAAAAACCCTGGTCGGTG 
>Sequence 398 

GGGACCACTCACCGGGCGGCGGCCGAGGTACAAAATTTAGAGGTTTCCCC 

TTTATCAACAAGAGACCCAGGTGCCAGCATGTTACTACCAGATCCAGTTC 

TTCTTAGGACAGTGTGGCTCAAAGGGATGAGACCTTCCAGACACTGGTAT 

CTGAGCATCTGGGCCTGCCCCTGAGTTGTCAAGAAATTTCTTATCTCTGA 

AGGAGTCCAGACAGGAATGCTTCCACTGCTGGGTGGGTGCTCGCCCCTCT 

TGCTCCTTAAGCGCCCGGCTCACCCCCTTGCTAGCACAGGGTGTCTTACA 

CAGTTTATGGGACTTTTCTGTGAACTACCTGAGGGCAAGAACCATGTCCC 

ACTCCCTGCTTGCTCCTCAAATATTTTATAGGAAAGCAGTCCACAGTCTC 

ACACAGAGGAAACATGAAGTTTAAGTTCTAGCCCTATGA 

>Sequence 399 

GCCTCCTTCGCCTTCTATCTCCCTTCGTATTTATTCTGAATCTGCTCAGA 

TACTCATCTCTTCTTCTTATACGTATTCTATTATTTCGTTTCACGCTCAT 

AGTGTATOACTCTTTTTAATAAAATAATATATGGGTTGTGCGCGGAGGCC 

G CCGAGTACTCG GGGAGAGAGGAAAAGAACACAGATCTCGCATGGTTCAG 

ATTTTTCTTTTTAGGTCCAGGAGTAAGATATATCATACGAAAATGAAAAT 

TATAATTCTTCTTGGATTCCTGGGAGCCACATTGTCAGCCCCACTTATCC 

CACAGCGTCTCATGTCTGCCAGCAATAGCAATGAGTTACTTCTTAATCTT 

AATAATGGTCAACTTTTGCCACTACAACTTCAGGGCCCACTTAATTCATG 

GATTCCACCTTTCTCTGGAATTTTACAACAGCAGCAGCAGGCTCAAATTC 

CAGGACTCTCCCAGTTCTCTTTATCAGCTCTAGACCAGTTTGCTGGACTG 

CTCCCAAATCAGATACCCTTAACAGGAGAGGCCAGTTTTGCCCAAAGGAG 

CCCAGGCAGGCCAAGGTGATCCCTTAACGTTTTAAAACACCCGCTAAGAC 

ACAACCAGGCCCCAATCACGTGAAGCCCTATGTATTCTCCTTCAAAAAGC 

CTAAAGAGGCAGGACAGATGTTTAAATACTATTCCAGTTACATGGGCCTA 

CCCTGGGAACCCCCTCAGAAACAGGTTCCAGGGCACCTTAACCAAACAGA 

ACGGTATCTGTTTGGGGAGCCCATTCCATTTTTGCTTAAACG 

>Sequence 400 

TGTGTATTGCCGAGGTACAGACAGTGCTTGATGTTCATAAAAAATACAAT 

GCCCTGGTAATGTCTGCATTCAACAATGACGCTGGCTTTGTGGCTGCTCT 

TGATAAGGCTTGTGGTCGCTTCATAAACAACAACGCGGTTACCAAGATGG 

CCCAATCATCCAGTAAATCCCCTGAGTTGCTGGCTCGATACTGTGACTCC 

TTGTTGAAGAAAAGTTCCAAGAACCCAGAGGAGGCAGAACTAGAAGACAC 

ACTCAATCAAGTGATGGTTGTCTTCAAGTACCTGCCCGGGCGGTCGAGCG 

GCCGCCCGGGCAGGTACGCGGGGGCTAACCAGGCCAGTGACAGAAATGGA 

TTCGAAATACCAGTGTGTGAAGCTGAATGATGGTCACTTCATGCCTGTCC 

TGGGATTTGGCACCTATGCGCCTGCAGAGGTTCCTAAAAGTAAAGCTCTA 

GAGGCCGTCAAATTGGCAATAGAAGCCGGGCTCCACCATATTGAGTGTGC 

CCATGTTTACAATAATGAGGAGCAGGTTGGAACTGGCCATCCAAACCAAG 

ATTGGAAATTGGCATTTTGAAGAGGGAAGACCTTAATTTCCATTCAGAGG 

CITGGGCCCAAATCCATTCTACCCCGGGTGTTTTCACCCGCCCTTGAAGG 

GGGCCTCAAAAATATTTCATTATGCCATG 

>Sequence 401 

GGTCGATCGGCCKjTGGCGGCCGGTTGACCITGT^ 

gagagtcagaggatgaaatagatgaacccgaggaigcagttaatcaccaa 
catcaactactagccagacgggatgaaccacagcgtcacacaatacagtg 
ttcctgttgtaagtgtaacaacacactgcagctggtagtagaagcctcac 
gggatactctgcgacaactacagcagctgtitatggactcactaggattt 

GTGTGTCCGTGGTGTGCAACTGCAAACCAGTAACCTGCTATGGCCAATTG 
TGAAGAGATGGGAGTCTCCCCGTA1TGCCCAGGCCGGTCTCAAACTCCTG 
GGCTCAAGCAATCTTCCCGCCCCACTTCCCGAAGCCCTAGGATTACGGGA 
GTGAGCCACCGCACCCAGCCAGAAAAACGTTTCAAATATTGGAAAACCTT 
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ACTTTTTTCAATGAGCATTTTTGCATCAAGGGGTAACAGGGACATTAGGC 

rnrn i ici i i i aaacttccaacaggaagggtcgg aatttatcaag aca 
ttacataggagttagggcacackxacgggtggtggtc^ 
ccagccitattaacagggtttattataaacagggtgggcccactacttgt 
ctaacctaattccaggtcaagatgtgt 

>Sequence 402 

gcgattggagctccccgcggtggcggccgcccgggcaggtacacatatcc 
tctgtgggaaaaactgctctcagagtgtgcactctccccacaagccagcg 
ctcaaactggaaaaagtatctcaatgtcctgaatgtgggaaaacctttag 
ccgaagttcttatcttgttcggcatcaaagaatccacacaggcgagaagc 
ctcacaagtgcagtgagtgcgggaagggctttagtgagcgctccaacctc 
actgcccacctacgaactcacacaggggagaggccctatcagtgtgggca 
atgtgggaaaagcttcaaccagagttccagcctcattgtccaccagagga 
cccataccggggaaaagccttaccagtgcattgtctgtggaaagagattc 
aacaacagttcccagttcagtgctcaccggcg 

>Sequence 403 

aggtaccaaattaagtattaaaatgaggattgaactggggcaaacaggtt 

attgtgaaaacagtcaatatgtaagctccttcaagggaaatcaactactg 

ttcctcaagattagaagatgtccacactctttgcattacctccctaaagg 

aggaaacacccattaattttcccttatggaatcaatatggagtggaaata 

tgaaatgaggagatgttttagaaagcaggacatatctacctaccattact 

ggaattaaaatgtatcctctgggcccactccattgattccgatctgaggt 

gaggaggactaaaagcagcagcaggttacagaaagactgaataagatgaa 

agtatgctacgtatgtctagctggggaaggggggatctggaaaaaa 

>Sequence 404 

tggggtgaggtttgatncagggtccgccgcccgggcaggtacggacgccc 

agggatccgcgccgaagctagcacgcagcctacccaacagtctacacagc 

cgaccaaagcccccgcgtacccagaggagtcgctggtgagtgggagctca 

accctgttcagtgctctgctcatcaagtgtctggagaaggaggttgcggc 

attgtgcagatacacaccccgcaggaacatccctccttattttgtggctt 

tggtgccacaggaagaagagttggatgaccagaaaattcaggtgacttct 

ccaggcttccaactggtctttttaccctttgctggtgataaaaggaagat 

gcctttttctgaaaaaattatggcccctccaaaaccagggggccatgaag 

aagtgttttttaagaaaatgcttttgctta acaa tacagaaggtgccatt 

tttaaaaatcccccttgtctgcattaaccattttaggaacttggaggcct 

ttggcccttgtatttttatgggacccggaacatagcagggttcctaactt 

tccccaagtgtgaagctttgaataaatgcccgggcctctctgggtggtaa 

ttataagggttgttgtttccccccaaaaattaattttttggagggtaatc 

T 

>Sequencc 405 

gggcgtgtgtagatcccactccgcggtggcggccgaggtacgcggggggc 

ggcggcggagagagctggctcagggcgtccgctaggctcggacgacctgc 

tgagcctcccaaaccgcttccataaggctttgcctttccaacttcagcta 

cagtgttagctaagtttggaaagaaggaaaaaagaaaatccctgggcccc 

ttttctittgttctttgccaaagtcgtc^ 

ctgttgtgtttttagaggtgctatctccagttccttgcactcctgttaac 

aagcacctcagcgagagcagcagcagcgatagcagccgcagaagagccag 

cggggtcgcctagtgtcatgaccagggcgggagatcacaaccgccagaga 

ggatgctgtggatccttggccgactacct g^ctc tgcaaaatt cctt^ 

ctaccttggtcattctcictctacttggck5 

CGGTGTCTGTGTTTCTGGTAGAGCTCTATGGAAACAGCCTCCTTTGACAG 
CAGTCTACCKjCCTGGTGGTGGCAGGGTCTGTTCTGGTCCCGGGAGCCATC 
ATCGGTGACTGGGTGGACCAAGATGCTA 
>Sequence 406 

TGAAATTGTTGTCCTGNGATTACCTCCCCGCGGTGGCGGCCGAGGTACAG 
TTCACAGTGCTTGATGATAATAAATGGTTATTTTACTGGTTCATGTATTT 



Page 143 
(of 261 pages in Table 2) 



WO 01/42467 



365 



PCT/US00/33312 



Table 2 



ACTATATCATAC ITTm TCATTAG AGTGTGCTCCTTCTACTTATGTAAA 

AAAAAAGTTACCTCAGGGAGGTCCTTCCTGAGGTCITCCAGCACACGGCA 

TTGTTATCATAGAAAATGACAGCTCCATGTGTGTTACTGGCCATTACCAC 

CTTCCAGTGGGAAGGATGTGGAGGTGGAAAGCATACTGATGATTTTGTCC 

CCGTGGAGGCCTAAGCTAATGTGTGTGTTTGTGTCTTAGCTTTCAACAAA 

AAAAAGTTTAAAAAGCAAAAAAAAAAAAAAAAAAAGTACCTGCCCG 

>Sequencc 407 

TGGGGCGTTGGCCCTCTCCGCGTGGGGGCCGGTGTGCTCATCGTAGCCTC 
GGG 

> Sequence 408 

GTACCTCCACTGGCTGAAGTCTCTACATAGCTCTCAGGAACCTTCGGAAA 

GGCATCCAACTCTTTTACCAAACTTAAAGTTTTTTTCCGATTCAGTCGCC 

TCATCTTCAGGAAAACCTTCCTCTTCCTTCATATAGTCATGCTTGTGTTA 

TGGTCCCAGCCTACCGCCATGTTTTACAGAAGCCCGGGTCGCCGGGGCTC 

CCGCGTACCTGCCCGGGCGGCCGCTCGAGGCAGGTACTGAATGACACATT 

ACCTCCACACTCTCCCGGACTAGGTGGTCAACAGGGCCACAGGGTTGCTT 

TCTGTCTTTGGTGGGGCAGGGGAGTTGACAGGGATGAGGGTCCAAGGAAT 

TAGCATGAATGACAAGATAACAAGGGAAAGAGTTAACCCTGTCACATAGT 

AGGTTAAC mTTl CAGGGTTTGGCAGTAGAGGTATTCG AACTTTCACTG 

GCTGAGCCAGATCACGGGAACCTGGGAGCTTTTACTGTGATTCCTCATGT 

AAAAAATTAACAACAATGTCAACTGGGTTGGATGATTTGTTAAGGCCTTT 

TAGATTACTTTTAATAACATTTTCCCGAAAAAAAAAAAAAAAAATAGTAC 

TGGCCGTTTAAACTGGGGTCCCCCGCCTGGGGTTTCTTTCAACTTTTCTT 

CCCGACTGGG 

>Sequence 409 

CCACTCGCTTCATCTATTTCTATTTATCCATATACTCTGTTGTTCTTGGC 
GCTATATATTTGTGTATTAACTAC1 TTI T1TH CTTCCCACTAATTTTGT 
G ATCTACCTA ATATTTTCTTCACAATCTNTTTCTATA I ' 1 ' I ' l ' I ' l ' 1 ' 1 CGNAA 
TT TATTTTT CCTC ATCCGGTGGCGGCCG AGC ACCTN A nTTTTTl ' ATTTT 
GCTTTTTTTTCGCGGGAGTTAAATAAAATAAGCATGTCTTCATCCTTTAT 
TCCTAAACATTTACTTATGACAAATGTAACGACTGACAGAAATTTGAAAA 
ATACCAGACACTTCTTAAATGATTTCCCTTGGTTCAAAATTTACCCCTTC 
TTG II II CTCTTGC 1 "i ' 1 "I C AGG T AATT AACTCTTCTC I T H ' I A GTTTG A A 
CTATGCAGTGCAAGATTCCTCTGTAGTCTTTCCAAGTGGACGGGTATTAA 
AAAAAAACACTTTATATTATGCCAGGTGAGGTGTCAGAACCCTGGCTTCG 
GAAAGTGGTTGGCTCACCCCGCGTACTGTCCCGGGGTTATATTATTTTAT 
TAA r 1 n I CC I'l " 1 " 1"! " I " I CTTCTGTCCTGC ATGGTTTCTTC1 " ITTTTCTTC 
TATTTTCC CCCT TTCTAC ATAA AA TTCCA CnTnTCAAATTTTCCCCATC 
TTGCCTTAi a iGTTTAGi 1 1 1 CTCCTTTGTTTCC ACTCTTGGTTG AATT 
ITTTn A TTTTTC ATTGTCC I ' 1 CI ' 1 ' 1 CC' l TTTTI A C AAGTTCTAGCCTAT 
CCC AGGTTTTTAAAGGGTTTTTTCCTAAC I ' l ' 1 ' I ' l CCACTCGGTTATTCAA 
TT 

>Sequence410 

TGTACTGATGCGTGGGCCGCCCGGGCAGGTACTGTGCAGTAGTAACCATA 

ATTCTAAATGAGGATTATGGATTTTTCTGGAAGATTCrrrrri^ 

AACATGATGAGAAATGTTTAGGAGAGGGGACATAGCCATTTTTGTATGAA 

GACCAATTCAAGAAAAAAATATATGTATGTGTGTGGGTGTATATGTGTGT 

ATATATGTATATATGTGTGTTATGTCATACGCCNATGTATGTTTATATAT 

GTGGTTATACACACGCACGCACACACTGA€A€ACGCATGCACACATGCAC 

GCACAACirCACTXTTATATTTATTCTCTGCCTT^ 

CAGAACCTCTTGTAGATACCACATCCGGGGGTGCTCATGTCCCCTCTGCC 

AATAGCTTAGTCCGGCTGGGCATCGTGGCTCACATTTGTAAACCGCACAC 

TTTGCGCAGCCCAAGCCGGCCGACCACTTGATGTCAAGAGTTTGGGACCA 

TCCTGGCCACATTTGTTAAACCA 1 1 1 li ' lTl ' CrrA ACCTACAAAATATTT 

GCGCATGGGGGACCGCCCCTATCAAATTCACTACTAATGAGGCCCGCGCA 

CGAGAATGGTTGAACCCGGGATGGGGAGGTTCAGGGGCCCTATAGCATGC 
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CCATTTCTCCAAGGGGGG 
>Sequence 41 1 

TGTAGATCGTGCGGCGGGTACGCGGGGTGCTGGGATTACAGGCACGAGCC 

AGTGCGCCCAGCTGCCTGTGTTTCTTTTATTAGCTGATCTGGACTGAGGG 

GCTCCTTGAGCAGATGCTGTATTATGGGGATAAGCCACACACTTTCTGAA 

CTGGCCCGGTCAGGGGGGACATAACCATTTCCTGTGCCACCCCATCAGTA 

CCCACCTATTGTGAGCGAAGGCTCCTCCCCTGCTTGAGTAATGGCCACAG 

ATCTTGGCTCGGCACTCCTAAGCTGCATGATGAATTCCTGGGACAACAAG 

ACTGGCTCGTGGTTCCATTCTGCAGATCCTTGGGTTGGCTTCTGGGTGCA 

CTAGGAGATCTGAAATGCTCTCAGGCCACCAGGAAAGTACTGGAAGTAAA 

GTCTGACTCTAAAGAAGATGAAAATCTAGTAATTAATGAAGTCATAAATT 

CTCCCAAAGGGAAAAAACGCAAGGTAGAACATCAGACAGCTTGTGCTTGT 

AGTTCCTAACCACGCAAGGATCTGAAAAGTGTCCTCAGAAGACTACTAGA 

AGAGACGAAACGAAACCTGTGCCTCGAGCGGTCCGCCTGGCAGGTACAAG 

TTGTAGTAAAACAAAGCTTAAAGTTTTTTCATCTTTCTACAGCAAATGGT 

CAGTTATTTATAAACCT 

>Sequence4I2 

GTTGATGGCGCGCCGGCAGGTACTAGAGTTTTCAAGTATGTTCTAAGCAC 

AGAAGTTTCTAAATGGGGCCAAAATTCAGACTTGAGTATGTTCTTTGAAT 

ACCTTAAGAAGTTACAATTAGCCGGGCATGGTGGCCCGTGCCCGTAGTCC 

CAGCTACTTGAGAGGCTGAGGCAGGAGAATCACTTCAACCCAGGAGGTGG 

AGGTTACAGTGAGCAGAGATCGTGCCACTGCACTCCAGCCTGGGTGACAA 

GAGAGACTTGTCTCCAAAAAAAAAGTTACACCTAGGTGTGAATTTTGGCA 

CAAAGGAGT GACAAA CTTATAGTTAAAAGCTGAATAACTTCAGTGTGGTA 

TAAAACGTGGTTTTTAGGCTATGTTTGTGATTGCTGAAAAGAATTCTAGT 

TTACCTCAAAATCCTTCTCTTTCCCCAAATTAAGTGCCTGGCCAGCTGTC 

ATAAATTACATATTCCTTTTGGTTTTTTTAAAGGTTACATGTTCAAGAGT 

GAAAATAGATGTTCTGGTTGAAGGCTACATGCCGGATCTGGTAATGAACC 

TTGTAATGCTGTATTTGCTTCACGGCTTACTATAAATGTTACTTAATACA 

TATCAACTTATTACAATTTACTATAGAGGGTATAAGTAAATTAATCTCTA 

TTT 

>Sequence413 

TGGATGTGTGGGCCGAGGTACCTAGTCTATATGAGTTTGATGCTTACAGT 

CAAGGCTATTAGCAAATATTCAGGAAAAGTAAAGCCTAAAGAAGAAAAGA 

GGGAATGAATAGTTTGTCTAGAGATAATAAAAGGAAGGTGAATTTTTAAA 

AAGACAAAAATAAGGCTAGAAAAGACTGAGTGGAGAAAGCCTACAGAATT 

TCAGAAAGCTAAAGAAATTGGAAATTAGATTGAATATAGATAGAAATGGG 

AGGACAATGCAGCCAATGAAAGACTGTGGGGACTAATAAAGGGAGAGCCC 

TGTGGTTTGGAAAGTGTCCCTTAATCAGCCTGCAGTGCTGCAAAACAGAA 

ACCCAGAGAGGGTGCTTGAGAATATACAAGAACCCTTGCGGTGGTGACTG 

AACAAAACGCAGCCAGGGATTTCATCAGAAGCATAATCCATTCATGGCAC 

CAGTCTGGCAGTGCTGGGGAGCTGGTAAGATACACACAGGCCCAGTGTCC 

AGTCITGATTTGATATGCTGGTATTTTGGTTCTGTGGTATTCTTTTATCA 

AGGACTAAGGGTTCCCATGTGCCTTCGAGGGCATATTNTTTCCACCGACA 

CGTCGGGGTCTAGGCCTACGGTGGCTTTAACCTACTTCTACCCCACAACT 

T 

>Sequence414 

TGGAGATCTCCATCGGGGGCGGCAGGTACGCGGGATCCAAGATGAAGTGC 

AGAGAAAATAAAGAATCCAAAGTCATAGTCATGAGGACAGAATAAAGACA 

TTTTATGCCTTTTTGTTTTGTTTTGT^^ 

CTCTCTATATTGCCCAGGCACKjTCTTGAACTCCTGGGCTCATACT 

CCTGCTTCTGCCTCCCTAA GAGC TGGGATTACAGATGTGAGCCACCATGC 

CC GGCC AGAATAAA GACATTTT AAAACTAAAAAAAAAAAAAAAAAGAGTT 

TGC TTTGCATTA ATCTI 1 1 111 1C1 lll'l'lTlGG I 11 1 T ATTTTTTAGTT 

T1TATTTTTTTTGAGACGGAGTCTCACTCTGTCACCCAGGCTGGAGAGCA 

ATGGCATGGTCTCGGCTCACCGCAACCTCTGCCTCCTGGGTTCAAGTGAT 
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TATCCTGCCTCAGCCTCCTAAGTAGCTGGGATTACAAGGTGTGAGCCACC 
ACGCCTGGCCAGAATAAAGACATTTTAAAACTATAAGAAATAAAATAAAA 
TANTTGTAAACTAACTCAAATTTTAAAAAAAAAAAAAAAAAAGCCCC 
> Sequence 415 

CTTGAACnTGTTTTGTCTGCTTCCGCTAGCGGATTTAGTTAACTCAAAGC 

TGTAATTCCGGTATCTXZAAAATAATGTGATTACCCCGGAATTACCTTTTT 

TCAATGGTCTCTAAAATGCCATAACCTTATAAGGGCCGGTTGATTACGCT 

TTCATATAGTTGGCCCCCTGCCAGTCTATAAAAAAGT 

>Sequence416 

TGGTGATCGAGACCTCACCGCGGTGGCGGCCGAGGTACGCGGGGCTGCGG 

AGGACCGTGGGCAGCCAGGGTCGGTGAAGGATCCCAAAATGGCTGGGCGA 

AAACTTGCTCTAAAAACCATTGACTGGGTAGCTTTTGCAGAGATCATACC 

CCAGAACCAAAAGGCCATTGCTAGTTCCCTGAAATCCTGGAATGAGACCC 

TCACCTCCAGGTTGGCTGCTTTACCTGAGAATCCACCAGCTATCGACTGG 

GCTTACTACAAGGCCAATGTGGCCAAGGCTGGCTTGGTGGATGACTTTGA 

GAAGAAGTTTAATGCGCTGAAGGTTCCCGTGCCAGAGGATAAATATACTG 

CCCAGGTGGATGCCGAAGAAAAAGAAGATGTGAAATCTTGTGCTGAGTGG 

GTGTCTCTCTCAAAGGCCAGGATTGTAGAATATGAGAAAGAGATGGAGAA 

GATGAAGAACTTAATTCCATTTGATCAGATGACCATTGAGGACTTGAATG 

AAGCCTTTCCAGAAACCAAATTAGACAGAAAAAGTATTCCTATTGGCCTT 

ACCAACCATTGAGAATTATAAATTGAGTCCAGAAGAGCTTGGCCTTGTAT 

ACACATCTGACTTAAAATATATTTTCAAAAAGAAAAAAAAAAAAAGTCCT 

GCCGGCGCC 

>Sequence417 

TGAAN TTGATGCTCTCCGTCTGCGCGGCGGCGGACCrriTlTl'rn'n'n 

I 1 I TTTTTTTTrGAGAGGGAGTTTTGCTCTI TITGCCCGGGCTGGAGTGC 

AATGGCACGATCTCGGGTCACTGCCACCTCTGCCTCCTGGGTTCAAGTGA 

TTCTCCTGCCTTAGCCTCTTGGGTAGCTGGGATTACAGGCGCCCACCACC 

ATGCCTGCCCAATTTTGTATTTTTAGTAGAGATGTGGTTTCACCATGTTG 

GTCAGACTGGTCTCGAACTCCTGACCTCAAGTGATCCACCCGCCTTGGCC 

TCCCAAAGTGTTGGGATTACAGGTGTAAGCCACCGTGCCCGGCCATCAGT 

TGT ATTTC TATATAGTAGCCATGAACAATCAAAATGAGATTAAGAAAATG 

CCCTTTTTAATTGCTTTTAAAAGAATAAAATTTTAATGATTAAATTTAAA 

CCAAGAAGGGCCAAACCCTTTCCCTTGAATATTACAAACTCTTTTTGAAG 

GAATTCA ACKjAAGTTGAAAGCCCCTTCCTGTTTTCGGGTTTTGAAAATAT 

11 1 1 1 1 1 AGGGGGGGCTCTTCCCAAAAAATTTTCTAAGGTGGGGGGCCTT 

tctaaaacai i ri rrn irnriTiAAAAAAAAAAGTTTArmTiTGGT 

AGGGGGGGGGCCAAATCTTAAAATTTTAAAAAACCCCTCTTCTTTTC 
>Sequence418 

GCTGTGATGCAATCCNACTCACCGGGTGGCGGCCGAGGTACGCGGGATTT 

TGAATGAATTCTCAACAAAATGTGCTAGCCACTGGGGACGCAAAACAAGT 

AAGATCCCTGTTGCAAGAAATTCATTTTATAGTGAGGGACKjTTCKjCATG 

AGACTAAAATTCTCAGGAAAATGAGATCCGTGTTAGATAGAATCCTGATG 

TGAAATGGGAGGACTCAGGAAGGAGGATCGTCTTTACCTGAGGATTTCTA 

GCCAGAGGTCCCAGATGCCTGGGCTGAGAACXX3AGCGATAAGGGGGCGTT 

CCCAAAGCAGACACAGGGATAAGAACAGAGGAGGCAGCAGCATTGCACAG 

CCCCAGGCACAGTGGCAGTTAGGATGGCTGGAGAGTAGGATAGTTCTATG 

GGTTGCCCAAAAAATGTCATGTGCTTCATGTT^ 

TGGTAGAGACCATAGACATCATAT^^CT^^ 

AGGAAACCATGCTTATGACTTACCTTAAAGTTTTITCTTCTG 

GAAACCATGTGCITCATGAAACCTACAGTTGACAAGGGAATGTACCTTGC 

CCGGC 

> Sequence 419 

AGGTACAGTATATTGACCTTAAAAATCAGTAAAGCAGTCATGGAAATAAC 
AGGTCGTGTATTATTCATGGGCACAAACTGACTCATGGCTGGGGAAGAAG 
CAGCCACCTTAGACCAGATGGACAAGCCAGATACTGCAGAGAAGTTTCTG 
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GGCl i 1 1 NGGGAGACTCTAGATTCAATTCTGTAAAGTTATGATGCAGTTT 
TCTCCTTCCTCTCCTCTC^ 

TTGCATACCCCGCGTACCTGCCCGGGCGGCCGCTCGAGGTACTTCTCTGA 

GCATTGGCCTCTGGCTGGGATTATGCTTCAACAGTCTTGAAATGAGGTCC 

CTGGCTCCCTCTGTTACAAAGTCAGGGAATGTGAATTCAACCCGTGATAT 

TCTTTTGTAGGTCTCTTGGTATGTGTTTGCCTCAAAAGGAGGCTTCCCAA 

CTAAAAATTCATAGCAAAGAACTCCAAGGCTCCAGAGATCCACCTTCTCA 

TCATGCATGCGACCTTCAATCATTTCAGGGGGCAGGTAGTCCAGGGTGCC 

ACAGAGAGTGGTCCTGCTGGAAGAGGAGCATGTACCT 

>Sequence 420 

NCCCGATGCGNCTTACTTGAGGCGCCCGAGGTACGCGGTGGTCGGCGCCA 
TTTTGTCTCGGCAGCGGTGGCCGTAGCTCCATCGCATTTTATGTTTCTGG 
CGAGAAGGGAACGGAGTTTTCATCAGGTAGATTGGTTTTTGT 
>Sequence 421 

GAGGGGATCATCCGACCGGGGGGGGCCGCCGCCTGCCCTGAAAGACCTCC 
TGCTGGAAGACCTCCAGGATGGAGAAGTGAGGCTGGGTGGCTCCCTGCGA 
GGGGCATTCAGCAACAATGAGAGAATTAAAAACTTCTTCAGAGTCAGTTT 
CAAAAATGGATCCCAAAGTCAGACCCACTCGCTACAAGCCAATGACACTT 
TCAACAAACAGCAGTGGCTTAACTGTATTCGTCAAGCCAAAGAAACAGTT 

ttgtgtgctgccggck:aagctggggtgcttgactccgagggatcgttcct 

AAATCCCACCACCGGGAGCAGAGAGCTACAGGGAGAAACAAAACTTGAGC 

AGATGGACCAATCGGACAGTGAGTCAGACTGTAGTATGGACACGAGTGAG 

GTCAGCCTCGACTGTGAGCGCATGGAACAGACAGACTCTTTCTGTGGAAA 

CAGCAGGCACGGTGAAAGTAACGTCTGACAGAAGCATGTGCACTTCGGGA 

AGCAGGCCTGCATCTTACCTGTACCTTGCCG 

>Sequence 422 

GGGCTATGTGCAhnT^TTTTTTGAANNCCNANCTTACCGCGGTGGCGGCCG 

CCCGGGCAGGTACGCGGGAACTGGGGAATTCTGGCCCTACGTGCATTCAC 

AGGCAATGATGGGTTTGTGTGTATGGTGTCATGAGATCCTCTACCTCATA 

ACAAAAGGACAGTGGGTAGACTAAGGCAGTAGCTCAAAGGGCTTTGCAAA 

ATTTAATATATTAAAACAAGAGGCATCTGCTAGAAAACATTCTATTGTAT 

ACATACTGAAAACCCTATAAGGTCCTGGATAATTTTTGTTTGATTATTCA 

TTGAAGAAACATTTATTTTCCAA 

>Sequence 423 

TTTGGANTNGCCACTCCACCGCGGTGGCGGCCGAG 

GTACGCGGGAGAAGGAGATTACCTCAACATAAGAACCGTATGTGAAAAGC 

CCACAGCTAACATCATACTCAATGGTGAAAGACTGAAAGCTTTTCCCCTA 

AGCTCATGAAGAAGACAAGGAGGCTTGGTTTTGTGGCTTCTATTTAACAT 

GNGTAATGGAAGTTCTAGCCAAAGGAAGTAAGCAAAAAAAAAAATCGAAA 

TTAGACAGGGGGAAGTAAAATTATCTTTTTGCAGATGATATGACTTATAT 

GTATTATAGAAAACCCTGGGCCAGGTGCAATGGCTCTTGGCTGTAATCCT 

AGCACTl^GGGAGGCCGAGGTGGGTAGATTGCCTGAGCTCAGAAGTTTGA 

GACCAGCCTGGGCAACACGGTGAAACCCCGCCTCTACTAAAATACCAAAA 

AAAAAAAAAAAAAATTAGCCGGGCGTGGCGCATGCTAAGGCAGGAGAATT 

GCGTGAATCTGGGAGGTGGAGGTTGCAATGAGCTTGAAACTTGCCACTGC 

ACTCCAGCCCTGGGGGACAGAGCAAGACTCTGTCTCCAAAAAAAAAAAAC 

GGAGAGAGAACCCTCAAGATTACGCACACACACACAGAGCCCCTGCTTGA 

ATAATAAATGAGGTCAGCCAAGAAGTTCCGGCATATACAATCAACAGGCA 

AAAATCCCTTGTTTCTTAGCCCTGCCATTAAAATTTNNAAAA^ 

GGATACCGGTTCATTTTTATTGCATTCAAAAAAAAAAAAAAAAAAAAAAA 

GAACTTGCCCGGC 

> Sequence 424 

TGAATGATGANGTCNCTTCCGCGGTGGCGGCCGAGGTACTGCCGTAGCCG 
CTCCTCCCGCAGCTGTGCCGCCTCCTTGTCCTCCTCCTCATTGTCACTGC 
CAAACAGGTCAATGTCATCATCCTCGTCATCCTCTGCTGGTGTGGCTGGC 
TTCCAAGCTGGTGCCX^GTGGGCTACGGTATCCGGAAGCTACAGATTCAGT 
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GTGTGGTGGAGGACGACAAGGTGGGGACAGACTTGCTGGAGGAGGAGATC 
ACCAAGTTTGAGGAGCACGTGCAGAGTGTCGATATCGCAGCTTTCAACAA 
GATCTGAAGCCTGAGTGTGGGTACCTGCCCG 
>Sequence 425 

TGGATGATGAAGTCCTCACCGCGGTGGCGGCCGAGGTACTAAGTGGTTTA 

AGGATGGAAAAGAGCTAACAAGTGACAACAAATACAAAATAAGCTTCTTC 

AACAAAGTATCCGGCCTTAAGATCATCAATGTAGCGCCGAGTGACAGTGG 

GGTATACAGnTTGAGGTGCAGAACCCTGTTGGCAAAGACAGCTGCACAG 

CTTCATTGCAGGTTTGAGGTT GGTT GATTTCTTGGGCTTTTCCTTCATCA 

TTATAATAATGTAGTTCCTGATTTTCATAAATGTATATGGGTTGTTACAT 

CTTCTATAGGATAACATGAGTCCGACATCTTCTGAATCAGCAAATTCAGA 

GGCAATACCATCTCAAGAAGCCACCATTGAGACCACAGCCATTAGCTCAT 

CCATGGTCATCAAGAACTGCCAGAGGAGCCATCAAGGCGTCTATTCTCTT 

AAAATGAGAGGCAGGACTGGCTAGGGTGATGCCTAAAGATGATTCCCAGG 

CTTGACATGCTGGTATTCTTACATATCTATTCGTGGCTGTATAATCTGTG 

CGATGAAAATTCCAAAACCGAGACAGGAATTCGCACTTGTTAAAGTGGAA 

GCTCCAAGCCTGAGATCCAATTGG 

>Sequence 426 

GAATGCTGAAGCCCTCTCCGCGGTGGCCGGCCGCCCGGGCAGGTACTGAA 

TGTGGGAAAGCCTnTGCCAGAAACCACACCTGACCAACCATCAGCGAAC 

ACATACAGGAGAAAAACCCTATGAATGTAAGCAATGTGGAAAAACATTCT 

G I G I GAAGTCi ^ CCTCACTGAACATCAGAG AACACACACAGGGGAGAAG 

CCCTATGAATGTAATGCATGTGGGAAATCCTTCTGCCACAGATCAGCCCT 

CACTGTGCATCAGAGAAGACACACAGGGGAGAAACCTTTTGGATGTAATG 

AATGTGGGAAAACCTTCCGTCAGAAGTCGGCCCTAATTGTTCACCAGAGA 

ACTCATATAAGACAGAAACCCTATGGATGTAATCAATGTGGAAAATCATT 

CTGTGTGAAGTCAAAACTCATrGCACATCATAGAACACACACAGGGGAGA 

CTAACTGTACCT° TAATGG " GTG 
>Sequence 427 

GAAATGATTANTGCCTGACCGCGGTGGCGGCCGAGGTACCTTACTTAGCA 

GAGCACTTTGCAAACATATTACTTATTAGCAGAGCTCTTrGTAGACCTTC 

CACATCTGGCTGTCAGATCTTAAGGTTGTGAATTTAGGCTCCAGTTATAT 

I GA H GGAGAGCATAATCCCACACGGG " A ^ A TAAATACAGAGCCTCT 

GATTGGACGGTCTCCTGCCAAGAACTAGTAATACCCTTGTTTTAAAATCT 

TCACAAGGTAAAACTTAAAAAGCCAACCAAACAAATTGCTCTCCATTCTA 

CyrTAATTGGGCCAAACAGCATATGCTACAGTAGTAACATGTTnTCGG 

AGAGTGTAAAAAACTCTGTTTACATTTGCCTCCTCCGTGGGTTGATCGAA 

A ^Z G T A I AAAACTGACTGOTC ^^^ 
IOCTGGT 

>Sequence 428 

I C T A ^ CGCGAACmGCACC ^ CTACATATGG TATGTAGTATGACTTC 

TAATTTACTTCATATCTGACTCTACCTCTATCATACAACTATTCGTCTAA 

I^?]TIP TATACGA " A ™ GGTGTGAGAGCAT CATCATCArrACCACA 

TACAANTAAGGGGNNNNGAGTTGATTTGATGCNCCCTrCGCGGAGGCGGC 

CGAGGTACAATTCATCTAACTTGCGGAAAGCACTTTCAGGCCAAATGCAG 

AAACGTCCCACATGCCCACCAGGAGCAAGCTTCAAAATGTTCACTTGGGG 

GTTT^ATmGCCTTTGACAGCTCTCATTCGCTGAGAGGCATAGACCT 

TmGATATCArrCCAGGCTTrAAGGCTTCTrAAGGAGCAAAACAGCTTC 

C^GGTCTTArrGTAGCCTTCAACTTrATCTTCAACTACCAAAGGAAGrr 

C/^GAACrTCCTCAATACGATGACCTTTAGACATGACCAGTGCTGGTAGG 

G ^ GA f GCAGCCAGGGCAGAACAGAT GGCGTATCCTmTGGGTTCCCGC 
G T ACCTGCCAG 

>Sequence 429 
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TGGGGCGT TGTTCCTAACCGCGTGGCGGCCGAGGTA C 1 111111 rTTTTT 
TTTTTTTTGTGATCTCAACTGCTTTTAGCAAGTTGTGAATATACTTGGGC 
TTTCTGTCTTTCCCCAAAAGCAATTTGGGATTATTTTCCTCCTi ri I'l l l 

CTGCATTTCATCATAAATACrGTCATATTCATACACAGTAGCATCTTCTG 

CAAGGGCCTTCTGGATTTCCAGTTTGGTCTGTTTCATGGCCTGCTTCTTA 

GCAGCTTCCCTCTGAAGGCTTTCACTCACAGAGGTCTCATCATCATCATC 

AG AATCA TTCCCAAACACTGATGGTTTTTGCAAAACAGGGTGCAACTGCT 

GTG1 1 1 1CI I IGGCAAAATAAGCCCATACTACCTGCCCG 

>Sequence 430 

TTTTCCGTTGTTCCTCATCCGCGTGGCGGCCGAGGTACAGACAAAACTAC 

AGACTTAGTCTGGTGGACTGGACTAATTACTTGAAGGATTTAGATAGAGT 

ATTTGCACTGCTGAAGAGTCACTATGAGCAAAATAAAACAAATAAGACTC 

AAACTGCTCAAAGTGACGGGTTCTTGGTTGTCTCTGCTGAGCACGCTGTG 

TCAATGGAGATGGCCTCTGCTGACCCAGATGAAGACCCAAGGCATAAGGT 

TGGGAAAACACCTCATTTGACCTTGCCAGCTGACCTTCAAACCCTGCATT 

TGAACCGACCAACATTAAGTCCAGAGAGTAAACTTGAATGGAATAACGAC 

ATTCCAGAAGTTAATCATTTGAATTCTGAACACTGGAGAAAAACCGAAAA 

ATGGACGGGGCATGAAGAGACTAATCATCTGGAAACCGATTTCAGTGGCG 

ATGGCATGACAGAGCTAGAGCTCGGGCCCAGCCCCAGGCTGCAGCCCATT 

CGCAGGCACCCGAAAGAACTTCCCCAGTATGGTGGTCCTGGAAAGGACAT 

TTTTGAAGATCAACTATATCTTCCTGTGCATTCCGATGGAATTTCAGTTC 

ATCAGATGTTCACCATGGCACCGCAGAACACCGAAGTAATTCCAGCATAA 
GCGGGAAGATN 

>Sequence 43 1 

GAAAGTTTTCGTATCGGGGGCGGCGAGACCAAACAACAGCCCTCCAACAA 

TGATGACCAGTGGAAAAACAATGGAGTCACCAAAACCTGGGACAGGCTCA 

TGCTCCAGGACAATTGCTGTGGCGTAAATGGTCCATCAGACTGGCAAAAA 

TACACATCTGCCTTCCGGACTGAGAATAATGATGCTGACTATCCCTGGCC 

TCGTCAATGCTGTGTTATGAACAATCTTCGAGCGGCCGCCCGGGCAGGAC 

GCGGGAGTTCAAGAAGCTGGTGGTCAAGGAGGAGGAGGTGGAGGTGGCAG 

TGGAGGAATTGCAGAAGCTGGAAGTGGTCATATGAACTACATTCAAGTAA 

CACCTCAGGAAAAAAAAGCTATAGAAAGGTTAAAGGCATTAGGATTTCCT 

GAAGGACTTGTGATACAAGCGTATTTTGCTTGTGAGAAGAATGAGAATTT 

GGCTGC CAATTTTCTTCTAC AGCAG AACTTTG ATG AAG ATTGA A A POO A P 

1 1 1 1 1 lATATCTCACACTTCACACCAGTGCATTACACTAACTTGTTCACT 

GGATTGTCTGGGATGACTTGGGCTCATATCCACAATACTTGGTAAAGGTA 

GTAAATTGTTGGGGGTGGGGAGGGGGGGAACTTGAT 

> Sequence 432 

GGGCGTGTTTCGATTACCGCGGTGGCGGCCGAGGTACCACTGCTTCCCGG 

GACTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTG 

CTTACTGCGTTCCCAGCATTTCTTTTCTCTTCTCGTTTCCTGTAGATTCC 

GGCTAATGGTTTCCCCTGGCATTTGACTTCGTGATGTGTAACTGATTCTC 

TTCCTGAAGGGGGAAACGCATTCCAGAGCATTTGTTCGGGCTCATGTAGG 

AATAGATCTTTGACTGCCCGGTAAATCCCGCGTACCTGCCCG 

> Sequence 433 

GGGATGTGTTTGAATNTGCNAGCTTCACCGGGNGGCGGCCGCCCGGGCAG 

GTACAAATCTACCTCCCCACCAAATGTCCTTAGAGGGCCAAAGATGGCCT 

TTGI 1'lC'l'I C ATGATAACATCGC C 1 1 1111 U 11 1 1T11T GAGACACGGT 

TTCATTCTGTCACCGAGGCrcGAGTGCAGTTGTGCATTCATGGCTCACCA 

CAGCTTGAACCCCCAG<SCTCAGGTGATCCTCTCACCTCAGCCTCCCCAGT 

AGCrGGGACTACAGGGGCACACCATCAAGCCCCGGGTAATTTTTGAAATT 

TTTATAGAGACAGGATTTTACCATGTTTCCCAGGCTGGTCTTGAATTCCT 

GGGCTCTAGTGATTCCTCTGCCTTGGCCTCCCAAAGTGCTGGGATTACAG 

GCATGAGCCACCACACCCCACCTGTCTATTTTACAATTTTCCTTTGAGCT 

CTTTTTTCCAGCAGTCATGAAGCTGGCAAATGGCAGAACTGGAGCTAGAA 

ACTGCTGACTCCCnTATCTTTTCCATAGCACCCCAAGCCTAAAACCAGA 
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CTGGCACAAATGGTACCT 
>Scquence 434 

TrCATCATATTTGTAAATACATCTTrGATACTAGAGATCTC^ 
>Sequence 435 

taaaccacaggttccattatgggtcgacttgatgggaaagtcatcatcct 

>Sequence 436 

gctaccaactgactgcagatctggaataa™g^ 

r A ^°^ CTCACmAGACCGGCCTATAC TCCTAC^ 
GATCTTTTACTCATCCTTGCCACAATAGAATGGCCAATGCCCTTC^AGA 
TGmGGTGAAAGTCTTCMAAGCACCAri^CCCCCATcS 
GAAA TGAAGTCCCTAAGGCAACCAC^ 

^rrrn ^ AAA ^i GAGCACAAACCCAAT TAAATCTTTAAAACGGAGTGGG 
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gggggcaaaatttatggcccaatggcacaacctgggaaaX\aaat^ 

>Sequence 437 

G JT A I A 5 TAG " A7 ^ ATA ^ ACTCGTAA TATGCrrCGTATrCGTTTCT 
rrATCTTAGTTGTGTACGTTATACTCATGTATCAGTTTGTAAT^ACTAA 
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AGTCTTCATCAmGG^ 
>Sequence 439 



AGGCCGAGGTGGGCAGATTACTrGAGGTCAGGAGTTCAA^CcS 

JI??Jr^rJ^ CTGTAATCCCAGCTAC ^ GGGAG GCTGAGGCAGGAG 

rI5 C a C I , C A A ^ CTGTGCGACAGAGCAAGACTCTG GGAAAAAAAAATAAA 

GAAAGC CAACCTATTACAAAAAAGAAATGAAA GATGGAAAGTCAAAGAAA 
> Sequence 440 



TG 
jGT 



«^I^rJJ?I^^ TAAACAAACCCAGTCAATTA *"*TnTG 



ACTCA 
>Sequence 441 

TCACTCATGACTGCCCTCTGTGTCHXrrGCTGTrCCGAAAAGC^^ 
CG ^ A TSS G ^ A I C ^I A ^ GCTG TGATCCAAAGmTrrCA^ 
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CCTGTTTCATTGGTGACTTGGATAAAGACTTTTTAATTTTAAAAAAAAAT 

ATTCATGGAATAGGGTCCT 

>Sequenee443 

TGCTGATAGNGTCCTCACCGCGGGGCGGCCGAGGTACATGAGAGACACTT 

TAAGCAGGCTCACAGGAATAGAGTGAGTGCGGACTCAGATTGnTAAGCT 

ATCTCTGAACCCATTCCTACTGCGTTTAACTATTTTATTGGTTTCTAACT 

ACTACCACAGACACGGATACCTCACAGGTTCCATTATTACTCACAGCGTT 

GTGGTCCGGGTTCATCGCCATCCTGCTCCACGCTGTCATAATCCTCACGC 

ATCCGCGCTCGGGACCCCTCTTCTATAAGGGACATACACGAGATCACCGA 

AAACTCCTCCTTTCTCCCATTGTTCCTATGAGGTGGGTGGGGACTCCAAA 

ACCCGTAGCTCCTGCCCTAC 

>Sequence 444 

TCGTTCTCATACTATTATAATTGTATTCTACTATCTTACATTATCGTATC 

GTCTTAATGATTCTAGTATCTATTGTTCTGAATATTTATTATCATAAACT 

AATATCNNANNNNNTTG7TTGTTTATTCTGATCGGACTCCACCGCGGTGG 

CGGCCGAGGTACCCAGCCCCACCCAGGCAAACAGCTCCGACATGTTTCGT 

AAGTGAGACAAGCCAGTGCAAGTTTTTTTTTTTCCTTTGTTTTTGGGCTT 

ACCTTCTTGCTTAATGGAATTGTTATGGCTAAGCACATAGAAGGCCAAAA 

AAGGAGTTTTTCAAACCCAGCAAATCAAGTGCTTGGATTCTGAACTGCCA 

AAAGAAAACTGCACTTCCCCTCTTAAGTAAAACGAAATGAGTTTCTTAGG 

TAAATGTATTCATCAGCCCAGATAAAAAAAAAACCAGTTATGTGAGCGTT 

AGTCACTGCTCATTTCCAGGAAGATCAAACAAAATACCAGCCCAGCCAGA 

CTCACATGTGTGTATATATATATAAAGCAAAGAGCCCCGCCCACAAGCCA 

GCAGCTGGGTGAAATATCAGCTGTCCACGCCGTGGTATTCCAATTCGGGG 

^^^ ACCTCC ^ GGAAAAACTGGAAAA ATTATTTGTrGAAAAAAAACTT 

ATTTGATAAAAGTGTTTT 

>Sequence 445 

TGACGATNAGATCGGAGTCCTCACCGCGGTGGCGGCCGCCCGGGCAGGTA 

CTTTACTAAAATGA CTGCA TTCTTTGGATTCCTTCAGTCTATGGTTCAAG 

I CA iT AAAGA " CATT ^G^GAGTCCTTATGAGAAACAGCAGTATGAA 

TCTTGACGGTTTCTGCCCGTCCTAATGGCAGAGCTCTCTGACTTGGGTGT 

ATGCTACCAGGCTGGGTTCAAGTGAGAAGTTCfGGTCAGTCTTCTGTGGG 

TTGAAGGTTCAATATCAATTCTGTTTCAAAGCCTTTGTGATGCTATTTGA 

ATCTTTGCTCGGTATATGCCACCCAGTGGTCAGTCTGGGACCTAGGTGGT 

GAGCTATCCCATAGTTCATTCTCAACGTCTrTACTGCACTGTTTAGGGTC 

AGATACACATATATATACAACTTTGGGTGAGCTCAGGAGTTTATAAGCTT 

T A J GGGC ^ GG I^ 

GT lJ^^ CCTT ^^^ CA G^CCCnGTATJTTCCAGCCCTTAAAAC 
TCc 1111 1 GGGTCTGTGTTCCAAAGCTGGTTCTTAGTTACCCTACTTGTT 
GACCAGTTTCACAGTGTG 
>Sequence 446 

T ^ GATGATTCCCrNATCCGGTGGCG GCCGAGGTACGCGGGGAGACACA 

AOTCCTGGGCTTAGATATTrCAGAATATCACAACTAAACTCTTAAAAAT 

rrCTG^GGCTGGACACOJTGGCTCACACCTATAATCCCAGCACmGGG 

AGGCTGAGGCAGGCAGATTGACTGAGCTCAGGAGTTCAAAACCAGCCTGG 

GCAACATGGCGTAACCTCGTCTCTACAAAAAATGCAAACATTTGCTGGGC 

Tl^^ G J^ TGTGTGCCTGCAGTCCCAGCTAC ^ GGG AGGCTGAGGCAGGAG 

AATCGCTAGAACCC^TGACK)TGTAGGCTGCAGTGAGTCATGrrTGCACCA 

CTGCAGTeCAGCCTGGGTGACAGTGTGTATrAGTTTGTTTTCATGCrGCT 

GATAAAGACATACCTGAAACTGGGAACAGAAAGAGGTCTAATTGGACTrA 

^ AG JIES ACATGACTGGGGAGGCCTCAAAAT C A CGGTGAGAGGTGAAAGG 

^ A ^33I^ ACA " GGCAACAAGAGAAAAATGAGGAA TAAGCAAAAGCAGA 

^ C ^ C 7 GATAAGCrcATCAGAATCTATGAGAG " A TTCACTATCACAGA 
ATAGCC 

>Sequence 447 

ATTATACnTACCTCTTAGATTTATTTATCTCAAGAATATATCGATTTCAT 
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CTTTTATACnTAhrrTCTACATATTTTT^ 
T ATAC AAACNATCTAATGCGTTGTAT^^ 

GTTTTGTGACAGGCAATAAAATTTTAAGAATTCTTAAGTCTAAGGGACTT 

GCTCCTGATCTTCCTGAAGATCTCTACCATTTAATTAAGAAAGCAGTTGC 

TGGTCGAAAGCATCTTGAGAGGAACAGAAAGGATAAGGATGCTAAATTCC 

GTCTGATTCTAATAGAGAGCCGGGTTCACCGTTTGGCTCGATATTATAAG 

ACCAAGCGAGTCCTCCCTCCCAATTGGAAATATGAATCATCTACAGCCTC 

TGCCCTGGTCGCATAAATTTGTC 

>Sequence 448 

TGGGGATG TGCCTCTCTGTGGGCGGTGGCGGCCGAGGTACT I I I I 1111 1 

nTTTTTn GTTAGTGTTTTCTG ATGTCTTTTCTAACAAATCTTTGCCTG 

CCCAAAAGTCTCAAAAACATTCTCACGTTTCTAGATTTTTAGCTTTAGCT 

TTTGTGTTTGGGACTATGATCCATATTTAGTGAATTTATTTTTGGGGGGG 

CAGAGTCCATGTTGCCCAAACTGGTCTGGAACCACCACACCCAGCTAATT 

TTTGTGAATTGCGGGTACCAGCACACCGGCGCCGTCCTGGACTGCGCCTT 

CTACGATCCAACGCATGCCTGGAGTGGAGGACTAGATCATCAATTGAAAA 

TGCATGATTTGAACACTGATCAAGAAAATCTTGTTGGGACCCATGATGCC 

CCTATCAGATGTGTTGAATACTGTCCAGAAGTGAATATGATGGTCACTGG 

AAGTTGGGATCAGACAGTTAAACTGTGGGATCCCAGAACTCCTTGTAATG 

CTGGGACCTTCTCTCAGCCTGAAAAGGTATATACCCTCTCAGTGTCTGGA 

GACCGGCTGATTGTGGGAACAGCAAGCCCGATAGTGTTGGTGTGGGACTT 

ACGGAACATGTGTTACGTGCAACAGCGCACGGAGN 

>Sequence 449 

GANTTGTGCCTCTCGCGCGCGGGGCGGCCGGGTACAAAAAGCAGGGGCCC 

AGCCCCAGCTGTTGGCTACATGAGTATTTAGAGGAAGTAAGGTAGCAGGC 

AGTCCAGCCCTGATGTGGAGACACATGGGATTTTGGAAATCAGCTTCTGG 

AGG AATG CATGTCACAGGCGGGACTTTTTCAGAGAGTGGTGCAGCGCCAG 

ACATTTTGCACATAAGGCACCAAACAGCCCAGGACTGCCGAGACTCTGGC 

CGCCCGAAGGAGCCTGCTTTGGTACCTGCCCGGGCGGCCGTCGATCTCCT 

TGTGTTCAAGCAACTTCTTGCGGTAGTCCTGAAGCGCCTTATCTCTAGGG 

TCCGCCATGATGAGAACCCCGCGTACCTGCCCG 

>Sequence 450 

TGGGATTTGCCCCTCCGGGGGCGGCCGAGGTACTCCCTACGGCACTAGTC 

TACAGGGGGAAGGACGCTCTGTGCTGGCAGCGGTGGCTCACATGGCCTGT 

CTGCACTGTAACCACAGGCTGGGATGTAGCCAGGACITGGTCTCCTTCCC 

GCGTCAAGAGATAGAAAGACCAGTCCTTGTGAAAGACAAGTCTGAATGCT 

CCACTTTTTCAATTCTCTCTCCATTCTTCAGTAAGTCAACTTCAATGTCG 

GATGGATGAAACCCAGACACATAGCAA 

>Sequence 451 

TGGCACCGTGCGTCTCCGTGGTCGAGCGGCCGCCCGGCAGGACAAATGAG 

TTTAGAAATGTTGTATAAGGCTGATCTGGACCCAAACTAAAACAACGTTA 

ATCCTCT TCAA ATCTA ATTTAATATAGGGAATAAGATTATTGAAAAAAAA 

TTTTTTTCCTGA 1 rriUrrrriCCTGAAGGTTTTTTTGTAGAAACCATGG 

TAAAAAGGGAAAAGAAACCTTTGACTGGCGGGGGCAGGGGGAATACAAAA 

AAA AAATCC CTTGATTTTTAAAATATACTTGAATATCAAACTCAGAAAGA 

GTTATTTT TGTGA AAGAGGCAAAATTGGTCTTGAGCTGCTTCAGTCTATG 

TCTGAAGGTTTTACTGAA ATTAT GGTCCAGTTTTAGGAGAAAAATTCACA 

GAAAAGTCAGATTGTAGATTTTGAGAAGGAAACTCTGAGGTGGTGATTTT 

CTCXIAACkjTCATGGTTATGAAGCTCAATGAGGGCCTGAATTXX 

ACAGATCCCAATTGAATGAGCGCCATTTTGCGATCTTlXnXj 

AAAAGCCTTCACTGAACATCCAGCnCTATGAAAAGGTTCTTCAGATCAT 

CCACTGTAACAGAAGGGGGAATGTTGGAAAGATCAGAGTGGCT 

>Sequence 452 

TGGTTATGGACCTCACCGCGTGGCGGCCGCTAATGTTAGAAGTTAAGTTG 
GAAC CTATATT GTAGA GGAACAAAAGCCAATCAGTGTCCTTTTTGTCTTT 
TTTTACATAAACTITrACrACAAAAATTAATATATGGATTTTGAATTTCC 
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AGTCAAACCAAATTGTAAAACTGTTTCATTTGGTTCTATATTATGTATAC 

ATAATTTATCTATTATATATTTACATTAAAATATATGCATATATAATGGA 

TTTAATTTCCTTTTGGCACCCCCATATCTAGAAGTCTCTTCATAAATTAA 

TAAATAATCTAGGGCCAGCATTATGTTTGCTAGACCTGGATTTGGCTCAA 

TACTTAAAGTTAAAAGTTTCTGTCTTTTTTCTTGGACTTGAAACTGCCTA 

GAGCGTCAGTCTCTCTGTTATTTTTTTCTATTTTCTTTTTCCCCCATCAG 

TCTTTTAGCCACTTGAAGCCAAAATTCTTAGTTTCTGTTCCTAGTCGATAA 

GAGTAAAAGGGGAAGGAGGAAAAGGGTCCAGTGCCACTGGACAGTCAGCT 

CTCTCTGGGAAGGACCCATTACAAGACAATGAGTCCCTCTACTmTTAT 

ATTTCTATTTACATAAAATCTTTA 

>Sequence 453 

CTTTATCCCTTATATACATAAATATTATTATTGTTAACACAACTGTTATA 

TATAACATTATAATATAGTATACTCTATTTTGAGCACAAGATGATCTCTC 

ATCCANhfNAAGGGTGTTGTTAGATTCCATTCCCCGCGGCGGC 
>Sequence 454 

ACCACGCCTCCGCCACGTGTTGTCATTATATCTCCTGATCGCGATCTACC 

CTCTATCCTACGTATCGACATCGGGCAGCATTCTATAGGAGTTGGTATCT 

wJ^T^v^^^^^^^^^^^^^^^^^^^^^^^CCGAAGG 

NGGACGNCCGGCCAGGNACGCGGGGACCTTrCACGGGCGGGGGGAGCTGA 

GGCTCCTGCCGACATCTCTGATCCTTGCACCCTGGCAGGAAGCTGGTCGC 

o?^5 TATAACGGGAGGCCTCCACAT ATTCCAGAAAAGAAACCACTCTG 

^T GCCAGACTGGAAGAAGTA ACGGTCACTCTGAAAACAGGGGGGGAGA 

?™ CTCCC1 ^ GAACCTCTCCCAGGACCAACTC TAACCCAGGGAGGGG 

AACTTGGTCGGTGCAAGCGGTGGCTTGGAGACAGAATCATCTAATGGAAA 

AGATACACTAGAAGGCGCTGGGGATACATCAGAGGAGAGGGATACTCACG 

>Sequence 455 

CCACCCCCTTATACCAGTTTACATAATGTTGTTATTTTGGTTTTCTCCTA 

CA I AAGTAGATC ^ CTCATA ^ C TfTCTCAATCTCTATATrCTACCTGTAA 

I A T G I AAATCNTTGTTCGTTA GCTGGTGGCGCACCCGCGGTGGCGGCCGC 

CCGGGCAGGTACGCGGGGAGGATCTCTGTCTTTTGTTCCCTCACCTGTCT 

GCCTGTXrrCCTCTCCTTTCCTGCCTGGGGGGACTGTCCAGAAGACATCAT 

OGTCCAGTTCCTCTGCATTTGAACAGCTGATCCCCCACCCCTCAATACCG 

TTTAGAGCAGAAGCCAGCAATAACTAAACGGTCAGGGACAGATAGAAACT 

^JZZT CATGGGCCACACAG CCTCATTGTAGCTTCTCAAATCTGC 

I G II G I AGCAAGAAAGAAGCCA TATACCCTGTGTAAACAAATGAATATGG 

CTGTGTGCCAATAAAACTATTCACAAACATAAAGAGTGGGCTGGATATGA 

™^ A J A ^ GTO ^ GACAACCCCTGATCTAGAG TAAAAATTCCAAAC 

TCTATAGCCTCCAGCCTGGGAAACAGAGCGAGACTTCGTCTTAAAAAAAA 

3I A ^I A ^ TATA ^ AATACATATGAAA AAAATATATrCGAGCTGGGCGTT 

^?™ A ^ C J rGCA " CCAACAC17TGGAGGCTTAGA AGGCAATCACT 

TTAGTTAGGGGACAGAACAGCCTGGTCACATGGTGAAACC 
> Sequence 456 

A ^^5^ A J^ CTCTCA ^ GCTGG1 ^ AT ^TATAATATTATATATATGTCT 
CTCTCATTCATTGTAATTTATATTATAGTAGTATGTAATTGCTGGTAATA 

TTCTCCGGGAGGCGGCCGAGGTACAACATG ACATTTTTAACCAATCCAAT 
CTAAAAATCTGCCAGAATCCACCTGTGGCCCGAATC^ 

TTTCTACTCCACTGCAGATGACCAAACCTGTCCCGCTGCCACTTTCCTCA 

CTGATATTG<K}AGGAGGGCAAGGCCCAC}CCGAAGTrcCACTAAAAATGCC 

CCAGGAGAATAGGCACCGGCTGGCTTGCCAAAGGGTTTGGGTTTTATTGC 

TTrCTCTTTTTTCTTTTCCCGACAGCACAAAGAAGTAAGGGCAGTTATTG 

^ A ^^ TG " AmAAACA " CTA ^ GTAAAT GAATGTGTTGTn-GGTTC 

^™^™^ GCATGCGGGGGAAGAGAACTGAC CCAGGTAATGAAA 

TGGAGCCCTTTCCTGGAACTAACCAGTCCTTGATGTTGTGTGACTAAAGT 
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AAAGATGATAAACCCCCATTTGCTGGGGGTGGTACTTTACACTTGGGTTG 
GATTGGGAAAGCTTTCCATACCCTTGGCCATTCCC 1 1111 TCI 1 1 1 1 1 1 1 

CAACCCCATTTTTTTAGGAAGGGATTGTTAACAAAAACCTTTCTTTTAAA 
CCTTTTTTT 

> Sequence 457 

TGCCGTTTGAGTCGACTCAGGGGGCGGACGTATATTACTGTGCGAGAGGT 

AAAGGATATAGTGGCTACGATTACGGCCTCTCT 

>Sequence 458 

GGAGAGTTGANNCANNTTTGGGAAGCGCTCCCCGCGGTGGCGGCCGCCCG 

GGCAGGTACAGACAAAACTACAGACTTAGTCTGGTGGACTGGACTAATTA 

CTTGAAGGATTTAGATAGAGTATTTGCACTGCTGAAGAGTCACTATGAGC 

AAAATAAAACAAATAAGACTCAAACTGCTCAAAGTGACGGGTTCTTGGTT 

GTCTCTGCTGAGCACGCTGTGTCAATGGAGATGGCCTCTGCTGACTCAGA 

TGAAGACCCAAGGCATAAGGTTGGGAAAACACCTCATTTGACCTTGCCAG 

CTGACCTTCAAACCCTGCATTTGAACCGACCAACATTAAGTCCAGAGAGT 

AAACTTGAATGGAATAACGACATTCCAGAAGTTAATCATTTGAATTCTGA 

ACACTGGAGAAAAACCGAAAAATGGACGGGGCATGAAGAGACTAATCATC 

T^ AACCGAmCAGTGGCGATGGCAT GACAGAGCTAGAGCTCGGGCCC 

AGCCCCAAGCTGCAGCCCATTCACAGCACCCGAAGAACTTCCCCAGATGG 

T* G ^I C 7 GGAAGGACA ' mTGAAGATG ' rr GCCAAGGGGAGAAGATCACGA 

AAGAAGAGTACAGCCCTAGAGGCAAACCCTCTTTCAATCTCTTGATN 
>Sequence 459 

GGGGATAGTCNGAATCACGTGGCGGCCGCCCGGGCAGGTACGCGGGTAGT 

GAGCTGGTTAGTGAAGGCnTGTAGCTGAGCAGITTCTAAATAACACAGC 

CACTCAACTGACATACCATGGATTATGTGAACTAACTTCAACGGTrCAGG 

AAGGAGAACTTTGTGTGTTCTTTCGGAATAATCATTTTAGCACCATGACC 

AAATACAAGGGTCAACTGTAnTGTTGGTAACGGACCAGGGGTTTCTTAC 

T G J^^ GAAAG ^ G7TTGGGAAA GCCTACACAACGTAGATGGTGATGGAA 

ATTTCTGTGACTCAGAATTTCATCTTCGACCTCCTTCAGATCCTGAAACT 

?I A J ACAAAGGACAACAAGATCAGATAGAT CAGGATTATCTrATGGC 

ATCTCTACAACAAGAACAGCAGAGCCAAGAGATCAATTGGGAACAAATCC 

rAr A A G ^ AA Z™ GAmGGAACTAGCAAAGAAACTC ^^ 
^ A i AG ^^ C " CTAATACTATCAGGAACAGGAA CAAGCAGCAGCTGCT 

^^^^m ACACMG ^ AGCA ^ CCAGCCA ^ ACJ ^ Gccrc 

>Sequence 460 

TAGACTTCAGGGAAACAACACGTCCTGAAAGAAACATGATTCCCCTCAAG 

o C ^ CA ^ AGGA ' mCTCATCAAGTG ' mcACCT CTGCATTAGATTT^ 

CACAAGAAGAGGAG AGCATT TACTCAGGTAAAAATAGTTCTCTTAGTCTC 

^CC^AGTTACTAATTTITAArrTAAAAATACAArrAACTGATCTAGC 

TGATAAAAGTCACAGACAGAAATAAGCTAAGTTCTCTCTTCCTTTAGGGA 

ACGCTGGTGGCAATTCACCATATAAACTGGATGGAAGAATTCTCCCAGGG 
ACAT 

> Sequence 461 

C I°II^ CCTCG ^ CACTGTA CTGATAAACATTTATCTTGCTCACATGT 
A J A JIT rATACTCTATCTA " GTCTGTAACTG TCACAAATGCACTGAAGA 
3Z A II TAGTAATAGTGA " ATGmCTCTGTATAA TTTGGGGGTGATTC 
GTATCAGTTC}CCXJTCGTCCGGCAGGAACGCGGGGGCTGTCTACCTGGAGT 

!^ G i^? rcGGCCAGGATC 

^GGTTAGGCACCTrAAGACCAAGCCATCGGATGAGGAGATGCTGrrCA 
^ A I^ CACTACAAACAAGCAACTGTGGG CGACATAAAAACAGGAACG 
GCCCGGGATGTTGGACTTCACGGGCAAGGCCAAGTTGGATGCCTGGAATG 
a^ AA ^ GG ^ C " CCAAGGAAAGATGCCATGAAAG CT^^ 

AC T^ G ^S ATGTGmATCCTAAACTGAGACAATGGG TTGTTTIT^ 
ATACCGGGGATGGTGGGAATTCGGGAAAATAACCAGTTAAACCAGCTACT 
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C^GGCTCCTTACCATACGGGTCTAACAGATTAGGGGCTAAAAACGATTA 
CTGA^CITGTGTAGTITrrATCTGAAATCAATAAAAG^SG^ 
ACCATAAAATTCTTrcTTATTCTTGTCCCTTGGCCGTTTAA 
>Sequence462 

GAGGrTAATCNGATGCCTCCACCGCGGTGGCGGCCGAGGTACGCGGGATA 

AGAGCTCAAGGACAGGCTACAATACAGGTCAGAGACAATGGCTTATAAAG 
G ™°I GTGGTCTCAGGA ^ 

A ?? GCGTGGAAAG " ATCACA " AAAAGATGGAG GATTTAAAAAATAAAA 

AAAAAAAAAAAAAAAAAAAGTACCTGCCCG 

>Sequence 463 

^ A IT^ TCTACAGTAAGGACTGTAAGTACTAG AAATTATATGTATGTACA 

GATACTACACTATNGATTTATACTAACTrTATATTAATCAAmACGAAT 

I A ^ A I!^ GACATAC ^ ATG GAGCTAATTTATTCCTTCATTACTAGTrrA 

GTTGGTTTGATTCGAGTCNTCTATCGCGGTGGC 

>Sequence 464 

i r ? C A . C . G . A ^ GA ^ CGAAGCCCTCAC CGCGGTGGCr ^ rr ^^ 

c 1 ' 1 ' 1 1 '?.." 1 1111 1 ittttggi 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ■ ■ rrrr 

1 !JLLU ttaaaccggt gccaccaccatgaaagaggggccaccac 

t CA ?Z A 5 GAGACCATGCCCACTTACAGAA TGCAGCCGTAAATGCGGTAAA 
T^^^QOTTGGGGTGCAAGATGAGAGAAGTATCACCCCCAGG^ 

?^ C ^?J GAAATGGGGCTGGGGAAC7TCTTA GC5CCCCAAGGGGGGGCAGC 

JaataaSS AGGT7Tgggaaccgggggtccca caaagttggtitccaagga 

>Sequence 465 
>Sequence 466 

T59°22«?OCT^CCGCOO<KK^COAOOTACOC(K^ 
>Sequence 467 

?M^ TGA ^ A C ^ CATCACTATCC CGCGGT0GCGG ^^ 

11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 J 1 1 I ITITGAGACAGAGTCTTGCTCCATCACCC 

ATGCTAGAGTGCAGTCKMGTCATCTCGGCTCA^^^ 

G^GTrCAACXTTATTCTCCTGCCTCAGCC^ 

™ CA £^ c 4 A i^ G ^ 

^Ap-GTGTTCCTTTXrrCACAGATTTTGTTTCTGTTTTTGTTTT^^ 
ACACTCAGCTGGACTGCATITCCCAGCTrCCCrrGCAG^AAGTC^^ 

CTTT^CCCATCTATGGCCTGNAAAGTGAAATATTATGGAGCCn 

GAGACACCCCGCGTACCTCGGCCGCTCTAAACTA 
> Sequence 468 
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^^I$I^ gt< ^ at ctgtcttccaaag<;aggaacagatcggcaagt 

>Sequence 469 

^^II WAG ^ CACG CGGTGGCGGTCGGAAGGAGAATGGTATCACTCA 
^^^TCACAAACCACTGGTGGAATGAGCT^^^^ 

GGACATTTCAACACCATCAAGTGCATTTAGGTGACATGTTTAAGTTAACT 
>Sequence 470 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTGATTTTATTGTCTACCTC 
>Sequence47! 
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1 1 1 1 1 1 1 1 1 1 1 1 rrm 

^GAGGATT 
GCATAGGA 



J ^9^ AA 9 ACACAAAGATTCA GACCACAGCCTACAGGGAGAGAr,G 4 TTTCT 
GAGGATGGTGGTGCACTGTGAGTCCACGCAGGCCTCCTGGGCATAG^ 
GAGCAATrCTATCTCACCTCAGGCCTAGCACAAAGGGCTTC/ * 



^? C JS GCCAACTGCAGGATTAGC CT A TGCTCCCGTGCTGGATATAGGCTA 

ACTCACCTAACTTATATTCCTAGTTrATTTAAGTTATATTGTTACATATT 

A " A rf GAA i^^ AG ^ GA ^ A ^ G ^ GG ^ GAG ^ AAA ^ A "^^^ A ^^^^^^^^^^^G^^( G ^^^A^^AC 

^ C ™ ACTCCTATATA ^ ATATOTATGTA GTGTATAm 

CAGTGAGGATKTCAGCACTGTCCACTGAGTCTCTGTGC^ 

CGTCTGTGi 1 1 ' nCGGTGCCCAAGGCGACGGCTTTGGTATGGGTTCGTG 
G ^ GGG J GG ™G CCAA GTGCT^^ 

^^ GCTGCAGGATCAGCCATGG TAGATTATGGrm G ^ 
J^^ACAATTTCTAG^^ 

>Sequencc473 

^ AACAGAAGACmCAAAmAATATG GCCCAAGTGTCTTCCTACTT^ 
GTGCAAGATCATGCTATGTCAGTTACCCAAGCTGGAATA^CCGTGACAf^^ 
TCGTGGCTCGCTACAGCCTCCATGTCCCA^3GCTC(1A^^ 

A^ACA^r^^^ 

AAAGACATGC 1 1 1 1 1 C 1 1 AAAGCAACAAAGGTGGTAGAGGAAATTTrTTA 
AACTITCTCAACGAGTCATGTAACGmCACT^ 
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^ A G ^^ < ^^ A ^ CTAGTGGAT CCCCCCGGGTTGTGGGAATCGTT 
™GCmATrrrACCTTCCACCITAAGGGGGTGCCCGGCCCCAACTTr 

>Sequence474 

Ir.^^^^^^ ACCGGGGGCGGCCGCCCGGGCA GGTACGCGGGGG 

<S£a^S ACAGC ^ 

ATTATGGGi 1 1 1 1 1 CGTTAC A AAATTCAACAACAG AATC A ATACTTTGCA 

TAAACATTATGGATGCTTTTTCTGTTTGTACCT 

>Sequence 475 

?I AC J? A II GAGCCN ' n ^ GGA AGCCGCTCTCCCGCGGTGGCGACAGGGTT 

TC A SGS^A 3 Gr ACAG ^ AGAAGGGGAAGTCC ^ AGTGAAATAGA 
>Sequence 476 

J^ A ^ CTAGGAACC " GCAGCTTACAGTGACAGA GCTCCCATTCACGAG 
G ^ CACTCATCTCGAmCTGGATCTCTAGGGAA TGAGTAGAGC^ 
CCTGGATTCCCTTITCCAGTITCrTATCTCCACAAGTCACTGTGcS 
TAAGAGTGTTCGTrCTCAAAACTCACAGGGCTCAGGGTCAGCG^ 

CTCCAGGAGAAAGATGGGGATTCACAGCCCATGACACCTACATGTCAACA 
2SS iEE Ti ^ A ( TT AA ^ A CTTCTTCACACCA C A TTAAATTCCAGAAATCTT 

>Sequencc 477 

CTTGCCTTCl nTTTTTTTTTTTI 1 1 1'rGTTTTTAGTTATACATTATTNTN 
? ™,™ C ^ GACG ^^ 

ill"" 1™ "linn i itit ggcaaaaatatttattaWtcat 
atcctagataaatgggtaagaaccacatatggaatataaagcattgattt 

mAAAAACCACATAGTAGCACAGTGAAAGAAATGCA^cTcbAGG^i? 

TTAGAGAATTCAAAGGGGCATCTTAGGTGGTCTAAGAjCicCAA^ACAGT 

CTCATGGTTTTCCTITTGGTTCAAGATTAGAAGAGTCAGGTTA^ 

CTGTTTTTAGAGGTAGAATATGAACTTTCTACTAGTCCACAGTTTA^ 

TCAGGTGGCCCCAACAGGCTITrATCTrAGCCCCATCTG^ 

>Sequence 478 

j?^ agg ? ataaga ^^ 

G^SGA^Tf^?^ 

G P GAGAAAAAAAA AAAAAAAAAAAAAAAGTACCTGCCCG 
> Sequence 479 

C A TGGTTTGGCTGC ATA AA AATTTTCTAA CTTGG GTnJ A A^ G ^nf^ A \GC 
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GAAGTATCTGTTTTCATTTTTTTCACGTTATAAATAAAAATACTATGCTG 

GCCGGGCGCGGTGGCTCACACCTGTAATCCCAGCACTTTGGGAGGCCAAT 

GTGGGTGGATCATGAGGTCAGGAGTTCAAGACCAGCCTAGCCAAGATGGT 

GAAACCCCGTCTCTAGTAAAGATAAACAAAAAATTAGCTGGGCTTGATGG 

CATGCGCCTGTAATCCCAGCTACTCGGGAGGGTGAGGCAGGAGAATCGCT 

TA AACCCAGGCGGGAGAAGGTTGTAGTGAGCCAAGAATGGGCCTATTGTA 

CTTTCAGCTTATCAATAGAAGGGAGACTGGCACCCCTTTAAATTACCTTT 

CAATAAATTGGTCCTTGCCCGGGCGGGCGCTTTTAAAACTAAGGGAACCC 

CCCCGGCTGTAAGGAATTCGATATTAAAGGCTATTCAAATACCCGCGGCC 

TTCGGGGGGGGCCCGGGTCCCAATTTTGG 1 11 CTTT TA GGGGGGGATATC 

CGCCCCGTGCG 

>Sequence 480 

TGATGAGTCAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACAGATGCA 
AACGGAGGTGTAGACTGTGCAGCTGCCAAAGTGGTGACAAGCAATCCAGA 
GGACCATGAAAGGATCTTAATGCAAGTCATGAACTTGAATGTGCCGATGA 
GGCCTGGCATTCTTGTCCAGAGACAGAGTAAGGAAGTGTTGGCCACACCC 

TTAGAAAACAGAAGGGACATGGAGGCAGAAAAAAAAAAAAAAAAAAAAAA 

AACGTACCTG 

>Sequence481 

CCTCCACCTTCI 1IM1MMCATTGTTCATTTCTCTATACCCGACCTCTTAT 

Gill ill ATCTTTTCTATTATACCTCATTTA ATAATATTGTTCTTCTTTT 

TAAGTNhWNhnWAhWAATTATTTGTTCGATTCTCCGAC 

AATG TAGAAGGCGAAGCCTCTATGTGTTCAATAACCCAAATTTGTTGATG 

TTTTGTGGCCAAGGTGAGGGCTGCAAGTGTTTTCTAAGGGTTGAAACATC 

AGAATAAAGGTATGGTGGCAAGTCCTCCTTCTGCTAGGCTGGCTGGCAAG 

GCCCTATGTCTTGACCTAGGTGGTAGTTACAAGGGTATTTATTTGCCTTA 

TAATAATTCACTAAACTATGTATTTGAGTAGATTTTTATGTGTGTGCTTT 

AATTTACAAAAAAAAAAAAAAAAAAAAAAGGTGCCTT 

>Sequence 482 

CTGAGAGATCCCCTCATAATTTCCCCAAAGCGTAACCATGTGTGAATAAA 

TTTTGAGCTAGTAGGGTTGCAGCCACGAGTAAGTCTTCCCTTGTTATTGT 

GTAGCCAGAATGCCGCAAAACTTCCATGCCTAAGCGAACTGTTGAGAGTA 

CGTTTCGATTTCTGACTGTGTTAGCCTGGAAGTGCTTGTCCCAACCTTGT 

TTCTGAGCATGAACGCCCGCAAGCCAACATGTTAGTTGAAGCATCAGGGC 

GATTAGCAGCATGATATCAAAACGCTCTGAGCTGCTCGTTCGGCTATGGC 

GTAGGCCTAGTCCGTAGGCAGGACTTITCAAGTCTCGGAAGGTTTCTTCA 

ATCTGCATTCGCTTCGAATAGATATTAACAAGTTGTTTGGGTGTTCGAAT 
TTAACAG 

>Sequence 483 

TCTTATCTTCATTCCTTAGTCTAGAAATTTATTTTGATCTGAGTTCACTA 
ACTCTAACTTA TTCTGTT TCTTCAACCATGACAACITTGGCGTTGGTTAT 
AAAATNATATATTTTTTCCITTTNCNNNATNA 

ACATTTTAGAAGCGCTCCACCGCGGTGGCGGCCGAGGTACTCTTCAAAAT 
TGTCAAGGTCATGAAAGACAGCAAAAAGTGAAGAATTCTTACAAACTAGA 

ggagacaaagattggagaagaaacaatgactggctgggcacggtggctca 

tgcctgtaatccactttgggagcactttgggaggccgaagaggacagatc 

atcttangttgggagttggagacgagcctgaccaacgtggagaaacccca 

tooctactaaaaatac^gaattagctgggtgtggtggtgcatgcctataa 

tccx:agctacttggaaggcctcggcaggagaatcacitgaa 

cataggttgtggtgagccaaaattgcgccattgcactccagcctgggcaa 

caagagcgaaattctgtctcaaacnataaataactaaaaaaaaagtacct 

GCCCGGA 
>Sequencc 484 

GGAGATGTGAACAATGTGTCATTGCTCTCAAGAGAAGGATGTGGATGGCC 
TGGACCGCACAGCTGGTGCAATTCGAGGCCGGGCAGCCCGGGTCATTCAC 
GTAGTCACCTCAGAGATGGACATCGAGCGGCCGCCCGGGCAGGTACACAA 
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GCTTTATTGGGCAACAGCAACGAGCCACGCTGGCAAACAATGAAAGTAGA 

GTCGCTCAGAAACACGAAAGATCATATGTGTGTCATCACAGCATCGAGAA 

TTTAAATCATCIXKjAAGTTCCTGCTAAATTAAAGCATACTGTGCCAGAGC 

TCCCCTCTAATCAAAAAACGCTGTCCTGGTGAAAATTTGCAATGAGGATT 

ACAGAGAGAGAGATCAACCAGTGAGGAAATCACAGACTCTTACATGAGTT 

TACAGTTAACCCCACTGCACAAAATAATAAATTAGCCATAATTTGGTnT 

TTTTGAAAAACCATGCCCCCCACCTGACCCCACAACACAACAGGTACTGG 

CATGCCCAGTTTATTAACAGATGGGCCTAAAACATGCTGGGGCGGAGAGA 

CAGATTACGGGTAATGCGCTTTGCCCGAGAA 

>Sequence 485 

ACATTCCTCTATTATACCGTATTGTCnTATCTAGTTATTTATACCCCTCC 

TCACTTTCAACTATCTCCGGTATCTCTGTATATACGTCAACTTACTAAAA 

CATATAA Chf^AATACTCTT GTNTTTTTTGCGCACTCCCGGGTGGCGGCC 

GA GGTAC T 1 I I I 1 1 11 J 1 i I 1 1 M T M T U ' I GGGG AGG ATACTTTCATTT 

TTATmATATCGTGAGGTAnGrrTGGATTGTTACAATGAACTTGCAn 

TCTTTTGTAATGAAGAAAATAATACAGAGGAAATAACAACAACTAAACCT 

TTGGCCTGGATTATCATCGGCTGGAAATTCATGTTGGATGCAAGTTTTTA 

TTGATAACAAGTTATTTTTTGGTTTATATGCAAAAAATGTTCATTGAATG 

CCTCCTATTTGGCTGGCACTGCCTAGGCACTTTCACAGGTATTTCATCCT 

AATCCTCACAACAGCCCTATGAGGTAATCATTGGTCCCAGTTTACAGAAG 

CCTTGGGTGGGAGATTATTGCTTGATATACTTCTATTTGCCACACATTTT 

TGTTGGCAAGACGTTCGTATCGGCTGGTGATTCACTGGTCAAGAGCTCTC 

ATTGGC CAGGA GTTCCTATTTGTTGCTGTAAGATTCAAATAATCAAAATA 

CTAGAA I im CCCCC ACA AG A ATG ATGGG ACCAGTGGCATAAG AGTAA A 

GGAAGGAGAGTCAGTGGGTCTCTCCCTTGAAGCACCCATTGAGTTGCATG 
G 

>Sequence 486 

TCACACCTATCTTCTCTTCTCATTTCTCCCATATTATTAATACGCTTATT 

TTCGTTCCTCATCGTTCTTATAAATCGCTGTTACTACTATACACTTACTA 

TAAGATGAAAACTTTTAGChn^nWNANANNNATGGGTCCTGTGCGCCCTCA 

CGGGTGGCGGCCGCCCGGGCAGGTACGCGGGAGTGTGGATTGAACAGAAA 

ATTGGAAATCATAGTCAAAGGGCTTCCCTTGGTTCGCCACTCATTTATTT 

GTAACTTGACTGGGGTGTTTTCTGCTTAAAAATTTCAATTCTCGTGGTAA 

CAACGCAGAGTAGAAGGAGAGGGTGACTTTACCGAACTGACAGCCATTGG 

GGAGGCAGATGCGGGTGTGGAGGTGTGGGCTGAAGGTAGTGACTGTTTGA 

TTTTAAAAAGTGTGACTGTCAGTTGTATCTGTTGCTTTTCTCAATGATTC 

AGGGATACAAATGGGCTTCTCTCATTCATTAAAAGAAAACGCGACATCTT 

tctaagattctctgtgggaaaatgactgtcaataaaatgcgggtttctgg 
ck:caaaaattataaatttatggaatatataatactaatagaataatgttc 

CT 

>Sequence 487 

TCCTCTT CTTA 1 1 IC 1 1 1 1 1 CTTTATTTTCTCTATTAATCTAACCTTATT 

CTTAATAi mi ill AATTATCTTAC ATC ATTCGTACTTG ATTCTG AACT 

TTATANAAAGANATTTTTGATGACACCTCCTAAGCTGGCGGCCGAGGTAC 

TTGTTATTTGTTTCTATTATTACTGTTTGACTTCTCCCCAGGGTTCAGTC 

CTCAAGGGGCCATCCTGTCCCACCATGCAGTGCCCCTAGCTTAGAGGCTC 

CCTCAATTCCCCCTGGCCACCACCCCCC^ 

GTCTTGTGTXjCATTGCTXjTGAATTAGCTCACT 

TGGCTAAATTGAAA(XTGGAATrGTGGGGCAATCTATTAATAGCrG€e^ 
AAAGTCAGTAACTTACCCTTAGGGAGGCTGGGGGAAAAGGTTAGATTTTG 
TATTCAGGGGTTTTTTGTGTACCTGCCCG 
> Sequence 488 

GATCGTCATTGTTATTACTTGATTC^ 

CTC1 1 1 C 1 1 ' J '1AAATTTCTG ATGTTA 1 1 1 1 i 1111111 G TATCGTTTATT 

TTTNAN^AT TWTTGGGGG CTATAGGCNCTTCTCCCCG 

AGGG ACTTNG 1 1111 ITTTG1 1 1 1 ITTI TGGTGCTTTATTTTCAATATTT 
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GTCTTATTAATA 1 1 II 1 C 1' I ATTTT ATAATGC AATT AC AACGGTTT A GG A 

GACAAAACAATATAAACAAACG AATGTTAAATAG 1 1 1 1 1TI TAAAAAATA 

G CTTG TTGCTTGCAAGAAAGTCCATATAATCTTATTCCCCCCCAAATATA 

ATTTTATACTTTGCACTAAACCAAAATAGCTTATGGAAAATTAGTATTAA 

ATAGCTAAACACAGAAAACCTACAGCTATAAATAACATAAAATACAGTTT 

AACTTTAATGTGATGCTTAAACAAAGCAAACTATGATGCAATTTGAATCA 

ACTTCATTAATTGGACCAGTCCAGTGGGGCACAATTTTGATTAGCCCTAA 

CCCCTCATTGGTGGCCAGTGAAACCTCCACCCCAGCAAGGGCCTTTCTGG 

TCTTGG GCTATG TCCAATTCCATTCCAGAAAGCCACAGTTTTTACATGTT 

CTTGACTTTTTTACTGAGAGGACGCCAAN 

>Sequence 489 

CATTCCCTTTCTTCTTGCATTTATATGTTAGTTTATATATTTTATTATCT 

ATGTTTAACTATTTATTTTTATTATGATTTTATTATTTTCTCTATCATAT 

TTATTCTATTTWCTGTTTGTTTCTGGATATCATTCCCGTGGTGGCGGCCG 

ACCGAAACCTGGTGAAGCCCTTTGGGCGATTGGTGATCACCCCTAGATCC 

GTGAAAGCTGGCTGCCCCCCCATCCGGGCAAGCAGGGCCAAGGTGGCATC 

TTCACATTCCTGGAACCCACCCAGTAACAGCAGCAGGTATTTCTTCTGGT 

A AATGA GAGCCTTTCGAAAACTTTCTGCCCTCAAGTATTTACCATAAATT 

CTCTTTAAAGTGACATGTTCAGAATCAGGGCTCAGAGTTTGAAGTAAAGA 

GTCATTTCTrAGTTCAGCTTTCAATTTGTATAACTrTAGCCT 

TTCAAAGATTITTGGAGAGTCAATTTTTCTTTTGTTCATACTTCTTTTTC 

AGAGGGCATGTTGGCTTCAATGTTGGGCACCACCATTCAATGAAAACCCT 

GGAGATTATTCTTACCAGCTTCCTGGCTGGCGATCCAACTGATCTGCCCT 

TCCAGCTTAATACCCATGTCCTTAAATCATTCTTTTTTCAGTAATTGGCT 

TGATTTCCCTGGCAGCTTAACATTTTGTTAAAAGTCTTTATTTCATGTGC 

CCCAAGAGTCCTTTGCCGTTTTAAACTGTTGACCCCCGGCTTGTGAATCG 

TATAAACCTAAAAATCTGTCCCTT 

>Sequence 490 

GGGG ATATG TCGAGTCTCCCGCGGTGGCGGCCGAGGTACCTGATTTTATT 
TCCAGTTTTCATCCGAATCCACTGGGGAATGGGACGATTTTGCTTTTGTT 
TCTTGGCCAGGAATCGCTTAATCCTGAAAGTCTTGTGAGAAGACA 
>Sequence 491 

7TNTAAGAGATGAGCTCCCGCGGTGGCGGCCGCCCGGGCAGGTACAAAAA 

AATAAAAAGGAGGCTGGTGGGAGAACTGCTTGAGCCCCAGAGTTTGAGGT 

TACAGTGAGCTATGATCACATCACTGCATCCCAGGCCTGGGCGATGGAGC 

GAAACTGTCTCTTAAAAAATGGCAGGGAGTTGGGGAGCTGGGCAGGTGCA 

GTGGCTCATGTCTGTAATCCCAATACTCTGGGAGGCCAAGATGGGAGGAT 

CACTTGAGCCCAGGAGTTTGAGACCAGGCTGGGTAACACAGGGAGGACCC 

CGTCTCAAATATTTAAAAAATTAATCATGCGTAGTGGTGCATTCCTTGGG 

GGTTCCAGCTTCTTGGGGAGGCTTAAAGTGCAAGGGTTAGCTTTGGGCCT 

TGGGAAGACACAGCGTTCAAGAGGCTTTGAATTTGACCACTGGTACTTTA 

AACCTGGGCCGATAAAATGAGAACCCTTTTCTTAAAAAAAAAAAAAAGGG 

GGAGGGGCCCCCCCCCTGTTTTTATTTTGCGCAACAAACCAATTTTTTTT 

AAA 

>Sequcncc 492 

TTGTTACGTGTCGAGCTCCCGCGGTGGCGGCCGAGGTACATGAGAGATAA 

TGTTATGACAAGAATAGTTTCTGCAACATTAAGTATGGGTCAAAAAAAGA 

AGAAATGGGCCAGGCGCGGTGGCT^ATCCCTTTGGGAGGCTGAGGCAGGT 

GTATCACAAGGTCAGGAGT1XX5AGACCAGCCTX}ACCAATATGG1GAAAAC 

CCATCTCTACTAAAAAAAACACAAAACTTAGCCAGGCATGGTGGTGCACG 

CCTGTAATCCCAGATACTCAGGAGGCTGAGGCAGGAGAATCGCTTGAACC 

CGGGAGGTGGAGGTTGCAGTGAGCCGAGATCACGCCACTGCATTCCAGCC 

TGGGCAACAGAGCAAGACTCCATCTCCCAAAAAACAAAGAAATGACTTTA 

GACAAATGGCTTGAATGAAATTACAAAGAGGAGGTGCATTAAAAAATACC 

AGCAG TAAAATC TCTTGAAGAATTAAAATGACAGGCTAAAAATAAATATA 

AATGTTCTTTTTAAAAAATACTAGGTTGCTGCTGGC 
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>Sequence 493 

GGGGNNAATGGATAGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACG 

COTGGGTGGCGGCGTTGGGTTGAGCGGGCTTTTTGGAAGTITGTGGCGGA 

GTTCTGTGATATGAGCAACAATGGACCAGAAGATTTTATCTCTAGCAGCA 

^ji^ lATC ^ ATArrAGTG CCTGTGATGGCATCTTrCATCTAACAC 

?S5Jiy° AAGATGATGATATCACGCACGTTGAA GGAAGTGTAGATCCT 

ATTCGAGATATAGAAATAATACATGAAGAGCTTCAGCTTAAAGATGAGGA 

GAGA Z AAAAAACTAAAACCTGAATATGATATAA TGTGCAAAGTAAAATCC 

ACAAAGAATTGAAAGTGTTGAATAAACACTTATnTTGACTrC 
>Sequence 494 

TTAATTTGATCGAGTCCACCGCGGTGGCGGCCGAGGTACTCATGGTTGCT 
GTAAATTAGGCAGCCGTTCTGCAGGGTTTTGCTTAGCCAGGCTCCTCTGA 
GA ^ GCTA ^ CTGTC ^ GTGGAmCAGTCCCCGCG TACCTGCCCGG 
GCGGTTCGAGCGGTCGTCCGGTCAGGTACATATACATTATGTAATTAAAA 

T GCG J GCA x TGmATGTA " AAAAATAATOG ^^ 

TATACATTATAACACCTAAACGCATAGGCTGTTGTTATrCACAATAGTTA 
I^ CA ^ A ^ ATTAATGATGTGTATGAAGACACAA TACAAAGCTGGAGGA 

CTACGCAAATTATGTTTTTGGATGAATTTTCAAAATTTGTCATAATAGAC 

™™,3™™ AAA ™^ 
AAAACTTTTTGTGAAATGTTTCTATTAAATTTAT 
>Sequence 495 

GATCGAATCAATCGGCAGCGCTCGAGGTACGATGGGGCATATCTGCAGAT 

CTCAAGATCTGGACrrCTGTTGAAAAATTTTCCACGTGAGGTTTACTTAT 

G J C TS.I AAAGATGGGAAAAAAATACAAGAAC ATTGTTCTACTAAAAGGAT 

I A ^ GG ^ ATCAATGA " ATCAmAGAATGG " AA GTCCTTACT^ 

AAC ^ AmAAAACTTAATTrAAA AATGAGAGAAGAGTATGACAAAATrCA 

GATTGCTGACTTGATGGAAGAAAAGTCCCGAGGTGATGCCTGl^GGCC 

* AAC ^ TAAAAA ' mCGAAGATATCCCACCC( ^GAACACCTG 

AAAC T^ AAAAAAAAAAATG ^ A ^ 

r AAAAAAGA ^™ A ^ A ^ GAGGGG ^ 

CCCAAAAAAGCGTG1 1 1 " 1 "I "I A AA AATTGGGGGGGGGGGGGCGCTCTTTTT 

TTTTGGTTTTCTAAAAAAAAAAAAAAATTTCCCCCCAAAAGAAAAGGCCT 
TCCCCCCAAAGGGGAGGTAGGGCC ^AAAOAAAAGGCCT 

>Sequence 496 

^ G ^ AC JT^ CmGAGAAGCCTGACAGTGTCG " AA TGTCCrGCTGGCG 
^GGTGAAAATTTCATCGCAACAGTAAAGCACCCTCTITAATTTCCCTT 

ATAGG^AGmCAATAACTGG^ 
>Scquence 497 

CTCACATTCMATGTCTICT^ 

CAGCTGTCATAACGCATGGAGATACACATGGCATGG(K}CTnGC^ 
^ A ^^ CGAAACAAGAGGTCCCTACTGAAA TGAGC^^ 
^^ A J GG J rCA " ATGAGGACCGAATGAATATA " A CAGAGCTCTAG^TG 
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CAAGC) 1 1 1 1 1 1 i GGTT TCCCXXrrTATATAGGTTGGAGGGGGGTTTAAAA 
TTTGGT CGGCG GCTTTTGGGCCCGTAAAATTCAATGGGGTTCCCATAAGG 
CCTGTG 1 1 H 1CCCTTGGGTGGTTGAAAAAATTATGGTATATATCNCCGC 
TTTCAACCAAATTTTCCCTACAAACAG 
>Sequence 49S 

TGGTTGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACAGGGCCTTCC 

ACTTCAGCTGACTGAATTTAGGCAGTTCTGGCCACITCAGTTTCCGCACC 

CAGGCCTCCTGACCCATGGTATCTACGATGAGATCCAGCTGTCCATTATA 

CACCGTCACGTTGATCCCTGCCTCCAGCAAC.TTGCCACAATGCTAATGAC 

TGGGTTTAAGGAAGTCCTCCCCCATGGTACAAAAACACGTGGGGGCCCGG 

CCTCCCCAGAATGGGACCTTAAGGAAATATTTTGGGC 1 1 1 1 1 1 1 1 1 11 GG 

GGGGGCCATTATTAAACTGGGTTTAAGGGCTTCTTGTAGGGGGGGTTACA 

AGGGGGCGGACAAAAAACAAACAAAGGGGGGTCTTTGTGGAAATTTTAAA 

CACCCCCTCCCCCTTTTTGAACCGGGGGGGGGGCTTTTTTTTAAAAAGGT 

TTTTTAAAGAGTTCCCCCCCCCTCTTGGTTTTGTTTAAAAGAAGAAATTT 

m Siil^ lTCCCCCCAAACAAA1 ^ GGGGC GTCTTTTTT 

CCCi 1 1 1 T I ATGGGGGG ATA TCCCCCCCCCGGCGGTTTAA A 

>Sequence 499 

TTCTTATATATGCTTATATATTTTATATATATAATTTTTCTTATTACTTC 

TTTCATGTCTACTTTAGCTTTACTtn'ATTTTCATATATTTTATTTTTATT 

TTCTANATTCTATCTATCTAGANAGGATGCGGGGGCGGCCGAGGTACCTC 

AATTGATGATTTCTGGTATGACCTAGCAAATACACTGCTTTCACTGAAAT 

TTCAGTCTTGCAATCTGCTTTGGGTTCCCCAATCTAAGACAGAAACATAC 

TCATTTTCCCATCACTGGACTTCCAGGTTG7TTTCAATTTTTAACTGTTA 

CAAACAAGGTGGCAACATTTATCTACAAACCTCTGGATATACACGTAGGA 

AGCTTTTGGTATTTCCACTAGTGAAACTGCTCAGTTGAAGGGTATGTGGA 

TCTTCATCTTTAATAAATATTACCAACATGTGAAAAGCCCGACAATGTCA 

AGGACTGGCAAGAGTGCCACATGTGATGGGTGTGGAATGGCAGCTCACTG 

TAGCAGGTGCTGGGGACTCAATTGGGGTCTTGGAGAAGCACTTAGTTATA 

GCAAGAATGTCTCATAAATGGGTTCTGATAGAGACCAGAGTAGTGGGGAA 

TA ^ A ^ CTAG ^ GGCTAGAAATAA ^ ATTGATG TAAAGTCAACAAAAAAC 
CCTTTTTAATGTAG 

>Sequence 500 

TCTCTTCATCTrCGClTTGACCGCATATCTTATTCrGCTTATTATCTTAC 

TCTAATACTATTACCTTATTATACTATCTAACTG 

>Sequence 50) 

CTCCGCCTTCTATTATACATTGTTATTTGATTGTTATCTGATATGTTTTG 

TAATGCTCTTCGCACTCTATCCAGATATATTTA 

>Sequence 502 

ACTCGCGTTTTCGTTAATTGCTATCTTATTTGATTTCTTATTCTTTTTTT 

TTCATTTCTCTATTTATTA 

> Sequence 503 

CCTCTTTCTCATCATTCTACTTTCTTATAATATCTGTAATTATAATCCTG 

ATTATAATTCGTCl 11 lATCTTTTCTACATCTANAATCGTGTTCTTATCT 

TTATGTACGTATACTCCTACTATTATCTTCTGACTATACCATCNAATACT 

ACTTATGGTGA TGGTTCACCGCGGTGGCGGCCG AGGTA C 1 1 1 1 1 1 I I I I I 

1 1 1 1 1 ii 1 1 1 l ATGAATTATTTATTTTCTTTCTCAGAAAAGGATGTCGTC 

TCCACTTAGCAAGGCATGGGCATGTATGTGGTTTTTGCATACTGCCCACA 

TGACGTGGGGTGTGTTCTATGACTGGTCCGCTTCTATGAACCTAGGTGTG 

ATACTCCCTCGGGCGTGTCACGGAAATTTTCGATTATTCACATGCTCTAT 

TCGTAT AACCCGTTC GAACCTTTATAAGGTGGTGGTGTCCCTCGGGTAAC 

CCCAGGC i nil 1 1 IGTTTCTCCTTTATATGATTGAGGGTGTTTATAATT 

TGCCGACTGCCTCTGTGGCCGTTATAATCCAATGTGGTCTATTAAGCCTT 

GrrTCTACCCTGGTTGGTGAAAAAATTTGTTTTATTCCCCGGCTTCCAAC 

AAATTTGTTCACCATCCAATCTATTATCTGAAGTCCCTGTGGGAAGTCAA 

TAAATATGTTTGTTTAATAAGTCTCTTGGTGTGTCTGCTCTCAAATTGCA 
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gtttggagtctttaaacctccacccatttaaatttgck;ggtttggcggcx: 

ttcaacttggcccccgccttttttccatagttcgtgggaaacccctttgt 

ctgttgtcccagtcttgcatttttaattgaaattcggtcccacacccctc 

cc gggggt agaagggcccggcttttgcgtatttggggggggcctccttat 

ccgtttttcttcggcataaccttgat 

>Sequence 504 

CTTAATGAAGTGATGCTTAACTTCACATTTAATTTGCGGTTGGCGCTTCA 

CATGCTCCGCCTTTTCCAGTCCGGGAAAACACTGGTCGGTGCCCAGCATG 

CCATTACATGGAATTCGGCCCAACGCCGCCGGGTGAGGAGGCCGGGTTTT 

GCCGTAATTGGGGCGCCTCCTrrCCGCGTTTCCTTCGGCTTCAACTGGAC 

TTCGCTTGGTGCTITCGGTTCGTTTCGTGCTGGTTGGCGAAGCCGGGTTT 

CAAGCTTTAACTTCAAAGGGCGGGTAATAACGTGTTATCCCACACGAAAT 

CAGTGGGGATAACCCCATGGAAAAGAAACATTGGTGAGCAAAAAGGGCCC 

AGCTAAAAAGGCCCAGGTAACCCG 

>Sequence 505 

CACACACTTCATCTGTATCCATTATCATTCATTAAACTTACTTATTTCAC 
ATACATGTTATCTACATTATTCTATGTATACTTGCATTGTCATTCACTCA 
TCAGTCTATAATTATATTATTATTTGAAGTAGACCACTCG 
>Sequence 506 

CACTACCTGCTATCGTCCTTGNCTACNTGTATCGTCAGTATCTACATCTA 

TCTNGACATCTATACAGCTTATNTATCGGTTCGTGTANANCTATNGTATC 

TGTACTGTGTGTCAGTCGATATCTCACATCCGCGATATCGTTTCTGTATT 

ACGTCTCTCTGTCTGTATTCATCGTATGTGATATTATANTNATAATCATA 

ATGATTTTAGACTCACCGCGGTGGCGGCCGCCCGGGCAGGTACTCGTCTT 

GGTGAGAGCGTGAGCTGCTGAGATTTGGGAGTCTGCGCTAGGCCCGCTTG 

GAGT TCTGA GCCGATGGAAGAGTTCACTCATGTTTGCACCCGCGGTGATG 

CGTGCTTTTCGCAAGAACAAGACTCTTGGCTATGGAGTCCCCATGTTGAT 

GGATCCTGAGCTTGAAAAAAACTGAAAGAGAATAAAATATCTTTAGAGTC 

GGAATATGAGAAAATCAAAGACTCCAAGTTTGATGACTGGAAGAATATTC 

GAGGACCCAGGCCTTGGGAAGATCCTGACCTTCTTCAAGGAAGAAATCCA 

GAAAGCCTTA^GACTAAGACAACTTGACTCTGCTGATTCT^ 

1 1 1 1 1 1 1 rrn aaataaa a atattattaactgg acctccta atatatact 

TCTATCAAGTGGAAAGGAAATTCCCGGCCCATGGAAACTTGGATATGGGT 

AATTTGATGAACAAAATCTTTACTTAAAGGCAAGGTTCCTTGGCCGTG 
>Sequence 507 

CACTCACCGTCGCTATTCTTTGCTCTGTTATTAAATGAGGTTCAATCTAC 

GTCACATTCTTATTTAATTTACTATATTATTTCTTACATTTTATTCATAT 

ATAACTCAnTCTTATCTNTTCTCAAGTTTGATGTACGGGTGGCGGCCGC 

CCGGGCAGGTACGCGGAAATCCCCTAACTTCCTTGCTATCTTCCCATCCC 

ATATTTAGGTTAGATATGAGAAGTTGTGTATGCTGTGTTGTGTGCTGTGT 

GGTTGCTACGCACATGTGACTGATACTTGTAATACACTAAATTGAAGTAT 

ATTGTGAATAACATATCACTGCAATTTAATGGAACAAACATTGGACAAAA 

TTTTCATTTTAGGACTTCTCTAATTCATAATGATGTATTCCAGTTTCTCT 

ACAAGCTTTGGCTATTTAGTATATCTTAGCTACTTAAACATTTCTAGAAT 

TCTCTGGACATGGTTTTTCTCTGGTGCGAATATAAAGGTCAAGGGCCTCT 

TTACCAAGTTCTAAGCCAGCTCCTTnTAAGCCTACGTCTATGTAAACCC 

AGTTTAATAATCTAATCATAACAAGGCAAGGACGCCCTTTTAACGGTTGG 

TATA i mi l AGTTG AACTCCTAAATAACAATGGATACCTrcCAGCG AGT 

TTnxrrcAGAAAATTCCCTCTAACCACAATGGAAATTAGX3TGGGGGAAGG 

TTGAACTTAAAAGAATAACTTGGAGGAAAAGGGTTATGAAATTTCAGAAA 

TTATGGGTGGTTTAATATTTCTTCGTCCAAAAATATTTCTTATTCCTAGG 

GTGGCCATGAATTTTACCCCTTAAAAGGACCTACCAACCCATTTAGTGAA 

ATAAATTGGAGCGGGATGTGTTAACCACATTGATTGTCAATAAAACAGGA 
TACAATCT 

>Sequence 508 

CTCGCTCCTITATCTTCTTATTITATCGATGTGATTGTATTTATCTTACT 
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TATCGTTGTA 
>Sequence509 

J A £E A £^ 

^£F^ AWCAA ™ CA NTTNNCCTTAATWAAATCACA^NTOTC^ 

SSSS^ f CAT CANCAAAAATCACATCCACCATTGCNATCCCNCN 
>Sequence 510 

JrTA?lS^™ GGTG ^ GGCCGCCCGGGCAGGTACTCT CTGAGCCA 
AGCAC ^ 1TCTCAriTAAACAGTrrAAANAG GCGGGGTGCGGGAGGCGGAA 

CAGTTCCGGCTGCTCAAACGACTGCGGTAGAGGATCCCCCGCGTACCT 
sequence 511 

rr AGC J AA !Z AAAAAAA1 1 1 " 1 CATACAG ATAGAGTCTTGCCATG 

AAAGAAAACCGGAGCACACAGGGGGAACCGCGCC ^^jaaaliAAAACCA 

>Sequence512 

TGCGT 

>Sequence5l3 

> Sequence 514 

^r C ^x^ G ^ C 7 CTGCCACCCAGTCAmATATC 

TCT^GTGTCTTCAGCAAAGGACAACTCCTCCAGCTCrGCCTGATAGAA 

CTTCTCACAGTATTCnTTAAAGTCTGGAAGGAAATCAC^ 

^GAGTCTGTTGGCAGTrCTAAGCAAGTACGCG^^ 

GAAACCACAGAGCITCAAAAAAAGAGCGGGACAGGGACAAGCG^n^rAA 

UAUALACATTCTACGACAACTTTGAAAACGAACCCATCCTCTAT^ 
>Sequence515 
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GCGATTGGAGCTCCCCGCGGTGGCGGTCGAGGTACGCGGGGACGGCGGAG 

CTGGCTCTCACGTGGAGGCGGGTTAATTTCGCCCACCGGAATGATCACCA 

AGACACACAAAGTAGACCTTGGGCTCCCAGAGAAGAAAAAGAAGAAGAAA 

GTGGTCAAAGAACCAGAGACTCGATACTCAGTTTTAAACAATGATGATTA 

CTTTGCTGATGTTTCTCCTTTAAGAGCTACATCCCCCTCTAAGAGTGTGG 

CCCATGGGCAGGCACCTGAGATGCCTCTAGTGAAGAAAAAAAAAAAAAAA 

AAAAAAGTACCTGCCCGGGCGGCCGCTCGACGTGGTCGCGGCCGAGGTAC 

AACTGCAGTAAGAGGGACGGTTAATTCACAGCTTCCAGCTCTTGGCGCCA 

GAGTCCGATGCACTCCTGCAGATAACGGTCATTTCCATTCCGGGAGAACC 

TC ^SS^^ C ^ CCCGGATGACACTATCTGGC ^ A, n"GCAGCCCTTGG 

CGGGCTTTTCAAATAGAGCGTTGACCAATCAAAGAAGGGGGACGTTACAG 

GCACTGAAAGAATAACC 

>Sequence 516 

TTTTGCTCTTGTAGCCCAGGCTGGAGTGCAATGGCAGGATCTCAGATCAC 

TGCAACCTCTGCCTCCTGGGTTCAAGCGATTTTCCTGCTTCATCTTCCCA 

GGTAGCTGGGATTACAGGCATGTGCCACAACGCCTGGCTAATTTTGTATT 

TTTAGTAGAGACTGGTTTCTCCATGTTGGTCAGGCTGGTCTCAAACTCCC 

GACCTCAGGTGATCCGCCCGCCTCGGCCTCCTAAAGTGCTGGGATTACAG 

GCGTGAGCCACTGCGCCCAGCTATACTGTATATTTTAAGAAGTTCCAGCA 

TGTTGCATCTCTGCATTTATCCTATATCATTAAAAGAACATAAGTTATCA 

I9 G I223P GGTAAA " AGCGAAAT CAACCCTTCCTAGGTTTAGGGGAAAG 

TTATTTTTAAAAACAACTrAATAAAACTTACACTCTTATACAAGAGTGAT 

TTCCCCTTATTAGGATGCATGTTGATTAAACTCGAGATACAGCTTTTTGC 

AGATGGGGGGTTGGGTTTGGTGTAACCTCTTTAACATGTCACACTGGTTT 

TCAAGATTAAGAAAATA7TGAGTTTGAGTGTGTTTAATAACTTTCTGAGT 

TTTTAGAAGTCTTATTATTTTTAAAGAACTTAATAAAGGTCTAGATTGAC 
AAAN 

>Sequence 517 

AGGTACGCGGGTGTTGATCCAGTTCTTGCTTTTCAACGAGAAGGATTTGG 

ACGTCAGAGTATGTCAGAAAAACGCACAAAGCAATTTTCAGATGCCAGTC 

AATTGGATTTCGTTAAAACACGAAAATCAAAAAGCATGGATTTAGTAGCT 

GACGAGACTAAACTCAATACAGTGGATGACTAGAAAGCAGGTTCTCCCAG 

CAGAGATGTGGGTCCTTCCCTGGGTCTGAAGAAGTCAAGCTCATTGGAGA 

GTCTGCAGACCGCAGTTGCCGAGGTGACTTTGAATGGGGATATTCCTTTC 
CATCGTCCA 

>Sequence518 

CACNCAGNAGGCCTCNNAAGCAGGACTAGGCACANCC 

CCCCGGGGGAAGGGNNGAAGGGAGGGCTTTGAGGGCNGAGGGGGAAGCCC 

CGGAAAGNNNNCCNCCANCCAGGGGAGAAGAGACNCGGNAGGGACACGCC 

AAGGAGAGGGAACAGGGGAACCANCACTTTTGTTCTTTGGGGGGCACNGN 

GCAGGGACCCCCCACAAAAAAAAGACCNCCCCCCAGGAGGGGGGGGGGCA 

AGCGGAAAAAAAAAACAAGACCCAAAGAAAAAAACAAAGGGCACACAAAG 

CAAACGGCAAACCCGCGAACCTGCCCGGGCGGCCCGCCAAAAACCAGGGG 

ACCCCCCGGGCCGCAGGAACGCGAAAACAAGCCAACCGACCCCGCGGACC 

CGCAAGGGGGGGCCCGGGCCCCAGCATAGGAACCCTAAGGGGAGGCGAAC 

GGCGCCCCCGGGGAACCAGGGGCAAAGGCCGGCGCCGGGGGAAAGGGGAA 

GCCCGCAACAGGCCACCAGAACGGGCCCGGAGCAAAAAGGGGAAACCCGG 

GGGGGCCAAAGGGGGGGCCAACCACCATAAAAGGCGGGGGGCCCAGACCC 

GCGGACAAGAGGAAAACCGGGCGCCCGA . 

>Sequence 519 

TCCCTCCCCCAGGGATCCCGGTTTCGAAGGTGCGCTTTGCCTCCGTTTAA 
ATAACTCAAGGGGGGAGACGGTTTTCCCGGAGTCGGGTTTACCCTTGAAG 

ACGTGTAGCGAAATCCCCCAAAAGGCGGGAACCCAAAAAAGAACCGTTGT 

TCGAGGGTTCCATAGGN 

>Sequence 520 

GGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACTATGTTGAATAAAT 
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^f A ^ ACAGTGCAGTGGCTCATGCCTGTCAT CCCAACAGTTTTGGAA 
rA^^^ GAGGA " CCCAGGAGTOAAGACCAGC CTAGGCAACTTAG 
^^^S TATC " CCAAAAACmAAAAA "AGTrGTGTGTGGTC 

GG ?^^I CCCAA77 ^ G ^ CCmAATGGGGA AATTCGCCrrTGGAAA 
AAAGGAATAGTTTTCCTGAGAAATTTTTATCGTTAAATTCCAAACAT^ 

>Sequence 52 1 

S5? GCA r GA ^^^ CGGCTC ^ AACGGTGGATCACTCGGG TCGTGCGT 
C ^. TGAAGAACGCAGCTAGCTGCGAGAAT TAATGTGAATTGCAGGACACA 
TTGATCATCGACACTTCGAACGCACTTGCGGCCCCGGGTTCCTCCOMAG 

GTCcS CTGTCTGAGCGTCGOTCCAAAAAA ^ 
>Sequence 522 

ATGTGAGAACAGACTAACAACAATCAACTCATG^CT^AACAC^Saaaaa 
GAGAAAACAAAAAAGTCCAAAATCAAAGGAAAGCACCCGTnTAAACCCT 

GAGGGAACGAGAGTAAGAGAAAGAAAGAAGTGAGGGGATGTAAACTCGAA 

CjAGGCTT^CAGATTGTAACTGACGATCTGAGGAAAAATGAGGTTTGTGTGA 
yTTT^SCTAAAA TGC A TC ACC AAC A GCG AATGO CrrCKTCrTT^^^G A CGG AC A 

AAGAGCTGAGTGATITACTGGATTTCAGTGCGATGrmCA^CCTC^ 

aTc^Sccgtcca^ 

>Sequence 524 

a ??T^ cgcggggc1W0aggagtgaga ctgcack}agatgtgggccgt^^ 

CAAAGAGATGGATGAGACTGTTGCTGAGTTCATCAAGAGGACCA^^^raA 
>Sequcnce 525 

GAAAGACAACCAAGGCCCCCCGGCK}AGANCGGGGNGCAG^;rcAACITrC 
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TGTGGGGGTGTNCTTGNGGGACCACACATCTTTCCTTCCTGGTGGGCAAC 

ATTCACCTGGGCTGAGCGAATGGGCACCTCANTGCACAGAGAGGTGGCTT 

CTGAGGACCCAGCTTCCCTCTCCAAAGAGTGGATCATTTCCTTGTTCAAA 

GATCCAGGGACCCTGACCGTTCCTACCTTTTTGCTGAAGAGATTTATGAC 

CGGCAAGGTGGAGCCCCTGGGGCCTGGAATGAGCCTCTCCTGAAACACTG 

GGGGCCCGGAATTCCACGCCCCTTGGCGCAGGTCACACAGCCCCGGGTCC 

TTCGCCCCTGGGTTGGCTTAGGGCCTCCTGGCATTCTGGAGGGGCCCTAT 

TCTAATACCAGCCCTCATCAAATTGGGGCTACAACCCCAAGGCCCTCTGG 
ATC 

>Sequence 526 

GCGATTGGAGCACTACGCGGTGGCGGTTGAGGGACATGACATGCCACCAG 

TAAAACTTAATGTCTTCC 1 1 1 IT I Tl CTCACTGGGTTTTTCATAGATCGA 

GACATGTAAGCAGCATCATGGAGGTAAGTTTTTGACCTTGAGAAAATGTT 

TTTGTTTCACTGTCCTGAGGACTATTTATAGACAGCTCTAACATGATAAC 

CCTCACTATGTGGAGAACATTGACAGAGTAACAT1 1 1 IT TT GGGGAAGAA 

GAATCCTACAGGGTCATGTTCCCTTCTCCTGTGGAGTGGGGGGGGAAGGT 

GTATGGCCCCAGGGATGGCCATATTACTGACCCTCTACAGAGAGGGCAAA 

GGAACTGCCAGTATGGTATTGCAGGATAAAGGCAGGTGGTTACCCACATT 

ACCTGCAAGGCTTTGATCTITCTTCTGCCATTTCCACATTGGACATCTCT 

GCTGAGGAGAGAAAATGAACCACTCTTTTCCCTTTGATAATGGGGGTTTA 

TTCTTTAGACAGAAGAGAGGAGTTATACAGCTCTGGAAACATCCCATTCC 

TGTATGGGGACTGTGTTTGCCTTTTAGAGGTCCCAAGCCCATAGAGGAGA 

TAAAGGGGAACAGAATTGTATAACTTGATATAATGATCCTAGATAGATGG 

AACTACAAGGGGCTCGAACCCAGAGAGAGGGGGGACTTTGCTT 
>Sequence 527 

AGGTACTCACAGTCACGCTCCTCTGAACCATCCTTGGGCTTCATGGGGTT 

GGCATTGAGGATCCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTT 

TGTGAACTTCTCCAAATAAGAACAAGGACACACATTGTGTCAGGTCACGA 

AGATCATTCAGTTTCCATATGCTGAAGGTTTTTCCACTATTCACACTCTG 

TGGCGTAACCTTCTTCAATATAACCCCAAATGTCACCCAATCTATTTCTT 

CCAGCTTCTCTCTGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAGT 



>Sequence 528 
AACATGGAGNCACCA 

CCTCTCCCACAACCANGCCNAACNNAAACTTATGNANAAGAGNGAAANAG 

^5H^ AAWACA ^ AGGGNNCANNCANAAAAA CAAANNNCCAANAAN 

CCGGCCAANAANANNGCAAAAGNNCCCCCCA 1 1 1 1 1 i 1 1 1 1I1G TGTGTG 

AAAAGGGAAGAACCTAATGCACGCTTAACTATCTTAACAGGGTGGGAGTG 

CAAGAGATTGATGAGTCCAAATCTGACCAAGATGGTGATGTTGGATAAGA 

S A ^TI CTCTGG ^ CCCAC( ^ AAGTG ^ CAGC CCTTCTAGAGGTACCTG 

GGGAGCAACCCGGCTAGGTACATCAAACATG 

>Sequence 529 

ATTGTTTCAATCTTTTTCAAGCGTTTGGCACTCCCCGCGGTGGTCGGCCG 
AG 5I ACA ^ TATACTGCAGTGTC GTCTACATGGCATTGGACAGGACATA 
ATGTAAAACATA AAAGT GCAATTGTTACACTTACATATGATAGTGAATGG 
^^TGACCAjLTTTTTGGTCTCAAGTTAAAATACCAAAAACTATrACAG 

ATTACTGGCGTGC i 1 1 J 1 1GTITGCGTTITGAGGGCCTTTTGGTGCTGCC 

TATTAATTACGGCGCrGGTTTTGGTTTGTGTTTAATACGCTTATTTATAC 

TATTGGTCTTTACATTGGGGATTACAGAATACCTTCTCTTAGGGGGATAC 

CGACATTCACTTATTCKJTGGAGTTCCCCGATTCTCAATACTTTGATTGCC 
CACGG 

>Sequence 530 

^??I^^^^ CCCAm ^ A "^" AGA ^TCTGTCTGAAGGAGTr 
?^£T^ A " CTATGAACCC ™^ 

ATTTGCAGAGGGGTTAGTGATTGGAGTGAGAAGCCTCTTTGGACACACAG 
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OTTACATCNG AOmTCAANCNNCCrrTGNGANCTrrCTGCCCCrrrr ^ a 

AAAAAAAACACACCTrrACAATCACTCATACTCAATCAMCATATrrll? 
CACACAAACACCTCTTATrATCTCTCATATCAATCAAT^TCA^CO^ 

Sca^S™"^^ 

>Sequence 532 

===== 

ll^'i ''^^CACAAATCAATGCAAGAAATTTTTTTAAGGCTTr.TArr 

TTCCCGGGCCGGGCCGTnTITAAAAAAACTITA^T C 
>Sequence 533 

^SI AGG ^ ACTACCGC<M ^^TTTTCGAAGNACGATCANNCrrrrA 

^^ GGAN ^ GGC ^ A CATNNNCGArTGNW^ 

NCACGGGAGAAGGNOWGCCGGNAAGGGNNhWCAC^ 

GACCNGNNAGCGGANAC^^ 

> Sequence 534 

GCGmGGAGAACA(XGCGGNGGCrmCGGGGTCTCTACKrrcrr^ 
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GCAAGCACTAGAGGC 
>Sequence 535 



IAGG 
.ANCGGNN 



ANA ^ ACA ^^ CA CANAAGCCTTGTNCATTTT^ T "^^^^ 
CGGGGGGGAGCAGGGACTGTCAGNNCNCNGGGAAGGGGNCAG( 

r. A 2 A H G l NAGAAAGGNNGAAAA AAAGAAAAAGGGGAGNNGGN( 
r^ C rK C ^ CCCCACAA ^ GGANGAWGG CANAAAGGGSAGC 

^Sequence 536 

rS^^°^ CACTCCGCGGNGGCCCTCGNCGN GCTrCTCAGCCAG 
>Sequence 537 

GGCTTTGNGCNACTCCGCGGNGGCCCTCGCAGTANNATCGNGGCCC 
>bequence 538 

C ™ CAGGCCACAGCCCAGAGC ^^ 

AGCTOGAGCGGGGGGACAGGNCGGCGGGTTrrGGAAACACTGcV^^^ 

TTAGCAGATCCATACTGGAAA^TGCATGGAGGTTTCATATA^CAC? 

J A r A ^ZI C T GGAATAAGCGTACCTAGGATGA TACCACTT l 

CAGATTTCCCCTTTCCACTATTTAACAGGGCAATATAAAAAACTGnTArT 

TAAATACACAAGAGGCACTTATATTACTGGCT^CTCAACCCA 
>Sequence 539 

TTTTTGGTTTITGTTGTTTTGTGTTTITTTrCCTTITTT^^ 
>Scqucncc 540 

CAAmOTvSAATA^GAC^^ 
AATCCCAGCACTrrGGGAGGCTGAGGTGGGAG^ 

^GGAGCKTACKiATGGAACXnTT^^ 
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CCACTGCACTCCAGCCTTGGATGGCAAAGTGAGATCCTGCCTCAAATTTA 

AAATAAATTAAATTAACCANANAAAAAAAAAAAAAAAANNAGGACCTCGG 

CCGTCTAAAACTAGGGATCCGCCGGCTGGAGGATTTAATATCAGCCTATT 

CCCCCCGGCCCCTGGGGGGGGGCCCCCCCCCCA I TTTTT1 I CCTTTAAGG 

AGGGTAATTCCGCGCTCGCCAAAATATGGAAATACTTTTCCTTGAAAAAA 

TTGTATCGCCCAAAN 

>Scquence54J 

GGACGGTCAGA ACCGATACCACCGCGGCGGCGGCCTGATGTACTTTTTTT 
1 1 1 M i l rri ri GTTAAAAGACACAAGTAGTGATATATCAACATCTGTTT 
AACTCGTG ACCGT TTCI 'I I I I TI CAACTTCI ' I Tl Tl CTTTTC AGTGCTTT 
CTTCTTCCATTACCTTITCCTGATTTCCACTTTCAGTTTCCATTCGTTCG 
CTATCTTCTGGTAGCCACAGCTCAGCTCCAATCTGCGAAATACGGCACTC 
TCTTTATTGACTACTGCTTCTCTCGGCCCCCGCGCTGGCCNACGGGAGTA 
CCTGCCCGGGCGGCCGCT 
>Sequence 542 

GAGGGGTGACTCCCCGCGTGGCGGCCGCCCGGGCGGTACAAAATGTTAAG 

ACGTTGTTTGTATTTGTAAG GCTGG TGTATTCAGAGAGCATATCTCTTAT 

T CCTCA CTTTCCACCCCCGTATTTTGTAATGACCATGATCAATGTTTTTA 

CTTTTTGTATAATGGGGTGGGGTGGAGTGGGGGCTATTGACAGTCACCCT 

GAGGTCITTAGAGGACCAGCTATTGTATCACCTTGGATACTTGAAGTTTA 

ATGCTCAGTTGGGTCGGGTGGCATTTGACTTGGAGGCTGGCATGTTCACC 

AGAGCCTGGGGCCCTGTATCTGGGCAGCCTTTGAGGATTACTTATGATAT 

TG AATG ACAGTCTTAAGTGGC A ACTCACGCCC AGCTCATGCC C nTTTTG 

CCTGGACATGTGCTATTTTTATTCACTTATATGTGATTCACTTGTCAGGG 

TTAAACTTTCATACACGAATTGTATTGGGACAAAACGGCTGTTGGGGATT 

ATATATCCCTT 

>Sequence 543 

GGACACACCATGCACGCAAAACAAATTGCAATAATGTGATAAGTTCTTTA 

AAAGAGGTAAGAGCAACGTGCTTTGGGAGCAGAGAAGAGGGAGAAAGCAG 

CATCTTGCCTGGATGAGCCAGGGGACACAGAAGAGAAGCCCACTATCTCA 

TTTAATCTTTACAACTCTCTTGCAAGGTTCCCTGGTTGTGAAAATACATG 

AGATGAATCATGAAGGCCACTATCATCCTCCTTCTGCTTGCACAAGTTTC 

CTGGGCTGGACCGTTTCAACAGAGAGGCTTATTTGACTTTATGCTAGAAG 

ATGAGGCTTCTGGGATAGGCCCAGAAGTTCCTGATGACCGCGACTTCGAG 

CCCTCCCTATGCCCAGTGTGCCCCITCCGCTGTCAATGCCATCTTTAAAT 

GGTCCAATGTTCTGATTTGGGTCTGGACAAAGTGCCAAT 

>Sequence 544 

GAGAGGGTCCCGGGTGGCGGCCGAGGACACAATACTTACTTACAAATTTA 

ATACTGCTTCAAGGTATTTAATCrAAAATTTTACCAACTTTGATTTGTCT 

GGTTAGGATATTTTGTTTTAGTGGATATGCTTTAATTCGGATCAATTACT 

GCAGTAAATCTCATCCCTAAGCATGAAATGTTGTCAACAAATACCCAGTT 

CCATTTAGTTATCAATTAGCCCAAATAAGAGATACAAAGTATAACAGTGA 

CCAACCTTGTACCTGCCCGGGCGGCCGCTCGACCACTGACATAGACTGAA 

AGCAAGAAGAGTGCTGTGTTTGTTGCTATATCCCCTCCAACACCTAAGGC 

AATGCATTTCACATCTTGCTGAGAGCAGATAACTCAATACCTGGAACTAG 

AAAATTAGAATCTAAAAGACGGAAGGCATCTAAAGAACAGTTCCCATCAT 

GCCACAGCTGAGAAATTGGAGACC 

>Sequence 545 

ATTTGTTATACXGCGTCACCAATTTCCAACA 

GGAGAGACATTAAAAGTTGTAAAAAGCACTTGGGGGGTGTCCTTATATGG 

AGGTGGAGGCTTAAACTTCAACATTTAAATTTTGCG 

ACATGCGCGCGCCTTTTTCX:CAGTTTC^ 

GGCACAGACnTGGCAATTTAAATTCGAAATACGGGGCCCAAAACGGCCTC 
CCGGGGGA AGAA GGGCCGGGTTTTTTGCCCGTAATTTGGGGGCCGGCTTC 
TTTTCCGGCTTTTCCCTTCGGCGTCAACnTrGAACrTTCCGC^ 
TTCGGGTTCGGTTTACCGGCTTGCCGGGCCGAGGACCGGGTAATTTCAGG 
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CTTCG 
>Sequence 546 

GCCCGGCCAGGTACCTGATGCAGGGAATTGAAGCCAGACCCAAAACGGGC 
AACCCAATAGGATGGCCATCTGCCCCATTAATGCCAGCTTGTCCAAGTGT 
AATTATTAACAGTGCCCCCTTTCACTCTCCAAAGAGTCCCTGTCCAGACA 
GGTAATTGTGAAAGTCGCCTTCAAAATGACTGGCCGGTAAGGAAAGTGGA 
. GTGAGGGAAGCAGGGTAGGTGGAGGTGTGAAAGGGAGAAGGGCCTCATCT 
CAGGGTGGCTGGACCTGCACCAGCATCGGCCTGCATGAATGTGCTCCTAC 
TCTTGCCCAGGCTGAGTATCAAGAGAAGCAAGAAATCTAGATAAAAATCC 
AAATCCAGAAACATCAGCGTTTTGAGGTTAACATGTTGGCAATTATTCAG 
CTTTATGAAATAAATATTATCTTTCTTTTTCTACCCGCTTGGGAGCCTGG 
CAAAATATGGGGGGGACCCCTGGCTTCTTTG 
>Sequence 547 

AAACAAGTTCACATAATCATCAATTACAACTAATAATTTTACAATCTCAT 
CTTACTATTTATATAAATATTCCTAATCTGTATAATTTTTATTATATTAT 
ATATTCTTATATTAATTTGAGGCCCCGGGCGCCGAGTCAGGTAAGCCCTG 
GCTGCCTCCACCCACTCCCAGGGAGACCAAAAGCCTTCATACATCTCAAG 
TTGGGGGACAAAAAAGGGGGAAGGGGGGGCACGAAGGCTCATCATTCAAA 
ATAAAACAAAATAAAAAAGTTATTAAGGGCGAAGAATAAAAAAAAATTTT 
GGCATTTACATAATTTTACACCGAAAAGCAATGGCTTATCACCCTTCCCC 
TTGGTGTGGCACTTTGGAGATGAGGGACCCTGGGCCAATTNTNCTCCTTT 
AGAAGAGGAAAGTTGGGGGTGGGCTTTCTTAGTGAATGNGGCAAGGGGAG 
* CTTTCCCTGTTTAACAAACCGCCATTCCTCAATATTTTTGGGAAATGAAC 
CCTATTAAANNAAAAACACACAAAATGTGGCAAATCCTAAAGGTCCCTTC 
CGGCGCACCATTTGTTGAAAACCTTTTGTGGGGGNAATTGTCTTCGCTCT 
CAAACCCGAACTTGCCTGTTCAACTCATTCCACCGTTTTCCCAAGTTTTT 
TAAAAATTCCCTGGAGGTCCAAAGCCCCAAAAAAAAAAAAAAAAACCCAA 
AACCAAAAAACAAAAAAAAAAACCACATTAAAAGG 
>Sequence 548 

GGCGCCGCAGGTACCCTTTGTAATATCCTTTATATAAACCAGTAAATGCT 

GTTTCCCTGAGTTCTGTGACCTGCTCTGGCAAATTAATCAAACCCAAGAA 

GGGGGTTGTGGGAACCCCAATTTATAGCTATTCAGTCAGAAAAAAACAGG 

TTAGACAATCTGGGGCTTGCGACTGGCATTGGAAGTGGGGGACAGTTGTG 

CGGGGCTCAGCCTTCAACCTGTGGGATCTGACGCTATCTCTGGGTAGATG 

AAGTAGAATTGAACTGGGGGACACCCAGCTGGTGTCCACTGCAGAATGAA 

TTGCITGCTTGATGTCTAGGGAGGCCGCAGAATTATAGCAGGAGGfGAAA 

AGCACTTCTTATTAGCAGTGGCAAGAGAAAATGAGAAGGAGCAAAAGCTG 

AAACTCCTGATAAACCAATCAGATCTCATGAGGCTCATTAACTATAACAA 

GAATAGCATGGGAAAGACTGGC 

>Sequence 549 

ACTTGATAGCGCCGTGCGTGCCAGTGAACCTCTCAGCCCCCGTATGCCGA 

CCTGAACCTCACATGCGTCTAACGTCTATTGCATTCATGTCTGGTGAAAG 

AATCTCAATCATGAATGGGGTACCTAACAGACACCTATCCTCGCTGGCGA 

AAAGAAAAGAATGGGCTGCTCTCAGACCGTAGACCCTAAAAGGACCTGCG 

GTCTGTGCCCCCGGTCCCTTGCCCACACGGCCGACCAACAACTACTGGAA 

CCCCCTGGCTGTATGAATACGATATCCATCTTATCAATCCCAATAACCCA 

catggggggcctggcccccatgacttgttgcctttagacagggttactgg 
ctcgcttg<x^aaggcatgg<k:ataactgggtgctc 

CCXK3GTCCAATTTOCC^A(XGTACTAA(XX3AGACCATATAGGGTGAACA 

CCGGCGTGCCTAA(XjCATGACCTGAACCACACTAATTGCATCATACTTAC 

TGCCCCCTCTGCAGTGTGAAAACCTGTCCTGCCAGACCGATGCATGCAGC 
G 

>Sequence 550 

ACGTGGTTACCGCCGTGCGTGCGCGAGGACTACACGATGATCGGTGATTG 
TGCTCATGGGTACCCAGCTGCACCCATGAACTACGCCGAGAGACTGTTTT 
AGGCTGTGAGGGACTCAACCGTTATACTGAATGGAGAGCGGGACCACATA 
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CTGGCTGGAAAGTATACTGCGGACAGTCCGGCCCTGCCCAACCACTCTGT 

GGAGAACCTACGCACTGCACGCCATGCCTGTTTCCTACTCAAGCCTCAAG 

ACTTCTACXnTGATCTGCTTGCCTTCCTTGACCATCTACCTAGAACTAAC 

CGAGTCCCAGCTCCCAACCTGGCATGAGCTTGGACAGGGTGGACCGCCAC 

CXnXSCCTGAACCATGGAGACAGCCT^ 

GTCAGACCCAACACGGACTCCTAATTTGATGTCACAGACGCAATTAATAA 
GCTTATTTAATCCCGCCTGGGAACTTAAATTATTGCGGGGCGCTCACTGC 
CCATTTTTCAAAAAAAAAAACCTGCCCC 
>Sequence 55 1 

GTGATGACGACCGCGCGGCGGCCGAGGTACATTAGCAAAAACAGTGGACT 

TTGTGACCTTGAAAAAGTCATTTAACATCTCTGAACCCTACTTTCTAAGT 

CTCTACAAGTAATATATAGTGGGTGAGGTGTTCTTTCTTTGTTCTGTTAC 

TCGGATGTGAAACTCTCCTTTTGTAGATGAAACCATTGCGTAAGTAATAT 

AAAGACTTTTCCCTGTAGTTATCTTACAGACTGGAGAGAGTGCTAGTGAA 

TGCTTTTGTCTTCAATGCCCATCTCTTGGAAATATTGAAGGTGGAGTAGC 

AACCGGGCATTATATTATCTCTTGGAAAAGGACCTCAGCAATGGAGAATA 

TCCCCATCATCACAACTGTCATCACTCTGCCGCACGTGATTGTGGAGAAT 

ATCCCTCTCCATGTGAATGCAGAATGAGATTCATTTACAAAACGAAGCCA 

TTAGGGGGG AGC C ITl ' lTl ' lTl AAACCAAG AGAAGTGGGGGC ATCTTTCT 

CTGGAAGATCTGGCCTCATTTGGGCCGTGTAAAAAAATCC 

>Sequence 552 

TTCTGTGC ATT A ATTTTA T 1 " I" n GTT ATTGTGTTTA AATCG A AG ATATTT 

TTTTTAAATTACGTTCGTTAGTTATGTAATATATGGTAGTTGCGTGGTTT 

ATTATTTTTTTTAGAGATGAGACGAGTGGCCGGCCGCCCGGGCAGGTACT 

ACAATGATTCTGAAGCACAGTGTATTCAGACAGATACAGTGAACCAAGTG 

CAATATGTAAGGATGAAAGAAGAAGAGATGACAAAGAAATCCAAGTAAAT 

GCCTTGTCTTTGCAAATGTTTTTATATTAAATCATAAGGGAAGGGAACTA 

CTGCCTTA AATGTTAT CAAAAGAGTTTTCTAACAAGGTTAATACCTTAGT 

TCTTAAC AT rnTTTI 'CTTTATGTGTAGTGTTTTC ATGCTACCTTGGT AG 

GAAACTTATTTACAAACCATATTAAAAGGCTAATTTAAATATAAATAATA 

TAAAGTGCTCTGAATAAAGCAGAAATATATTACAGTTCATTCCACAGAAA 

GGCATTCCAAACCACCCAAATGACCAAGGCATATATAGTATTTGGAGGAA 

TCAGGGGTTTGGAAGGAGTACGGAGGAAGAATGAAGGAAAATGCAACCAG 

CATGATTATAGGGGGGTTCATTTTAATAAAAGTTGAAGGCACAGG 

>Sequcnce 553 

GAGATGACCCGGGTGGCGGCCGAGGTACCCATCTCTGCCCATCACCGCTG 

GAATTTTGATGACCTATTGGAAAAGATCTGGGACTATCTGAAACTAGTGA 

GAATTTACACCAAACCCAAAGGCCAGTTACCAGATTACACATCCCCAGTG 

GTGCTTCCTTACTTCGAGCGGCCGCCCCGGCAGGGACTTCACACCAAACA 

CTAGCTCAAGCACTGACGTTATTCTACAGGACTATGAACCTTCATATCCA 

CATTTACAGTCCGGACAGATAAAGGAAAACAACCCAAATCCAGGAGGCAA 

TATAAAAGGAAGAGAACAAAACACACATTCATACACTCACACTTAAAAAT 

AGGGGAAGACCAACAGGGGAACTTTCGTTCTCTTCTGGATGTCTACTTAA 

AAATCCCATGTGGTACCT 

> Sequence 554 

GAGATGCCCGGGTGGCGGCCGAGGTACTCTTGAGATTGCTTTAAATTTTG 
TATTGAAACAACAATACATTTTGCACTGTAGTAATGGGAGCACTAACTCT 
TACAACAGTTAGTGAATCGTTTTAAAGAATCAGTTCAGTGTAGACATTTT 
GAAAAGATTGraCCTGTGCTCTACAATAGCTTAGTGCAATGTGCACTTC 
TGTTITACTIXK^CATTTTCCTGCTCTGTTTTCriCT 

AGAA ACTXjAGATCAAAGTTAAGATTATATCCTGTTTGTAGTATCAGATAT 

TTTTCTGTGTACATTTACATTCAAGTTGATAACACTGGTGGTTTCATTTC 

AATACAAATTATGCTAGAGAACTGACATTTTCAGACATGGTCATATATAT 

GCTATTTGAATTCCTTTATCTTGATACAGATCTTGATTGTGAATCTCTGA 

TGATAGATGTGCAGCTAATTTGTCCCGAAACTCATGAAGAT 

>Sequence 555 
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TGAGAGATCCGGGTGGCGGCCGCCCGGGCAGGTACAAGACCATGACACCC 

CCAAAACACTTCCTGCAGATGTTGTCGTTGGAAAACTGTCGTCTTACAGA 

AGCCAGTTGCAAGGACCTTGCTCCTGTCTTGGTTGTCAGCAAGAAGCTGA 

CACACCTGTGCTTGGCCAAAAACCOCATTGGGGATACAGGGGTGAAGTTT 

CTGTGTGAGGGCTTGAGTTACCCTGATTGTAAACTGCAGACCTTGGTGTT 

ACAGCAATGCAGCATAACCAAGCTTGGCTGTAGATATCTCTCAGAGGCGC 

TCCAAGAAGCCTGCACKrCTCACAAACCTGGACTTGAGTATCAACCAGATA 

GCTCGTGGATTGTGGATTCTCTGTCAGGCATTAGAGAATCCAAACTGTAA 

CCTAAAACACCTACGGTTGAAGACCTATGAAACTAATTTGGAAATCAAAA 

ACTTTTGANGAAGTGAAAGAAAAGAATCCCAAGCTGACT 

>Sequence 556 

GAGACTGCCCGGGTGGCGGCCGAGGTACGCGGGGGGGGAGTGGCACTCGC 

AGCTGCAGCAAATCTCAAAATAAAGAGGCAACGGCCTTTCTCTTCCTCTC 

CATCTCTCTATAGCACACCTTTTATTTCTTTTCTTCTTTTTTTAAGCCTC 

ACGAAAGATTTTACTTGTAGATCAACTTTCAAAATGTAGGAAGTCAGAAT 

GGGTGACATCATCAGAAAAATATGTGGAGCTGATCACAAGAAGTGAAGAA 

CCCAGAGCACGAAAGCGGTTGTGACTCCTGGGCCCAGGGAGTTGACAGCG 

TCTGGGCTTCAGAGGAGCCAGCGCCTCCGAGTTGTCTTGAAGTGAGGCTC 

TGCTGTAGTCCTGTTCTTCTGGCTCTAAGATCTGAATGTTGTGACCACTA 

ATTTGCTCTTTCCTGGAGGGTAACCCCAGTITGGTCCACAAGGCTTGCTG 

CCCAATCTTTTGCAACAGTTGAACCAAGAATCTGAAGCTGATAT 
>Sequence 557 

TGAGATGCTCCGGGTGGCGGCCGAGGTACTGGATGTCAGGTCTGCGAAAC 

TTCTTAGATTTTGACCTCAGTCCATAAACCACACTATCACCTCGGCCATC 

ATATGTGTCTACTGTGGGGACAACTGGAGTGAAAACTTCGGTTGCTGGCA 

GGTCCGTGGGAAAATCAGTGACCAGTTCATCAGATTCATCAGAATGGTGA 

GACTCATCAGACTGGTGAGAATCATCAGTGTCATCTACA 
>Sequence 558 

GGGATGTGTCTCCACCGCGGTGGCGGCCGAGGTAC 1 rTTTTTTTTTTI I I 

1 1 1 1 1 1 1 iGTTTTTGAGACGGAGTCTCCCTCTGTTGCCCAGTCTGGAGTG 

CAGTGGCATGATCTTGGCTCACTGCAACCTCCATCTCCTGGGCTCAAGCG 

ATTCTCCTGACTC AGCCT CCCAAGTAGCTGGGATTACAGGTGCCTGCCAC 

CATGTCCGGCTAATTTTTGTATTTTTAGTAAAGACGGGGTTTCACCATAT 

TGGTCAGGCTGCTCTCGAAATCCTGACCTCGTAATCCGCCCGCCTCGGCC 

TCCCAAAGTGCTGGGATTACAGGCCCGAGCCACCGCACCTGGCCTGTATT 

CCCGCGTACCTGCCCG 

>Sequence 559 

TAGATGACTCCGGGTGGCGGCCGCCCGGGCAGGTACGCGGGGGGTGCCTG 

GCTCCGTTTCCTGCTTTTGGTTCTTACAGTAGTCGGCGTAGGCCTTAGGT 

GGGTTCGTGCGCCTTCTACCTCGCTGTTTCGGTTTTCCTGGCTCCTCGGC 

CCTTTTCTCCCCTGTTGCAGCTGGGAGCGGACGAAGCGCGAAGCTGGGAT 

TTTTTACTGTCTCCTGAAGAATTTAACACAAACATGGATATCAGACCAAA 

TCATACAATTTATATCAACAATATGAATGACAAAATTAAAAAGGAAGAAT 

TGAAGAGATCCCTATATGCCCTGTTTTCTCAATTTGGTCATGTGGTGGAC 

ATTGTGGCTTTAAAGACCCTTGAAGAAGAGGGGGGCAGGGCCTTTTGGCC 

ATAATTTAAGGGAACGGGGCTATTCCACCAAAAGGCCTTGGAGGACAGGC 

TACAAGGGATTTCCCATTrTTAGGGGAAACCCCAAGGGGGGAAA 

>Sequence560 

GCGATOTGA GTCCCCGCGGTGGCGGCCGAGGTA Cl 1 1 1 1 1 1 II nTTTTT 

1 1 1 1 1 1 1 1 1 G ATCGGCAAGCGACGCTTAGACAGGCGTAGCCXXXX3GAGGA 

ACCCGGGGCCGCAAGTGCGTTCGAAGTGTCGATGATCAATGTGTCCTGCA 

ATTCACATTAATTCTCGCAGCTAGCTTGCGTTCTTATCGACGCACGAGCC 

GAGTGATCCACCGCTAAGAGTCGCCCCGGGTCCCTGGCCCGGGG 
> Sequence 561 

TAGCTACT^ACGCTGTCTGTACATTNTGTCGTATACATGAGTACTGTCA 
TAATACirTTGACACTTGCTGTCTCTAGTTTCTAATATTTATATTATAAC 
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ATGACATTGATCTATAATTTTGTCTTTTATTTTANANANATATTTGCGAT 

GGCTCC CCGG GTGGCGGGCGAGGTACCATGTGGGAAGCGCTGTGAAGAGT 

TGTTGCCTTTCAAGATATACCCAAATTCCCAGTTCCAGCCCGTGTCATTA 

AAACTCCGCTGGCGTGAAAGATGACGTCCITAGCCCAGCAGCTGCAACGA 

CTCGCCCTCCCTCAAAGGGATGCCAGCCTTTTATTTAGAGATGAAGTTGC 

TTCTTTGTTATTTGACCCTAAGGAAGCGGCCACAATTGACAGGGACACCG 

TClT CGCC ATTGGTGAGCCATCTTTTAACrTAGAAAAGCTCTTGGAAGCG 

TTTGTTTTCTGG ATGTTACTGTTri " NTl "I CCCCCCTGTTTTCTCTTCTG 

TACCCGTGCTCTTCCTTAACAGTTTCTGCATGTTGATGTATATTTTCAAG 

GGAAAGAGATCATTAACACCATGTGCTTGGTGCTTGAAATGTTTATTAAT 

TTTGAGCGGCCGGCCGTCTGGAACCTGGGGGCCCACTGGC 

>Sequence 562 

AGAAACATTGTGAAGCAAATAGGGCCAGTCAAAATGGCCCATTGATACCG 

TTAAAAAAGGGCCGGCGTTTGCTGGGCGTTTTTTTTCCAATAGGGCTCCC 

TGCCTCCCCCTGAACGTAGTCAATCAACTAAAAAATTCGGACCGCCTCAA 

AGGTTCAGTAGGGTGTGCCGAAAAACCCCCGTACCAGGGAACTATTTAAA 

TGGATACCCAGGGCCGTTTTCCCCCCTTGGTAAGCTTCCCCTTCGTTGCG 

GCTTCTTCCCT TGTTTCC GAACCCCTTGCCCGGCTTTACCCGGAATAACC 

CTGTTCCCGGCCTTTTTTCTCCATTTTCGGGGAA^ 

TCTTCATTAGCCTCACG 

>Sequence 563 

GCNNAGCCCGGGGhWGATCCNATCTAGNTTNCTNAGNAGNCNNGGCCGNN 

CCCGGGGCCAGNGTAACCNGCGGGNNGGGGCCCGGGAAAGGTTGGGAAAA 

AGAAAAAAAGGGTTTTCTTAAAGTTGGGGCTTTGGGAGGGGGTAATTTCC 

CCCCCAAAAGGAGAGACCGGGGGGCCCCGGGCCAAAACGCGGGGGGGGGG 

GGGGGAAACCCTCCCAAATTTTGCGCCCCCTAATAGAGGGGGGGCGGTAT 

TTAACCCGGCCGCTTAATGGGGCCCCGGGGTTTTTAAAAACGGTGGGAAC 

TGGGAAAAAA ACCTG GGGGGGTTCCCCAAATTAAAAAGGCCTTTGGGAAG 

AAATACCCCTCTTTTTGCCGGGGTGGGGGGAAATAAAAAAAAAGGGGCCC 

CCCACAAAAGGCGCITTTTACAAAAAATTTGGCCCCCCTCTTAATTGGGA 

GAAGGGGGGGCCCCCCCTTTTTTGGGCGGAATATAAAAAGGGCGGGGGGG 

GGGGGGTGGGGTTTTTCCCCCAACCGGGAGGGCGCGTTATATTTTTTGTG 

GGGGGGCCTTATTACGGAGCCTTTTTNTNNN^ 

TTTTTTTGTTGGGAGGGAGC 

>Sequencc 564 

AGGTACCAAGTAGGATAATTACTACTGCCAACACACACATGCACGCATGC 

ACACACACACACAGATGTATGCACGCACACACACTCTCACTCCTAGACTG 

CTAAAAGCAAAAAAAAAAAAAAAAAAAAAAAAAAGTCCCTGGCCCGGGCG 
> Sequence 565 

NGGATTGGAGAATCCGCGGNGGCGGTTGGNNGCAATTACTAGACCTCNGA 
COsICGGCACTAAGCANCGNCACCCTGAANAGANTGTTCATCCNNCCCTCC 

cccngnagaaaco^o^ck:gccangagtttcaagnggaggaagaagcgact 
gcgcaagcngaagcgcaaaagaagaaagangaggcagaggnccaagnaaa 

CCGCNAGCNNGNNGCACCGNGGAGGCCTTTGTTTTTTAGGTTTTGAANGC 

CAGAC GCTCC TTATGAAAGTACCAAGAAGTGGGAAGCGGGGTGAGCTGCT 

GAAGA n I n GGTATCGACAGGGATGCCATTGCACAAGCTGTGAGGGGCC 

TCATCACCAAGGCCTAGGGCGGGTATGAAGTGTGGGGCGGGGGTCTATAC 

ATTCCTGAGATTCTGGGAAAGGGGCTCAAAGATGT 

>Sequence 566 - 

TCGAGTACGCGGGGGGGGACTGGAGGACCTGTCTGGTTATTATACAGACG 

CATAACTGGAGGTGGGATCCACACAGCTCAGAACAGCTGGATCTTGCTCA 

GTCTCTGCCAGGGGAAGATTCCTTGGAGGAGGCCCTGCAGCGACATGGAG 

GGA GCTGC TTTGCTGAGAGTCTCTGTCCTCTGCATCTGGATGAGTGCACT 

TTTCCTTTGTGTGGGAGTGAGGGCAGAGGAAGCTGGAGCGAGGGTGCAAC 

AAAACGTTCCAAGTGGGACAGATACTGGAGATCCTCAAAGTAAGCCCCTC 

GGTGACTGGGCTGCTGGCACCATGGACCCAGAGAGCAGTATCTTTATTGA 
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>Sequence 567 
>Sequence 568 

>Sequence 571 



ATT( 



>Sequ ence57 2 
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>Scquencc 573 



>Sequence 574 
>Sequence 575 
>Sequence 576 

AACCATGAAGAGCCTGATCCTTCTTGCCATCC OCAOOACGA 
> Sequence 577 



AGCTrrcrr^A?™ 



ACAO™aoTta«^S^ 

•^^•nXiATGTX^TATCATrrcACTCTCTA^^CMOiSSc^^^^^^ 
>Sequence 578 



^r A A^^^5J AGC ^ GCACAGGGAACCAGT GGACAGAGGTATCA 
>Sequence 579 

>Sequencc 580 



>Scquence 581 

CACTCGGCACrCTCGGTTCTCTGCTATTrrAATTGTATTTTGTATAATAA 
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>Scquence 582 
GTTTTTi 



3AG~ 
TTT, 

>Seque„«583 >jvj^/\ i a I ciaAGCTTTACGt' 

CTC^GGAACCGAAAAGGCTGGN 
^NCGGACCACANGA^NCA^MCTT^GCNr^ 

Sequence 584 

ACTTCTmCAGCGGAcXA^^ 
> Sequence 585 

>Sequence 586 



AGNGGANCCCCCGGGCGGCA^AA^^^^^ CCG ^ C ^ GAACN 

gaccncccggggggagSna^^^™ otaggggttccg ng 

ATAGCAGTGTAGAAAAATG^^^MAA^^aSv^1^ GAGAT ^^ G ^ TA 
~^TCCT7THGGGAt1t^^ 
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GG A GGCCTTAG TACCT TTTG TTG GCA GCCA GGCCGCA G ATTTTGG 

>Sequence 589 

agccggaacacngcSggacc^g^aS^^^ a 

AAWGNGGCCGAGNGAAC^^^ 

ccgcgaawaactaaa^^ 

CCCGCCTTnT MAAAAAAAAACCCCA AAAAAOGOOGGGGGAAAGNA 
>Sequence 591 

^cVgca A S 
gccaagtctgtcc^otaa^ 

ATTCCACCTGTAT^ 
TAGCAGGAGTTGGGGAGCTAtSa^^ 

>Scquence 592 

GACTGGArmSc7TGS 




QQ^^^w^wGWNAAAAATTTCriTTCrrcAATrATAAAAAAGGGGO 
>Sequence 594 
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CAATANGGTAACCACn^TCA^^^^^^^^^^^^"''''^^'^"^"^''"^ 
> Sequen ce 595 

AA TC A C A CC CTTA C A A TT^TTTTT^r-^A^^^ T7TTTTA AA A TAGGG A 

AA^^^^^^^^^^^^^^^^^^^^^^GGcScGG^TTTTAAG^ 
>Sequence 596 

^a^a^aS™^^ 

TGCTCC^cY^a™^^ 
TAmAACCTG^AAAAcI^ 

mAAcrrccWcrcAG^Tc^ 

GTTCAAAAGaWtG^^^^^ 

«:rrCCCTGG^CCTACCCTGGG CGTAGATGGGCAC CAAGAAGCTAA 
>Sequencc 597 

CTTTT 

TTGTTCTGATGCTCCAACr^-AA * aa C A GG i 5TCCCAGG GAGTTCTAAACCC 

ATGAmACTcSA^oSc^^ 
>Sequcnce598 



GATOTGACTCTGG^CAG^^ 

ACCCCGA^^CAA^G^J^^rr^^ 
ATCGCCGGGAGAXATTA^C^ 

saccatack^g^^ 



TATTGGGCTm^OTcSA^^ 

tcaccgggg^gatttt?^ 

acaaagtgg i i gggccatgatgctggggagggcctccttt 
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>Sequence 599 



^?S?t^^ OTGGGAGGAGTGGC ^ CTCCTGGG CGCTGCTCAG^G 



>Sequence 600 



>Sequence601 



^ rATGATATTGTCATCTnTCTGN Ti 1 1 1 rrri cTTrrrrrrr 

TTTAGCTATTTTACTTAAGCATAATAGCCACAATAGGACATAT^ 
I^^ CAGAGCmAm ^^ 

£gT!S£ g ^ agg ™ 

>Sequence 602 

^SI^^^^^OA^CCAA^raASS^^^. 



if CGCC ? ; -vrr VA ™ ? ? gggaccacc , ™atgcctactcg 



^ G ^ C ^ CAGTCTCACTTra CCATGACGCACGGCGGG/ 



>Sequence 603 

A A^a¥a7a^cJ^^ 

iai 1 1 A I ATAATTTGACTCACCTCTAATCATTCATA I I rTTTPTT A tt a r* 
TATGAT^GGCCGCCCAt^^ 
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> Scquence 604 
>Sequence 605 

atcccccaggaaaggagctaacga^c^^^ 

TTGGCTACAAA^AGCA^SSS^ 
>Sequence 608 
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>Sequence 609 
>Sequence 61 1 

ATG AClTrCTAAGTTTTAATAAAC AACC^rr^ TATTCTT 
GAAATGGTCGTAATAA^An^r^x^^J^ C71 ^ AATAT ^ T 

ATGGCCATCTACTXriT^(S^C^ 



TACCAAAGAAG 
^AAGTTGAAC 

cacxtttccc 
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ATTTTTAAAAATGGTTGCCAACTTACA 
>Sequence6!3 

Sequence 614 

A ?^T" mAAmCA0ATO °*TA^A^AS^iS^ T A 
>Sequence615 



PCT/US00/33312 



rGAAGAATGCATTTCT 
GAACTTACTTCATTGGAGAAGCCCCTTGA1 



GTTTTTTGA> 
TACCAGATC 
>Sequence617 



OTGCAAGGCCCTCGCTATACTAATTTTATAAAAAAAAACrrrr Ar a aatt 
A?S^I^^ 1T ™ A ^ A ™ A ^^S^ AAAA 



^aWmAOTOTTTAAA<KK!<MoZlA^ 
^sequence 618 

gtgcctgaaacgcatccck^accatggcagaSS^ 
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>Sequence619 
>Scquence 620 

>Sequence62I 



GCAG ££ CCCCGAGAAG ^ 
>^^cJ6^^^^^^^ N ^ GGGGA ^ GGTA 

AGACAGAAACAAACAACAAAACAGTTAAG^ 
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SEZSL T GNGA ^ gt ^ ctccaaaaa aagaggtg7tgtSS 

>Sequence 625 



>Sequence 626 
>Sequence 627 

JI^I^^^^^^^TCATCAATAAAATAGTCGCAAAA 
^TCTACC^ 

tHi 1 1 1 1 1 1 ill AAAA AAAGGGGGCG A A AACCTTTTTGTTA AA AAOGfinn 
>Sequence 628 

>Sequence 629 

orirrCATCTCTCTTGTCTTITmGTTTTTTAAA^GTGTCAAAAGTCTA 
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CATTTAAATATAAAAAATTAAAAGTTAAAACTCTAGCCCTTCAGTGAAGG 

AGACGTAAAATGGCGTGGGTAACAACAACTACCAAAAAAAAAGAAAAAAA 

AAAGAAAAAAAGGAAAAGGAAGGAATAAAGAAATAAAGGGAGTAAAAAGA 

AAGGAAAGAAAAAAAGGGACAAAAGAAAAAATATGTTTGGCCAGTATAAA 

TACGTTCACATATAAAATGCATCTGATTACATTAACAAGGAAAAGAAATA 

CGAGGATGGAGCATCGGTGAGGAAAAAACACGTTTCTCATTTACACCTAT 

AGGAATAAACACAACACTN 

>Sequence 63 1 

AGGTCATCAGCTTGCCTCAAGTCTGGAAAGAAATTGGCTTGGGCTCATCA 

AGTTGAAGGGACCACCAAAAGAGCTAAGATTGCTTGTAATACTCATGTGG 

CCCCTAGGATGCACCGACTGGTAGTGATGAGCCAGGTTTACAAGCAGACA 

CTGGCTAAGAGCTCAGACACTCTGGCGGGGGCACATGTAAAGATTCATCG 

TTGCAACGAATCTTTTATATATCTGCTCTCTCCCTTACGATCTGTGACAA 

TTGAGAAGTGCAGGAATAGCATCTTTGTCTTGGGCCCTGTAGGGACTACA 

CTTCACCTCCACAGTTGTGACAATGTTAAAGTCATTGCTGTTTGCCATCG 

TTTGTCCATCTCTTCTACAACAGGTTGCATCTTTA 

>Sequence 632 

AGGTACCACACTCAGGGCAGTTTCCAGCTCCTCTCACAAACAGTAAATCT 

ACACAACTTTCACAGAGAGTGTGTCCGCACACATTCACCATCAGCTTCAA 

GGAGGGGTTCCGATATTTGGTGGTCTTACACCGAGGGCAACCCTGATCGT 

CCATGGCGGTTTCCCTCCTACAGACTCTCGCAGGCGCCTGTTTCAGCCAG 

AGCCACCTACAAGCCCCCTCCCCGCGTACCACCACACTGTCCCAAATTAC 

CTCTTCATTACCCAAATCAAAGAATCmCTGTTTTCCCAATCCTCAAAA 

GGAATGAAGAAAAACCAAAGAGCAAACTCAAAAGATGATTTTTACCATAA 

ACCTCAAATGTGGCTTAACAAGTACCTGCCCGGGCGGC 

>Sequencc 633 

GCCCATTGCTGTTTGTTTGTTTGCTTGAAGACCAAGACGGAGTTGGGCCT 

CTTQA 

>Sequence 634 

CCGGGCAGGTACTGAAAACCACTTCCAGAGTCTAAAGCAGCTCAGATGTT 

ATCTCTGGGGGAATTAGTGTTCCCCTCATTTAGCAACCTCCATACCACAA 

GGTCTCTGTCTGTAGTTACTGGGATTATCCAGATACACTATCAATGATAC 

AAATTCATAGGAGTATT AATG CATTTCTTTAAACACAACTTGATTAAGAA 

GCAAATATGTTAAG CAGTT TTCTTTTTCTGCTGCTAAATTACAGTTAGAC 

ACTTCAGTATCnTCTCTTTACATGTGTATATAAATTAGTAAGAACCTGCA 

TCCAAAGCAATGTAG TGTGT GTATGTATCTATATATATTTATTCTAACTC 

AGCACTTCAGAAGCCTTTTTGAGTTACAACAATATTTTAGTTTGCCTCAT 

CTGTAGAGGTAA AATT TCTATATTACCAAGCTCCAGAGGAATATGATATT 

TTACAGGCACAATTTTCTGGCTGTAGTCCCTGGGGCATTTATTTGCTTGC 

CTCCATGGGATGCTGTTAGAACAATTGTTAGCCGGCAAGAGAAGAAAGGC 

TACCA GGAC AGCATTTATAATTGTAGAATGGGAGCCTTTTTTCCTC^ 

CTCCACTTTCATTTAGCATGAAATAAAAAATAATTGGAAATG 

>Sequence 635 

NAGAAGTGACTCACCGCGGTGGCGGCCGAGGTACAGATGATGAAGCTTCC 

AGAGCTT ATCT GATCTCTTAGACAGAACTCACATAAACACACAAATACAA 

GAGGTTATTTTCAAGACACACACTTGCAAGTAATCTTTCTATAGAAATGG 

(XACAGCATTATAATATTCAAAATATGGAAGATTGACAGTCTGAGGATTT 

CTAGGAAAAAAAAATCAAAGGACTTGCCAAAAGGATAACTACATAACAGA 

TATGACAATCTACAGGACAAAAAGACAACATGTCAG^^AtATTGTTCAT 

ACAAC AGCGT TAATGGAAAACAGTAAAACACCTTTTAGCAGTGTGCATGT 

TAAGTCTTTTAGTAAGATTATCTGTAATGAGGTTTGAAAGTAAATCACTT 

A GTAG ACAAAGTAAACCACCACAGAACCAGGAATAGCACCCATCACTGCT 

GCTTTGTCACTCCAGAAAGCTGAAAGTCAACCGAACAATGAAAAAAAGTC 

AAAGAAGCATTTCCCTTTGAATTCAGTCCTAAAAATATGAATGCCTTATA 

ATTAATTTCAAAATAAGTATCTTACAAGTGTTTCATGAAACATTGTTTTC 

CTAAAAGGCAAATTCAACATTATGAAAATATATATTTTGCCCGGTAGTTA 
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CTGA GAAATGTCAATCCITTCAACTCTAGAGAATGATGCNATGAAGTCGG 
CTTTGAGCCCCACTGCrGCTTGCGCGTGTTTNCCAm 
CGCACCTTAATGCAGATGTACCTTGCCG 
>Sequence 636 

TCI I l ien ATACATATAATTCmAGTTTTATATATTTATACTATGCAT 

CAGATGTGTGTTATGTCATCTATAATATTAACTTTTTTTCATTTTAATAT 

ATTTATGTTAATATCATTATAAGTCGACGATGACTCACGCGGTGGCGGCC 

GAGGTACTAAAGGGCAAGGTTCACCACTACAAAAAGGAAGTTGTCTAAAA 

GCAAGAATTCAATTAACGCTGGGTAAGAAAAGTCAAAACACTAATGAGTT 

GTCCATGAAGCCAACTGCTAAGAACGCGCTCAACTATACGCGACATGAAG 

ACACTACGCACGAAGCCTTACTTGGCGAGTCTGAATTTCTATTAACTAAG 

GGCAGAGTGAGGGAGAACAAAGAGCTACTTCCGTAACATTTTAGTATCCA 

GATAGTACCTGCCCG 

>Sequence 637 

TGTGGGTTGAGCTCACCGCGGTGGCGGCCGAGGTACAGGAAAGGGAAGCA 

CAGTTTGGAACAACAGCAGAGATATATGCCTATCGAGAAGAACAGGATTT 

TGGAATTGAGATAGTGAAAGTGAAAGCAATTGGAAGACAAAGGTTCAAAG 

TCCTTGAGCTAAGAACACAGTCAGATGGAATCCAGCAAGCTAAAGTGCAA 

ATTCTTCCCGAATGTGTGTTGCCTTCAACCATGTCTGCAGTTCAATTAGA 

ATCCCTCAATAAGTGCCAGATATTTCCTTCAAAACCTGTCTCAAGAGAAG 

ACCAATGTTCATATAAATGGTGGCAGAAATACCAGAAGAGAAAGTTTCAT 

TGTGCAAATCTAACTTCATGGCCTCGCTGGCTGTATTCCTTATATGATGC 

TGAGACCTTAATGGACAGAATCAAGAAACAGCTACGTGAATGGGATGAAA 

ATCTAAAAGATGATTCTCTTCCTTCAAATCCAATAGATTTTTCTACAGAG 

TAGCTGCTTGTCTTCTATTGATGATGTATTGAGAATTCAGCTCCTTT 

>Sequence 638 

TGTCGATGACTCACCGGGTGGCGGCCGCCCGGGCAGGTACGCGGGAGAAA 

ACTAAACCITCATTTACTGTGAACATCTTCTGACTGTGGCTTCCAGATGC 

TAGTTTACAGAACAACCACACAGCAAGACCAAGCTTATGCTGAGTTGACG 

GAACAATGAGTAAACATAAGGATATTACTGTGACTTTGAAATTCTGAAAT 

TGTTC rTTCTl AACTTTTGC ATTAAAATCAC ATTTATTTTATAAAATAAT 

GAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAATAAAAAAAAAAAAAAAAAAAAAAAAG 

AGCCCCCCCNCTAAAAAAAAAGGGTTTAAAAAATTCTCCCTCTTATTGGG 

GGGGGG AGCCGGGGTTTTTTCTTTTTTGGGGGCCCTCAA 

i i 1 i 1 l ACreC CCCCCC CAAAAAAAAAAAAAAAATTTTCCCTCCCATTAA 

AAAAA AAA AA III 1 1 GTATA AGGG AACGCTCCCGTTTAATAAAAAA 

>Sequence 639 

TGCGATGACTCACCGCGGTGGCGGCCGCCCCGCACAGGTCCTGGCCCTTA 
ATCCCATCAGATTTGTAGATCTTAACCAGGCAGTCACCGAGGCCTCGGAA 

GTCCCTTTCAGCTCCAGCTTTACCCACATCAGCTGCTAGACGGGTACCT 

> Sequence 640 

TGGAGACGATCGAGCTCACCGCGGTGGCGGCCGCCCGGCAGGACGCGGGG 

GCTGTCTCACCGGTGAGACCTGGAAGCGGGCGAGTCTCGTGCTGTGTCGG 

ACCTGCAGTCrCTGGCCTTCCGCCACCATGGAGTACCT 

> Sequence 641 

TGAGATTGAGTCGAGTTCACCGCGGTGGCGGCCGCCCGGGCAGGACGCGG 

GTCTTCAGAAACCAGGCTGCTTTCAGGAACATTXKTC 

TTCAGACAACACATGACTAAGACAGAATGAGACCACTCTAGTTGCCTCAT 

GGGAAACTCGGGAAAAGACTGCAAAAACAACATTGTTTCTCXCTTTGG^ 

TTCTGGAGTTATAAGGCAGAGGTCCCCCATCTTCCCGAACTGGCCTATTC 

CGCTAGAAGCAAGATGGCTGAACTCAATACTCATGTGAATGTCAAGGAAA 

AGATCTATGCAGTTAGATCAGTTGTTCCCAACAAAAGCAATAATGAAATA 

GTCCTGGTGCTCCAACAGTTTGATTTTAATGTGGATAAAGCCGTGCAAGC 

CTTTGTGGATGGCAGTGCAATTCAAGTTCTAAAAGAATGGAATATGACAG 

TTNNNAAAAANAAAAAAAAAAAAAAAAAGGTTCCTTGGC 



Page 188 
( f261 pages in Table 2) 



WO 01/42467 PCT/US00/33312 

410 

Table 2 

>Sequence 642 

GCCGAGATGACTCCCCGGGGGCGGCCGGGACTTGGAGAATATTTCCACAA 

TAGCCGATGACTTGTTCTTGTTGACAAGAGAAAGTTCTTTGGCTGTTACC 

CTCAATGATAGTGAGGTCCATTGCCGTCTATTAAATGGAGATGATTCCAT 

CITGTCTACAGACACTGAAATACCTGGCTAAAAGCCGCCTTTCCTCTGCG 

CTGCTACCAGCCCTGTCACAGGTCCCGGCGCTCTACCTCCCCGCGTACCT 
GCCCG 

>Sequence 643 

GTTGAGTGAGCTCCCGCGGTGGCGGCCGAGGCACGAGAAGCTCACTGGCT 

GTGCTAAACCAAATGAATGGAAAGCGCCAAAAGTGATTTTATACCAAGGG 

TCCATCCATACAAATAAACAAAATCCTATCCTCTTCTTTCTATATTGTGT 

TTCITACATTTCTTATACAAATAACAGAATGCTTCATTTTATTCACTTCA 

ATAGGACAAAGTCCTTAAAGAAAGACTGAAAAGAGCTGATAATCAAAATC 

CCAAATTTTATGCTTATTTTTGGTTTAGGGCTATCAATTTTCTGACATAT 

TAACATAGGCAGGAAAACATTCTCAGTAAATTGAGCATTTGAGTCTACAA 

ATGTCTTGAAGCACTCTGGCAAGTTACATGTATCCCATGTTGCTTTTGGT 

TTCCCATCTCTTCTTTGCTTCAAACCCCCATGCAAGTTTCTTCTTTTTTC 

GGGCAGGCTGTGAATATTCAACCTCCTTTTTGGCTTTTACAAAGGTGTGG 

CAGGCAACTCCTTTGGCAATTITTACACCAAGCTCTCGAGTAGCTAGCTG 
GTTGCTGCGGTC 

>Sequence 644 

TGACGACGTGGAGCTCCCGCGGTGGCGGCCGAGGTACACCCTCTGGCCTC 

TCCAAGCAAGCAGTGAGGTGTGCATTGTTAGAGGTGCACCGGGAAGGGAG 

CTTGGTTTCGGACCCCAGGACATCCTGTCCGCAAGCAGCTGCTACTTCTT 

GGGCTTCTCTAGAATATTGAGGAATTTCCCCCGTGTCATCTCTCTGGACT 

CATCCAGCCCCAGCTGATAGGCTAGGTTCTGTAGGCCTCGAACCTTCTCC 

ATCAAATTAGCCGTGGTGAGACTCCCCAGTTCTTTCAACATGTCGATGTC 

ATCACGTTCTATCTCAGCCATCCATTTGGGTGGAGAACTAGTAATAGGAC 

TTTTGAAGGAAGCTGCAAATTCAGCAACACCTGGTAATTGTTCTGGCCAA 

AGATCTGGTGAGGCACGGTCAAGTTTTTCAAAACTTAGCAAAGATGCTTC 

CAGATCTGTCCCGTCTGTGGGAGACGCCATCTTCCAACCCATGTCACGTC 

CCCGCGTACCTGCCCGGGCGGCCGCTCGAGCCAGGAACCGTAAAAGG 

> Sequence 645 

TTAGCGTGAGCTCACCGGGTGGCCGGCCGCCCGGGCAGGTACTTCAGGGA 

GGCCTATATATTGGCACCCAAGGAATGCCAGGACTGCCACCTGCTGCTCC 

AGCGTTAGCCTCACTCGTGTGCTTACTCACTTTGACTGCCTTTTTGTCTA 

TTTCTGGGAGGTTGGTAGAATGAAAGGGATGCTCCAAGGCAAGCAGATGG 

CCTGTCGACCTCCTATATATTGACAGTGCCAATGAGTGTAGAGTCTTGCT 

ACAAGAAACAAAGTCATGAGAAATGCCAGGCTTCCTGTTACACCCAAAGA 
CTGCTGGCCCTCCTACTCTATCC 

> Sequence 646 

TCC ^£"^ cc rocAAr^ 

ATATTTTGACATTATTTTTTAAATTATATGTTAGTTATTCACTTCTTATC 

TATTATTTCTTAGTAGTGTCGACTCACGGGTGGCGGCCGAGGTACCGGCC 

AAGCCTGGTCCCCTTCTTGTTGGGCACTGTGTATGGGCGGAGAAAATCCA 

GCTTGTTCTTGCTGATGACGCAAAGGTCAATGTTGCTTCCGGAGCCCAGG 

TCGTTGAAGATGCCAGCTGCGATGGCTTCXjCTCACCAGATTCTAGGCTTC 

CTIXnGCTCCATGTCTGGCCTAAACTTATXnTCAAATACAG 

GCCAAGGAGACCAGAACCCATGGTGACAJAAGGCAACTTATCAGTTTGAT 

CCATGAGGATAGATGCTGTAGAGGTGAGGTCTCAGTTACATCTACTTCCC 

CCTAAAACTAGGGCTGCACCAATGTAACCTIGATACCTGAAAAGCATCTG 

CTTCAGCATCCGATTGGCTGTCACAACTCTGGGAAGACGGCCAGTGGAGA 

GGGAGTGGAGCTCCAGGTTGGAAGAAATGAGCTGGGTTGTCATGTCTGTG 

T^CAGCTGTCCCAGTACCACAACATTAAATATTAGGAGATATGAAATG 

> Sequence 647 
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GGACGAAGTCGA GCTACCGCGGTGGCGGCCGCC(XGGGCAGGTACTTTTT 
1 1 1 1 1 1 1 1 n 1 1 IGAGACAGCCTCGGTGACAGAGCGAGAGAGACTCTAAA 
AAAAAA AAAAAAGAA AAAGAACTGTTGAGGGATACACAATATGTCAAAAT 
ATTAAAGCi 1 1 1 1 in AAATTGGG AAC ACTCAGG ATATTGGG ATAATTAA 
TTAGGCAATGATTCAAAGAT GTTTG GTTTTAAAATTCAAAACCCTCCAAA 
GGTCAAAACTCTGGAAAAAATTTTTTGGTTTC 

TTTTAACCCCTTAAAAAAAAAAGGGGCTTCACCCTTTAAAAAAAAATTTT 

1 1 1 1 I im GTGCAACCCTCTTTTTTfTGCGGGGGGTTTTA A AAAAGGGG 

GAAAAAAAAGGGGGGTTCCTCCTCCTAAAAAAAAAAAAAAAAAGAGGGGG 

GGGGAGAGGGAAAACAAAAAAAAAAATCTCTCCCTTTTTT C 1 f 1 TTTTT G 

TGGGTATAACCACGA GAAA AATATAATTTTGTGTTTATTGTAATCAACAA 

CCCCACCACTCACTTATTTTATGTTTTTTTCCACTATCAAAACAACGCTG 
TTGTTTGTGG 

>Sequence 648 

GGACGACGATAG AGCTCGGGTGGCGGCCGCCCGGCAGGTACITTNTTTTT 

I i 11 I 1 1 1 1 ! 1 1 1 l i I1T1T A 1 1 I 1 J 1 rTTTATl 1 1 I J 1 1 1 1 1 I I [TTTT 

I I n 1 1 ni inn in itg i i nn m 1 1 i i rrmn mm itttt 

imn ill 1 1 1 1 rrriGTTCCCGGGGGAAACCCCCCTTTTGGGGTTTTT 

CCCCCACGGGGACCAAAAGGTTAACCCCGGGGACCCCGGGGGGGGGGGGC 

CCACAACCCCAAGGGTGTTAAAACACGGGTTGGGGGGGGGGAAAAAAAGG 

GGGGCCAAAGGGGCCCCCCCCCCTTTTTCCCGGGGGGAGAAAAAAGGGGG 

CCCCCCCCCCCGGAGACCCGGGGGGGTTAAAAAAAGGGGACCCCCCCCGG 

GGGGGGGGGAATC TATATAAA GTTTTATTCCCCCCCCCCCCCGGGGGGGG 

GGGCCCCCCCCCCC1 11111 1 1 CCCTTTTTGGGGGGGAAAAAGACCGCGC 

CGGAAAAAAAAAAAAAAAATATTTTTGGGGGGAAAAAATATTTTCAAAAA 

AATCCCCCCAAGGGGGG 

>Sequence 649 

GAGATTGAGCTCCCGCGGTGGCGGCCGAGGTACAGATAGGAAGAATGTAT 
A7TCTGTGGTTGTTGGGTGGAGTGAATGTCTATGAGGCCCCTGACTTCTT 
TCATTCA GGAACACGA TTCAGAGCTTCTGCTGTGCAGTAGGGGGCATCAA 
TAGTTCATTTTCTTTTTATTGTCTGCTACCATTCCATTGTATGGATTCAA 

CCTAGTCTGTTTATTCATTCTCCCAGGCTTTCCACCAGGCCATCTCTTTC 

ACTTCGGGGGCACCT 

>Sequence 650 

GTGAGAATGAGCTCCCCGCGGTGGCGGCCGAGGTACTGAGTGGGGAAGAA 

GGTAAGAAACAGTTGATTAACACCCTGTGTTCTGGCAGGTGGGATCAGCA 

ATATGTAATCCAACTCACCTCCATGTTCAAGGATGTCCCTCTGACTGCAG 

AAGAGGTGGAATTTGTGGTGGAAAAAGCATTGAGCATGTTCTCCAAGATG 

AATCTTCAAGAAATACCAC(mTGGTCTATCAGCTTCTGGTTCTCTCCre 

CAAGGGAAGCAGAAAGAGTGTTTTGGAAGGAATCATAGCCTTCTTCAGTG 

CACTAGATAAGCAGCACAATGAGGAACAGAGTGGTGACGAGCTATTGGAT 

GTTGTCACTGTGCCATCAGGTGAACTTCGTCATGTGGAAGGCACCATTAT 

TCTACACATTGTGTTTGCCATCAAATTGGACTATGAACTAGGCAGAGAAC 

TCGTGAAACACTTAAAGGTAGGACAGCAAGGAGATTCCAATAATAACTTA 

AGTCCCTTCAGCATTGCTCTTCTTCTGTCTGTAACAAGAN 

>Sequcnce 65 1 

GAGAATGAGCTCCCCGCGGTGGCGGCCGAGGTACTGCGTTATGCAGAGGT 

Gitx^cKxxxxriTCcrcrrccTCM 

CAATTGCTGGACCAGGTCAACATCTTCGTTTTGAACAGCTT^ 

AG7X3ATTGTCTrcCACTGCAGCCCTTCTACXrGCTGGA 

TCCTGGGGGTTGTTATGATCCCTGCTCTCCATGACGGTAAATGCCACCTG 

CTACCACTTTTAGCCTTTTCCnTGAGAAAATGCAAATTTATCT 

CTTAATCAAAGAAGCTTTGAGTGTAAATTGGGATTCTCTGGCAACAGAGC 

AGCAGTATGAAGAAGGAACAATGTTCTCAGTCTTCTGACATTCCACCTGC 

TCAACTCAGACGTCTCAATTATTCCTTTGGCAGCCGCAAAGCCTGGAAGA 

CTGCnTGCAGCCCGAGCAGTTTCCTCCTGCTGCCTCCGCGTACCAGTGAG 
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GAAGGAAAGAGCATTCTCCTTTAGGGCAGCAATCACAAN 
> Sequence 652 

SAr^^^^5 rCCCC ^ W ^ CGGCCGCCCGGGCAGG TACGCGG 

r^^^™^ GTGATGCAG ^ CCmCAGAG ^ AG CTGGAAGCCA 

CCCTTCCCTCTTGTGGGGTTTGGATCCTGTGTTTCTAGCCT 
>Sequ ence 653 

TT^Z^S5^ CTGACTCCCCGCGGTGGCGGCCG CCCGGGCAGGTACCTGTG 
I G J G I G £™J GAA ^ 

^ A *i^^J GC ^ CTATCACCATATGCATGAACATGTAAGAA TCAGA 

TACAATTTCTGCTTCATCAGTTrCACATGTTCATGTTGTCACTGAAAAAA 

TCCATCTACTGTTTATAGCTCCCAAGGAGACCCCAAATCCTI^Crr 

T^SS TCCCCAGTAGCTGG0A TTrACAGGTGCCCGCTACCATGCCGGGT 

AAATTTGGTTTTAGGAAAAACGGGTTTTCCCTTTrGGCCCGCGGTTTTT 
>Sequence 654 

GTGTGGTCGAGCTCACCGGGGGCGGCGAGGTACCTGTTACCACTTTAAAA 
i^™I C ^ AAAATGTGAATOATCTG '^ AAGGTAGG GGTGACACACGTCA 

I^Z CA ^ T £^" A " GGC71 ^ CGTA7TC CTCTTAACGTGAACCGTC 

TGTTCATTGTTTTTACCTGTTTTCGTTTTAGCAAGTAGTACCTGCCCG 
>Sequence 655 

?? A JrA AC J°? AAA ? AAG " C " CGTCGGCGCCTAGCGACGC CC^ 
^^^ G f^^^ GTGMC ^ G ^^^GATGAAGAAATCGA 

rI? AA ™ A Z AA ^ ACCA " CCCCGGmA " ATAGGCT GCCTGCTGAA 

GA I? A ^ G T.V A £r ACAGAAA " AAGAGAGGAAT CAAGAGCTGTCTITCT 

A ^^^ AG ^ AA ^ GCAGAGAAC T G "AGATAATGAAGAATTACAGAACTTAT 

ATTCATATGGAAAGATTTTTCATCATGCAGTTCTTTAA 
>Sequence 656 

G ^ AG ™ G 7^ 3ACTCACCGGGTGGCGGCCGCCCGGG 

—S^?TF^S^^^ G ^^^^^^^CrTAT^ACAACAJ^CACrrT 

tI^ G J^^ AGA11 ^ ATG ^^^ ( ^^^GArGGCCAGACGCACC 
TCTrGGATCGTAACTCTGCAGGCTGGGATrrc 

AACATTTACATTGAGATTCAATAGACGCTACTACTACAAAGGAGCTTTAT 
TGTTG^AGCTTAAAATGGTTGCTGCGGGAACACTGAAGGG^ 

>Sequence 657 

G ^^ G J G ^^ TGAGrCCCCGGGTGGCGG CGGGTACATTCCAATGAAGAATT 
TCTTCArrCTGATCTCCTAGAAGACAGCAAATACCGAAAAATCTACTCCT 
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TTACTCTTAAGCCTCGAA 
> Sequence 638 

^^^^ ACGTCTGTA1 ^ A ^CCTTGTGAAAT(KnrrrrmAATA 

£5^ CTGTCGTAmACGTC 

^ G ™ GGTAA " gaaatcggggcg atggagctcacSgt(^^^ 

£ AC ^ TGGGC ™ AGGTCA ^ 

GTATCTrTGATCTCTrGGCGATCrrcrrCITGCCCATGGCAG^CACT 
>Sequence 659 

IGTCCTGCTGTGTAAAAGACATCAGATATATTACAGATnTCAAACAGnT 
>Sequence 660 

GlTTCCrGAGGACCACKn^GCTAAAOCATGGATOOACnOWOGC^AAGGCC 
>Sequence 662 

CCGTCAGGTT^AGCTC^^ 

1 1111111 111 "•ATTniT TA l 1111 1 1 1 1 1 1 1 1 i i i i - 
cllU^iViVrV^ ' Hi 11 1 1 1 1 1 1 1 1 1 11GGACAAAACAAACGA 

>Sequence 663 
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GATCCTGTTAGTTTTGGGGACGAACACTCTTAACCTGTGCACACAAACTT 
GTGATCTAGGAAATTTGGAAAAGAATTCCAGGGGAGATCTACTTmTCT 
AAAGATCAAAGATTA niTGAGTGCCCTT 
>Sequence 665 

GGATAGATTGAGCTCCCGCGGTGGCGGCCGAGGCTAACAAGGAAAGCCCC 

TGGAGCTCCTGTAATAAGAATGTGGTTGGAAGATGCAAACTGTGGATGAT 

CATCACCTCCATTTTCCTAGGTGTCATTACAGTGATCATCATAGGCTTAT 

GTCTTGCTGCAGTAACTTATGTTGATGAAGATGAAAATGAAATACTTGAA 

TTATCATCAAACAAAACATTCTTCATCATGCTGAAGATTCCAGAGGAGTG 

TGTTGCTGAAGAGGAATTGCCTCACCTGCTCACCGAAAGGCTCACAGATG 
TGTACCT 

>Sequence 666 

GATGACTCACGGGTGGCGGCCGCCCGGGCAGGTTTAATCTCAGGTCTCCC 

TATACACTTCTCAGCCTCAGCACCTAACCCTCACACAACACTCCAGTATT 

GGATGCAGTCAATCTTGTATAACATTTTTTGAATGTCCAATGTGCAAAGC 

ACGATGTTGGAAATTATACAGAGGTGAATAAGACAAAAACTCTTGCTCTC 
AAAGATG 

>Sequence 667 

TACGAGA1TGAGCTGAGTTGGCGGCGGCCGAGGTACTGGAGAGTCGGCTT 

TGACCATGGCCTCAGCTCAGCTCCAGGTTTGGAGCGGAATAAAACAGGAG 

CTAGCAAGATGTCTCATCTGAGCTTCCCAGTGCCCAACTTATCTGAGGCC 

TGGGGCTGAAGCCAGCGCTGACGGAT 

>Sequence 668 

TGAGGACTCACGGGTGGCGGCCGCCCGGGCAGGTAC 1 1111111 ITTTTT 

TTTTTCTGGTCGAAAATTTTTGTTGGAATTTTAAAGAAAANGAAAGGCAA 

AGTAGCACTCAGATGGCCnTTTTTGTAAAGTGAAGTCAACCTAATACTC 

TGGTGCTTACTTTGCAAATCTTTTCCATAAGTCAAGTATTAGTGTTAACA 

ATACACTTAAGAAGTAAGGATAAACCCATCAAGGTCCACAGCTAAATAAC 

CAGCAGATTCCCAGAAACTTTATGTATTTGGGAAAAGTAAAATATACAAC 

AGACATATCCCTGCCCTGATTAAGAGGGTAGATAAAAACAAAACATAAAA 

CAATTTTACTTGAGATAGTAATAAGTTATTTGAAAAAAATACAACAGAAT 

ATAGGGAGAGAGAGCAACTACAGAAAGAAGACAGAAGGGGTTCTGCTTTG 

AATAGTAAGGCTTGGGAATAGCTGAATTGTAAAACAAATCTGTCAGTCCA 

AAAACGAAGATATTTCATTCACCGCTGACTACTGAATGGGAAAC 
>Sequence 669 

GGAGGACTGAGCTCCACCGCGGTGGCGGCCGAGGTACAGAGTAGGATCAA 

TAAAATCTGTGTGTTACAGCGGCAGACTGAAGGACGGGTGCCTGTTTTCA 

GCCATGAGGTAGTCCCTGACCATCTGAGAACCAAGCCTGACCCTGAAGTG 

GAAGAACAGGAGAAGCAACTGACGACAGATGCTGCCCGCATTGGTGCAGA 

TGCAGCCCAGGTTGGACTGAGTCACTGCCTTGCTGCCCCATCCCCATCCC 

ATCATGAGAAGCTAGGCATTACCATTCCTGTCTAGTAGGGATACATAGTT 

GGTTGCGCCTAAGTTGCTTCTGGCAGAACCCAAGGAATAAATTTCTCCAT 

ATCGTTTCCTAGTTACCCTAATCTCTGCACAAATTTGTGTGTTACAGAAG 

CAGATCCAGAGCTTGAATAAAATGTGTTCAAACCTTCTGGAGAAAATCAG 

CANAGAGGAGCGAGAATAGCAGAGTGGGAGTATGATGCGACTGGTGGCTA 

AACAGAGAAGAGAGGGATTTACGATCACTGGAATGGATGGGTG 
>Sequence 670 

TTATGA CTCAC GGGTGGCGGCCGCCCGGGCAGGACATT Cl 1 1 1 11 1 1 1T1 

TTTAAACTTTTAGGGTCTTGGCCTATTGCATACTAAAGGGCAAAAGGCTT 

AGAGATAT CAAAG GGGCTAATTTTTTATTGACAGACCATGGCGATGTAAA 

ATTAGCTGACTTTGGTGTGGCTGCAAAAATAACAGCTACCATTGCAAAAC 

GAAAATCTTTCATTGGCAGCCCTTACTGGATGGCCCCAGAAGTTGCAGCA 

GTAGAGAAGAATGGTGGCTACAACCAACTCTGTGATATCTGGGCAGTAGG 

AATAACAGCAATTGAACTTGGAGAACTTCAGCCACCTATGTTTGGATCTC 

CACCCAATGAGGGCTCTCTTCTTAATGTCAAAAAGTAATTTTCAGCCTCC 

AAAACTAAAGGACAAAACAAAATGGGTCATCAACATTCCATAATTTTTGT 
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^AG^CTGANTGGATTCCCCGGCTGCAGGATTCGATATCAGCT 

°I^ TC " GAGCTACCGCG GTGGCGGCCGAGGTACGCGGGGTCTTCTCA 
TCCTCCGTGATGCATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCT 
CTCCCTGTCTCCGGGTAAATCAGTGCGA 
>Sequcnce 672 

!^J^ CGATCGAGCTCACCGC GGTGGCGGCCGAGGTACTCTTCTGCACTC 
y[.inSI^ CTAATAAAACmc77 ^ CG AACCTATACTG 

AAA IIEII C " ACTACCCTATG ACCCGTGAGCCAACCACTTTCCGATGCC 
AGGGTTCTGACACCTCACCTGGCATAATATAAAGTG i 1 1 1 1 1 ITTT ATAC 
CCTTCCACTTGGAAAGACTACAGAGGAATCTTGCACTGCATAGTTCAAAC 
^ AAA ™ A ^ AA i 3AGTTAATTACCTGAAAAGCAAGAGAA AACAAGAAGGGG 

a£T JnJr r A ^™^ ACATTTGTC ATAAGTAAATGTTTAGGAATAAAGG 
>Sequence 673 

TGCGTGTTGGATTGAGCTCCCCGCGGTGGCGGCCGTCCCTCTTAATACTG 
A GGGAAAAGG AACAAAATAGAACCGCGGTCCTATTCCATTAT 
TCCTAGCTGCGGTATCCAGGCGGCTCGGGCCTGCTTTGAACACTCTAATT 
TTTTCAAAGTAAACGCTTCGGGCCCCGCGGGACACTCAGCTCCGCGTACC 

>Sequence 674 

^?^IS ACTCACCGGGGGCGGCGAGACTG AGCCACACAGTGTCCGGATG 
S^filHT G ^ GAGG ^ GG ^ GAG ^ G ^ GGGG TCATTCATTTACACATT 
TTAACTTGCATTAAAGAGCTGTTCTTTTCTGTGGCCTAGACTCTnTCAC 
T G ^T C ^ CAAAATAAACTGG '^^ 

AAAAACACAA^GCTGCATGTCTAAAATTACATGGAGTTAGTGTCTATTC 
TTTTTCCCCTT^GCAGCAACTTACACAGCATTT^ 

A ^S^5^ ACTGTGGGACATAGG AAAACTCAGTAGAAATACCTTTGGT 

? A J^?y^ mAAGTCTGATCTTGATCTTA AACTCAGTAAGCCACT 

ATCTGCAATTTTGTACCTGCCCG 

>Sequence 675 

GTTGATGTAGAGTTGAGCTCACCGCGGTGGCGGCCGAGGTACGCGGGGCT 
>Sequence 676 

TTTTTGTGTTTGATCGAGCTCACCGCGGTGGCGGCCGCGAGAGCACAGAT 

? A ^^ TCGTCCAGTATGAGTGGG ^ 
AGTGGACATGAAGGTAACGCATGTTGTCACTGC 
>Sequence 677 

^ AG J GAG H5 ACCGGGTGGCGGCCGCCCGGGCA GGACGCGGGAAGGATT 
CTGTAGTATGTAGCGTGTTTCTTAGGTAAAGTCTCTTTTTGCTACTGAAA 

A ^ G J^| G ^ G ^ A ^^^^^^^^ A ^ GG ^ GAGG ^ AG ^ GG ^ G GCTTAAAGCTGrr 

TT^ATGCTGTAAAAACCAAAATGGGTTTGGTTCCCTGATAGGTTTA^ 

TAAAATTTGCCT^TAGTTTTCnTrcC^ 

C ^ GG ^ TCCCCACC77TimGG ^ 

TAGGGGATCCCCCCCCCGGGAGGAGATTTCATTTAATAAATTTTTTCCCr 

^^^^^GOGc^cKicccccccc u ""'II mTTT 

T^AGAAGAATAACCCCGGCCCCCCTCAATATTATCCGGGGAATTTTTTT 
>Sequence 678 
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TCGATGATCGAGTTCAAGGCTGTCTCCAGCTCGGCCAACATGA 
>Sequence 679 

IS^?I^ TCGAGCTCACC ^ GTC ^GGCCGCCCGGGCAGGTACTGGTGTT 

^I^ A ^^^^ GGGAATGGT C T GAGGGGGAAAACCAATGTGTTTAGCGT 
5^^^^^ GCGCCTGAGCACAACTATCCTGCAATCTG ACCTGCCCC 

*™?^^ GCCCTGCATCTGTGGGTCTGTAGAAG AGAAAGGCAGAAC 

^ G ^ G ^ AmC ^ GTGCCGTGTCTGGAACCG TCTATCCTTACTACATCA 

^^ CGACACCAAGCACCCCATGCAC1TCTGGGGG CAACCTTGGCCCCT 

GGAGAAAGACACCTGAATTTGGCATGCAGTCTACTTCCN 
>Sequence 680 

I^$™ GA ^ GAGCTCCCCGCGGTGGCGGCCGGG TACAAGGGGAGGTA 

r G T^ G ? G ^™ CACTCC ^ GGACCACCAGCTGG ^ 
GA J^^ C J GmGAACGTAAGG ACK;AAGTCAAAAAAGrrCTTATTrAGG 
?^^ ,lGAGATGTGGGGCCAC " CCA1TCCCA CCCGGCACAGGTAGGC 
ACGGGCA ;F AC ^^ 

I CA ^ CGGGGCAGGCACTGTGAAA TTCCCGTnTGGAGAGGAATTTGTTA 
~ A T!7FA GGA J^ 

^^^^^^CCAATnAGGCATGrrrCCrrGGCCGTCTCAT 

JT^^ C J CTGGAGAAAAGTGATCTGGTAAGAGG CTGCGGCTATCCACA 

CACATGGAAAAGATGCGCTCGTACCTGCCCG 

>Sequence68l 

T AC ^ A ^^ T1 ^ ATACTATA ^ GA TCATATATAAAATATGTTrATATAT 
A J^°33I^ A " CATAAAAAGAAGTGTAGGAACTG TCGGGTGGCGGCCGA 
GjGTACCCTAATGTAGTAGTAAATTTAAGGCCTGTCGAGGAAATIT^ 
C J^ C ^ C ^ G J? TGACTAT ^^ 

Ir^ C ^ C J GCTGC ^ GGGAClmATGAGCTAG ™ 
AGA ^J G ^ CCCA ' m ^CACTGGGAGAGGAAAACCACCAGGCTTCTC 

A? A ^S? A ^ G ™ C J' CAGGCAGGAGGAGATCGGGAGC 
^? C J AG 3 AGGAAGGTGGAATAGGGACCATCCCGA AACACGTrGGCGTAT 

r A I^™^ G 5 AACTGGACGTAG " CTGCATGCTGCGG " GG AGCnT^ 

^ A g GC lS AGGCG ^^^ 

GGTCCGCATTATAACGGGTTCGCCGCAGATGGTTAAATTC 
>Sequence 682 

° A I G ^ G ^ GAGCTCACCGCGGTGGGGGG CGAGGTACTCTCGTTTCAGCT 

GGGC J C J TATGGCCAAC C G CTCGGCrrGCGCCCGCCGGGTITCCGGAGAT 

A J G J^I^IT C ^ CTGGGTCGAGGGTCTCAGGCAGAG T G C G CAGGCTCGA 

CGGCTTATACnTGGGAACGACA 

>Sequence 683 

^ ACAG J GACAACCGCGGTGGCGGCCGCCGGGGGAGG TACGCGC}G 

A ^ CAAA ^ A ^ G ^ AAAAGATCCCG TTCXriTrcAAAAA^ 
CCAAAGTTTTTTGGCCCCTCCGGGGCCCTCGGGCCTTTTATAAAAAAGGG 

CA^AA^^ CCCCCCCCCCCCA I nTrrrrrrrn i iia tggog 

GAAAAAACCCCCGCCGAAAAAAAAAAGAAATAmTITG 
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> Sequence 684 

GCGTGACTCACCGGGOGCGGCGGGACCCCATGCAATATATGGCTCTACAA 

TCCTCAGCATGTTAATXXjAAGCCTTGTTGAGCTTCACAAAGGTTCCATTG 

AAGATTTGACGAAGGCGAAGAAGCTGCAACACCTTTCGAACCTTTGGGCT 

CACTCCATTGATACCTCTGATTCTGATGACAAACGCCAATTTGGGTTCTG 

CAGGTACGAGGACATTTTGCCCCGCGGCTTGTTGGGGTCTCCTTTACCCA 

TGTTGACAGATCCGCGTCCACCCGAGGGTATTGGAGGGTATTCTTGCCTG 

GTGCGAGCTTTTCCTCAGAGTCCCGCAGA 

>Sequence 685 

GAAGTGTACAGGGtGGCGGCCGAGGTA C 1 II 1 1 1 1 1 1 1 1 1 1 rTTTTTTT T 

inn iGAGATGGAGTTTCGCTCTTGTTGCCCAGGCTGGAGTGCAATAGA 

GCGATCCCAGCTCACTACAACCTCCGCCTCCCAGGTTCAAGCAATTCTCC 

TGCCTCAGCTTCCTGAGTAGCTGGGATTACAGGCATAAGCAACCATGCCC 

AGCTAATITGGATTTTTAGTAAGATGGGGTTTTTCCATTTTGGCAGGCGG 

GTTTTGACCCCCCACCTAAGGGGGGCACCCCCTCTGGGTCCCAAAAAGGG 

^£n AATAACGGGGGGGArrc AATTCCCCCCGGTAAAAAAAAAAGAACC 

CCCCTCCCGGGGGTGGTAAATTTTTAATATGTTTTTCCCTCCCCCCCGGG 

GGGGGGGCGCCCCCCCCCCCCTTTATTTTTTTTGGGGAGGGGCCCTCCCC 

CCTTTAAAAA AAAAACCA T I rCTTTl GTGGGGTG ATTATTAACACCCCA A 

ACCCCAGCGGGGGGG 

>Sequence 686 

GTACGACGATTGAGCT CACCGCGGTGGCGGCCGCCCGGGCAGGTACTTTT 

i n 1 1 n 1 1 1 1 1 H 1 1 1 ITTTGG1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i n 1 1 1 1 1 1 i n 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ' I i " 1 AA AAC AGGAATTCTTC AG ACTTTATT 

AAAAAAGGCCCTAAGGGGCCTCTTATTAAAAAAGGTATAAAAACCCCATA 

AATTCGGGGCCCCTGGGCTGGGCAGGGTTGATATCCCTTAAAGGGGAGGA 

AGGGGGGGGATGGGGGGTGAACCGGGGACTGGGGAAGAGGACCAGGGGGC 

ACATTGTTCCTCGGGTTTGGGTTCAAAGATGGAGCGGGGGGGGATATGGG 

GGAAAGGGGCCCACGGGTTCTCACGCAACAACGGGGGAAGGCCGGCGACA 

Gnu 1 1 CCCAAAATTCTGGGGGAAGGGGGTCCCCT 

>Sequenee 687 

TGTTGATATCGACTCCCGCGGCGGGACGCGGGGCTTTACATGGCAACAAG 

TATGGCGGCTGCTAGTGGTAGATTTGAAAGTGCGAAGAGTATCGAAGAGC 

GGAA AG AAC AG ACCCGGAATGCCAGGGCCGAGGTGTTGCGCCAGGCTA A A 

GCCAATTTTGAAAAAGAAGAAAGGCGTAAAGAACTTAAGCGACTTCGGGG 

TGAGGATACATGGATGCTACCTGATGTGAATGAGAGAATTGAACAGTTCT 

CACAGGAACACTTTGTGAAGAAAAAGAAGAAAAAAGACAAGCTTCTATTT 

AAAGAAGGGAAGATTAATCAGTACCTGCCCGGAGT 

>Sequence 688 

GACGCGTGAGCTCACCGCGGTGGCGGCCGAGGTACACTCGCCAGCGGTTT 
TGCCACAAGAGTATACGGAACAAAGGAGACAGGCTCATTTATAATCTGAC 
GCGGCCACCCTCCTGCTGCGTTCGGTTTCCA 
>Sequence 689 

TGAGCGTGAGCTCACCGCGGTGGCGGCCGCCCGGGCAGGTACAAACTGGG 

CACTGGATAGGTAGTTCCTTTGGTGGTCAAGGTGGCTCTACCTGTCCTTG 

AGCTCTCGTGTCACTCGCTTGGTGATCCGTCCACACATCAGGCCAATCAG 

GAACAATATACAGATGCTCCCACTGATCACAGAGAGAATGTAGTTCTTAG 

ATGGAGACGTCATTACTTGCATGGCAAGATCAGAGAAGCCATCTGCTGGG 

GCCACCTAGAATGACACAAGGCAATGTGATTCTCTGAGAGAGCACTGGGC 

TGGTG<}CAGTGCTAGGTCTAACriTATCCCTCTCAGTTCCTAGTTT^-VT 

ATGTL1 1 1 Id 1 "nGGAG AGGG AGGGC AGG AG ATAAG AAAAATCAACAC A 

GAGCTACAACTc 1 1 1 1 1 CCTGGTCATAAAACTATACAC ACGTCTACTGCA 

CAAAATTAGGAATACCAGAAGAGCCAAAGTGGTGCAGTCACCCACAATTT 

CTCACAGTGATCACCACTAACACCAGGACC 

> Sequence 690 

TGTTGACTGTGACTCCACCGCGGTGGCGGCCGAGTTTGATTTCTTGCAGT 
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CCTGAGCGATGGA GCCCGG GGGTGCCTGGTTATTGTCCGCTTTCTCTCTC 
AGATGCTTGGCTTGTTTTTCAAGAGAACCTTTTTCGATATTCATTGCTCC 
ATCGATTGGATCCAGTCCTTGTTCAGAAAATTGT 
>Sequence 691 

GGAGACGGAGCTCACCGCGGTGGCGGCCGAGGTACTACAGGAAGAAACTA 

GAGGAAACGGGAATTTCATCCATGTCCTGTGTATCTGCTGGCAACAGGTC 

AGAACGGCCAGTATGTTATTCCCTGCAGGCTGCCTAGGGTGCTCTCCTCA 

AACAGATCACCTGAGCCTCCTGCATCTATGAAGTTATGACACAGCAACCA 

GTTACTCAGAGTCTGATGAGAAAAACAGATTTTAGGTTTGGGAAATGGGA 

TTACTGTAATTTACACATCCAAATGCAAACTGGAGCTCTGATTGAATTCT 

ACCCTGGGGAGAACTTGATGCTAACCCACAGGTACCTGCCCG 
>Sequence 692 

GAGTGAGCTCCACCGCGGTGGCGGCCGAGGTACACCAAATGGTGACATCC 

TTrCACCAATATAGATTACTTCATACCACATTGTCAAGGAAAGGACTAGA 

AGAAi 1 1 i i IGATGACCCAAAAAACTGGGGGCAAGAAAAAGTAAAATCTG 

GAGCAGCATGGACCTGTCAGCAACTAAGGAACAAAAGTAATGAAGATTTA 

CACAAACTTTGGTATGTCTTACTGAAAGAAAGAAACATGCTTCTAACCCT 

AGAGCAGGAGGCCAAGCGGCAGAGATTGCCAATGCCAAGTCCAGAGCGGT 

TAGATAAGGTAGTAGATTCCATGGATGCATTAGATAAAGGTTGTCCAGGA 

AAGAGAAGATGCCCTAAGGCTTCTTCAGACTGGTCAAGAAAGAGCTAGAC 

CTGGTGCTTGAAGAAGAGACATTTTTGGAAGAATAATTGGGCACAGGTTC 

AAGCAGGGGGGTTATACCTGGGCACCCTAATAAAAGATACAATTGGAAAC 

CGATCTTTGCCTTGCTTTATGGGACCCATTTCTTAAACTG 

>Sequence 693 

CTGTGGAGACTAAGTGTGAGAGGCTACCGTCACAATCATTTrGGGGGGGG 

CCGGACTCCCCAGCTTTTTGATCCCCTTTAAACGCGGGTGTAACCAGGCT 

CCCTTTGATGTGAATATCCTCGACCCTCCCCTTGTATGACGCGCGGTTAA 

TCTATATTAGTGCCGTTTTATTACCTTCTCTCCCTAGTTAAACCTAACCC 

CGTTTGGGCCCTAGGGTCGTTTAAGGCCTTGGGGCCGGCCGTGATTTAAA 

TTTTCCTCTCAAAGGCCTGTAATTTACCGTTGTTTTCCCACCTGAAACCA 
CGGGTGCG 

>Sequence 694 

TTAGCGTGACTCCACCGCGGTGGCGGCCGGGTACAAAACAGGGGCTAGAG 

CTTCCTACTAGGTCTCTGTTGGGGCTCCCCTTTCCTGAACTTTGGCCAAA 

GACAACAGGATATTCTTGGGGGTTTTGTTGTTGTTTTGTTGGCATTTTTT 

CTGTGCCTGTTGGTGATTCCAGCACAGACCAGAGTGCCGCGTACCTGCCC 
G 

>Sequence 695 

GAGGACTACCGGGGGGGCGCCGGCGGTCTGTATAATGGAGGCTGACCAGA 

GCAGTTTAGGAGATTGTAAAGGGAGGTTTTGTGAAGTTCTAAAAGGTTCT 

AGTTTGAAGGTCGGCCTTGTAGATTAAAACGAAGGTTACCTAAATAGAAT 

CTAAGTGGCATTTAAAACAGTAAAGTTGTAGAGAATAGTTTGAAAAAAAA 

AAAAAAAAAAAAAAAAAAGTACCT 

>Sequence 696 

GGGTCGAGACTCACGGGTGGCGGGCGGCCGAGGTACAGCAGGGTGCCTCA 

GCAAGAGAGGACTGAGTGGATTTTCCTTAGGGATATTTATGAACCTTAAA 

GCAGGAGCT TAAAGG GAATTTGGGCCATATTAACCACTTAGGTCATGATA 

AATGATTACATTTTTGGACATTTTGGTGTCTTAATGTCAGCAAGGGTTGC 

ACGATAA GTTTTG ACATGCATGCATGGGAGACATGTAGAAATTCTAGTTA 

CTTACAAGTTTTTGGGGAAGAAGCCTGGACCCAGATGCCAGCTITAAATA 

ACAGGGGAGTCTAATTACTTCTAAATTCCTCACATAGGGAGTTTTGCCTC 

TGGATGGCCTGCTTGATGGTCACTAGGGTGATCTTTTGCCCCTTTTATTC 

TTAAAGCCTCTTGCTCTGGAAGGGGGTTTTTGGGCCTTTAAAAAATTTGT 

GCCCGGG^TAATGGGGGAAAAATTTTTrGGCCCCCCCATTrTAAAAAAA 

AAAC CTTTTAT TTGTGGGGGAAAATGGCCCCCCCCCACCCCGGGGGGGGG 

CCCTAi 1 1 1 1 1 AAGGGGGGAAAAAAACCCCCCCCTTGGGGGGGAAAAAAA 
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AAAAAAI 1 1 1 1 1 riCTCTCCCCCGTAAAAAAAATA 
>Sequence 697 

TTTAGATGAGTCTCGGGTGGCGGCCGCCCGGCAGGACGCGGAGAGACAGC 

GTCAGGCGCTTGATTTCCCTGAGTCCCGGTGCCTCAGCTGCCCAGTGCCC 

ACGTTCGTAAGAAGGCAACAAGTTCTTCTCCTCTACAGAAGGATTTTGCA 

AACAATTCGGCAAGTTCCAAATGATTCTGATCGCAAATACCTGGAAGATT 

GGGCAAGAGAAGAATTCAGAAGAAACAAACGTGCCACCGAAGAGGATACA 

ATCCGGATGATGATTACTCAAGGGAATATGCAGCTCATGGAGTTAGAAAA 

AACACTTGCTTTAGCAAAATCTTAACTATAGCATTATTCTGAAGGATTTT 

CAAAGTCTCCATGTGTCTTTGCTGCATTTAGGATTAACAATGGACAACCC 

CAATGCCCAAGCTTACTAATTAAAATAACCCTGGC 

>Sequence 698 

CGGTTGATGTTATACCTCACCGCGGTGGCGGCCGAGGTACACGGCCCGCT 

CGTAGGGATCGTGTTTGTTCCTGACGACCCTACGGTAATGCAGCCGGAGC 

TTGTTTTCCGTAGCTGGGGACAATCTTCTGTCCTTGCTGTTCATGTCGTG 

GAAGAGAGGGGCAGAGTCTTGCTCTGTCACCCAGGATGGAGTGCAGCGGC 

GTGATCTCAGCTCATTGCAACCTCCACCTCCTGGGTGCAAGCGATTCTCC 

TGCCTCAGCTTCCCAAGTAGCTGGGATTACAGGCGTGCACCACTACATCC 

AGAGACTGGGACTACAGGCATGGATTTTCAGGTTTATAACATGGCAGAGT 

GAATTCTGGCAACACACTGAGTGATGCTTGTCAATGGCCACTATCAGGAA 

TTTAAAACAAGATTTGGAATTATGACATCTGGACAAACCACATATGCAAA 

ACCTACCTTTTGGTCCATTCTCCAGGGCTTCTTCTGCAGCTTCTGGTTCC 

AGTTCTTTTTCGGAGCTGTCAGTGTGTGTTTTGGCCTGTCCATTAACTGA 

CATCATATTACTTGGGNCCCGGG 

>Sequence 700 

TTTCTCACAACCTCATTTTNTATTAGCAATTTCTTCTTGATGCATCTAGT 
TATTTCTATAACTACAATTCTACATTGCAAGTAGTTCTGTATATATTCTG 
TCTTCTTCATA1 1 1 1 1 1 AGTTNTCNNTTGCTGTTGTG ATTCACGTGGTGG 
> Sequence 701 

AGGTACGCGGNGGAGAGAGGAAAAGAACACAGATCTCGCATGGTTCAGAT 

TTTTrcTTTTTAGGTCCAGGAGTAAGATATATCATACGAAAATGAAAATTA 

TAATGGCTTCTTGGATTCCTGGGAGCCACATTGTCAGCCCCACTTATCCC 

ACAGCGTCTCATGTCTGCAGCAATAGCAATGAGTTACTTCTTAATCTTAA 

TAATGGTCAACTTTTGCCACTACAACTTCAGGGCCCACTTAATTCATGGA 

TTCCACCTTrCTCTGGAATTTTACAACAGCAGCAGCAGGCTCAAATTCCA 

GGACTCTCCCAGTTCTCnTATCAGCTCTAGACCAGTTTGCTGGACTGCT 

CCCAAATCAGATACCCTTAACAGGAGAGGCCAGTTTTGCCCAAGGAGCCC 

AGGCAGGCCAAGTTGATCCCCTACAGCTTCAAACACCGNCCTAAACACAA 

CCAGGCCCCAGTCACGTGATGCCCTATGTATTCTCCTTCAAAATGCCTCA 

AGAGCAAGGACAGATGTTTCAATACTATCCAGGTTACATGGCCCTACCCT 

GGGAACAACCCTAGCAAACAGTTTCAAGGGCACCTAAACAAACAGGACAG 

CAACAGTTTTGAGGAGCAGATACCATTCTAGGCTCAAATTGGGATCCATT 

CCACAACTAGCAAGAACCTGCTTTTATTAAGGAGAGGGGCACT 
> Sequence 702 

TGTGATGACTACCGGGTGGCGGCCGAGGTAL 1 1 1 11 1 1 1 1 i 11 1 rTTTTT 
TTTATG AATTATTTA 1 1 1 1 CI "l'1'CTCAGAAAAGGATGCGCCTCCACTTAG 

CAAGGCTGGGCAGGATGTGG1TCTGCATCTGCCCACAGACGGGGTGGTTC 
TAGA ..... ,- r . 

>Sequence703 ■. . ' ' • "*'. ' 

TCCTGCAGATGTTGTCGTTGGAAAACTGTCGTCTTACAGAAGCCAGTTGC 
AAGGACCTTGCTGCTGTCTTGGTTGTCAGCAAGAAGCTGACACACCTGTG 
CTTTGGCCAAGGAACTCrrcATTTGGGGATACAGGGGTGAAGTTTCTGTGT 
G ^ GOTGAG ^ ACCCTGATTGT AAACTGCAGACCrrGGTGTTACAGCA 
ATGCAGCATAACCAAGCTTGGCTGTAGATATCTCTCAGAGGCGCrcCAAG 
AAGCCTGCAGCCTCACAAACCTGGACTTGAGTATCAACCAGATAGCTCGT 
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^^ AC ^ TO ^ CACCTATGAA AC T AATrrGGAAATCAAGAAGCTGT 

TGGAGGAAGTGAAAGAAAAGAATCCCAAGCTGACT 

> Sequence 704 

TGAGATGCTCCCGCGGTGGCGGTCTGCCCAGATCCATGATGTGCAGTTCT 

O^^AC}GCGCTXKKn-GTGCTGGTCACTACCTTCCACAAGTACACGGG 

TCTATTTGGCCGTGACCTTGCTCTGGAGACGATGATATCCCTTCAGCCTG 

^Jp^P^J^JIP^^^^^^CCCGGAGGCATCAGTTGGCTCATAATCACC 

CTGCACGTTCATGCTCACCAGCTCCTCATTGTTCAGAGACAGTGGGGACT 

CCCGGCCGAGGATGTACCT 

>Sequence 705 

GTGACTGGCTCACCGCGGTGGCGGCCGAGGTCCGACGCAGCAGGC 
>Sequence 1082 

AC I 1 1 1 1 1 1 1 1 1 | J 1 1 1 1 1 1 1 1 1 1 Tl GCTGGTTAACAAATATTTTA ATTCA 

TT^AAATAAAACTTAAAAATTACATGCTAGTCTACACAAGTTTAACTTAC 

TTTAGTCACTTAGTGAATTGTGAATTGGCTCCCATTAGTGGTCAGGAGAA 

TGTATTTGGTGTAGAAACCAAATAAATCAAGCTATTATCGCCTTGTGAGT 
ACG 

>Sequence 1083 

CCCTTCGGCCGCCCGGGCAGGTACTGGGAAGTGCACTTGGACGAACAATA 
AA T A T AAATAmA " AAAAAAATATAT7TrAAAAA ATAGGGAAAAAAAA 
AAAAATAAAAAAAAAAAAA-TTTCCTTGGAAAAAACTAAAAGAGAATCAAA 

GA I^ GGG I!inT A ^^ 

ACCTTTAACI 1 1 1 ' ITGTGAAATTTGAC 1 1 I I II I ' I ' 1 G AATGTAGCCTTTT 
1 1 1 1 1 1 AGTGTGATTTT TTATGTGTTCCA AATTAG 1 1 1 1 11 1 TTA TTGAA 
T^AAAAl iiiiiiii I GGAAAGTTTACTTCTTTTCAA ATGTTTTATCCTT 
TTTTAAAATTn'CTAGAAATTTTAAATA 

A ^V^iiii ATAATATOAAAAAATAAA ' nV ^ AAAA TAATATATTGAAT 

TTTTAi i i i ITAACCGCCATAATGTGCTAAGGGACGATTTTCATTCATTG 

II G SII AATOAGAATATGGGGGTACAA '^GGTAGGTTATAAATATTrGG 

TTAmATTGTATTrCATTTITrCCTGTGATAATAGGTTTATATrGTrA 

S AA I GmCAAACCGAmAAAAGGTTAT ATGTTTTAAATATGATGACTA 

^GAGAavaTAAGAGGTAGATACGGTGGAGTAATTGGGTlTGGATrAA 

TTTAATGTTTTTCGATGTGATTATTTGACGGTTATCTGATTTATAAAATT 

?^ AA 5 ATGTG £^ AAGCAATATGmAATAA CGCGATTrTCGTGTTG 

AGGAATTGTGCCTTTTTGGGTTTGTG 

>Sequence 1084 

GGTACACATTnTCTGAAATGTCCCCCGTGATTAAGTTGTGAACAAATGA 

AGA I G ^ CACATGTCAACAAACTGAA CAAACATGGATTGTrAGTGACTTAG 

AGGTGGAGGGAGGGCTAGAGAGAGGCTAGCTGTGTTGGTCTGCCAATCTC 

CTGTGTCCCACACTGGCTACAAAAATACAACCACTGGGTAGGTAGGGCTC 

T^^A^^ CA ^J rAGGAATAAGGA ™ AGAAGAAAACTCAG CAAGGG 

Io A ^ GA ^I G GmCAGCTCA ^ GCTGGAG " AGCTGAA GAATGAATAGG 

^ CA ^J GGATGAAGGAACAAGCTA " CCGGGGA CCTTITGAAGCCCTCG 

G j^ CC T CAC ^ CCTAATAGCTAAAGA ^ 

I AATCG 1 1 CCCGCGT 
> Sequence 1085 

G ^ A ^ A ^ AA ^ AA J^ 

TGGAGAAAAAATTTATTCTACTTCTAGAATTTCAT^ 

A ^?T C Ty G ^ mGGTAGATGAAGTGAAATCAAAA ^GGATATTTGGAACA 

T[ A ^ A I GGGAGCAGAGAATCTGTGGAA TTATTGCTGGAAGACTGGCAT 

AAA !TI A ™? AAGAAA ^^ 

AAAA T5T G ^ AGAAAmATAAGAAm GGCTGGAGAATGTCAGAATATTA 
ATAAACAGTATATGATGGTGAAATCTGATGTTTGTATGTATAGAAAAAAT 
A I A I A J AATCTGAAGTCCACTCTA CAAAAAGTGCTGGCATGTTGGGCTAC 
TTATGTGGAAAACCTTCGCTTACTAAGGGCTTGCTTTGAGGAGAACAAGA 
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AAGAAGAAATTTAAGAGOTACCTGOCCGGGCGGGCGATCTAAAGGO 
> Scquen ce 1086 

ACTTTN1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i n 1 GAGACAGGGTCTCGCTCTATC 

ACCTAAACTGGAGTGCACTGGTGCAATCTCGGCTCACTGCAACCTTCACA 

CCCCAGGCTCAAGTGTCAATCCTCCCGCCTGAGTAGCTGGAACCACACGT 

GCGCACCACTAAACCCAGCTGTTTAATACACCATTTTTAACCCAAAACAT 

TAAGAAAAATATAGGAACAGTAAGTAGATTACATTTTGTAAACAGACAAG 

CT^CAAGTTTTCTCAAATATGAAAGTCATACTAAACTGGGAGACTGTTA 

ACTTCTI GATGGGGTTAATCTCTAATATGAAGCCACAGTCATAGCTAACT 

ACAAATTACATATACAATGCCAAAAATATTCAAAAATAACATTTTTTGCA 

CCTTAATGATTACAAATGCTAACCAGCATAAAGACACTGGAAAGTTTCAG 

AATCTCCTCATCACATACriTCAAATATCTTCCCTTTACTTCCATGAAAT 

TGAACGCGGGATTCTATGTAAGTGATGACTTGTCAAGGTTCCAGGTGTAT 

CTTAACTTAAACTAAAGAATGCCCTAACTTAGATGGGTTTTGAGCCTATA 

CAATTGGTATTGGTTGACCCTTAACCTTTACCTCTCTTAACATGGAGGAC 

GAAGAAAGCTGACCTTGGGCGCAACCACCTAAGGGCGAAATTCAACACAC 

TGGGGGGCGGTATTATTGATACCACCTGGGACCAACTTGGGGAACATGGA 
>Sequence 1087 

ACCCAGAAGGGCAGACTTCAACCCAGAAACAACTGTGAATTGTGATGGAG 
AGATGGGCTCTAGTATCTGAACAACGAAATTATACTTATAGACTACnTC 
1 1 1 iCACAGAACAAATGAGCTTTCTTGGCTTTTAACAAAATTATCATTGA 
AAACTACAAAATTAAGATCACCCATAATCCC 
>Sequence 1088 

ACATCCTTTTGCATGCTCAAGAGCCCATrCTTTTCATCATTCGGAAGCAA 

CAGCGGCAGTCCCCTGCCCAAGTTATCCCACTAGCTGATTGCTATATCAT 

TGCTGGAGTGATCTATCAGGCACCAGACTTGGGATCAGTTATAAACTCTA 

GAGTGGTAAGTGTCTTCACATTCTTTAAGCACTAAAGAAAACTTTTAATT 

AGCTACCTTGCTTCCAGTAATCAAACTAGAGCTCCTCTGCCTTGTGTAAG 

TTGCTATAAAGTATTGACTATTAGAATGTCTTGAACTTTGGTTACTGTGA 

GCCAAGTCGGTGCTCAAAGTATATTTCATAGTCTCAATTATATAGTAATT 

TAGGTTCTGAAAAATAGGTTCTGTCTTTGCATATGGAATATTTTGTGAGT 

^jn A £r nGGA ^ Gm ^ TCGACOTA TGATAAArrAAGAGTTATm 

TCTTTTTACAACCTACTGGCTTGGAAGGGAATTCAGTCAGCTTTTTGATG 

AACGTTTGTAATACTGACGATATGATTCCTTCCAAAGGGGATTTGGTGGC 

ACTTTCAAAAAA CATTGAA GAGCAAGGGTAAGTTATAACATTCCTTACCC 

TTCTATAAACAAci 1 1 1 1 1 GAATCTTTTGA AGAAGATAAACCGTGATCTC 

GTATAGTATAAAGGGGAGTGGGAATGATGTCTATAATGGGGGTCACTCTT 

CTCAACGGTGAAAATGGATGAGGATCAACATGATAGATATCTGTCCCTGA 

TGATGGTGGATACGATAGATGACGATGGTGGATGCTGGCCGGCG 
>Sequence 1089 

ACATATCCCTATCTACTATGTAAAGACAAAAAGGCAAATGAAATCATGTA 

tl^S^^^CttCAGAAAATAACTCTGTAAAATCTCAGACTGCCrGT 

TTATCATATGCTAGAGTAAACTTACATTCCriTTCTrGTTAGAGAAAAATG 

ATGGTAAAATCCATGCATTAATCAAAACTAAAAACATGAAAAGGCAAGCC 

^^^° AG ^ TACAG ^ GQCCC " GAACAACACAGA ^GAACTAC 
ATGAGTCCGTGTACC 

>Scquence 1090 

ACC^I^AGAA^GAAGCTACCAAACAGCAAATATGGAAATAGTCAGTTrTT 
ill 1 1 1 1 1 AAAGCCTCAGTAGAAG AGTGCAGAGTTACACTGTCCTGTTTG 
GGGTGCCCCXXTCCCCCTTTCGACCTAAGTGCTGACAAGGCTTGTCAGCT 

TCTGi 1 1 1 1 1 CAT ACCCATCACAT AAGTGTTGGAGCTATGTATACGATCT 
TAGTGGCTTATAG1 11111111 1 ' I ATAAATTAG AAC ACTTTTTGTTAC AT 
ATTAAAAAAT 
>Sequence 1091 

GGTACCTITGCAGTTTTCTAAGGGCrCTTAGTGCTTTTAACTAGAAAGGG 
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Gill 1 1 CGTTTGTTTGTTTGTTTTAAAAGGGTCCTTAGTGCCTCTTACTC 

CCTTCCTGTAAAATCCTGTGTAAAATGACAAAAGTGCACAATTGATCATT 
GTAAGTTCTAGT 

>Sequencc 1092 

ACGCGGGATCTAAAGTTGGGGTGGGAAGGAAGGAGAAAAGGGGATTGATT 

TTAGTGGAAGAACAAGAATGTTCTGAAATTGATTGTGATGGCTGTATAAT 

CCTGTGAATATACTAAAACATTGAGTTGTGCACTTTACATGAGTGAATTG 

TGTGGTATGTGAATTTATATCTCAATAAAGCTATTTTTAAAACGAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAGTCCC 

>Sequence 1093 

GGTACCAGGTCACCTGTATCTTGATCACCAGAGAGCACACCAGCCTGGAC 

AGCAGCACCATACGCTACAGCTTCATCTGGGTTTATGCCACGGGATGGTT 

CCTTGCCATTGAAGAACTCTTTAACCAGTTGCTGAATCTTTGGAATTCGA 

GTCGAGCCACCAACAAGAACAATTTCATCAACCCGCGTACATGCTAAGAC 

TTCACCAGTCAAAGCGAACTACTATACTCAATTGATCCAATAACTTGACC 

AACGGAACAAGTTACCCTAGGGATAACAGCGCAATCCTATTCTAGAGTCC 

>Sequence 1094 

ACATGCCAAAGACTTCGCCATAACTTTTCAAGTTAATTACACCTGCTACT 

GTTTCACTTAGTGGCACTTTGCTTAACCTGTTATACACAGAAGGGGTTGA 

GAAGACAAAACA CTGTT AACTTCATTATACCTTTGACAAAGTAATATTAT 

GTGACATGATGTGTTTTCCCCAAAATATTAGAGCTGCAGATTTAGCTGAT 

TCAATTTATGGGACAATTTGTTATGTGATCTAACAATTTGGCATATAATC 

TAGAAAGCAGCTTTATGATCAAAAATTGATTTTATATATATACATATAAA 

>Sequence 1095 

GGTAC1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 J 1 11 1 1 1 1 1 1 1 im ACTTCAAAATAACA 

TTTTT^ATATAAAAATGTAAAAATCCAGCAA^ 

TATTTTTCTGGGCTTTCACATTTGTTGATTTTTATTCGCGATCTTTTTCA 

ATACAATTTACACCCTCATCCCCATTTCCAGTCTGATTATACAAGTGCTA 

AGTGGCAGAAAGGTCTGGAATAAATACATCAAAAAGAAGAGGCAAAGCTG 

TGAAACTAAGTTGCATGCAACAGGTTCTATGAGGGTGGGGGAAGTGTCTG 
AGAAG 

>Sequence 1096 

ACAATCTGATACAAAATCTGAAAGAAAGAACAGTCTTGTAATCTTTACAT 
ACTTGTAAAAGCATTTCTCAAATTTCA^ 

TACTGTCTA ATATGCTCTCTTTAAATTTA TTA A GTATTTTAA AAATACCC 
TGGCTCTTTATCTAGTTTCAATCTAAGTATAGAAAAGCATTCTCTGTAAG 
GCTGTCTTAAAAAAAAGAAAAAAAAAAAAAAAAAAGTACC 
>Sequence 1097 

ACATCTGCAGACATACTGAGTGTCACCGTTGAAGAGAGTGGAGTGGCTTT 
TGTAAAGAAGTTCAGGTACATGTCCAGGGGCCCAGCCTCTGGGCCCAGTA 
ACTCAGCTACTCTITGTGGCITIXTITCATGG 

CGCCCATCTTTATCACCAGAATGAGGAACTCCTGGAAGTTAACTGCACCA 

TCAGTGTTGATATCCAACTCTTTGAACCAGACGTCTGCACCCTTTTTCCT 

GATATACTGAGGACACTCGGTCTCTAGCAATTTCTTCAGGTCATCCC 
>Sequence 1098 

ACTACCATTCCATACAATGGAATATTACCCGATGAAAAAATAAAGTTGAA 
CACATGCTACAACATGGATGAACTTTGCTTATAAGAA 
ATGCCAAAAGAAAAATGAGTTTTAGCTCAAA 1 !-! W'Vl A A G AGGCCTAGC 
CTGCTCAAGATATCCTGTTAAAAAAAAAAAAAAAAAAAAACTCCTTCCCA 
TATCTAAGGTGAAAATAAAAAACATTTTTAAAAGTTTAATATAAAGAATG 

AAATAATTTCAGGTCAAGTTTATTATACAGAAATTATATTAATGGGTGGG 
>Scquence 1099 

ACGCGGGGGAGGTCTCCATTCAGTAGGTGGCCCGGGATGAAGGCCGTGTT 
GGGGCTAAACCACACTCTGGAATTCTGTCAGCAAATTCCTCGCTGTGTGA 
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ACTTGAGCAAGCCATTCACCTITCTTAAGCC 

GAGCCTCACCAAGTATTCAACGAGAACATGTAAGTGAAATGCTTCACAAA 
ATGCCTGGTAAATAATAGATGCTTAGAAAATGGTAGAGAGAGAAAAGAGC 
AGTCTCTGCCCTTTAATGTACC 
>Sequence 1100 

ATAATTAAAATAAATATGATATAAAAATAAAATGTAAAAAAAAAAAAATT 

. TTATAAA TAAAAATCCAAAACATTCAACITCATTACTTCATTTTCATAAA 

mil I 1 CTTAGTAA ATCATTTATTTATAGTA ATTA ACGA ACCCCATNTA 

GAAGNGGCCGAATTTGGGGGCCCCCTTCTNAAAATAGCCATNGCCTTNCG 

AACCGGGCCCGCCAAGTGTGAATGGAATCTGCANAATCGCCCTTCGAGCG 

GCCGCCCGGCAGTACTGCAGCACATTACCGCGACTGAGGGTATAACCGTC 
AAAACCACGGGCCCG 

>Sequence 1 101 

GGTACTTGTTGGCTAGGAGCTGAGCTTATCACAACAAACAACAGCATTAC 

AGGAATTGTCTTATATGTGGTCAGTTGTAAAGCTGATAAAAATTATTCTG 

TAAATCTTGAAAACCTAAAAAATTTACGCAAGAAAAGACATCACTTGTCT 

ACTGTAACATCCAAAGGCTTTGCCCAGTATGAGCTCTTTAAGTCCTCTGC 

CrTGGATGATACAATCACAGCATCACAAACTGCGATCGCTTTGGATATIT 

CCTGGAGTCCTGTGGATGAGATTCTTCAAATCCCTCCACTCTCTTCAACT 

GCAACTCTGAATATTAAAGTGGAATCAGGAGAGCCCAGAGGTCCTTTGAA 

TCATCTCTACAGAGAACTGAAATTTCTTCTTGTTTTGGCTGATGGTTTGA 

GGACTGGTGTCACTGAATGGCTCGAGCCCCTGGAAGCAAAATCTTGCTGT 

TGAACTTGTTCAGGAATTTCTGAATGACTTAAATAAGCTGGATGGATTTG 

GTGATTCTACAAAAAAAGACACTGAGGTTGAGACCTTGAAGCATGACACT 

GCTTGCAATCCATCGTTCCGTCAAGCGTCTTTTCAAAGTTCGGGGTGATC 

TTGATATTGCTGAACAACTGTGGTGCAAAATGAGCAGTAGTGTGAATTCA 

TACCAAGACTTGGTGAAGTGGTTCACATTGATCATTCAAATCTACAACGT 

GGGGAATTCAAGCCTGGCTTCATAGGGGAAGTACAATTAACTAGTAAGCT 

CATTCTTAAGCTATTT 

>Sequence 1 102 

GGTACGCGG<^TTCCCCCATGTTTTCTTCTAGAAGTTTTACAGTTTTACG 

ATCTACATTTTTGGTCTATGACCCATTTTGGTTAAATTTTGTGTAAGGTA 

TGTTATACATGTGGAAGTTCATTTTTTTGCATGTAAATATCCAATTGTTT 

CAACACCATTGGTTGAAAAGACGGTATGTTCTCCTTTGAATGCTTCTGCG 

CCTCAATTAAAATCAGTTTACTCTATCTGCATAAGTCTACTTCTGGGCTG 

TCTACTCTCTTTCATTGATCTGTATGTCTGTCCATTNTCCAATACCACTG 

TCTTTATTACTGTAGTTTCATAGTAAACCTTGAAATCATAATTCTATAGT 

AAGTCTAAAAAAATCACACAGGTTGGAAATGCACAATTAGTATGCTAAAT 

CAGAGCAATCTTGTTGTTTCAAATGGTTTATGGGAGAAATATTAGCCAGT 

GGCTTAACATGCTCATTGATGATAACCTGAGCTTATGTGAAAATATTGTT 

TTTAAGCTTTGCCGCTATTTCAAAACCACTGGCTGGGCTTGGTTT 

AATATGACGACCATTTAGGAAATCKjCATTCATGAATGTCCTTCATCTGAA 

TATTTGGAAATTGGCCAACTTGCGGTCTAACTTGGAATTAAGTGTTTTAA 

TGGAAGAGCAGTAAGCCGGTATTGTGAAAAAAACGCATTTTATTTGGCTA 

TGTGATTTAAAAATGATCITAGATTTTTCCATrAAATGATATATGGCTAT 

GAAAATAATTTGATT 

>Sequence 1103 

GGTACTTTGTTAGCGTCTGCGTGTGTATGGAAAGTTGACAAAAAATGCjCA 

TG AAAAG ATC ATG ATT GG A f 1 1 IClllU ' A A^QETGCCCTTCTGTAAAAAA 

TAGTTTATATATTTTTAAATTAGTAGGTATGTGTGGCTT 

AACATTCCCAGCAAATTTTTGCTGCTAAGACTATCACTGTTAAAGTGAAA 

ATTACAGGGAAAAATGTGATGAATATACCGTAACTCAAAATGTGATATTT 

TCTTAAAATCACTCTTTTATGCTTTAGGAACTGGTTGGTCTCCACTTTGA 

TTATTAG TGTAAA GAGCCTGAGTATACGTGGATTTCATTGTAAAATTTAA 

CTCCTTGTCTTTTACTTGGGGCACGGGGCCCCTGGAGGGCTTCCCTACTT 

TCCCCACTATGTTAACAGGTAATTCTGATTTATGCCTTTAGTTTGACTTA 
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rACCAAAATATTAGAAGTTATGCTTTAAAATGTTAAATGTGGACTG 

AAATTTTCATCTTTTGTTTGAGAATCTATGAAGGGTATTATATACGTGGC 

CTAAAGGCAGGTGTGGATTTTGTTATTCTGAAATTGGTTTGCATCTGGAC 

AAA TACT AAATATCCCGTGGCCCTTTTTTTTTTATTTTTAAACCCGGGTA 

TCCTTCCATCCTTTGGCCATTCCTAGTAGGCAAAAAATTTGTAAGCCCAC 

TTCATTTTCCAATTACAGACTGAAAAATTTGGCCCGTTTTTAAGAAGTTT 
TAATTTT 

>Sequence 1 104 

CACTATAGGGGCTCGAGCGGCCGACCGGGCAGGTACTTGCAATGGTTTGA 

CATTAAGAGAGAGACTATACATTCACAGAGGTTGGGAGCTTCTGTCTAGC 

CTGTTGTCCAAAACTGCTTATAAAATTTAGCAACTAATTATCACTTTTGA 

CAACTATTTTAATTCTAGAAAATAGGTTTATAAAGATTTTCTTAAAGTGT 

TATCTATCCTTCCAATGACTTATTATAAATTTTAGAATGTATTTCTATAG 

GGTGGAAAAATCTCCTTTAGTCAGAATTGAACAGTTTTCATGAAGAACAT 

GTTACACCATGTAGAAACATGGGTACC 

>Sequence 1105 

GG NACI 1 1 I 1 1 1 1 1 J 1 11 ITA1 1 1 1 1 1 1 1 1 1 1 1 1 ATGGCAATATTTATAT 

TTATTTTTGCAATTCCTTGGATAAAAACCATTTGAACAATGTTTGGTAAG 

GTGTTATTCTCATAAAAACTTCTTTCAAAATGAAGGTTTTTCTATTTTCC 

ACAAAAGTTAAAATTACATGCTGAAACAAAGTTAATGACTTAGGTAACAC 

AATACAATGTCAGAAAACTGGTATAGTAAGACCAGCTAATGAACTACGTT 

TTTTAACTAAACAAT TACA CAGAACTAGAAAACTTGACTTAGTAGTAAAA 

TATATAAATCTACAATTTTAAATATAAATTTGGTCCATGGAGACACTAGG 

GCAGTATTTACAAATAGTAACAAGATTATTTCTAACTTTAGGGGGAATAA 

CTGCACTTGTAAAAATGGATGAAATATTATATGGAGAGAGTGTTTTATTT 

TACCGGCCTTCTGTTTTTAAAAGTTATATTTTTTATGCAAAACCTGATAT 

ATTGGCTACAAATACAGCTTATAAAATTATTACCACTACATAACCAAACA 

TTTTTCTGGTGTTTGGGAAATTCCTTAACCTTCTCATATAATGTGAAATT 

TG ZIIIS mAAA ^ ACA ^ ACAGCGA AAAAAAATACCCTCACATTCCCA 

TATTTTTAGACGATACTTGTAAATATTATAATCCTGTTTTAATTTCACCA 

CATCATTTAGTTATATTTCACAGTTTTTTGCAAAGAGGGCACAACATTGG 

TCATGATATTAATACTTGCGGCGCGAATCCTATGATTAGAGAGGTTACTT 

GTCAGTGATGTAAAATAACT 

> Sequence 1106 

CCCTTAGCGTGGTCGTTTGTTGAGGTACAAACCTGCATGGTGTTTATGCA 

CACAGAGAT TTGAGA ACCATTGTTCTGAATGCTGCTTCCATTTGACAAAG 

TGCGTGATAATTTTTGAAAAGAGAAGCAAACAATGGCG I 1 1C1 111A TGT 

TCAGCTTATAATGAAATCTGTTTGTTGACTTATTAGGACTTTGAATTATT 

TCTTTATTAACCCTCTGAGTTTTTGGATGTATTATTATTAAAGAAAAATG 

CAATC^CGATTTTAAACATGTAAAATCAAATTTTGGATAACTTTAGATGA 

CTrCAGTGAAATTTTCACGTAGTCTCAGTAATAGAATGTnTGCCACTTA 

GAATAGCATTTGGCACTTAGTAATTTAAAAAATAATTGGCGGAGAATTTA 

ATGGCAGTTTTGGTCACTTGTTATCTAATGACAAATTATAAAGCCTTAAA 

AGGGGTTGGACCACATTTA TTTTG AACATAGGTTTGCACACATTTAAGAG 

ATACATGTAGCCAAAATGACTTTATACCACCGATGGTTTTTTGGAATTTG 

TAAAAATAATACATTTATATGTGTAAATTGATTTAGAAATACGCCACATG 

TTTTGTTTCGCGCTTCACACGACTCGCTTCAAAACGACGGGTCCTGGCCG 

GGCCGGCCGCTTT AAAGGGGTAAATACTATGCACATGGGGAGACGGTTCT 

TGGAGATCCCGGTCITTGCGTCATACTi^jGJGCACAAGTAGGGCGATACG 

GGATTCATAGGGCAAAATGATACTCGTCTCCACGCTCCCCACCCTTACCT 
CCTGT 

> Sequence 1 107 

CCCnTTCGAGCGGTCGTCCGGGCATGTCTGTGAGATGTTACCACTAGTAT 
TTGGAAAAAGAATAAAAATGTGGCCGGGCGTGGTGACACATGCCTGTAAT 
^^ AOTGGGAGGCCAAGGCAGGAG AATCGCTTGAACCTGGGAGGCG 
GAGGTTGCAGTGAGCCAAGATTGCAGCATTGCACTCCAGCCTGGGCAACA 
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GAGTGAACTCTGTTCAGG GTTAAAAAAA AAAAAAAAAAA AAA A GTACTTT 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 nGGTCATTAGTTATTAATTTTACACAGTTAA 

CACTCAAAAATGAATGATATTTAATCATTGTCACTTACTGAGAAGCAAGA 

ACAATGAGTGAG CCCAAAG GAGTCTACTACCATACCTATTAAGTCTAGGG 

AAGGGTITAAGTATTITTTACATACTTrrCTTCTGTCATTGGAAAAACAC 

CCCCCCATCTGAAATGGACAGAAGAAAATTTTCCCAGGTGTTTTACTCTC 

ATCAGAACAGCTTGGGGGCAGTGACCTTCACACTGTTAGCTTGCCCCCAT 

ACTGCTTGAAGGGCACCAGTTAAGAGCTGGTAAAGGGAGTCTCTTTAAAA 

ATACAATTGTGGGAGATCCCACTTCCAAAAGGTATGGACCAATGCTTTTT 

TCCAACAGCAATGAATGGTGGGGCTGAAAACCAAACTTTACAGGCCCTGG 

CTTAGGCCTGGGGAGGGGAGAACCAGAGCATGATTATTGGGAGTTTGGAA 

AGAAATTTTGCeTAAACCCGGGCGAAATGA 

>Sequence 1 108 

CCCTTTCGAGCGGTTCGTTTGGCATGTATAATGAAATGTCTTTTAAAAAA 

AGTTTGTTGTAATTGTGTATGTAATTCTGACAGTAATTCAAAACACAAAA 

TCACACATTTTCCCTAACTTCCCATGTTCTGGATCTGGGGACTGCAATAT 

TACAGAAATATGCAAAAATAAGTTTAGTGCTCAGAGATAAATAATTTTTC 

TTATTTCAATGCATCAATGCGCAAAAATTTCAATTCAAAAAAGCCAACCA 

CTGCTATATGCAAATAAATAAAACATTTGACAACACTnTATAATCAAAC 

CCAACATTATACAAAAAATGTGTGGCACGTGCACATACATGTGCATATGT 

GTATGCAATGCCTATTTTAGAAAAAAGGTGTCTTGATGAAAATGATTTTG 

AAAATAGTCACTGACACACATTATATACAAAACCTTTTATATAAAAAATT 

AAACTATTTTCAATGAAATTCCATGTTCACACTCTATTCTGAGAATTGCA 

AACTGAATCATAAATAGGTCTACTAACGAAATCATGGTTAAGGCAGTATT 

TmACAAGGGTTTTCTTTTATATCACATATGTCACTAAATACTACTGCA 

GTCAAATATACAGATGCAATCTGACATGCCTTATCGTTATTACCTGAACT 

TTTTTCACTGTATAAAGGGAGAAATACATTTTTTACAAAAAAATTTTATT 

TATAAAAATACTGGTATCATnTCCAAAAAAGCATrACTTAAACAlTAAA 

GGTTAAACGTCATCTTATGATGTAAAACG 

>Sequence 1109 

GGTACATTTTGGGCCTTTAATCCCATCTAAACAATTTGCTGTTAACGAAA 

CTCAAAAACAGAAATACCTATATTTTCTCGCTAAATCCAATTGTTACCTA 

TGATGAGTAAAGACACTAGATCTGCAGGTCCTAGTACAATCTATACATAA 

AAGGCCTTCAGATTTGAGCCACAAAAAAAAAAGGGCAAAAAAAGAAAAAA 

AAGAAAAAAAAACCTTCTACACATTTCCITCTTTTATCTGCAATATGAGA 

AGGAATCCTTTCTAACTCTAATAACATATTAACAAGAATTAAGAACACGA 

TTGTCGGGGAACTCAGATGTTGGCAAAGCTTANAAATAAAAAAACAAGGG 

CTGGGTGCAGTGGCTCAGGCCTATAATCCCAACACnTGTGAGGCCGAGG 

CAGGAGGATTGCTTAAGCCCAGGAGTTTGGGATCAGACTGGACAACAAAG 

TGAGACCCCTATCCCTATCTCTCCAAAAATTnTAAAAATAGCTGGGCAC 

AGTGGTGTGTGCCTGTAGCCCCAGCTACTTAGGAGGCTAAAATGGGAGGA 

TSS^ GAGTCC ^ GAAmGAGAAT ^ CGTGA GCTATGATCAAACTTCA 

ATTCAGCCCGGGGTGAACGAAGCCAGGGGTTTTTAAAAAAAAAAAAAAGG 

GAAAAANNAAAAAAGGGGGAGGTTCCCCTTGGGCCCCCGGGGGCrnr.r.nr, 

GCCCGGGGi 1 1 1 1 1 CGGAAAAG AGGGGGGGCCGCGG AAAAATTTTTTTCC 

TCCCCACAGGCGCCC 

>SequencelllO 

GGTACTGGGATTACAGGCGTGAGCCACCGCACCCAGCCAAAACTGAATGC 

TmAAGAGCACCCAAGTCAACIXrniiAGTGCTTTGCrGCTTAG 

ATTCCACCAGATACCCTAAATCATCTCTCTCAAGTTCGAAGTTCCACAGA 

TCTCTAGAGCAGGGGCAGAATGCTCCCAGTCTCTTTGCTAAAGCATAGCA 

AAAATCACCTTTGCTGCTCCAGTTCCCAATAAGTTCCTCATCTCTGTTGG 

AGACCACCTCAACCTGGACTTCATTGTCCATATCAAGATCGGCATTTTGG 

I C J^ G £ CATOAGCAAGTC ^ AGG AAGTTGCAAACTITCCCA 

CCTGTCTTCrrCTGCACCCTCCAAACTATTTCAACCTCTCCCTGTTACCT 

AGTTCCAAAGTTACTCCCACATTNTCAGGTATGTTTACAGCAGCAACCCG 
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CTCTACCGGT 
>Scqu cncc 1111 

GGTAc Mini ATGTTTTAATTTTTTGTAG AG AATGGCTCTTGCTATGTT 

GCCCAGGCTGGTCTTGAACTCCTGGACTCAGGTGAAGTGATCTGGCCACC 

TCAGCCTCCCAAAGTGCTAGAATTACAGGCGTCAGCCACCACTCCCAGCC 

TGTAGCCTAl i 1 1 1 ATAAATGAAGTTTTATTGG AACATAGCCATGCCTGG 

TCATTTACATACGTCTATGGCTTCGTATGCAATATAGCAACAGAATATAT 

TAAACATTTACTACCTGGCCCTTTGCAGAAAATGTTTGACAGCTCCTGCT 

GTATAAACATAAAATCTGCCAAAAAATGCTGATATTACCCCACATGGAGA 

AACACTGAACCCCTCTT CAGA AATCAGATGCCAATTTAAATATTACTATC 

AGAGA AATACACTCTGA1 1 1 iTTI TlCCTATTCCCnTTCTTTTATTTTCT 

TTTTTGAGACAAGGTCTTGCTCCGTTGCCCAAGCTGGAATATGATGGTGC 

CATCATAGCTCACTATAACCTCCGAATCCTGGGCTCAAGTGATCCTCTTG 

CCTCAACCTNCTGAGTAGCTTGGACTATGGGCGTGTGCCGCCGACCCTGG 

CTAA I i l l IGGGATTTTTAAAAAAAAAAACGGGGGGTTTTCCCCACCGTT 

TTGGGTCCAAAAACTTGTGGTCCTTTGGAAAAACCTTCTTTTGTGAAACC 

CCTTTCCGGTGGGAAATACCCTTGGGGGGCCCCCCAAACCCCCTTTTTTT 
>Sequencc 1112 

CCGCCGCTCGAAAGCCCTATACTTAGCGTTTTTAACTTATAT>TTCTGTGC 
TTNNWNWCTN^ 

TACGCGCATGTGTGTTCTCAATTCCCCTTACGGCCCCGGCAGACCTTGGC 

TTGACTGTGGTCTANAGCACAAGAATATGCTAGGCTGCACTCTGCTAATC 

AGATGTGTGAATGGTCCTGTGGNGTGTATTGAATGGGAAGCTTTTGCCCG 

GNGAACCAAAGCTCTCATGGATGATGTGGTGAAAGCCACTTCTAGGGGCT 

GATCACCATCATAGGTGGTGGAGACACTGCCA 

>Sequence 1113 

GGTACTTTTTTC 1 ITTTTTCTTTTTTTTTI 1 1 1 G AGACAGAGTCTCTCTC 

TGTCACTCAGGCTGGAGTGCAGTGGCATGATCTCAGCTCACTGCAACCTC 

CACCTCCTGGGTTCAAGCAATTCTCCTGCCTCAGCCTCCTGAGTAGCTGG 

GATTACAGGCAGGCACCACCACACCCGGCTAATTTTGTATTTTTAGTAGA 

AACGGGGTTTCTCCATGTTGGTCAGTCTGGTTTCGAACTCCCAGCGTCAG 

GTCATCTGCCTGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGC 

CACCGCGCCCAGCCACTTCTGTATTTTTAAAAAAGTGGTAAGATTTGAGT 

ATTATACTGGGATAGAACTGAAGTTGGGGGCTTAATTTGATCTATCAGCT 

TATTGAAAACAAGGACCTTTTAAGAAATGGTTTTGTTAGGTTGGAAAAGT 

GAGTTTTAATTCGTCATTTAATTAGCCAGGATGTTGA 1 1 11111 1 GGTGA 

AATGTACCTGCCCCGGCGGCCGGTCGAAAGGG 

>Sequence 1114 

GGTACCACATTGACCCAAGGACCTCTAGCTGTGTTTGGTGAGGCAGGTCT 

TTGTCAATTTAAGTAATCCTGTCAGATGGTGTACCAATCTTGTAACTCAC 

GACAAAGCACTGTTGCTGAGATACTGTGATTTATTTTCCT 

mi 1 1 1 ATATATATACGTTCCATTTTCAGACAGGTGGTGCTTTGAGTTG 

AATTTGCAAGTTCAGTGAAACATGGATCTCnTTTTTATTTAACTCCCTTT 

TCTTCTCCTAAGGTGCITAATTTCCATGCTTGACATCGT 

> Sequence 1115 

TGTACAGAAGGGTTTCACCATGTTCACCACACTGGTCTCAAACTCCTGGT 

CTCAAGTGATCCATCTGCCTCAGCCTCCCAAAGCACTAGGATTACAGACT 

TGAGCC^CCGCACCCrGTCCTATCACTTTATATm 

GCKSTGTGTTGGTGCCTGNGGTCBC^^ 

ATCTCTGGTAATGTCTTTA 

>Sequence 1116 

TGTACCATCCCATGGACACAAGTTTCCAGGCAGCAGCCTCCAAGAATTTT 

GTTAGAGATGTCCCATCACTTATGGCCCTACACTGTTTACATCTGGACTC 

TGGATTGCAAGTGTAAGGAAGAAAGTGAAAATGAAAGAGAAAGTGGAACA 

AATATTGGCAACAGAGCCCCCAGAGGACAGTTGTCCCTTTTCCAACAAGT 

TAAGTGGAAAATGCTGTTGCCATGGGAGT 
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> Sequence 1117 

AAAAAAACAAATATTTTTTAAAGCGTGAAAAAAAAAAAAAGAAGGGGGGG 

GAAATCTAAACTTGGGAAAAAAGGGGGCCTTAAAAAAAAAAAAAAAAAAA 

TTTTAAAAACAAAAAAAAAAAGAGCGCCTTITTAAAAAAAAAAAAAAAAA 

GCCCCCCGGGGGCGCGCCAAAAAACCCCTTTTTTAAAAAGGGTTTAAAAA 

AACACCCCCCTCCCCAAATTTAAAAAGGGGGCCCGGGAAAAAAAAAAGGA 

AAAGGGGGTGGCAAAAAAAAAAATCCCCCCCCCCAATTAAAAAACACAAA 

TTGGGGGGAAAAAAAAAAAACGGGGTTAAAAAAAAAAAGGGGGAAANTTC 

CAAAAGTAAAGAGGGGAAAAAAAAGGGTGTTTTTGGGGGAAAAAAAAAAA 

AAGAGGCCCCCCAAAAAATTTGTAAAAACAAAAAGGGCAACTTCAAGGGG 

GTGAAAAAAA AAAAAAA AAAATTCCCCCCCCAAAAAAAAAAAAAAAAAAG 

GGGGGGGAAAi in n 1 CTTATTTGGAAGAAAGAAAAAAAAAAAGGGGGG 

GGG CCCCCCGGGAGT TTTTTTAAAAAAAAAAAAAAATTGGGGGGGGGGGG 

GGG1 1 1 1 1 1 1 1 1 1 i l TCCCCCCCCCCCCCCCCCCAACAATAAAAAGAGAG 

>Sequence 1118 

TGTAC 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 riTTTAAAGAAAAAGTTGGCCCAG 

CCCCAGGGAATAAATTTTGACTGCTCTAAACAACCACAGACCAAGGGCCA 

AATCTGGCCCTCTGACTGTATAAATTAAGTTTTACTGGAATAAAACCAGG 

TCCATTGATTTATCCATTGTCTACATACGCTTTTAGGCTACGATGGCACC 

ACTGTGTCACTACAAAAGAGGTTATCTAGACAAAAAGCCTAAAATATTAC 

CGTTTGCCTCTTTATGGAAAAAGTTTGCCATTCCCTAGTCTAAGGTTTAG 

ATTCTGAGCTTATCATGTTATCCTACCCCCCCCCGCGT 

>Sequence 1119 

ACAATATGGAAAGGTAAGATCCATACCCAAAGTTAGGTAACTGTTTGAGT 

TGTCCCATGTAAATAGTTTAAACACTTGTAGAAGTATTAGAAGAGATCCT 

TAGGGAATGATGCAAGTGGCATTTGAGCTATTCATTTAGAGAANAGTTTA 

GAAACATGCAGTCTANNAGGAAGAGATAGAGGCAATAGGAAAAAATATAC 

TTAAGATTAACAGCTGTTTATCCCCGACTTGCTTAACTTCNGATGTNGTG 

TCAGAAAAGCAACAGTATGGGCTAGAACAAAGTGGGAATGGCGTTTTAAG 

AAGTAGGAAAAGGGCAAGTCTAAAGAATTTTGAACTTNAGATACTAAACT 

TGTGTTGCNAGTGATTAATCATAAGCTTATTCTTCATGAAAAGTATATAT 

TTCTTTCACACTACNCTAAGACAGTATTATACATTTTGCTTTTTTATCTG 

AGGGATTGAAAAAACAAAATTATTATTTTTTGCCTTTTTAANTCCTTAGA 

ANTGAAACTAGAACTCTATA7TTAGGGAGTTAGCAAAAAAAAAAAAAAAT 

ACCTTGGTCGGCACCAACCTTGGGGAGAATTACTTCCCACTTGGCTGGCG 

GGTC1 1 1 1 1 1 G ATGC AACCCTGGGTCCC AAACCATTGGGTGGGAAGCAAA 

GGGGTCGGTTAAACTTGGCTTTCCTTGGGCTGGAAAAAAAAAAAATTTTT 

TCCCCGTTTCCCGGCCTTTATTTTTTATTTTTTCCCCCACCAAAAAA^ 

TTTTTCCTTTTAAAACCCCCCCCGGGTGGGAAACAGAGGGGGT 
>Sequence 1 120 

GGTACACACATCTTTTTGAGATCCTACCTTCAGTrCTTTTGAGTATATAG 

CCAGAAGTGGTATTACTAAATCTTACGATATTTCTATTTTTAATTTATTG 

AGGAACCACTGTAGTTTTTCATAGCAGCTGCACCATTTTACGTTCTCACC 

AAGA GT GCACAAGG GTTCCGAGGTTCCCACATCCTCCCCAACACTTGTTA 

1 1 1 I CTGci 1 1 in I AGATTGCAGCCATCATAGTGGGTGTG AGGTG ACAT 

TTGATTGTGGTTTTGAriTGCATTTCCCTAATGAGGAGTGATGCTGAGCA 

TCTTTTCATATGCTTACTGGTCATTTGTATGTTCTCTTTGGAAAAATGTC 

TATTCAAGTCCTrrGACTATTTTAAAAATTGGGTTATTAGAGTTATCGTT 

GGTGGTGACTTGTAGGAGTITCrTTCTATATTCrGGATATTAATCCCCTA 

TTAG ATATATGATTTGCAAA?.VTCTTCTCTTATTCCTAAGriTTA rTTTTT 

CCTTTTGGTGAATGGGGTCTCTGATGGATAGAAGTTTTTAGGTTTGAAAT 

AAGCTAAATTATCTGGTTTTACnTTGGGGGCTGGGCTTTTGGGGCCATA 

TTCAAGAAATCCTTGCCACAACCACGTAATAAGGTACCTGCCCGGCCGGC 

GCTTCAAAGGCGAATTCAAGACACTTGCGGCCCGTTTTTTTGAATCCAGC 

TCGGTCCAAACATGGCGATATAATGGGATAACATGGTACAGTGTTAAATC 
>Sequence 1121 
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CCCTTAGCGTGGTCGCTTTCCAGGTA <J 1 1 INI 1 11 1 IT 11111 rTTTTTA 

tatttagtagagacggggtttcaccgtggtagccaggatggtcttgatct 
cctx3acctcgtgatccacccaot^ 

GGCGTGAGCCACCGTGCCGGGCTGAAAAATAACCCTTTAGATATCTACAG 

CTTTAAACTGTGTGCAGTCATGAAAAGCAGACATTAGAAGTCATTGGCAT 

TTAATAAATTGCAGTAAAATTATACAGTAAATACATTACAATCATTAATA 

ATAGGCTTTAATGAGAAGAATTTAATAAATAATCATTAAAAAGACAGCAG 

AATTTTATTCTGTTCTCAATATGTTGCTGCTCTTCTTATCAAATACTATA 

ATAAAACTATATGACTATTATATAGATTTCAGGAGCTAAAAAAAGCCTTA 

TATTTTCAAATTAAAGAACA ATATT AATTTTGCAAAATACAATGAGCATT 

ACTGAAGTATAAAGGTAATATTTTGGATTAAAATATATGGTCATTTAGAT 

ACCGGCCTTAAAAGAATAGAAATCTTAATGATTTCTTTCTGGCTACAGTG 

A 2S23^ AAATACC ^^ 

Am ill A AC AACTTC ATA ATGTG A A ATTG AGCCATTTATTTAG A ACTTT 

GAATTTGAAATAACTGCTGGCATTCTTTTGGAAAGGGACCTTTAGGGAGT 

TCCTTATCCGACACGGAT 

>Sequence 1122 

CCCTTCGGTTTTCCGGGCAGGTACGCGGGGGCGGCTCGTTCAAGATGGCG 

GAGCTCGACCAGTTGCCTGACGAGAGCTCTTCAGCAAAAGCCCTTGTCAG 

TTTAAAAGAAGGAAGCTTATCTAACACGTGGAATGAAAAGTACC 
>Sequence 1123 

ACCTTTTATCCCTCAAAGGACCCTTCTTGGGTTTTGAATGGAAGCCTTTA 

TTCCGGTTAAGATGTTTTCTTCTATTTTGCCACTTCCATCTTTTTTTGTG 

GCCCTCGATCCTATTTTTCCCTGACTCCATGCTTGGTTGGCCCTTATAAA 

ACTTGTGCCCAAAAGATTGTGGATTAGACTTTCCGAGGACTTACCTGTCC 

TAGGGGAGTAGGCAAGCACTTCCACTAGGGAGGGGGTGGGGGAAAGGAAT 

GACACATGACATACATGGCATACACATTAAGCAGTTGATCATATGTCTGA 

CTGGGTTCCAGTTTCITGGGAATGTTGGTCCCCTTGTTCAGGCTTGCATA 

TTTTAAACTAAAAATTTCAGTCTATTGTTTTTAGTAACTTCATTTATAGT 

CCTCCATAACAAGTTAGAAGGATGTATCTGCTACCATTTATTCCTATAAT 

TTTAAAAAGTTGGGGCTTGACATTATACTCATTTAGTGAGAGTAGATGCA 

AAAAAGTGGAGGGGCAGGAGAACTTTTTCAGACACCTCAGATAAAGTCCG 

GAGCCCAAGCTTTATCTTAACCATGTATGGTACCTCGGCCGCGAACCCCC 
TAAGGG 

>Sequence 1124 

CCCTTTCGATCGGCCGCCCGGGCAGGACGCGGGTAGGGCAACTTGGATGT 

ATGCTTAGGGTTCGCAAAAAGTAAACAAAAATACAAGGGAAAAAAATTAT 

TGACAATGAACTGCrTTGGTAGTGATTTGTGATTTTGTTTTTTCTTGATT 

AGTAACCAACAGCACAGCCACCAAGAAA 

>Scquencc 1125 

GGTACAGAAAAAGACAC ATTTA GATAAACTGAAGCAGATTAAAGTGACTT 

TATAAGACAACATCTTTGTTTTTATGTTTAATTTCAAGTATGGTTAAGCA 

CTAATTTAATTCAGTGCTTTCTGCTTATTCTGTTTCTAGTAACT 

GAAACAAGTGTAGTCAGTAGCCAACATACATCCATGTCAGCCTATATATG 

ACTTACTAGGAGGGCTTAGTTTTITAAAAGAGATGAAAAATAAAGAGAAG 

GTCTAGTATTITCCTCCCACArrCCAACAGATCATlT^ 

TGGGTGAGCACATTCCATGTTGTAGACCATTGATCATAGTAGTCAGAGCA 
TGGAGCTCTGGAGTTCAGAANAATAATTTTATTATTGCTGGTATGACAAA 
AATAATTACCATGAAAAAAAAAAAAAAAAAAAGT 
>Sequence 1 126 ■ 

ACnTTACTGTTCTTITAAACCrGGAGAAGCCTCTAT 

GAAGCAACAAATGAAATGATGTATAAAGCATCAAGTCAAAGATACAGAGA 

ACTGGACACATCCACTAATTGTTATGACAATCAAAGAAGTCATCTCCGTA 

AATACCTAAGGGTTGTCTAAGGCTATAAAGGTCAATTTGAAAGCCAGTTA 

GGGATCCACCGTGTTTCATAAAAGTGTCTTACACTCATGTTTGGCTTTCA 

AGAAGTGATATGCCTACTAAAGCTGTTATTTTGAGACTATCCCGCGTACC 
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>Sequence 1 127 

CCCTTTCG AGCGGCCGTTCGGGCAGGTA C 1 rTNTTTTTTTTTTTTTnTI 

I I i"IXK}CCTCCAATTCCATTTTAATTTTGTTTCTTTGTTTGTCrrTTCCTC 

AAATATACAGTCCATCACCTTGGCTCAGTGCATGTCACXrAAAAATTCTCC 

AGGGATTTCATAGTCTCGGTGGTGTGGCTGGCCCAGGACTATCCATGCAG 

GGAGGCCTGCACCTCTGACAGTCGGCTGCAGCTGGGGGTGCCCATCTTTT 

GTGCTCTGTGGTACTCCTACACACATAAATTCAGGAAATGACTAGATGAG 

CCTGAGTGGCTTTATCATTATTGTGCAAATACAGTTTCTATACCCACAAA 

CCCAAATTAAATTATTATAGGGACTAATGGCTGTCAGGTGGGTGTGGGAG 

GAAAAAATTCACAAGCTTGTGTACCAATTACCTTTACCATGAATTTTATG 

TACCCTrGCGCGCTACCACACTTAGGGCTATTTTCTGTCACACTGCGGGT 

CCGTATCTTAGGGAATCCCACTTGGGTCCCACATCATGGATGACACCTGG 

TAATTAACTGGTTCCCTCTCATAAATAAAATTCCGTTGTACATTCAACAC 

AAAATTACGTACCGTACTGCAAAATATTATATTCTTCGGCGTGCCACTCA 

GATGATCTTACACACATCTATTTGCTACGCCTTATTGTTTCTTTACAATT 

ATACAACTTATTCGGATAACTTCTCTAAACTAACTTTACACCCCTGCGTT 

AGGGCGCTTATCTATTCTCCATCATTCTCAACCGTTT 

>Sequence 1 128 

CCCTTTCTTTTTGCCGCCCGGGCAGGTACTATCGATTGGGTCGGGGGTGA 

TCTATTATCATTGAGTAGGGAAACTTACTAGGTTAAATAGAGAGTATATA 

GAATGTATTTGGTTATAGATATGTGAAGGAAAAGGCATAATTATATGGTC 

ATCCATGCTGGGGAATATTTTGTAGGTATGTTTTGTTGAGAGAAATCGAT 

CATATTGGATCAATAGAATTAGACAAATATCTTGAGCATCAAGAGACCTG 

GAAACATGGGAATGATAAAGAGAGAAAAACTGCAGTTTCGACGTTCTTGA 

GGCCACAAGAGAGATGGAGGAATGAGGGTCGTGTATAGGAAAGAGAAATA 

AGAAATTGTGTGGGAGAGAAAGATGGTTTATTGTGATGGTCAAAATACCG 

AGCATGGGAGAGCCAATGGACAACATTTGAAAAATGAATCAAATTGATAA 

AGTACCTTCGGGCCGCACCACCCTTAGGGCCAAT 

>Sequence 1 129 

ACAGTGGCGCAATCTTGGCTAGTGTAATTCAGTCTTTTGAATAAATGGAA 
AAAA I AAA I3? TATG ™ TT ^^ 

AAGGi 1 1 1 1 1 TATAGCCCTCAAAACTGATTTTTAAATGGAGGTAGGCAAC 
i2^^ AATAAGCAm ^ A " AGTTTTCACC CCAAAGCCCCCCAAAATT 
TTGCTTACAAAATTAGGGTACC 
> Sequen ce 1 130 

AC TTTNI 1 1 1 1 1 1 1 1 1 TH TATTTTTCCTTTTTTATTA 1 1 1111 II ITTT 

TTAi 1 1 1 1 1 1 lAI 1 1 1'rri'NNNAANNTTTTA l 1 1 II H I A TNNNTAT AAA 

AAATTATATACNAGGGGGGATAAAAAAAATAATAAAAGGGGGGGTGGAAA 

AAATAAAAAAAAAAAAGGGGGGCCAATATAGCGGATTGGGGAGAGGGAAA 

AAAAAAAAAAAGGGGGGTTTGAAAAACAAAAAAAGGGGGGCCGGAAAAAA 

AAAAAAGAAGATGGGATTGTAAAAAAAAAAGGGGAAAAAAGAAAATAATT 

GGTTTAACACAAAAAAAGAATAAAAAAAACGGTTGGGAGGGTTAGGGGGG 

AAAAAAAGTGAGGGGGGGAAAAAATGGAGAAAATGGGGGGGGGGGAAATA 

T^22^ aaaaaggtg ^ aaaaaaaggtgg ^^ggaaaaaagck:gaaa 

AGATTGTACTAGGAGGAAAAAAAAGTTATTACGGCGAACATATAAACAAA 

AAAAATAGGGGGGGGGAAAATAAAAAAGAGGAAACCGGGGGGGGGGAAAA 

GAGGGGGGACACTCCCAAATATATGGTGGGGGGGGAAAATGGGGGGGAAT 

AAAAAAAAAGAAAAAAAGTGGGCACATGTGAGAAAAAAAAAAAAAACATA 

CAGGCGGAGGGAAAGAGGAGTTAGATAAAGAGGAGGTATATTAAATGTTT 

AAAAAAAAAAAAAAACAGGAAAAAAGATTGGAAAGGGGGAGGGGAGTATG 

AGTAAAAAGAGGAGGGGAGAAAGGGAGATATAAAAAAAGGGTGAGAACCG 

AAAAAAAAAAGGGGGAAAAAAAGAGGGAGAAAGAGGGGAATAAAT 
>Sequence 1131 

ACCCAGAGGGAGAGGCTAGCAGTATTTTTAAATTGGTTTCTAAATTTTTT 
A Z A ?£II G i TGGTAGATAACACAmGOTCA ' n ' G AAGTAATCTGAAAAA 
CCAATCCTCAAAAGACCTCTCAATTAGAATrCTTAAATGACAATGTTTTC 
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TTTATCATATA TTTGA GAGATTGATTTAAAGAAAAATAATGCTTGACTAT 
CTGAAATAATATTTTAACCCTATCATAAAATCTCTGCCTGGTAGAACAGC 
^ AC Z G J GGAAGGGTAA AATGCAGAGAACCAGTCATTGGAT^ 

^CTTTGTTACTGAAATCTTGAACCTGTAGAACATTACTTATCACTGTG 

^ c '!ZI c J aa I gggaaaa ta^ 

aagtttttagctttaaaaaaaaaaaccctgtgccttacacaatgtgtata 

TTGAGTTGATACTGATTATGATAATTAGATGGTATTATACAATCATTCAT 

TCAGCAAACATrCACTTACTGAGCACCTACTAATGTCCAAGTACCTTCGG 

NCGCGACACGCTTAGGG 

>Sequence 1 132 

ACATCACATGGTGAAAGCAGGAGCAAGAGGGATAGAGGTGCCATACACTT 

TTAAACAATCCGATCTCACAAGAGCTCACTCACTATTGCAAAGATAACTC 

CAAGCCGTGAGTGATTGGCTCCCATGACCTGAACACCTCCCACCAGGTCC 

TACCTTCAGCATTGGGGGTGACAAAGCAACATGAGATTTGGGCAGGGATA 

AATATCCAAATTATATCATTCTGCTCCTGGCCTCTCCCAAATCTCATGTC 

TTCTCACATTGCAAAATATAATTATGCCTTCCTAACAGTCCCCAAAAGTC 

TTAACTCATTCCGACTNTAACTCANAAATTCAAAGTTGGCCAGATGCAGT 

GGCTCACACCTATAATCCCAGCATTTTGGAAGGCCAAGGTGGGTGGATTT 

CTTGAGCCCAGGAGTTTGAGACCAGCCTGGGTAATGTGGCAAAACTGCAT 

CTCCACANNNNNAAAANNNAAAAAAAAAAAGTACCTTGGGCGCGAACACG 
CTAAGGG 

>Sequence 1133 

GGTACTGAAACTACAGGTGTGAGCCACCATGCCTGGCTTAAACATTTGTT 

TTTAATTAGCCAGGCTTGGTGGCCACATCTGTAGTCCCACCTACTCAGGA 

AGCTGAGGTGAGAGGATCACTTGAGCCCAGAAGTTCAAAGGGGCAGTGAT 

CACTCCATTGCACTCCAGCCTGNGTAACAGAGTGAGACCCTGTCTCGCCA 

AAAAGAAAGAGGTTAAGGAGGAGAAGACTCTAGACCAAAAGAAGTAACTG 

ATATTATTGAAAATATTTGATAGCAATCGCAATTATTTGGATAACTATTT 

TCACATATGTAAGCAAACCAAATAGGGTCTCAAAAGnTCAGACCAAATG 

ATTCATGTTCTCTACTTCAACCTTAAAAAAAAGTTAAAGAATTCTACAAT 

TACAAAAAGAACAGTTATTCTATAGTTACAAAAAGACTTGAAAACTTTCA 

CCTGAATGCATCTCTTTGTTACAAAACCATTAAAGGAGGTAGGGGGGAAC 

TTCATGATTCATCAATGCTGCCTGCTTTTTTAACCCAGGAAATCCTTTAC 

ACCCc 1 1 CT1 GCTCTGGCCAGCAAG AACCTGAGGTGTACCTGCCCGGCCG 

CCCGTCA 

>Sequence 1134 

ACTTTN1 1 1 1 1 J 1 1 1 1 11 T H GTTTAGG AGCCTCTGGTTACGTTTTCTTG 

TATATTTACTTTCTCATCCTTTCTCTTTTCTTACGCTTCCATCTTTGACA 

TCCTTATCTATTCTAGTGCCAACCCCrCTCTTTAAAAAGTCNAGTAGTGT 

NNAATATAGTTGGCTC^ITTTTTATTTANNAAAAATTTTAAAGATTGGGAT 

AmGCTTrACTTTATCATGTTACCGAGGGGCTTTATTrATANTNNGTGT 

ATTACANNAATATATTTGTTAACCTACCCTAGCAAATATTTNTATGGGTA 

ATAACTTTCGCCTATTTNTAATATAAAATCCCTGGGTTTTTTAAAATTCT 

TG^AAAATGGCTCCATTTTAAAGTAATAAGGGAGACAGGGGTGAAAATTGG 

H^ C ZI GGTajl 1 1 1 1 1 1GCAAAAAAG AA AAAATTTTTAAAAACC AAGGC 

TTATTTGGAGGTATAGGTTTGATTATAAGCCTATATTTTGGACATGGTCC 

^^ G ^ CGGGACCACCGOTAGGGGCGAAA ' rr CCACACACACITGGCC 

GGCGCGTTACrrrAGTGGATTCCCGAGCCTCGGTACCCAAGCCTGGGCGTA 

AATAATGGGCAAT*^GCKKjTTTCCTGGGGAGAAAATGGTTATCCCGCTC 

CCAATTCCACCACAACATACCAACCCGGAAGCCTTAAGATGTAAAGCCTC 

ggggtgcctcaaggacgagcctaacctcccattaattgtgttgcgcttac 

rTGCGCCGTTTCCCAATTCK}AAAACCrnXn'CK}CCAACTTGATATATGGA 

aatgcccacgcgcgggggaagagcggttgtcgtttgggcgcttttcccct 

CCTCCCTTCACTGACrCCCTTTCCCTGGCGTTTGGTGGTGGGAGGGGTAA 
AT 
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>Sequence 1135 

^ G r A °]: G 4^CCATCCTCAAGTAGTCCmATGCTCCm 

SA^S AA ^ GGATGGGTCCmAGGTAATGAAA TAGGTGTrGATGGT 

CCCAACTGGGTGGTATCTAAAATCGGCTTGCKiCTrCACA'nTATAAGGGA 

GGGGGAGGTCCCTGGCCACTGGCAAAACGGGAGGGGGGACAACACCTGGT 

rS AA f CA i A ^ ACTAAGA ^ GTA ^ CCTGGTGTGCAA ACAGTGATTCGC 

CTCTCAAATTCACAAAACATTTCGAGGCACGGAGCTTAATGAATAGGCN 
-^sequence 1 1 36 

A ^ A ? A J? AAGATGTG ^ AAATATCTCAGCAGAGG AGTGTATTAGATAAAT 
AATGGATCAACTTTAAAATTGTTAGTTGCCAGTGATCTTTTTTGGAAAAC 

CTCAGTTTGATTGAAGCCAGTGAAGTTGTGCTTTTCCTCTACTTCTArTT 

CCTCTCCCCGACCTTTTXrCTGCCCAGTGTAGGT^TvST^^^^^ 
>Sequence 1 137 

^JS TCA ^ C H CCCC ^ AGCTGGGAT TACAGGTGTGCACCACCACGTCC 

C ^^ C J3? AACTCCTGACCTCAAGTGATCCA TCCGCCTTGGCCTCTC 

T^TTA^^ GG ' G ^T^^ GAGGGA ^ GAGGGAGGGGAGG ^ GGGGG ^^^^^ GGG "^^" 
TCTTAACATTAGCAACTGCATTTTGATTCTGACAACTGTCACAACATTTT 

GGGCCAGGTAACTTTTGGTGGCTTGTGCCCTGTAAGA^AGCAG^ 
CCCGGCTTCTAC^^ 

AG ™ TCTCTCTAGATA ^ GTCAAATG TCTCCTGAGGAG^ 

I gcg 7 cgggaaccgg tgatc™^ 

TTCACATTTATCCTCATTTACACTTTCATCAGCATAATTTCAAGTCTAnT 
>Sequence 1138 

I A 4 A S C ^ C ^7™ TAA ^ AAAAGG 
™ CA ^£^™ GAT ^^ 

GTAAAGTATTAITTTACCTGCTGTTXjCCCTGCCXXXKXXX^ 



G 

>Sequence 1139 



T G ^ C ^ A ™ GAATGAAG ^ AAAAACAAA " AGAGGG AAAAGGTCAGGT 

I* A ^? A ^ AATAmAAGCACTAAG ^ATAAAGGGTTrACACCCATC 

rI A ^°4^ CAC Z CCTAATGAAAAGmAA ™TCCTTCAACCTGTAGTr 
GAAGAACTCAGTTCATGTTCATTGACAGATTTCCATTACAGACCCACTAT 
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ATTGATGTTALl 1 ICI 1 ' 1 G ACACTATATTTTATATAG ATATATTAAAATT 

GAAAACTTAATGCTGTTTAGAAGGCTATTAATATAACTATTAATTTCTGA 

AAGCT7TGAGTTTCTGAAAAGGCTTTTAAGATCAAAATTTCTGAAACACT 

CCACACATTCTTCCTCACCCACATTTAATTATAAATCAATGTTATACTGA 

TAAAAGGTTCTATACACACATTTAGAGATATATGTGTGCGTGGGTGTGTC 

TGTGTGTGAATATATATATATAACTTATTCCCCCCAAGAAGGAGTCTCAC 

TTCCCGCGTCCTTGCCCGGGCGGCCGTTAAAGGGC 

>Sequence 1140 

GGTACCAGATTATGGACTCTGCTTCTGGTGTGGGTAGTAGGTGGAGGGTA 

GCCAGGAGGGCTTGGGGTGGGTCATCACCTCACATTTGAGATGGGGTTTT 

ATTTTGCAGATTCATGCATTGATCACAGGCCCATTTGACACTCCTTATGA 

AGGGGGTTTCTTCCTGTTCGTGTTTCGGTGTCCGCCCGACTATCCCATCC 

ACCCACCTCGGGTCAAACTGATGACAACGGGCAATAACACAGTGAGGTTT 

AACCCCAACTTCTACCGCAATGGGAAAGTCTGCTTGAGTATTCTAGGGTA 

AGAGGAGACTTTTAAGTAGCCAAGTCGGTTGTTAGCAGATAATTACTCTA 

GGTCAGCCTTTATCAACCGGAGTCCCTCATCTGAACTACAGAACACAGAA 

AATGATTGAGTGACTCTTCTCAAATCTCCTCAGGATGGTATGTGACTAGT 

ATCATTCTAGATG CAGAGG GGAAAAGTTAATTTATTACAGTGGTAACTCT 

TTGAGAAGTGGTTCTTTTTAAGAATGTGGCCCTGAACATCTGGGAACTTG 

TTACCGAGCAGTTTCTGGGGCCCTTATTTAGACCTACAAAGGAAACTTTT 

GGGTTGGGGCCCAAAATCTGGTATTTTGGGTGTTGATTCTTGTTTGATAT 

GAGACGGATCTTGCTCTGTCCCAGCTTGAGTGAGTGGCACTAACTTGGTT 

ACTGAAACCTTTGCTTCAGATTTAGCTATTTTCTGTTCAGTTTCCACTTC 
TTAGAAACTTGGCT 

>Sequence 1 14 1 

ACTTTTTATI 1 1 1 1 1 ' I ' I'l GACGG AGTGTGGCTCTCTTGCCC AGGATGG AG 

TGAAGTGGCACGATCTCGGCTACTGAACCTCCACCTCCTAGGTTCAAGCA 

ATTCTCCTGCCTA AGACT ACTGAGTAGTGGGGATTACAGGTGCCTCCCAC 

CATGTCTGGCTAATTTTTGTGTTTATAGTAGAGACGGGGATCCACCATGT 

TGGCCAGGCTGGTCTTGAACTCCTGACCTAATATGATCCACCTGCCCTGA 

C SI^ ACAGTGCTWGA ^ ACAGGCATAGCCACCG AGCCTGACACGGGC 

Alii 1 1 AGCATGGA A AACGTGAGG A ATG A ATGGCTGTTGGTGTTGC A ACA 

AATCATACTGGCTACATGTTGTGAAACCTGAAGTTTTTGTTAGATTGTAT 

GAGAAATGATCTCTGGACGCAACACACCCTAAGGGCGAATTTCAGACACA 

CTGGCGGGCCGTTAACTATGGGATCCGATCTTAGTTACAAAACTAGGCTG 

AACACATGGTGCAAGGCATGTTACATGAGTGAAATTGGTAACCCGCTCAA 

CATTTCTAAACAACATACGAACCGGGAGGCTTATTTTGCTAGAGAGGGGG 

G JSSS^ ACCACCCGC ^ CACCCCCCAiCrT ^CCCCCCCCCCCCCCCCCC 

CI 1 1 1 1 1 GTTTTGG AC ACCCCCCCTGTC ACC AGCTTTTTGACTTGTTCAA 

CGCGCCGGATGAGGCGTATGCAATTTGAGGCTITATCGTTTTTTATTACA 

GCACTCCCACCCGCCGTGTTAGGTGCGGT 

>Sequence 1 142 

ACTATTATCAACTGTGATGATGATGATTGTGAATCTTATTTTCATATCTT 

GGGTTTTCTTACAGTGAAATA 

>Sequence 1 143 

ACCTACACACATATATGCATATATGGTATAATGTATCAATATTTACAGAG 

ACCATAGTAAACACAGCACAAAACCAGGCATTAAGAAGATGCTATGGGAA 

ATAGCT ATTTAA AGTGGTACAATATCGGTAAAAGATTGGTTTATATGGTT 

TTTGGGG1 1 1 1 ICI 11 1111 CAATG ATCTATATTTTTAATGTTANNCTTT 

AAAATAGAiTACGTGGAATGTCGATTCAACnTAGTCAGAAAAAAACATA 

AGACTGATATGAAAATAGAAGGGTGCTCTCGGCTCGCGACACACGCTTAA 

GG^AG^TTCCAGCTACACTTGGCGGGCGGGATACATAGTrGGAATC 

ACGAAGCTACGGGTACACAGAGCTTGGCGACGATAATCAATGGGACAATA 

GACTGGTTGACCTTGTGGTGAAAATTGGTTAATCTCGCTTCACGAATTGC 

^ AA ^ ACAATACTGACGCTCGT GAAAGGCATAAAAGATGATAAAAGC 

TCTGGGGGTCGCGCTTAAGTGAAGATGAGCTGTAACCTCAACAATTAANT 
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GTGGGGTATGCTGCCTACACTCTGCGCCNGTCTTTTCACAGATGCNGAGG 

AAGAACCTGTCGCTGGTGCCCAAGACTGGACATATAAAATGAAAATCTCG 

GCTCACACATCCTCGCGGAGGAAGAAGGGCGTGTATITAGGCGATAATAT 

GGNGACNGCTACNTATCGCGTCTTATCATTANGTCCAACTGGAACTACGC 

TTGTGACATCGAGGACGATTTCCGCCTTGGCGGCTGAAGCCGGNTAATCA 

TTCTTAACGATCAAGACGCCGGGTTAAATACTGGGTTATTCTCCACAGAG 

ATCATGGTGTGATATACCGCTAGATGAAAAAAACCATTGTTGAACACAGA 

GAGTGCCTGCCAACAATGGCTCATGAACCCGATGAAAANGGGGCGCGTGT 

TTCGTTGATGTTNTATTACAATGAGGGTTCCAGTACTCCGCTGGAG 
> Sequence 1 144 

ACT A TA AGTAGTTG GTTTGTATG ATATGGTTAAAAAGGCCAAAG ATA AAA 

GG7TTCI 1 1 1 111 "I'CCTTlTrTGTCTATGACAGTTGACTGTTTAATTTTT 

TCTTGGCACTGATTTGATGTATTGTGTGAAAACAATTGTTGTCCAACAAC 

TAAACAGGAATTTTATTTTGCTGAGTTGTTCTAAGCTAAAGATAAAAATC 

CAAAAATAATGGTCCCTCGGCCGTGACCACTCTAAGGG 

>Sequence 1145 

GGTACTTGTGTTTGCTTAAACAAAGTGACTGTTTGGCTTATAAACACATT 

GAATGCGCTTTATTGCCCATGGGATATGTGGTGTATATCCTTCCAAAAAA 

TTAAAACGAAAATAAAGTAAAAAAAAAAAAAAAAAAAGT 
>Sequence 1 146 

GGTACCAAGGTGAAATTTGAATGTGTGAACGCATTGTTCTGTGGAGTTCT 
TTTCAAAGAGATTTCAAAGCCACAAGTTAGATAAGCCCAAGAAGTAAGGC 

cagagtgagatcgaagtagck:ctttcttttaaaaaataatagcttttatt 

TTATGTCAGTATCTTCTTTACAAATCTAACCTTCCCTTITCACGCTTTTT 

gaaaagatagctaaaattcagtgtgttcctcttattataaaggattgggc 

TAATAGTTAAGCATITCAAAACATTTCAGTTTCGTTAATCAGAAGCTGCA 

GTGGGTTTGT1TTATAGCCAGTTTGCTTTTAAATTTGGCCATGTGGGCTA 

TAAGTTCAACGTATTTGTGTTCTCTTTATTGTTACTCTCTCCAGAATATT 

ACCCAAACTGTGAAGTTGTGTTTATGGGGATGGCAAACATTCATTCTATT 

CGGAGGAGTTTTCAGTCTCTGCGGTTGC 

>Sequence 1 147 

ACATCTGTCAAAAATCATATGTATGTGAGATGTGTCAATACTAGACTTGT 

GTCATTTATGCTACTTAGAAAGAAGATAAAGAAATATTCCTGGTTTGGAC 

TCCAAAAAAAAGAAAACGTCAGCTCCCTCCTGCAACGAGTAGGAGCATGC 

AAACCCTTTATAATTGATAATCACAAACCCCTCAGACCCAAAGTAAAATA 

AAAAAAAAGATATGTAACATTAGGCATTGATGGAAAAGGACTAGATCCTA 

GTATAAGCATCCTAATAAAAGGAGAGGTTCAAAGACGCTCTCCAGAACCA 

GTAATTCAGACTTTATATGATAAACTAAATGTGCCAGTACC 
>Sequence 1148 

CCCITAGCCKTCCGCCCGGGCAGGTACTATTGAACCAACAGGATATCTm 
TTATTATTTGCATGAGTTAATCCTACAAACAAAATTAAATACCTCTTTTA 
TAAAACATCTTTTCCAGTGTTCTAATTGATGGAGATGCGGATCACTCATC 
TATAAAAAATGAC TTACA GCTTCAGCTTAATCAGTTGCTATAATGTGAAA 

TTGTTAAATGTTTrATTAATGAACAAAGTAAACCTTTTAGTAATTTTTAA 

ATTACTGGTCTrAGGTGTTTGAAACAAGGTAAAAGTATACATTCCAGTTT 

TGCCCAAAAGTCACTTAAAATATCTACAAATTATTTAATCTGTGTGTGGT 

AAC^CCATTATTGCTCCAATTTCTGGAAAGAGTCTATTITCAAAGTTTAA 

AAi^GAGGAAAAACAGCAAAGTGGCTAACTTTGCAGTGGAAAGAAAAAGT 

GTCC1 rCATGGGTTACACTTTCATATTTTTATGCAGCATTAAGTTATCTA 

CGTTATGGGGAACTTGGGTTTTATTCCTACTCATGCATGATGTGGTTCAG 

AACTTACTTGCTGACATTTCAGAGAACTTCTTACATTACCTGTTAACATA 

CTCAGGTGCAACTTGGACATATTACAATTrACTCATTArrrGCCATGGGG 

^^ G ZI ACTATACTGGTOTG ^ TA ^ GTC CCATTTGAAATACTAA 

GTTAGACTCATAGGAAGGGGGGGAAGGCCTTAATATAT 

>Sequence 1149 
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GGTACCATATTGTTCTTGTTACAGTTGTTACTGTCTCAGATATAATTTTG 
CAATGGCGGTTTCGCAACTAGCACTGTCCTGACCCTATGTATCATAACTA 
ATCTAGGTAAACAATTAAAATAGGTAAATGTAATGTGATAAATACTTGGG 
^ G ^ CTGGTCATAAm AGAAT^ 

TTCATTATTTGGGTATTTTCCAATAAAAATGTATTGGAGGAAAACCTTTC 
CCAAAAAAAAGTGTAACCTTTTTAAAAAGGTGGAATAATTTTTGTCTAAT 
TCAAAGCTTATTTAAAGGTTATGTGTAAAACAAGGGTAAAGAACCTTTAA 
ATAAG^GATGTAAATAA 

L iii 1 1 1 |TGGTAAGAA GGCTTAAAGAAAAATATTTTATATGAGAAAGAA 

TCTTGTATATAAATTTAGACCTAGAATTAAATGGCTGTTTAAGTAAGAGG 

GATGTTCAGGACAAAC CCCGAA AATCCAACATTGTAATGAATGGTCTGTG 

TTAGTCCAATCAACGGATTTTTGAAAACATGAAACATACATTATTAAAAG 

TTCCTGGCCGGGCGGCCCTTTAAGGGGGAATTCACACACTGGGGGCCGTA 

TTTGTGGAACGGGCCTGTTACAACTTGGCGGAATTAGGGCAAACAGTTTC 

GTGTGAAGAGTTATCGGTAAAATATCCACAGATGGACCCGCCCCCTATGC 
GCCCCT 

>Sequence 1150 

AC 1 1 1 1 1 1 1 1 1 1 1 ATTTTTGATTTTGTTTTAACAAAAATAATAGAGGAGA 

AGCTGGGCACAGTGGCTCATGCCTGAATCCCAGCACTTTGGGAGGCCAAC 

TCAGGAGGATTGCTTTAGGCGAGGAGTTGAAGACCAGCCTGGGCAACAAA 

AAACAAAAAAATTACCCGGGCATGGTGATGTGTGCCTGTAGTCCCAGCTA 

CTTGACAGGCTGAGATGGGAGGATCCCTTGAGCCCTGGAGTTCAAGGTTG 

CAGTGAGCCATGATCTCCCCATTGCACTCCAGCCTGGATGCCAGAGCAAG 

ACACAGTATCAAAGAAAAAGAAAAAACACAAAAGAGGTGGAAGGGCTCAA 

CAAGTGCTTTCCACATTCGCATTCCCTrAAAATCGGGAATGCTCTAAAGC 

TAGAGGACTTTTAAAAAACAGAAAATACTACTTAAGTATTTTTCTTGTGC 

CCATGTGAAGTCTGGCAAAAGACAGAACTTTAAATAATTAAAGAGGGCTA 

ATCACGAAAGACCCCTAAGTTTGCAGGAAAAGATGAAAGGGGTCTTTCTA 

CCAATCCTTAAAACCTTGAGGACTGACTTTACAGAACACAATGGAAACAA 

CT AAGGGCTTA CAACTCCTCTGAAAAAGTTTGAAATAATATTCAATTA A A 

AA iiiiii in ATTG A AGGC AA A AATTTAA ATCGGGTTTTTA ATGG AATA 

ACCCCAACACCCCTGGTATTG 

>Sequence 1151 

gggactt iiiini rrn 1 1 rrmrGGGi urn rn 1 1 1 1 itttttga 

GACGGAATCTTGCTCTGTCACCCAGGCTGGAGTGCAATGGTGCGGTCTCA 

GCTGACTGCAACCTCCGCCTCCTGGGTTCGAGATTCTCCTGCCTCAGCCT 

CCCAAGTAGCTGGGACTACAGGCACCCACCACCACACCTGGCTAATTTTT 

TTGTATTTTTAGTAAAGACGGGGTTTCACTATGTTGGCCAGGCTGGTCTC 

GAACTCCTGACCTCGTGATCCACCCACCTrGGCCTCCCAATCTTATTTGC 

TTTACAAGTCCTGCTTCAGGGTTACCITCCCTGACCACTGCTGCCTCCCT 

CC CAGCATTTG CCAAGGACTGTCATTGCCTTTAGTTATTTTTTCTGTTTT 

GGi iniii 1 1 GGCGTTTTTG 1 1 1 1 1 ' lTlT GAGACAGCGTCTTAATCTTT 

CGCCAAGGCCTGAGTGCATTGGCACAATCAAAAGCTTGTTGCAGCCTTTG 

AACTTCTGGGCTTAAGCCAATTCTCTTACCCTCACAACTATGGATACCGG 

CTCATTCCACCACGCTTGGGCTTTTAATTAATTTTTGTGTAACCAAATTA 

ACCTCAGGCTCTTGAATACTTGGTTTAAAAATCCCCGAGGGACTTTTTAT 

TCCTTTTATACCAATGGAACACTTAAGTCATCTTTCGATGGTAAAGGGAA 
AAAAAAAAAATT 

>Sequence 1152 

ACAAGCAAGACTTTCCTTTAATATTGATAAAGAATTGAGTATCATGTATG 

CATTCCCTTTTATGATATACAATTAATTGTAAGTTATTTCCCCTTGTATG 

CAACCATCCACATTTTTCTTCTGACCnTrcCTCAAGTCTTACAACTACT 

TTTAATGA CTGCA TTTTGGAGGTGGTCCCAGGAGAACAGATGTTGCCTTA 

TAATGGTGTTmCCATITITATCTrTGATTGGGCAAGGGGGTrGGAAGT 

ATTATTTAGTCATTATATGGATTCCTCTAAAAATTGTTCAATAGAATATA 

TATTCATTTATTCACTTACTTATTGTTTATTTATTGCCTAGAGTATACCC 
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AACACTGAGGATACAATAATGATCAAGACAGGTCTAATTTCTGTCCCATA 
GAGCCTT AATTTGAATTAGAAAG AATTTTTTTATTAAGCCGTGG AA AAAA 
AGAATCATAATATAAGTTCCTTTGCCCTGACCACGCTAAGG 
>Scquence 1153 

GGTACTACATAGAAAGGGCTTGGAAGTCTGATTCAGGAAAGGAAATCAGG 

AAAGAACAAAGGAAATGAAGGAAGAATAAAAAGAAGAGAAGTCATTGAAA 

AAGTATGAAAAAATA TGAA ACAGATAACAAGAAAGTAGAGGAGATTCCAA 

AAAATACAACCCAGG7TITCTGCCCTCATTCTATAGAG 

>Sequence 1 154 

GGTACTGCAACTATCACTTGTCATTTGTCTAGGAAGGTAAAATACAGGAA 

GTTCCCAACTTAAAAATGGGCTTGACGTAGCAGTTCATTTGTAAGTCACT 

TGCTTGGAATTTAGAATGCTTCTTCCCTCTGCAGAGACAGCTTCCATATG 

GTGATTAGTATCCA GTCAG CCCACAGAAGTTATTCAGTCTGTTGCTATAG 

ATGAAATTATCCTTATTTTTACTTCCCCTTCGAATAGACCACCTACTGTT 

TCTTCTGA GTGTGGTCTT TTTCTTTTCTCCTATTCCCTCCTCAATCCTCT 

1 1 i 1 1 i I I 1 1 1 1 1 1 1 1 1 1 I CTGGTTTTCTTCATTATTCTCTAATTTCTTC 

TTGTCTCATAATACTTCAGTTCTATTGTGGTAGCTAGATTTAGGGACTAG 

TTTGAAATGCTACTTTGCTGATGGAAAACACATTTTGCAGCCCTTAACAA 

GAAGCAAAGGGTAGATAGGGTTTAGCTAATACTTAGTAAGGGGCTTACTA 

TGTGCCATGGTCCCTGCCCGGGCGGCCCGTTATTGGCCAATTTCAACAAC 

ACTGGCGGGCGGTTACTAATGGAATTCGAAGCTTGTTAACCAACCTTGGC 

GATAAAAATGGCAAAAACTGTATCCTTGGTGGAAATTTTTTATCCGTTAC 

AATTTCAAAACACATTACAACCCGAAACAATAAATGATAAGCCCCGGGTT 

CCCTATGAGGGGGCCAAACTACCATTAAT 

>Sequence 1155 

GGTACCTGCAGGAACAATATTCCTGTAGCCATGGAAGAGGGCCAAGGCTC 

AGTCACTCCTTGGATGGCCTCCTAAATCTCCCCGTGCAACAGGTCCAGGA 

GAGGCCCATGGAGCAGTCTCTTCCATGGAGTAAGAAGGAAGGGAGCATGT 

ACTTGCGCTTACTTTGTAGCCTTCATCAGGGTTTGCTGAAGATGGCGGTA 

TATAGGCTGAGCAAGAGGTGGTGAGGTTGATCGGNGTTTATCGATTACAG 

AACAGGCTCCTCTAGAGGGATATGAAGCCCCGCGT 

>Scquencc 1156 

ACGCGGGCATTTTTGTATTGCTATTAAGAAATACCTGAGACTGAGTAATT 

TACAAAGAGTAGAGATTTAAATGGTTCAAGGTTCTGCGGGCTTTACAGGA 

AGCATGGTGCCAGCATCTGCTCAGTTTCTGGAGAGGCCTCAGGAAGCTCT 

TAATCATGGCAGAAGATGAAGGGGGAGCAAATTAATCACATGGTGAGAGC 

AGGAACAAGAGAGAGAAAGGAGATGTACATATACATTATGTAATTAAAAA 

?^?I? CATGTGTATGTATT AAAAATAATGGTATATAAACAAATACAATAT 

ATACAATAAAACACCTAAACGCAGAGGCTGCTGTTATCCACAATAGTAAT 

AC S AATAGTA ^ AATCATCTCTATGTAGACA CAGACAAAAGCAGCGGACG 

I A IT^ TAGGCAGACACACAAAA GCAAAGCAAAAAGCACGCCAGTAATGG 

TGTGGATGCAG^TCAAGATTTGTCATATAGACATAAATCCAGTAGACAC 

T G i^I AG ' n ^ GGTA ' n ™ A c^^ 

ATTCACTATTATATGTAAGTGTAACAATTGCCCTTTTATGTTTTACATTA 
TGTCCTGTCC AATGGCA TGTTAACCACACTGCGATATACAATTTACAATG 

CTTTTTAAAATTTTTTTCTrAAACATTTTAAAAGTATTAACCTCACCCTT 

TTTAAAGGTACCTTGGCCG 

>Sequence 1157 

^I ACAGGC I CCTGCCmA ^ 

CATCGACTrTTAAAGGGGGACTTGGCATGAATGCATTCAGAGGAGGGAGT 

^ CA £F GGGGGTCTGCGTGACTCGC ^ CGT GC^AATCTACTGGTGG 

TCGAGCTGGCTGCATCACAAGCAGAGCTAGGTTGTATAGTGGCCTTTGTC 

TCAAGACACTCTCCAGGTGGGAGAGCCTTCCATCAGGGACATACTITAGG 

3^ A i^ GACTGTOTCTOTGAGGC ^ TCT CCTTGTGGGAGAGAGTT 

T™ C 5l GGAGCTOAAAGTAAGCAG GTAGTTAGATAAGCTTCCAGTGT 

AGTGAGTGTCTGGTGAAGGGAAGGTAAAGGTTATGATTGCATTTCTGAAG 
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AGCTAGGTAGGAAATGGGAACTAAAAAAAAAAAAGAAAAAAAGTTCCTGC 

CCGGGCGGTCGCTTCAAAGGG 

>Sequence 1158 

ACCGTAAAAAGAGCCGCGTTTGCTGGCCGTTTATCTAATAAGGTTCCGCA 

CCCACCTGAGCAAGCGTATACAAAGAATCGGACCCCACAGTGCCAAAGGG 

GGCGGATACTCCGCCCGTGGCTATAATGGAATCCACCGCGGTTCGCACCT 

GAAGATTTCCTACGNGGCCTCTCCCCTTGACCCG 

>Sequence 1159 

ACACCAGCCTGGCGACAAGAGCGAAACTCCATCACACACACAAAAAATTA 

ATTAAAAATAAATAAACATTGGTCAAAAATCATAAAGCTGTATCAACTGT 

ATATAAATAATTCAATTAAAATATCATGCATAAAATCTGGGTG 
>Sequence 1 160 

GGTACTGGGATTACAGATATGAACTACCGTGCTCCCTGATACCCTAAATA 

TTTATCAAAATTTTTCACTGCTATTTTCCrcATGGATTAAAAGGGCTATT 

TATTATTTTTTATAACTACAGCTGACCCTTGAACAACATAGGGGTTAAAG 

GTGCAGATCCCCCGTGCAGTAAAAAAAAAAAAATCATAAAAAACTTTAGA 

TTCCCAGAAAACTTGACTATTAATAGCCTACTGTTGACCGGAAGCCTTAC 

AAACAGTTAATACACATTTTGTATGTTGCATGTATTATATAATGTACCTG 

CCCGGGCGGCCGCTCAAAGGG 

>Sequence M61 

GGTACTATAAAGCTTTTGTTCACACACACTCTGAAGAATCCTGTAAGCCC 
CTGAATTAAGCAGAAAGTCTTCATGGCTTTTCTGGCTTCGGCTGCTCAGG 
GTTCATCTGAAGA1TCGAATGA AA AGAAATGCATG 
>Sequence 1162 

GGTACCAACCCTATTTTACAGATGGGAAAACTGAGGCTCAGAGAGGTTAA 

ATCACTTACACAAAGCCACACAATTTTGAGTGGCAAGCTGGAATGTGAAT 

CCAGGCAGTCTGACCCTGCAGCTTATGTGCTTAACGATACTGCCTCTCAT 

GTGGGCAAAGGATGGCCCAGGAGAAAGGCAGGCCCAGATTCCAAATCTGG 

C7TGACCGTCTAAGAGGCTGAGTCTTAACCTCTCTGAGCCTTTGCTGTTT 

CATCTGTAAAGTGpTCCTCCTGACAGCTGCCTCCTAGGGTTGTTTTGAGG 

ATAAAGTGAAGTAATGGAGGGCCCTTGGGATATGGTACCTGCCCGGGCGG 
CCGCTCAAAGGG 

>Sequencc 1 163 

GGTACC 1 1 1 1 I CACCCTCTGAAATTACTAAGCAGGCTGTGGGGTGGTGCT 

CTGAAACTAGGTAGAAGTCCTCACCCCCCAACAAACCTTTACCAGTGGTT 

TTAGCATGCAGAAGAJTCTGGCCTGAACCAGTTACTACTACAGAGGCTGC 

AAAATGATGA 1 1 I I ri CATTCATTCTTTTGTAAATACCCGGTATTTTTCA 

CAGGATGAATGT 

>Sequence 1164 

NACTTTN1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 Cri'CTTAGCAGGGTCTCACTCT 

GTCACCTAGGCTGGAGTGCAGGCAACAGGCCAAGACCCTG 
>Sequence 1165 

CCCTTAGCGGCCGCCCGGGCAGGTACAAACITTCTTCAGTTCTAATTTCT 
AAGATGTTTCACTCTTTAAGTAGAAATGAAAGTCATCTGACTGAAAATTA 
TAGCAGTA1CTAATTGTTTTTCATAACTAGCCAAATTCAGAAATGTCCTG 
GATATj^^CTGGACAATGTAGATGCTGATATCCT^ 

CTGACITTTATCTTTACCAAACCATATTAACATTTGCATTTTATAAT^ 

AATGAGAAATTTAG^TAAGAGATCTGGATCATGCAGGCAGGCAAGCATC 

AACCAACAATACTTTTATGTACC 

>Sequence 1166 

GGTACGCGGGCAGTGGTTTTGCTCTATACCACTGAAAAGCACTATAACAT 

AATTGTTGTCCATGATACTGAAGCTTTCCCCTCACTTGTAGGTTGATTAC 

ATTCAGAGCTCTATCAATAAGAGGAATACATATTACAGTGAATTCGACAA 

CCGCACAAGTrGGCAGTAGGTATCCCCAACCTAATTTATCTTGGTAAATT 

CACCCTGTTTCCTAGTGCTGCTGGATAAAAGAGTGTTTACrTTTTATTGC 

TCTTAGACAGAGTAGTCTAGATAAGTTTTCAATTTATCAACATAGCCTAG 
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ACTTCTGTAAGTGGAATGATCATTAGTAACrcATCTTTTTGTTGATATAA 

TTCGAAACAGAAACGAGGCTTATTGCTATTGCAGAAATCCCAAACTGGCA 

AAGGCCAAGTTATATGGTATTCCATAATATAACCAGCTTTTGAAACTTAT 

GTGCTTGGATTAGTGCCTTCTGGTTACCAGTATTGACTCTGTTACTTGGA 

CCTTTCGGTCTTAACAGAAAATTGGAATATGTAATCCTCTTAAAATTGGT 

CGAACCTAGTGAATGGAAGTAAATCCAGGAATTCTACAGATAATTGGTCC 

TTGCCGGGCGGGCGTTTAAAAGGGCGTATTCCAGAACATTGCGGACGTTA 

CTAATGGATTCCACCCCGGGACCCAGGCTGGCGTAATATTGGGTGTACTC 

CCTCCCCCCCCCCTATTGTnTGGAATGAAATTCCCCCACCCCCCCCCCC 
CCGAGGAG 

>Sequence 1 167 

GGTACTTTTC TGTCTTC TAATTTTTAAAATTATTAATGTCTTCTATTTTT 

CTAAGGCTGA I I I I I I CTAATGTCTGATTTTTCCTTTTTTTCACATCTTG 

ACATAAGTAGAGTTCATTTATTTTCATTTATTCTTGTATAATAAAATTAC 

TTAAGGTTAGGAATAATTAAGTTTTGCTCCCATGTTTTTATGTGTAACAA 

TCTCAATGTTGTATGTCATCTACTTCAAAATTTCAAGCTTCCCCTTTAAA 

ATACTG7TT AAAA AACTTTATGAAACCAGTATTTCTCTCAACCTTTGTGT 

AATACCTGGTTTTACTTTAATGTGGTCAAATAATTTAACCTGTACTGCAT 

CGGCAGTGCCTTCGGACTGTCTATITGACCTGCAGTCCAACCTATGGCCT 

TTCTCCTTTTGTCTCTAGTTCA7TCTCTAACCACCAACCATGAATTTCAG 

GGAACTCTTTTCTCATTCTCTTTGTTTTGTGGCCACTTTCACAATGTAGA 

AGGAAAAAACCAAATGACCCCACTGTGATGTGAATGGCACCCAAATCAGA 

TAAGTTTCCCTGTAGGTTAACCTGCAGCCCTGCGTTGCCACTTGGATTAA 

CTCTGAATTATTTATTCCAAAAGTGCCAAAAATTTGAAATCTTGCTAGTG 

AAAAACTTGCTCTACTTTTTTGAAATGATCAAAAACCCCTAATATTTCAT 

ACTTTATACTTCTGTAAAAATAGATTTTCCATTCACAAACTGTCAGAAAC 

TTAAAAATACCTGTCCGG 

>Sequence 1168 

ACGCAGGGATATACA^GGTGAAAAGAAACCTGAAATATTTGTTGATGGC 
TGGAATATTTA 1 1 1 1 n IGATCAAATAGAGAACTGCCTACCTATTGGTCA 
GAATGTGGAAAAAATACAGAATCTGTTGGGCAGTTATGGTTGGGCCTTCT 
TCGTTTCTACACAGAGGAATTTGATTTTAAAGAACATGTTATTAGCATCA 
GGAGAAAAAGTCTGCTTACAACTTTTAAGAAACAGTGGACCTCAGAATAC 

ATTGTTATTGAAGATCCCTTTGATTTGAATCATAATCTCGGAGCTGGATT 
ATCAAGpAAAATOACAAA 

y^^TACl 1 1 1 1 1 G ATCC ACAAGTGTTAACTG AAGGAGAGCTTGCCCCC 

AATGATAGATGTTGTCCAAATTTGGGGAAAAATCGGACACTTCATGAAAG 

ACTTGTCTATGAAGAGAAAAAGTAGAACGCGGGGAAAACAAGAAGACGCC 

CTTGAACAAAGAATACCTGGGACAAGGGAAAAAGAAGCCAGGAGGCCAAG 

AAATTCCCAACAGGTCCTTTGGCCGGGACACGCTTAGGGCGAATCCACCC 
AAT 

> Sequence 1 169 

OGTACACCTGGTTTCACAGAAAACAAAGCAACTCTTAAACACCAGCTGGC 
AAAATGATAGGGCmTCCTTTCAATACTCACCACAGGTGTGAAAGACAG 
AATGACTAATCCATCTGATTAAACATAGACCTTTTAGAAATCAATAACCT 
TATTTACACAGATGACAACTGCTACTGTTCCAAGGCTCCTAATCATGGTT 

CAGTTCTCAGGGCCTCAAGTCTTTTIXX^TTCX;ATCX5CAGAGTAGT 

> Sequence 1170 

GGTACCGCAGCTAGGAATAATGGAATAGGACCGCGGTTCTATTTTGTTGG 

TTTTCGGAACTGAGGCCATGATTAAGAGGACGGCCGGGGGTGGCTATTGT 

GGGAAGTCATAACCCACAGATAGATCAACCTAAGAATCCTCGCCCTrCTC 

CACTCTCCACCATGCAGGACAAACATCTrcrCAAGCAGTCAACGTAGAAT 

^^^^TCA^TTACCCACATATAGTAATrAATAGATGGTAA 
^AATTGATCOTGATGTGATGT^^^ 

GATGTTCCCTGGCCGGGAGCGlTGGCTTTCGCCTGTAATCCCAACACnT 
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CCTGCCTGTAATCCCAGCTACTCGGGAGGCTGAAGCAGGAGGATCGCTTG 
^^J^?J^^JF^ AGTGAGCCGATATCGC ACCACAACGCTTC 

1 l(j IIGTCTTAAGAAAAAAAAAAAAAAGTCCTTGGCCGGCGGCCGTTCAA 
AAG 

>Sequence 1 171 

^^ GA ^ AATGmGG1TG GOAGAATCACAGCTTrACAAGGGTGTrrAT 

A II A ^ A Z G IS CTATAAATGACCTCTAGCCA ^ATGATOTGrrC^^ 
GTAAAACTCTTCAAGACTTCAATGAGAAGTTTGTTTATAAGAATTATCTT 

ATGAAGTCCACATCACATGCTGTTCTnTCTAGTTACATGATGTGCCTT 
>Sequence 1 172 

A J5 AC P ACACAAAGCCACACAA1TTTGAGTGG CAGAGCTGGAATGTGAA 
£$ A ^ AGTCTGACCCTG ^ 

J G JS5?S AAAGGATGGCCCACGAGAAAGG CAGGCCCAGA7TCCAAATCTG 
GCTrcACCGTCTAAGAGGCTGAGACTTAACCTCTCTGAGCCTTAGCTGTT 
AGAAAGAGG ACCTCCTGACAGCTGCCTACTATGGTTGTTATGAG 

GATAT 
>Sequencc 1173 

AGGA ^ GACAGCATCCTTCAA TCCCGCCAGCTCATGTGCATCTGAGGGTGG 

ATCACCACGGCTAACGGATAAGCAGAGACGGACTACCCGCGTACC 
>Sequence 1174 

^ C ^ A 4 A ^ GGC ^^ C J ATAAACGTGTC 

TTGGGTTACTGTAGATGTCCCACAGTCTGGCTTGGAATTTAGTTCTGTGA 
>Sequencc 1 175 

CCACAGGAAGAGTTGCCCGTTAAACTGTCTCAGGTGCCAGACCCTCCAGA 
>SequencelI76 

TTAGAGAGGTTGATTAACGAGTACC ITACACT 
>Sequence 1177 

G ^ CA ^ G ±1 GAA " AAGCTGTAATC ^ 

CTTTAATAGTTCAGAAATATTAACAATTGGGTAATTTGGGTGAAAGG^T 

™ A ^I GAAAA £" AA ^ 

TATTAAATAAATCTGAGTCCAGGCATGACACAGTGGTTCATGCCTGTAAT 

tccagggaggcactgggaggccgaagtgggca^^ 



Page 217 
( f261 pages in Table 2) 



PCT/US00/33312 



WO 01/42467 



439 



PCT/USOO/33312 



Table 2 



>Sequence 1178 

TTTmGGCTGCAAGTAGGCACTTArrcTAATTmATrCATGCTATCAA 

GTTTATTTGTTCATTAGCACTCTGAGTACC 
>Sequence 1179 

?P, TACTrrN " " 1 1 1 ' " 1 "' 1 1 1 1 1 1 1 1 1 IC1 1 1 1 1 1 1 1 1 1 I I TIT l 
111* • ij 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i n ATTAAAAAAAAACTGCCTCC 

nJJ^JP^P ' " 1 ' ' CTAAAAATACAGTTTTATGTTTTCTTTTTTT 

G £ GACAC ^ AATcmAAAcrc ™3AAACAGGTT^ 

ACAAACCCTGGTTAAAAAACCAA 1 1 1 1 I I I I I 
>Sequence 1 180 

? P. TACTTTr ' " 1 " 1 " 1 1 1 1 1 1 1 1 1 1 1 ITI I C I I 1 1 I I I I I I I I I in 
Tcir^iVA 1 i i ^illii ' 1 '■n^CCCCCAGGGGATTITAT 
cSrT^ A ^ AA ^?° 7 ^ 

GGGGGGGGAACTGGACAGGATAAGGGGGAAGAA I 1 1 1 1 1 1 1 1 1 1 1 1 | C CC 

Sa°c C S 

>Sequence 1181 

A ^^°^I rCATAAAAATACAGCAG GGCAAGAGGACCAAGATGGAGGC 

A ^^ GAGAAGCAAGCC ^ GTGGGTAm AGGGTAGCAGTAGTCCAGGCA 
AGGGGAACAACTAGTGCAAAGGCTCTAGGAGGCAATCTGmGAAGT^^ 

Saag^a^ 
? A aSa T cta^ 

>Sequence 1182 

AAAG S A I AAAAGGGNGGGAAGCCGA CAGGGCAGCCTTCAGTCTGTGGCTG 
^ G ^^ AAGAAC ^ GGAGTCCAATGm GACKJCK:AGGAAGCACCCAGCACG 

>Sequence 1183 



a^ctg^tat?™^^ 

CTC^Gf A ^r^T^x A^r^rT^ZS? ^ TCTTCTGG A G A G G TGCTTC C A A 

A^CC^£ct ATAAC ^ TGTTACAAACACGA TCTTCAGAACAGTGATT 
>Sequence 1184 



A ^ G ^ G ^ AA ^ C ^ A " GTATAC CCGAAGAGCAGTCTC 
HACTnTGTGl l i 1 1 1 AAAAAATG ATTCTTTAATGTATTTTTCTAAACA 
^^^^^^^AAA^^ 
TCTrCTGTTITTGTTTTGTTCTGTCTTTTCTTCATTTTGGCTTTGGGTn<^ 
GGGGAGGGGGAGGTGACACANAGGA 1 1 1 1 H 1 1 1 7l I iT^^ ^ 

ATG^crrrrcc a TT cc AG CTAAAG atttgcactSaaa^g^2ttgt 

>Sequence 1185 

actcctgtatttgttcttatgaaatgactatctgccttctcgtatctagt 
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^ACCACATCACK^mTATTAAAAGTGTTmAATAGTTGAATGTAT 
CAATTTATTrrGTAAATCCTTrAAAAAATAriTGGTrAG^GG^^ 

>Sequence 1186 

ACATATCCCTATCTACTATGTAAAGACAAAAAGGCAAATGAAATGATGTA 
>Sequence 1187 



>Sequence 1188 

A ^T^ 1 ^ A ^ 0A ^ATITrATriTCTATCCCACCAATCCACACCrrC 
ACTGGAAAGTAAGTTCCATAGAGGCGGAGACTmGTCTA^G^ 
TCAACATCCCAAGCACCTAGAACAGTITCTGAC^ 
™GTGCTGGCTGAATGTATGAATTAATAAGTTC^^^^ 

>Sequence 1189 

GTNNANTGWITITm-ACTGTGACCATGT^AAA^ 
>Sequence 1190 

G^TGACTAATCC^TCTCATTAAAGATAGA^^^ 
^™ CACAGATGACG ACTGGTACTGGTCCAA<KJCT^^ 

^ A ^^^ c ^ ggcctgaagaotatga cagagg^ggaggaS 

>Sequence 1191 

GGTACTTCTACCATCTTTTGTCTACnTTCGTGACTTAAACTGrrATrT-r'T 

gatacatgaggacttacctaaaatgtctgagS^ 

ACCAATGTTTlGGAGTTTATAAAGCTCAATrCTV^^ 
>Sequence 1192 

AAAAAAAAATCnTGTrGGTITCCTCTAGAG^ACT^^ 
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TTATTTCTGATATTGGTTTAAATAGAAGAAAOAAAACCAAGCATC 
> Sequence 1 193 

AC1 1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 1 1 1 1 1 1 1 ft 1 1 1 1 1 ' 1 CATTCAAG AAAG ATAAT 

TTTACACTTATTCTTTGAAAG AGAAATTCTATGGAA 1 1 1 1C I ICTICTAA 

TTTAATTCCAAAATACATTCTCTCAACCCTATGCCCTCATACTAGTAACT 

TGATGGTTAGCGGGTAAGTAGGTAGTAGTAAAAGAACAGAAGGGGAAATT 

GGGGGAGCAGAAAAGGGAGAAAAAGAAGAAAAGGGAACCTTCTAGTTTCC 

TAATAAAAAAGCTAGAGAATTCCATTCCTGAAAATTAAAGATATT 
>Sequence 1194 

GGTACATATACATTATGTAATTAAAAAGCGTGCATGTGTATGTATTAAAA 

ATAATGGTATATAAACAAATACAATATGTACAATAAAACACCTAAACGCA 

GAGGCTGCTGTTATCCACAATAGTAATACCAATAGAATAAATGATGAGTA 

TGTATACACAGACAAAAGCACAGGACGTATTAATAGGCGGACCCACAAAA 

GCACAGCATAAGCCAACTAGTGTAGCGCACCGGTAGTGTTGGTGGTGCGG 

GATCTAAGATGTGAACGATGAAAATAAAGACAGCGCATCCCGGACGACCA 
CC 

>Sequence 1195 

GGTACATAGTGT CGCGAA CTCAAATCGGCATTTAGATAGATCCAGGTGGT 
TTAAACGGCACG 1 1 1 1 1 1GCTTATAAAAAAAGTGCAAAAAAGATGTGGTT 
TACAAGTTAAAGCTACCAAAACCCTITITTGCTGGAATTGCACCAGTTTT 
AAAGCCTTTTGGACAGAACCAATTTTTGGTTTAAAACTTTGTTTTTCTTT 
AAAAGCTTACAGGGGTTTGGCTTAATCTTCCTTCCCTTTTTCAAAAAACG 

GGGGCCCGAGGGTTGGCCCCTTGGGGGAAGGGTAAAGGGTA 
> Sequence 1 196 

GGTACTAAAGGGAAGTTGCTAGGAAATAGAGCATGTAATCTTATTGTTAA 
TTATGGA AACCAT GGCAACACAGTAAATATTATGTCTCTTAATTTGTCTT 
TCAGTGATTTTTTGGCATGAGTGTTATGGAAGAGTAAACAAAATTAAACA 
CAGTGAACTCTGAGTCA TTTGCT ACCCGAGTTAGTCATTTTCTTTTGAAG 
GTTGTCCANACAAACAC 1 1 1 1 1 1 1'liT 1 Tl ATTTTCTCCCCCTGTTGTGT 

CGGGGCGGCAGAAAAAAAAAAAATAAAATGAAAGATAGGGATTTATAGTT 
GTATTT 

>Sequence 1 197 

ACAGGAAGTGTCNCGGAGGAATATATAGAAAACTGCTAGGCTTAATTCTC 

AGAGGGAAGATTGGGTGTTTGGAGTGGGAAGCAAACATTTTTTACTGTAT 
ACACTTGTACC 

>Sequence 1 198 

GGTACATGGCCCGCTCCCCCGTCCATTCCAGTTTCCTGCCCTCTACTGGC 

CATGACGGTCATCACAGTGCCCTCCTCATTCCTAACTTTTAAATACACTT 

GAGACCGCCTGATTAATCTTGCACTANGAAAAACAGAACAATACAAACAA 

GTAACAAAAACAAGACACTCACATACAATGNnTTAATGCTTGAAAAGT 
>Sequence 1 199 

GGTACCACATTCCTGCTCAGAAACTGCTCACTTCCTTAAATTGTCTTTTT 

TCCCCCAGCGTGAAATGTATCCATTTATAACTGCCTATTGCCTGTTCTAT 

TAGCATCCAAAAATGTGGAAGGCCTCCCAACCACCATNTCTGCTGTGTNC 

TTAGGATGTGCAGNAAAAAATATAGACCTAACAGGTTATCTTATAGAATG 

GCTTTATTTACTTTGGTGACTGTTTATGAGTTTTAAATAAAAGACTGAAC 

ATTTTCTCGAAAAAAAAAAAAAAGAAGAAGAAAGTACCTGCTCGGGCCGG 
CCGCTCGAAAG 

>Sequeoce 1200 

GGTACTTACAAAAAAGCAAGAGAGAACAGTGGTTAAGGACGCTGSCTCTG 

GAGCCAGATTGTTTGGGTTCAAATCCTTGCTCTGTCTCTTACTGTGACGA 

TTTTAGGCAAATAACCTAACCTCGCTGTGCCTCAGTTTCATCATCTATAA 

AATGGAATTTATAATAGAACCTACATCATGAGTTGGTGTGAAGATTAAAT 

ATATTTATATCCCGGCTGGGTGCGGTGGCTCAACCCTGTAATCCCAGCAC 

TCTAGAAGGCCAAGACAGACAGATCACCTGAGGTCAGGAGTTCAAGACCA 
GG 

Page 220 

( f 261 pages in Table 2) 



WO 01/42467 

442 

Table 2 

> Sequence 1201 

TATA^CTrCIXnTITAAAAAA<K}ACCCAm 

TGAAAATTAAGAAAAAAAAAAAAAGAAAAAAAGAAAAAAAAAGTACC 

> Sequence 1202 

GGTGU 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 l l - n cc i 1 1 1 1 1 1 1 1 1 1 1 1 I I I I I I 

rr^ZZZZZlZ? """Ill TTTTTTTTTAATTCAAAAAACATTTTT 

^II^^^ GCCC " AAGGAGCT ^^ mAAAAAA AACTnTAA 

AAAATAAAAAAATACAATCCCTGCCCGGGCGGCCCTTAAAAAGGGCA 
>Sequence 1203 

ACTAGTCCATTCTCACACTGCTATGAAGAAATACCTGAGACTGAGTAATT 
TATAAGGGGAAGAGGTGTAATTGACTCACAGTTCTGCAGGGCTGGGGAGC 

CCTCAGGAAACTTATAATCATGGCAGAAGGTGAAGCAAGCATGTCCTTCG 

CATGGCAATGGCAGGGAGAAGTACC 

>Sequence 1204 

GGTACi 1 1 1 1 J CCTACAAATGAGTAATTGAAGAATTTTGTTTAGCCAGAC 
S^ AA II CTCATCAA ^ GCAT ^TATrrCTAGrrAAATCCGAACTrCA 

li^ ATA Jl AAGTAACA Tir rA ^ cAG 

?T^S A J^ ACTAAGAA ' n ^CCTGGTATGTATGGTTTTGGTGTATTGG 

AATGTACCTGCCCGGGCGGCCGCTCAAGGG 

>Sequence 1205 

™~ AG ^^^^^ 

r^^^ A ^ TGGAAGATACCTCAAGmAAATGCTTA TAAACCAAGG 

TGACTAATTTATATAACAGTATAGCATACGGCAGAGAAAT 
>Sequence 1206 

rr^Vrn^^ CCCGGGCAGGTA ^^ 

°^T^Z G ^ GTGCCmAGCCCTAGCTACTTGGGAG TCTGAGGCAGG 

A ^ CA 5^ G 5" GAGCCCAGGAG1TrGAGA ATACAGTAAACTGTATCACACC 

A a^^ A ^^ GC Z GGGTGAGAGAACAAAACCCTGTCTGAGA AAAAA 

A ^ A ±l CTGAGATGCAmCCCCCcrr rrACACTAAGAAACAGACCCTT 

^ G1 T GTCACTGGCCGCC AAAGGGAATGCTGTATGAGCA-rn-CAGGT 

GCAGATGCAGCTGCGATATCAGAAGACCCCG 
>Sequence 1207 

A ^ GA J C Z C T A P CAA ^^ 

TCTAAAGAAAACTGGGAATATATATACTTGACCCGCTTCACTTGCTTACA 

^ C o CA ^ TGGCTCATGCCTGTAATOCAGCAC ^ GGG AGGCCGAGGCT 
^Arr^JTTrZ^ AG ^^ GAGGAG ^ GAAGACAAGGG ^ GGGGA ACATGGCA 
AAACCGCATCTCTACTAAAGGTACC 
>Sequence 1208 

r?I^ A T^ GCTAATGCTAGGATCAAGATACCACA TAGCCAGAACAA 

^ G 3F? AAGGTAAACATAGAATAlm ATACAGGCACrCACACCTCCCA 
Tn^GAAAAGGATTAGGAA^ 

^?S°Z^Z CCK ^ TATGC ^ GGAGCAACT7G ^ 

>Sequence 1209 

A ^,r^?? GA ^^ A ZZ CAGTAGGTGGCCCGGGATGAAGGGCGTG ^ 

GGGGCTAAACCACACrcrGGAATTCTCTCAGCAAATTCCTCGCTGTGTGA 

ACTTGAGCAAGCCATTCACCTTTCTTAAGCCATTTTCITGA^ 

GAGCCTCACCAAGTATTCAACGAGAACATGTAAGTG^AAAT^(n5^ A ^ A AA 
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>Sequence 1210 

9S3^.^ZI? TGAGAACT ^ GG ^^ A ^ A T7TTTATTTGATTATTACTAT 
A 33^ ATCTGACTAGAAGGC ATTTATrACCAAACCAATrrArrTCTTAGA 

AGTGGCACGATCTCTGGTTACTGCAACCTCCACCTCCTGGGTTCAAGCAA 

TTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGACTACAGTC 
>Sequence 1211 

AAGG ^ C ^ CCGCACAAGGGGCTGGGG AGCTTTGTGGGGCATTCCA^GA 
GA J A Sa?? AAACCAG ^ C ^ CAGAAGGGAAAAGTGA ^ 
>Sequence 1212 

^^r^™ GACAAGAATGACAGAGATCTACTA GACccAArnrrAA 

A J AA J A ^3 G 5 rGGimGCTCAACATGAA " AAAA TATGGTGGCTAATC 

I G J^ GAmACA TTrGGAGAACTTTAArrTTCAGTATTAATTAGAAm 

GTrTAATATTACAAATGCAmAATGACACrrAAAArrGTACC 
> Sequence 1213 

GC lA°^^?5 GAAAGTGAAAGAG AATCACAGAACATCCTGTAATGAeAG 

^^^TC^^^A^^Tr*T^Y^r^^ '^ GG '^ GGG ATTATG TC A AA A GG AC ATGG G ATTC^V 

AC ™1 AGATC " CCAATAGCCAA ATCTGAGAAAAGTTAAGCAACAAAA 

AAAATAACAAAATCTTATAATCTATAGAAAAAATATGAATGTATA 
sequence 1214 

CCCTTAGCGGCCGCCCGGGCAGGTA Cl 1 1 1 1 1 1 1 H 1 1 1 1 1 1 H 1 1 ri -i- r 
a a^^tT^^ ^^^^GAG^GCATTTGGGAATAGAGTG 

S^gSa^ GTGAGCCACGTrGAGACGGAA GGAGGGTACCTCGGCCGC 
>Sequence 1215 

SS^A A 4 A JII A ^ mCAAGGG ^^ 

TTGGGCTAATGrTGACrrATAAATAAATAAAAATTrAGAAATATArrCAT 

" l OCC l H I AAACATTGGTTTTCCTTGCATT 
>Sequence 1216 

>Sequencc 1217 
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T^ACrACGAAGGCAAATGAACTATGTGTAATGAACCTGGTAGGCATTA 
rTTATTGAATTATCATCATTCCATATGTCCAGCACATTTTTAATAGGAAA 

> Sequence 1218 

GGAC^TGTTAAATATXTGACTriTCTATCATTIXKKrrmCTG^ 

!^ A 5 G I AAGTCAAGTGT ^ TGAAAAA CATAACCAAATGCACCATGGGG 

^^^ A i 5ATAATAAAAG0C " AAAAAGCCCCTA GA^^^ 
CCTGGGATGGATGATTGATGCTCATATGCTACTTGAGCATGTA 
>Sequence 1219 

^aSSUUIL 1 ' " ' ' ' ' " ' ' CGTCA A AGTC ACTATTTGGG CCCTA A 

ata a^^^^ A ^ GGGAAGGGAAAAAAGAAAG ^ A TCTAG 

A 2 CCG ^ A "I7 TAA GACACTAGAAAATAAGTTACTATAAAAAGTGGTG 
AGTTTTC GGCTAAAAACAAAACAAAAAAAATC CTCTmCTACATTnTT 
>Sequence 1220 

^J A £ A i 3AA ^ ATCAACTGAmGGTCAG ^ G ^CCAATGCTGGTTGAT 

AAAAAAGAAGTCC 1 1111111 1 ' lNl 1 1 1 1 1 1 1 1TGTTACTTAATAAAAAA 

ACTGAGrnTATrTCACATGTATTTrGTTGGNTCCCCACC^ 

TTGACCACCGCTACTACTTAGTCCTATCATAACATTCCATACATACTTAA 

>Sequence 1221 

GGTACCTGAGCCAGGCCAATCAAAGTGTrTCTCAGGAATTAGGAATTTCA 
CACATAAAACCTGGAGAGATAGCACATGCTCTTTCTITCTTCrTGGACTG 
TGAGCTGTACCTGCCCGGGCGGCCGCTAAGGG CTTGGACTG 
>Sequence 1222 

AC 111 1 11 1 11 1 U 1 1 1 1 1 1 1 1 1 i i ITTTA1 1 1 1 1 1 11 n 1 1 1 1 n niT 
G ^ A J / A ™ mACGGGGGAAGG ^^^ 

AGTAGTGACCAATAGAAAATAAGGTrACCTTAACTTCCITITTTCCTGGG 

GGTTCTAGGACAAAAGTATAGGCATTGCCAAGGTCA^G^^A 
>Sequencc 1223 

ACACTGAACAArrTGrrAAGATAGATCTCACCTrGTCTTCTTACTGAAAA 

"TAAATCCATAATACATTTCATOATAOAACATTTTlS^A 
> Sequence 1224 

AAGTAAAJGAATGAGGGGTGA GGTTG TACCATAATGCGCCTTGAAGTAAT 

ATTTCTGGATAGCTAAAAGCAATTTITXKjTTTATAGGTTT^ 

^"^ATTGATCATTOnWIXKJTGTATOA^ 

ATATTGTATTATGGATATATGATGCAGATTCAGATTCATATA'I^GAGAGT 

ACC ^ CCGGGCGGG CGCTCTGAAGGGTCGATTTrC^ 

r G xT^ , ^ C ^ GATCCGAGACTCGAACTA AATCCTGG^ 

A ^ CA ZT CTAACCCGTA AGCATA7TTTITAACAGCCTTGTrATACTTGAGG 
TTGTGCACCACACTCACATAAATTTCnTrAGAGCITGGG(^CCG^Gl^^ 
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r^CGCGTAGAAGGTTTTTTATCrGTGTTAACGCGTTTATTTCTTATTAC 
TATAGTAACTCrcrrTAAArrGGTTTCTGCTGATGTTTCCTAAAAATCTA 

>Sequence 1225 

TCCrniCCGCCAGCTGTTTTCACTCAATACATTGTGAAAATATITrCAC 

CTGTATGATCATCATTTAATATTATTATCAATTTTGTATATTTAAGTTAG 
ATITTa^tat 

ATTTTAATATACTTCCTTAGGATAAATGCTTAAAGTAATAA 
>Sequence 1226 

^?^I^^Ia^I A ^TI aaaaagcgtgcatgtgtatgtatta aaaata 

AGATTTGAC^ATAGAGATAAATCCAGTAGACACTGAAATAGAinTTCG 
sequence 1227 

ACCCGATATGTATGTTGAATTAAGAGGATTnTAAAAATGACCCrrAAGT 

^5 AG ^ TGAGGGGTGACACA ^ GCTGG ATTCTGAGCTCAGGCAAATCTG 
TCTGTGTCTATATTAATAGAGGTCTATCTTTTCTTAATAC^rcAATCC/^T 

GGTACT 1 1 1 1 1 1 1 1 1 Hi 1 1 1 1 1 1 1 1 1 1 1 1 rn AG AG ACAG AGTCTrrrT 
GTGTTGCCCAGGCTGGTCTCAAACTCCTACGC^GAGCAATC^ 

TTOCCTCCCAAAGTGCTGGGATTACAAGCATCAGTCACXA^G^^C^GrcA 
ATAATGAmcrTGATTGAAGGAATGAATGAA™ 

°4 C ^ C ^ AGGCAGACAAAA GTITGACAAAAGGCATTmGA^^ 

^^u«^ A ^^^ A ^ A ^'^^ AAAGAGGGGGAGGGA7G ^^^^^^^' 

TO^? A j^ AAAAAA7G7AGAGGAGG ^AACACTGGAGGATGCAGGGCTACAT 

AAATAGATGCGTAGATGATGAAAAATGGAGCAGCT 

TCTTrCCTCCTTGAATTCTAGTACnTGTGAACTGTTGAGG^ 

CTA^GTCACAATTCACACTGATGCATACACTATAGTGA^CACTCGC^ 

CCCTTTGAGCGGCCGCCCGGGCAGGTACAGGTTCTAAAACGAAAGTATTT 

G<K}TAGTCCACTTAGTGATATTATGT(}GATGTGTAGAC^T^ 

TCCTAGATTAAAAGCTATATGTATAGAAGAACAAAG^ 

GGAGArrGTTTGAAAGCGAAAACAGTGGG^T^ 

ACITCACAGATGGTACAGGTGGAAG^GXCATCAGACT^ 

CA^GACAATTGTTGAACX^^ 
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A ^J- \ V^ ATAG AAAAA ^ AGGGCCTOA ^ GG "ATGCCCTITCnT 

A^ A ^I GGA T AA i AGA I G i^ GAAACTAAA '^^ 

T^r^?^^^^ GATAAGGATAATGGGAAA ^ ATGGCAA TCC 

TTTAAAGGCTTAGAACCAAACTGGGCTTTGGACCTAAAGTTT 
>Sequence 1232 

AA ^ GG1 II AAGAAATAAAmAA AAAGCCTTC}GGAATGGTTrACGGGAA 
>sSS °^ ACTTCGCmGGCCAGGGACmA ^AAAACTAAAA 

CCCTTTGAGCGGCCGCCCGGGCAGGTACTCCATAATATAATCTTTTAAAT 
GGGCAACTTCMAATATTGATGCAACCATTAATAATAATGCTTATAGGGT 
AA ^ GAAAA " mTrGAAGCAC TGAATTCAGTAACCCTGGGTCATGGGCCA 
ATTnTOCTCACTACTTCATATGTTTTATGTAGATTATTCCT^ 

^ C J A ^IIS CACA " CAmGTAAAGACAATGGA ' rTAA ATTATrCAA 

ATGTGGCTATTTAACGGCCAGTAACAATGCCTAGAAACCTATT 
>Sequence 1234 

?ri A ^^^ G ™ c 5 rcAGAGTG 

Z^ A II^ CTAn ^ AT ™ GGATCTAGGCTAA ^CTATTCTTCACTTGC 

TTATTATGGTTCCTGCAATCAATTGAAACCCITrGGGGTTTTGTTCCCCC 

AAACATTTTATTTGTTAAATCCATAAAAACCATTTTCTGGTTAAAAAAAT 

AAAGTCTTmCCTTTGGTAATAAAAAGCACAATCCTTITGTAGGCAACC 

GCCTATGTAAAGGATGGGGATATTTTGGCCTTTTGGGTCCGAAAAAAGGG 

CC 9i A ^ 11 ^ CCCCAAGCGAA CCAACTTrGTGGCCGGGTCCCGGTTIT 
AACTTTAAG 

>Sequenee 1235 

^rn^™ °^ ctcccccac ^ 

CA ^?I^ A A ^ AA J rAGATCGA1TrrAAG 'n ,GA CAACAGATGTATCAGATG 
AGGAAAAAATTGAGCATGTGTGGTGTGATTATATAATAGAATTGGTTTCT 

TGGATATATAGACTATTA1TTACTAACTGAGGCTCTGCGAAGTGTAGTGT 
ATT 

>Sequencc 1236 

G ?I A rS^rfJ A I G ^J AGAGTAGAATAAAACC ^ 
>Sequence 1237 

GGTACTTCTGACTAAACTGGAATTATGAGTGAGGAAGAGAGATTACTAAA 
AAACTTT"^Af^ 

AAACITTTAAGAGCTACTTTGAAATAACAGAAGTTCTTGATTAAATATTG 
C ^ CA j£™^^ 

>Sequence 1238 
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^III CACTATmA ^ TOA ATATTTATTCTGGTGGGCCTCCCATTTCT 
^ C ^H^ G JII AAAAA ^ 

^ A ?T5 A S A J rCn ^ A ^"CCCCTAAAGACCCCGTAGGACAAGTATA 
TGAAACAmAATAAAATCACTrCAGGCCCAACTGCTACnTGCACTGGG 

^I^ AATGGGACTAAAA TTAACCTAAACCAGGAAAAACAAAGGACAT 

£?rT7 A ™JF AAC ^ 

CTAAAAAATTGCCACAAAACCACTTATTTCTTTAAACAAAAACTTTCCTT 
rrAAAGTCTTAAACTATTrnTAAATTCCTTTAAGGGCAGATGGTTGTTT 
TAGAAAAAAAATTAGAATTGCACT 
>Sequence 1239 

^ C TI rGGCCGCCCGGGCAG GTACGCGGGGCGGTATGTGGGGCCAGAGCA 
J^ A ^ AACACAACCTCTGTGGTCCTGTAGGAGCCACTATGA GGAGGG 

>Sequence 1240 

ggtacgcgggctaccaaacctgcattaaaaatttcggttggggcgacctc 

™ r CAG ^ 

CTCTGTAACATAGTTTGAAGTTGGGTAATGTGATTCCTCTAGCTTTGTTA 

^E C I G ^ G ' mCAC ^ AG TATTACTTTAACTATTAGGGCTCTTTnTG 

?^x A ™ AA r GTAAAATAAA11 ^ CCAG " CTGTGAAGAA TCTCA 

TCGGTAGTTTGATAGGAATAACATTGAATCTGT 

>Sequence 1241 

A ^ A ^ GG J CAACATGGCGAAGCCCCATCTCTACTAAAA ATACAAAAATTA 

GC T G 5 G £ G I GGTGGGCGTG TGCCCCCTAATAATCCCAAGTTACTTrGGGA 

AAACTTGAGGCCAGGAAAAATTCGGCTTGAAACCCCGCGTAGGGTGGGAG 

Iaa?aax AAAGA ^? T S AAGACC ^ CCAATC ^ CATATAAA 
AAA J A ^3 A . A d^ ATAAGAGGTAACC " CGGGCCCGG CGTACC^ 

A ^ G ^£ G 5 CGAAAmCTCAGGCAACAACC "GGCCGGGGCCCGTTTAA 

gSgtt^t?^ 

>Sequence 1242 

^S^^^AGGTCGATCACnQAGOAGTrACAOACC 

GC I G ^^ g ^ tggcgtgtgcccgtagtagtcccagct acttgggagact 
Gaa ^ a ? g atcgc ^ gaacgcgcgaggt ^ ag «^gcagtgagtcaa 

S A II G A C A C ^^ 

AAAAAAAAAAAAAAAAAAAGGT 
>Sequence 1243 

GG T ACA ^ 1 IS A £ n ^ GGGGAAAGTGAAGCAT GAAGGGA^ 
AAAAArrTGATrTTTGTGTATGGTGTAAGAAAAGAGTCCGATTTCAATCT 

^f^ A T G ^ A I!H GCAG £!I m 

GA ^i77 CCl 1111 i^pCTTin^TGGGATTCCTTrGGTCATACCXTr 

ororaAAACWTcxxx^^ 

^ AC ^ AACAAAGG ^ GACCCOTGAG rrrcA-G^cx:AATCCTiTCTC 

>Sequence 1244 

GGTACAAATAAAGTCTTCCAAGGGTTCAGAATAGAAAATGATCTCTTCCA 

Page 226 
(of 261 pages in Table 2) 



WO 01/42467 

448 

Table 2 

^^^ G 2^ mGGG ^ A " G ^ A ^ CCm(X ^ A AATGTACGTAAT 

AA^^y^^^^^ CATAGTAGAGAATGAATAAAT ^' n "GCATCG 

^™^T^ G I TCTCCA "^ CCCTGTAACTAATCCTAT CAAGATAA 

AGTAGAAATACCACATTTCAGAAACAGCTGGAGTAGACAGGTCTTCATAG 

GC Z^S^ GGAAACCTAATAGCTA ^ AATAATGAAA TTGTAATTATACTC 

TGGATTCTAAACAATGAACACACAGTGATCTTTTTGACTTGCTGCTTGTT 

TATAAGTTGGGGATGGTCTGAATTCATTGTTGA 

>Sequence 1245 

^J A S^ ATGTGACCmC " ATAGTCAGTCAATG CTGGGAAGTAACAGG 

CAGATGTGACTTCACTTGAGCAATTGGAGAAAGCAAAAAAGTTTGCCTTA 

GTCGTACCTTAGGTTTTAGATGGACAGTACITrGCATTTTTGCTTCCXrCA 

AATTCTAGGTAGTTGTTTCTTTGGTTGAAGAGGATGGTAACCGGTACATC 

CTTTCTGGGTGACCTAGGGCAAACTTAGAATGTATAGGTAATTCCTTTGT 

AG £ ATAGCCTGGArrGGTTCAA GGGAGATGGGATCACCAGGGGTTCCACA 

GGTGAAAACTTCCAACTTTTTAAATTATACTTGGATGTTCTTGGTGGGAT 

GGTTTGAAAAGGTGCCAATTTTGGAGATCTnTTCAAATrGAACCATTGT 

TAAGAGGGGGGGACAAAAATGTTTCTTCTTTGGCCTTCCCAACCCATrCA 
ATG 

>Sequ ence 1246 

GG J AC H 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 GTCTAATTACTACCTTTTATTCTAA 

T G ! G A ACCATGGGCCCTGAAAGA CTGATAACAAGCTTTGGCATGAAGCAG 

A 5 GG £? AAC ^ AGGGGTOGGCAGAAAAAGGA TTTAATGGGGTGGGAAAA 

ACATTTGGGCTTCTTTCCTTTGGGGGAGATGAATGCCTGGAGGAAAATGG 

^^ A ? TAGAAG ^ GGTC ^ CAAACCCTGCCAAGGTAAAAA TTAGGCCTAA 

*^ AAA ^ GCTCAAAGGGGCCAAATAGGC ^ GGGATAGGG GGTAGAAGGG 

A S GA 5 G " CTAGCA " GGmCAGACCCCT GGGGGTTTCTTGGGATTGTA 

AT^GGTTTATTTCCCCCTTTATTCCCCTTGGTGGCGCATTTCCCCAATT 

TTTCGGTATCAATTGAACCCCCTTAAGTATCTTATGGGGAGACC 
>Sequence 1247 

CCCTTGGCCGCCCGGGCAGGTA C 1 ITITTTTTTTTTTTTTTTTn rTTTT 

mAGTGAAAAAACTGTAATTCTTTATTTGAAACAATGCATTTCAAAAGA 

AATAAAAACCACTCAGACTTCTTAGAACA-rTATAAAGTCAAAAAAACG-rT 

x^ AAAAAlmGGCAA ^ AGTAGAATAAGTATAAAA GGGGTTAATCAGA 

T A S GAGCCAGAA ™ AGGGGTATAA CCTCCAGrrCTTCAGACAGAAAAAG 

A ii GGAC . A I A ^' rrim ^ 

CTTAAATTTTTGGACACCTATTCAAAGATAAAATAATTTTTTATTTTCTC 
£ AA J G P TGGAA ™ TOGACCAAA ^^ 

TATCCCAAACTAGACCCTGGCAAATGGGGGGCAAGGGTTCAACCCCCCAC 
CAGTCAACAAAGT 

> Sequence 124S 

IS G I ^ CAGTCCAmCTCAATCCAAACCC CCCTGAAGCTTCAACCC 
2 GGGGAG JT CATA1G ^ CATAAAT ^ 

TCATTACTTAATTCTGCCCTTAGCAAAACTTCAAACCTTACGAAACCGCA 
CrrCACCAGGrrCGGCAATCAATAAArrcCTTCTTCTCAAAGGGAACnT 

TICTTAGXICAAAGCOCCTCGACTAAAACC^TCGGCCCTTTACCCCCOCTC 
A 

>Sequence 1249 

GGTACTATATGTTGCTCTCTCAGTGGCAACAATGAAGTTTTTGCAATTrT 
a^™^'. l l !it 1 111 AACAAAAG TCCCAAAACACCAAAAATGTAA 
ACAAGATAAGAGATTAATATTGTAGTGGTGTAATTTAATTAAAGTTATAT 

I7 gg ^^^^ caact ^ 

^ A J^5 TGTGCAG ^ AAAmGTATACGTATT CACATACTGAAAGATGAA 
CCGTTAAAATAGCACTrAATTTrGTGTTTCTTCAATATGTCTTGATAATA 
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AC7TTGGTGCAATTTAATATTACCCATGTTAAGGTTGA 
> Sequence 1250 

TGTACTTAGGTGCCTACAACATAAACAGAACCTGGTAAATTAAGTATTGA 

AAAAATGCTATGGGGCAGAAGAAGAAATGCTTACGCTTCTGTGAAGAAGA 

GAACACAGCTATGTTACACGAGGTGAATAAGAACACAGCTGCAGCTGAAT 

AGAAGAAAAGGTATACGAATTGCTAAGGTGTGAACATTCCTATGACTGTT 

TCAGCCACTAGCAAATGTCAAACAGTCTACTCTATAATAACGCCATAGTG 

ACATGACTTAAAGGTGGATCCTTCATGTGCTTTAAATCGTTAGCGCCCCT 

CTCGCGGAATTCAGAGAAGGAAGCTTGCCAGGGATTTCATATTCCTGGCT 

AAACTTCTCATCTTATAGGAGTGAGGCCCGATAATCTTATATAAACGAGA 

TATCAAGTCAAACACTCCCTTTCCCGTTATTATTGAGAAGTTTTAATATA 

CACATGTCGCAATTATCTTGGGCAAATTCGTATTAACGCTTGCCTTTCTG 

TCAATTAAGAGAAATATGGAGTGTCTCCATTGGTAAATGGAAGATAAGCT 

CTATTATCAGCTTTCAATTGGCTGGAAAACATTTCAACGGTAGTATCTGG 

TACCCTGGCCCGGGGCGGTCTGAGAGGCTGGATATCCTGCCCCATCTGGG 

CGGGTCCGGTACCTATGTGGAATCTCTGGCTATGGTCGCAAATGCTTGGG 

ATGTCATTAAATGGGCCCAAATCTTGGTTTCCTTGTGTAAATACGCGTGA 

TATCTCGTATAACTAGTCGCCCCGCCAAATTTGCGAACTCCTGCAGCCAT 

TAGAGGGTATCCGCTAGGGGTGCCTATATTGATGAAGCTGCCTTCCATTA 

ATATGCGCTGCGGCTGACTTGGCTCGCTTTTCAGTTCGAAACTCTGGATT 

GCCCGTATTCATTAAAGAATCGGGCATACGCGCGGTGGAGGGCTGTTCGG 
GATTG 

>Sequence 125! 

ACGCGGGCAACAGTTAAATCAACAAAACTGCTCGCCAGAACACTACGAGC 

CACAGCTTAAAACTCAAAGGACCTGGCGGTGCTTCATATCCCTCTAGAGG 

AGCCTGTTCTGTAATCAATAAACCCCGATCAACCTCACCACCTCTTGCTC 

AGCCTATATACCGCCATCTTCAGCAAACCCTGATGAAGGCTACAAAGTAA 

GCGCAAGTACC 

>Sequcnce 1252 

ACCTATTATTATTTCAAATTTAAAAACTTCTTCTTTTTTAAGAGATAGGG 

TATCACTATGTTGCCCAGGCTGATCTTGAACTCTTGGCCTCAGATGATCC 

TCCTGGGTTCAAGTGATTCTTCTGCCTCAGCCTCCCTCTTATTTGCTTTA 

CAAGTCCTGCTTCAGGGTTACCTTCCCTGACCACTGCTGCCTCCCTCCCA 

GCATTTG CCA (K3GAC TGTCATTGC^ 

1 1 1 1 1 r I GTCGTTTTTG 1 1 11 1 1 T1TGAGACAGCGTCTTAGTCTGTCGCC 
AAGGCTGGAGTGCAGTGGCGCAATCAAAGCTTGCTGCAGC 
>Sequence 1253 

GG TAC1 1111111111 Ull 1 1 HI 11 1 1 11 1 11ACTTTAGTAGAGATGG 

GGTTTTACCATGTTGGCCAGGCTGGTCTTGAAACTCCTGACCTCAGGTGA 

TCCACACGCTTCAGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCACC 

ACGCCCAGCCTAAATATTTCTTTATAGCAATGCAAGGATGGCCTAACACA 

CT GCCTAAA TCAAAATTGCTATTCACnTCAAGGGTATTCATTACCTGACT 

AGci in 1 1 GGGTGCATTTGAACATAATGTAAATTTTATGGCTGATCAAA 

TGTCATTACTATGAAGATACTCCCTATGAGCTCACAGAGTCAGGACAT 
>Sequen ce 1254 

ACAGTCTTTTATCTTGGGATAAAATGGCTAGATGAGTATGGACAGGGAGG 
CAGGGCAGATACAGTCCTTGCTTCTGGTTTTAGAGTTCTTCTGAACCACA 
ATCAACTIXnXX^A^aXACCTTTC 
ATCTArrcCTCACITITCCTXrAC^ 

GAAGAAATGTTATTGAGACTATACCTAAAGGAAGAACATTCTCCTCTGTT 

GCACACTATTATCCAATTGGATAGACCCACATCTAAATGTCTGCAATTAC 

AGTAATCTCAGCTGGGCATGGTGGCTCATGCCTGTAATCCCAGCATCTTG 
GGA 

>Scquence 1255 

^TA CTTTTTTTTTTTTTTTTTT^ 

TTTAGAATAACAAAAAATTTITTACTAAAACATAAAATTTCCAGAG^ 
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CCAGACAAGCCATACAAAAGGGGCACAAGCTTTTTTGGAGGGGGGAATCT 

ACACTTGACAGCAATGTTATTAGGGAGGGCTGGGATGTTTGGTTAATGTT 

CCCATTTAGGGTCCAACAATAAAGCCTGTTCATTTACAGTGTCCAAATGA 

AGTTTGACITGGCrTGAGCATTTTCTGAAGACCTGGGTTGGGTGGTTTTA 

ACCCATGCAATTTGGATCCCCAAAAAAGGGGGAAAGGGGCCCCCCTGGTT 
CCTGGCG 

>Sequencc 1256 

GGTACTGG 1 1 1 H 1 1 1 1 1 11 11 1 1 1 1 1 H 11 H 1 A GGTTTCCTTTTTA AT 

GAGCTCACCCTTTAACACAAAAAAAGCAGGGTTGATGTATTTTAAAAAAG 

GAAGTGGAAATAAAAAAATCTCAAAGCTATTTGAGTTCTCGTCTGTCCCT 

AGCAGTC 1 1 rcn CAGCTCACTTGGCTCTCTAGATCCACTGTGGTTGGCA 

GTATGACCAGAATCATGGAATTTGCTAGAACTGTGGAAGCTTTTACTCCT 

GCAGTAAGCACAG ATCGC ACTGCCTCAATAACTTGGTATTGAGCACGTAT 

TTTGCAAAAGCTACTTTTCCTAGTTTTTAGTATTACTTTCATGTTTTAAA 
AATG 

>Sequ ence 1257 

GGTACI I I ! I I I I I I I I 11 I | | | 1 | | l | | | ill GGGTTTCAAACCTCAGT 

TTGAAAATGAGA GGAAA ACAAAATAAAATGATTTACATAATCAAAGGATT 

AACTGATACAGACTTTTATTCTAAATGCTCACAAGCACAGAAACCAACAA 

GAAATCAGATCTTGAACGAATTTATAATGATTCTTCCAGGAAGCACCGCG 

GCAGCCACATAAGGCGCTGTTCACACCTGGCTGTGTCTGCCAAGTTAGTC 

CTCAAAGAGAAAACAAGGAGGAAAAAGACAAAAAAAAAAACAAACCACCA 

AACCCAGTGTGCTTAAAACACAGATCACCATCAGAGGTTTATTTCACAGC 
AAGG 

>Sequence 1258 

GGTACCTTGCTGGTTAATATAACTAAGATTTTGCCTTTATTGGGTTAGfiT 

ATci 1 1 1 1 ill ATTTTAGCACCTG ATAGCTGTCTTCTACTG AGTAA AG AA 

TTATAACTTTTAGATGTCACAGAAAATTAGAGTATTTATTGTCAAAAAAA 
AAAAAAAAAAAAAGTT 

>Sequence 1259 

ACTTCAACAATTCCAAAAGTTTTTGACTGAAATAAGCAAACTCACTAATG 

^^ AACTGAACATAACCAACAGG CTGTTTGGAGAAAAAACATACCTC 

TTCCTTCAAGTAAGTTTGCCATGCCTACCATATCTGTGAGTGGTATTCTG 

GAATGGCCAAATGGCCCTGGTAGGACTATGGGTCCTGAAGTCGTGCTGCC 

TGGCTCTGGCCACATCCCTGTCK3TGCTTTTCCATCCTGATCTACAGATAT 

TCAGAACTGCAGGGAGTTCCTTTTAGTCCTGGCAATCTGAACCTGATTTT 

TGCCTCATCCCCAGAATAGCTGCATAAAAATGTGCAGCAGGAG 
>Sequence 1260 

ACTGGTGGGATTGTTAGACCATCCCAAAAAGGAAGTGCACCTTGGAGTCT 

GTGGAGCTCTCAAGAATATCTCTTTTGGACGTGACCAGGATAACAAGATT 

GCCGTAAAAAACTGTGATGGTGTGCCTGCCCTTGTGCGATTGCTTCGAAA 

GGCTCGTGATATGGACCTTACTGAAGTTATTACCGGTGAGTTCTAGGCCT 

AAGGAAAATTGC TAAGTCAGTGT TACTCTCTAGTGATGTTGAGAACTAGA 

GGGATTTCCAGACCTTTTACTTTTGATGAAAGGTTGTGAACTGGTGGCTG 

TGGGTCAAATCCATCTCACAGATTTGTTTGGATCACACAGCA 
>Sequence 1261 

GGTACI 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 rcm "I GCCTCCTCTGACTAT 
ATTTI€AAATAGTCTCTCTTCAAGGTCAGTAA'n c 1 1 1C1 1C1 GCATGAT 
CAACTCTGCTATTAAAGGACTCTGATGCATKrrTCAGTATr.Tr.A Annrr 
TTTTTCAGCTCCAGAATTTCTGCTTCATTCTTTTAAATTCAAT^ 
AJ^TGTATCrGGTAAAATTCTGAATTCCTTCTCrTTGTTATCTTGAATTT 
CTCTGAGTTTCCTCACTATTTTGAATTCTGTCTGAAAGGTCACAATCTTG 

1 1 rCTl AAGG ATTGGGCCCTGGTAACTrATTTAAATCATTTGGTG AGGTA 
ATG 

>Sequence 1262 

GGTACACTCCATCAAGCCTGGTTCCTAGGATGCTGGACTTCTAGCTTAGT 
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°^° AATGCAGTATACT71 ^ GAAAA ^CGTGCAGGAATCCCTCAAATGC 
I?I^ TAGGAATGGGrcAGTCAA G^CAAACGACTTrrCCTTGAGGGAG 
J^3337 AATCGGACAAGGGAACT U1 1 1 1 'I" nG GGCAATGGCCAACAG 
GACTGAGAAGCCAGAGAGCTrGCACCTGAGCCATCTCAGCCGTGAGAGTA 

^^^ CTAGGAAAATAGATGGGGGCTGGGGCTAA GGAAATGTGCTGAAG 

ACAGAGCTATTCTGGA 

>Sequence 1263 

GGTACTC I 1 1 I U 1 1 H 1 1 1 1 1 1 | | | | 1 1 | ) AGGGGTTTTCTTTGTAGAG 

ACAGGGTCTCAGTGTATTGCGCCAGGCTGGTCTTGAACTCATGGGCTCAA 

GTGATCCTCCTGCCTTGGGCTCATGAAGTGCTGGGATTACAGGTGTGAGT 

CACCATGACTGACCTATATTTAATTTnTAAAGATTAGACTGGTGTTAGC 

TGTAAATAGTTTGAAATACCTCTCTGATAGGTGCTAGCTTATCGTTACTC 

TTAGTGCTTCTTGCATTTGCATAGTCAAAACTTGATACTTTTTGTGAACT 
TTGAAAGCATGC 

>Sequence 1264 

ACTTTGTGTTTAAGAGAAATTCCTAAACTGGATATATGTGGCAGGCTGAA 

AGCACTGTGAGTTGAAGTCAAGGGGAGAGGTCCAGGCGCAGTGGCTCATG 

CCTGTAATCCCAGCGCTTTGGGAGGCCCAGGCGGGAGGGTTGCTTGAGGC 

CAGAAGTTTGAGACCAACTTGGGCAACATAGCAAGACCTCGTCTCTACAA 

A ^ GATCTAAAA ^ AAATA ^ AATATAAAA T A AGGTrCCTTGGCCGGGACC 
ACGCTAAGGGCG 

>Sequence 1265 

ACCTTATTGTTAAAGTGAGTCAGATAAATCTTCAATTCCTGGCTATTTGG 

GCAATTGAATCATCATGGACTGTATAATGCAATCAGATTATTTTGTTTCT 

AGACATCCTTGAATTACACCAAAGAACATGAAATTTAGTTGTGGTTAAAT 

TATTTATTTATTTCATGCATTCATTTTATTTCCCTTAAGGTCTGGATGAG 

ACTTCTTTGGGGAGCCTCTAAAAAAATTTTTCACTGGGGGCCACGTGGGT 

CATTAGAAGCCAGAGCTCTCCTCCAGGCTCCTTCCCAGTGCCTAAAGGGG 

CTATAGGAAACATAGATCCAGCCAGGGGCTT 

>Sequence 1266 

^JT A £S GGCCGCCCGGGCAGGTACTCAACACTGA TTr GAGAAGAA AAG 
TGT GATTrG CTTACCTGTGATTTTGAGACCTATATAGTGAAfir.TTTr.TTr, 

CCACTTTTTAGTTTCCTCAAACATGCAGAAGTAATGAGGTTTGACAGAGA 

CATGAGACTATAAGATGTCTGTCATTGCTGCCAACCATGGAAAAGATGTT 

^ A ?^ T S TCCAGCTGCCCATAAAATCATA1 ^ CAAAG TGTGAGACACGAA 

GAA^TCTrTCTCTTATTTGGAAATATGCTGAAGATAGGAATAAAGAAAA 

GGATTACAGTAAAATGGAGACGAGAGATACAGTAAAGCAGAAATGTATAT 
GCC 

>Sequence 1267 

GGTAC1 111111111111111111 1 riGGGTTCTGTAAACTTTTATTTTA 
CACTTATGGGCCACTGCCAACTCAGGTGCCTTGGCTTCTTGACTCATTTC 
TTACAAAGGTTACTTTGTTTGAAAAGATGGTATGTTAAGGTTAGATAATT 
SS A ^ AATAmCOTGTCTAGGTAATACCCACAG ^ A TCTTTACCCAG 

A T G £J ATAAAA II A ^^ 

T^ATGGACCTTITCTTGGAATrmAATAAAAAATGGCAArmTm 

TTTCAATTATTGAAAAAGAAAACCAAAAAGCCATTTTTTGGTAAAAAAAA 

TAGGAC^ATATTTGGTTCTTTAACAACCAAAAAATGGGGTTGTTGGAAAf: 

CCCTATTTGGGCtnTTTATTATTTTATTAAGGGGCCATTATTATTG 
> Sequence 1268 

ACGCG ^ GGGCmGCAGATGTGA " AAGGAAA GGACCCCAGATGGGGAG 

ArTATTTrGAATTACCTAGGTGGACTCCACGTCATCACAAGGGTCAGAAT 

CGA ^ AGATCTGAGAATGAAA AGCACAAGTGAGAGCAGTGGGATAGCCA 

^ A rr^ GAGGG " GTCAGCCAGAGAATATAGGGGG CCTCTAGAAGCTG 

^S^^5 CGGGGTGGACAGAGTCTC CCTGCGAACCTCCAGAAGCAGCAC 

AACCCTGCCCACTCACGGTAGACTCTCGATCTCCGGGCTGTAGAATAATA 

CATCTGTGCTATTTTAAGCCACTGTTTGTGATTGTCTGTTACAGAAGTTA 
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TAGAA 

> Sequence 1269 

^^^^^ GT ^" GTATACTGCAATGTCGTCTA ACATGGCATn- 
^. .^5 TAATGm ^ ACA ^^^ G " GC AAATTGTTAACACT 

taaccatatggattagtgtaatg<k;atacgttgacccaaatttttttgtc 

II* AAG J! TAAAAA ™ CGA TAAAA^^ 

GGCTTTTTGGAGGTGGCCTTTTTGGATGTTGGTAATGGGCCTAATTTAAA 

TAAACGTTCCCGACTAGATTTTTTTGTCTTGTGGTTCTAACATA 
>Sequence 1270 

TCCTGAAATTATrAGGCAGCACTTGGGTCAACCACTCCGCCGTGACCCAT 
A ^ AA ^ GCCGTCGCCTTGGGCACCGAATAAACACAG ACGACTATCCAGCG 
^ AA ^ A J^ AGAGCCAGACACCGGAAACCCCTGCCACACCAG T AA G^ 
TTGCACAGGAGACTTCAGTGGAACAGGGCCTCCAATTCCCTCAACTGCAT 

C ^ C T^£ AACCCA ^ AG ^ ACCTTGG CCCGGGGCGGTGCGCTTTAGGGGC 

CGATATTTCCAGCACCACTTGGTCGGGCCGGTTACTAA 
>Sequence 1271 

GG J AC ^ A I!T™^ 

^t^^I^^^^^^CCGGCCTGGCCGCTCCGAAAGGGCCG 
A ™5 CAGCACAC ^ GGCGGCCCG ^ ACCTAGTGGA TTCCCAAGCTTCT 

TGTGGAAAATTGTTTATCCCGCTCACC 
>Sequence 1272 

^ A ^ A ^J? TCACA " AACATAGGAAAGG ^ ATATA T A CACTATACAC 
£^ GCC II GAAATGTGGACCCA ^^ 

A ^^J7 CC " GGCTGCCAA ^GCTGGCGGAGAACTTTGTCTTGCTGCA 
GCTCTTCATGAATTGGATGCCAGAGTTTCGTGATGATCCTTTCAATGTTA 

T^CACTG^Sot CCTGCACTrGGCGGCCGG TCTAAAGGGCTAATrC 
> Sequence 1273 

^CTHmj ll ll 1 ATTTTT ITrrCTTTTTCTTTTTTATTTTTTTTTTTTT 
aTaVaTI^TTTTP ' lAAAACAAA CCCCCTAAATCAAAAAACCCCCC 
A ^^ AAAAAAAA J AACCCm0CCAAAAACCC ^^ 

S°^ A ^ A ^ CCCCCAAAGCCAA ^ 

rrGCCCCCCCCCCCAAAACCCCCCCCGCAAAAACAAAAC 1 11111 rTTTT 
^A^CCCCCGGCCCAAAAAAAAACCCCrcCTnTAAAAACAAAAAAT 

>Sequence 1274 

AGAATCTGTTCCATCCCTCn^CTTCTTGTXrrTCATCTGTTCTATGTC^ 

CCCAGTCCTAATGACCAGATCTTAACATTTGCAAAGGCCCTATTTCTCAC 

G^AAGACACAGTTCAATCCGTAACAGATGGTTAGTCCTTTCCTCTCCTAA 
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>Sequence 1275 

TAAGTGAAATGGGTCAAACGTTCACCCAAATTTmGrTTnTAAAGGTr 
Jll^^TCCCAAAAAAACT^^ 

1 rCCTTTTTTTAAAAAAAAACCCTTTCCTCTTATTTTG ATTTATA A ta 
TCTACTTGTTTGTTCATTATATATAACAAACC IATnTGA1TrATAATA 
>Sequence 1276 

CTTAACTTAATGGGCGTTATTGGATTCATATGACTAACGTTTCCTCAGTA 
TTCTAATGCTTCAAATATrTGAAAGAAA^ 

CTGGTATATATAATTCAGTGCTTGGCAGGTTAGTATATTrrTA^^AnT^ 
>Sequence 1277 

rS A ?f AA ^™r" G " AAmcCTCACAGGCTCAAGGCA rrc^ 

?^T^X ^^^^^^^OAGCCTAAGGGGAGCCAGTTT 

JI A d^Z C 7 CCAAGGGACCCmGCAGAT GCCGGGGCCCTGTITA^CT 
GAGCAC ^I GAAGATGAGTCACATAG CT^ 

™r?r? A ^ CACAATGG 

CC^StT* GGGGGACTGGTACATGTCACTAGGGG AACATCGTATAGGTGCA 
>Sequence 1278 

i,2ii ' CCAAAACAAAAATGTTTAGGGCAAGAGTAACATTATTTTACAT 

C I GCA i i ^ AA ^ G ^ CA1 TTTGTTrrGGTrGAAGTATATGAAGGAAATC 

I G I5 CTCACACAGTOTGTAG TGGAAAAAGGGCK}A(^TT^ 

gTGCACATAATTGTGGATGAT^^ 

>Scquencc 1279 

ATAGAGACCGCITATTTTTAGTTCAGGTAGAGTTCCAACCTAATnnTAA t 

^a"^g AAAGATGCTGTGTAGGGCTGAGAGGim 

>Sequ ence 1280 

mTirm^ 11 ' 1 ' Ci 1 ' 1 1 1 ^' ' CTTTT ATTAAmG AAA ^A^^ 
TTATATTTTTGGGTGTTCTAATTATCACTTAAAATTTCTAATTTT^^TT 
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TTTTA CTTTATACTTTTT 
>Sequence 1281 

s aa ^ a y a a^ c ^ 

^22^^^ GA ^ AG TTITAAAATATGTTTrATGTAACCTArnTCATr 

^Z^^ A ZI" G ™" GCCGAATAGTAGTO '^CTAAGTAAATACAGG 

TCTCAATTTCACTATGAATAAAAAAAAAAAAAAGGAAAAAAAAAAAAAGT 

>Sequencc 1282 

TCTTG^CmTTAAAGAACTAAAATTTrGTTTrGTTGATrrC 

TTTTTTTTCTGTTTTATTTATCACCACTCTTATTTTTAGTATTTC^^ 

^ G £^ CmGGGmAG ^ G TTCTTAAGTTCCriTAGGTGTAAAGT 

I^^^ A y GAGATC " C ^ AmAATGTATGGA ^ A TAGCTCT 

AAATTTTCTCTTAGCACTGTTTTCACTGCATGCTCTAAGTTTTGATAT 
>Sequence 1283 

S 0 !^ ' ' 1111 1 1 1 1 1 1 1 1 1 1 1 1 1 1 | ITCTTTTTAATTAAAAACCGG 
GACTrGGTGGGTTGCCCAAGCTGGGCrrGAACrrCTGGGOTA^S^TC 

ACCCAGc 1 1 1 1 A AAACC ACAGTATTTTTAGGGCAATATTACACACPTOfir 

^GACCCAAGCACCCTGGAACrrCCATTrCCTrCCTrCAATrACGm 
>Sequence 1284 

AA ^^H AAAAATGmAAATGGAAGTGGAAAA CAGTCGTCTTCTTTGT 
AC IE G iL^ CTACCTCAG ^^^ 

CCTTTTTCACTTAGTTCTACATGTATTCTATGCAGTGAGGTTTCAGATGC 

TTGCCTGAATATTCTTTTTACTCACAGATTCTTCATTATGTTTCTCCT 
>Sequence 1285 

C ^™ c ^ GGTCGCGGCCGAGGTAC ' n ^ A ATCTTArrArrAAACTA 

GAA ^ G ^ TA J C JT CCCAAA "GTGTAGTATAA^ 
™£°iIE™ TAGAAT ^^ 

GA 5 ACATGA ^ CGAmc ^ A AAGTCATTGGCTCTGGAGAATCTGAGACA 
^ GCA I GCACACC ^ 

TCTAGGCCATACACCCACGTAGCATCTTTCTCTAATGGT 
>Sequence 1286 

GAAAGATGACATGCATGGACAGTGAACAGAAAGGGATGAAAGCCAGGAT^ 
CCT^TGAACAGACAGTGGCAATTAGGATGTC^ 

TATTACTATGTCTAAAAACGACCAOA.r<:AGAGAGCCAGA^A^A^r 

TCAAGTCACCTCCACTCAAAAGCAGCCAAACTCCCTCA^ 

TTAAAACCTGGATCTAAACCTGAAGGGGCTAAAAAG^TCTCreTT^mAr 

TT^CTTTCCTTAAGCrcATGAAGCAGATGAAGC^CATrS 

TTTCATATCAAATGTGGGTGGTATAACCTTAGGATnTCAAC^GACTTr^^ 

AAGTGTGGACTAAATATTGTCCTTCGCCGCGACACGCTV^G<^GAArSv 

ACAACTTXK}CGCGGTACTGTGGACCGAGCTCGTACCA 
>Sequence 1287 
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^Jj^^n^TTTCTCTnjATTGTOTAGTACGACAAATAGTGiWtMTTOA 
>Sequence 1288 

CTCCTGOGAATACAGACCAGTAGGTCTCAGCCTTATnTACCCAGCCCTT 
GCTACATTCAAGAAGGAATCACTCTGGTTCTAATGCCTCC^CAGA/nYY" 

*aI^^ agaa ^ ataaactcgaatggcctt gaggagctattatcaata 

AA ^GCT AC ^ ATAA " ATCTG "^^ 
>Sequence 1289 

^aJt AG ^^ g ^ agg ^ g ^ g ^ gg ^ ggaag ^^^^tattagtccattttca 

fc£ GA T ^^ 
^g|^ 

G^A^^ 

taagggagccactgggcaggagtaggcag occctctg1tctcttg ggg 

>Sequence 1291 

GGCATTGGCAGCTCCCTACCAGAGGTGTCCTGCCCTCTGATCTCI^or/ 
TAAGGGAGCCACTGGTCAAGAATAGGCAGC t-TGATCTCTTGGGG 
>Sequence 1292 

GGTACAi 1 1 1 1 1 j iCCTCl rTTTTTTTTTTTTl ITI TAATTCTGAGATTT 

CCCCAAGCTGTGGATTCTTCCTACTCCnTAAGAAAAA^ 

™AGCATCTACACHTrrGTCAGmnX}TC^ 

TT^GGG^TAAAAAGAACCCCAATGGTTATGTTATGCTTTGTAAATTTTGT 
> Sequence 1293 

G ^J^^ AGC ^ 1 ^^ GGAGATA CCAGAAAAAAAGTATTCATTTTTATCr: 

TATGCTAAACAGTGCTGTGATA^CnTrrGTATCACTrGGAGAATC 

GAAATTATGCAACACTACTAGATAJVCCCCTCGATC^ 

AGGGAAATTTCACACTGTATTGTAAAGAGAGGA^ A ^TTTA^COLA^ A A^ A 

ACAGTAAGTCTTITAGTCAGATAJWVATTAW^^^ 

GTrAAAGAAGAAAGACAATTAAGAAATCrGACAC^AATCA^AX^S^^A 
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GGTACAGTGGGAGAGTGAGGTGGGAGAAGAAGAGTGTCT 



GGTTTTGTGTG 
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S^2^r?^^ TGA ^ ATCTTTrAATTT GGAAAGAGTAGGG 

^a^JZIH™^^ 
ESSIES^ 

CCTOkT CmGGCCACCTCCAACAA ^CTTTGGGCCCGGCCCrnT 
>Scquence 1295 

[ G ^ A ^CTTAGi i 1 1 1 1 CCTTATTTCCTTTATTCTTAGTATCACAGTCC 
AArr^^T^^^^^^ ^~^^^" AAAAA GTAAAGTGGGGATGAC 

TTTCCT^CCTCATCTCTGTGAGTTACnTrAATTTTGTTTCTCTGAAGTAAG 
SaCTACA^ 

=====— 



CG^ctISat^^ 

ATATCGCACCCrTGTCATCGAACATOJAGAXcTC^^ 
A^TATTATCGTTGGTCATTGAAGGGACACTACATA^G^G^TCCA^G^AT 
>Sequence 1297 

a ^a^g^^ 

ATAGTOAATGGCTACCTGACCAATTmGTCTCAAG^AAm 
SSAAATA^r^ 

AT^AGT^A^C ATTT ^ ATA TTTTTTGCTTTTTTTTTG TTGG CTTC AT 
>Sequence 1298 

J C Z^ AGAGACTGCTCCA " CCAGTA AAAGGTGAAGGTTCAACTGGAOA 

^CCAAGGTGGGCGGATCACGAGGTTTAG^ 
CAACAATTGTGTA^CCCTGTATATT^ 

>Sequence 1299 

G ^I^ G J' A ^^^ gtgatga ^ aatatgccagacctg< jCcgggcctggtggct 

CAACGCCTGTAATCCCTGCACTTTGGGAGGCCGAGGCAGGTCGA^^^GA^ 
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^J^^?^ GAGACCATCrct ^^ CACAGTG ^CCCTC-rcTCTA 
CTAAAAATACAGAAGAAAAAAGAAAAAAAAAAAAAAAAGGTTCT 
AC I^ GTCTCGTCTACATGGCA1 ^ ACAGG ACATAATGTAAAACAT^ 
A^GCAATTGTTACACTTACATATGATAGTGAATGGCAACG^CCAAT 

>Sequence 1300 

^a G I^]3 A ^ CTC ^ ATAACATATGTCACTGTC ^ aa G 
^^3J rG ^ AGTGCCGAGGCTCGGCTGATCA C AA GGGTCAGGAGAATCGA 

Jg^^ 
>Sequence 1301 

ACA T!3 AA ^ AGGTGATGCTAATACmAAAATGmA AGATATAGATTTA 
AAAAGCATTGTAAATTGTATACTGCAGTGTCGTCTACATGGCATTGGACA 
°^ ACATAA I GTA ^ 

912?^^?^? G ^ GAG ^ G ATTTTTGTCTGAAGTTAAAATACCAAAAACT 
A ^ AGTGGTCTCTGGA ™TCTCTATATTGAAAATCTrGGTTA^T 

>Sequence 1302 

ggc II gagcggccgcccggg caggtagggcgcgcagcagcactcgccaaa 

GTCGTCGGAGATGCGGCAGGCAAGGCACAGAGGAGCAAAAGTGcSc^ 
GACAGACAGGCATGTCGTTGCAGCAGTCCGTGAGACCTGTGTGCCAGTCA 

^ C ^ G ^ TAGGACATAGCmGCCmcACGrrG TCGTGCATCTCAAACT 

SS^Stca caoagtctgtccaagggacgctgga tactgcaggatcg 

>Sequence 1303 

^^^^cccctttaagaaaacagacctactgagtgtggtctac 

>Sequence 1304 

S^ZS ACGCGTGGGGTGGGG ^ AGG AGTTACCTAATTCAAATT 

TATITGCGCTCGCCTTCAmGATCAATmcCATACGCGA^CC^? 
£ G A * A ^ A ™ AAGA AAT^^ 

TTATTTGGGCATTTATCCCGATACCTCGGTTATCTTTACTCCCTAACACT 

TTCGGTTTACCCTCGAAATCAGGGAATTCCACCGCAAAAAACTTT^TCC 
A^AGGCCTCCAAAGGCCCTAAAACCCTAAAAGGC^^ 

>Sequence 1305 

===== 
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^^?5 AGC ^ CTCTGTCAGGGA ^ GTA GGATTTATCCTrAGTCTnTAT 
rArAftrrT(In^m- AAGA1TrrAAA T A CATC A TTG GC A TTTTTCTTGG AAC 

CG ^II A I rcmACmAA GGATCAAGTCrAACAATTCGGCATTTT^^ 
C^A™A^ CC ^^ A ^^ AGGGACCTGGG ^^G 

>Sequence 1306 



??Ia*™ gt S gaggacacgaatotatacctgtag gacagtgc^^^ 

GAAAAAGG TAATGCCGGCTGTCCCTCAAAAGC(nGGGGCCAGTC 

CTGTCACCTCATCCATGCTATCAGTCTACTrrCCCTCTTAGCCA^ 

?rr^ AGAAAGTGGCATAAAAATGACCTGG CTGGG^ 

GCCCATTATCCCGGCACTTTGGGAGGCCGAGGTGGGCAGATCAcS 
TCAGGAGTTCA AO ArrAf?Tr-iY^/~ a a ^ a a ^ . . _i L tjAtiG 



:agc 
acggaagt 
:agc 



■rZ*Z '"'^uw«;i 1 1 tiuGAGGCCGAGGTGGGCAGATCACCTGAGfi 
AAAAATACAAAAATTAGCCGGGCATGATGGTGGGCGCCTGTAACCCC — 

^^ gaaagtgaggcangaaaatctc ^ gaa cccaggagaS 

TGCAGTGAGCTGAGATCGCATCATTGGACTCCAGCCTCAGCGAG^ 
GTTGAATTTCCCTTTGTTTGAACTGGCTrTTC 

>Sequence 1307 



™CCG^^^ 

Tr^™^ ACTCAAAGGCATCTAAGAAAAAGA TGAAGTA^ 

TCACCAATAATAATGTCTTATTTCAAATATTTGGATTTCTTCTTGGAGC^ 

TTACAAAAGCACTAGAGTTTTCACATTCTAATTAAGTCAAACAATAC^ 

>^S^8 ^ GTACCTGCCCGMCCGGCCGTOAAAAGGG CG 
JTTjATTGGiTCCTTATCGTGGTCGCGGCCGAGGTACTTTGGGGT^ 



TTTTTTTITCCAACMGATAAAGATTACAGGTGGTGGACCTTTTBGTrnT^ 
> Sequence 1309 

^Z 1 11 11 11 11 1 11 AAAAli 1 1 ' ITm 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j I'lU AAAAAACCCAAACCCCTTTTTTNTTTTAA 
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TTAAAAAGGTTATTAAAAAAAAAATTGGACCCCGTTTTGAAAAAAAAAAA 
AAAAAAACCGGTTGGGAAATTOCTTATTGAAACGAACCT^GG^ATTni^ 

A^AAA^A^^^^ AG ^ GG ^™^^^i^ 

A Ia?S??a? G ^™ gg ^ tcc ^ otgggacc ^ g "g^ggaaa 

^AAA^ A ^?^ G J^ CTGGGGGAAAATGmTOG 
^ A ^^ A i AGAGCCGGAAACAAAAAA GGGTAAACCCGGGGGGGCCAATG 

GGGGAAAAACTTGTGGGGCCACTTGTTTrATAAAATCGGCCAACCCCCnr, 
?G A ^G A 3 A S??I^ 

TGTTGGCCre^AGTTGGGTTGGGGGAAAGGTTTAATTTTACTAAAGnnn 
>Se A u^c?,3^ CCAAAAA ^ GGGG 

GGC ZF CCAGCGGCCNCCCC GGCAGGTACATACCCTTGTAGGATAATTCA 
TCTCTAATrGAGAGGGGAGCTGACCTTCTGCTTCCTTrrA^ 
^ A ^ TAAGGGATCGmGACTCAGAG TAGTGAGA^ 
GACA I^ ACACTCTCGTATCATGCTATA TCKJTrGTTGC^^ 

TCTATATAATGOmAATTATACTTCWACGTCGACCCTGCATATACACrA 
Gt£<£aTG^ 

C I A ^ A I ATGCAA7TGGTAAGTTATGAA TCTCTGTTGTCCATATATAATAT 
A I AC ^ GAGTGGAGTGTACAA GTGGGTT^^ 

A x AGA ^ tcacagtacatcac ^ gtgac atatgcagtacgagtgtataca^ 

ATyATATGGTTGCACATGATGAGATCTAAGACTATATGGTA™ 
A J^ CGTGCGCGATAAGTCGACAC TCATGNTGGTGA^ATC 

G ^J? CGCGmTATC " ACGTGTGTCAT ATACCGNAGCACTCGTGAGATA 

CGCAA I GGCA ^ TGTCGTGA ^ 

GATATTACGTGTGGTGTGATAAAACAKTCGATATGCT^ 

CGAGT G " CTATATAANACATCTCGTA GCACTACGTCATGATTGACATG 
>Sequcnce 1311 

CC^TC^aVpt^^ 
GAl^r^A^^^^ 
£^ GGG 3^ 



«A^oAArrrrAmAcriTrAATnTCSj^^ J ^ ,A 



Page 238 
(of 261 pages in Table 2) 



WO 01/42467 

460 

Table 2 

>Sequence 13 12 

^A^A^^^Y?a^P^^^ A ^^ AG ^^ A ^^ AA ^ AGGG ^ A ^^A 

T GAA ^ GGAAA ^ TACA GTCAGTGGACA^GTAGAJkGAGTCTCCTCAjU 

AAAGTAGAAGACACTGTTAAATTTGAATCTGGATCCTATAT 
>Sequence 1313 

? f . TACl1 ' 111 i 1 1 1 " " " H 1 1 1 1T G CTN AI 1 1 1 1 1 1 1 1 1 1 1 I I I I i 
1 1 1 1 1 11 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ITAAAAAAAAAGGGCAATTTTAAA 

CCCCCAAAAAACCAAGGCTTTCCCTTTCCCCAAATTTACCCGTTTTCCAA 
A lAA S C ^ G 7P^ 

TTTCTAAAATAAAAATTACCCCCCCCAATTTAAGTTTTTTTAGCCCAAAA 
Irr A ^Tr^ AA ^ AAGG ^ GGGGG ^ G ^ AAAAGGGGAA ^ A ^^^^^^GT 
^ CCC ^™ TCAAGGTCCCTGCCCGGGCGGCCm CTAAAGGGCCAA^rr 

GGCATAAACAAGGCCATAACCTTTTCCTTGGGAAAATTTTTATCCCCCCA 

ctcctaSg^act ccggttacggttattggcccccttttccgtcttc 

>Scquence 1314 

CCCTTGAGCGGCCGCCCGGGCACK3TACCTTCTTAGAAACCTAGACTCCAC 
>S eq u e nce 1315 

CCCTTTGCGGCCGCCCGGGCAGGTACArrrGGTGGAG-nTGAGACCAGCC 
JS^G^G^^^ 

^aTI? 0 ^? 0 ^*! 0 ™^ 

Sagga^S 

>ScquenceJ316 

GGTACCA^GACACTTATTATTCTAACATGCATCAAGTAAAGTAAAACAA 
>Sequence 1317 

ACTTONATGT C1 1111111 MM 1 1 1 1 1 1 1 1 1 1 T1T1T G 1 1 1 1 1 1 1 1 J 1 JT 

1 i ACAGAATCAGTTTAAAATAGCGGGGGATTTCTCCATA 
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'' '^^ GG ^ mMCT ^ GTCGGG CTGAAATC 
ct£ AA ^S^ G ^ A ^^^ 

:I G ™A A 7?T^ 

^AAAAAAAAAAAAGTTCCTTGGGCGGGACCACCCTTGGGGCGAAT 
>Sequence 1318 

G aI^I A GmAmATG ^ GCATCACACAATA GTTACACAAGCATTA 

A S A ^rtIV^ AAGCACATACAAGCACATACAAAGA TATAAACAACAA 

Axa*^?F G TAGAGGTAGATG AGGCGGTGGGTGTAGCrnTCGTTTrc 
r^J°J A A r mGGmGGCCA ^ AATCCTGCrrGTAG TAAAAATTrG 

G 2 G J A J TGmGACAAGA CATTGCCTGGGATGTTACAAAACCTTAAGTA 

C AT AA J A ™ G , AATCCATAAAATG ' nrmA ^ 

AATGTTATrTTCAAAATTGTAAAAAAAACTGTAAAAATTTTTCATTCTAT 
GG J GG J^™CTrGGGCCGCAACCCTCT^ 

>Sequence 1319 

SI A ^ A I G ™5 ATCAGTGTGACAG ^ AATA " AAATG TCAACTTGAT^ 
C I AGAGAA i 3AC J^^ 

A 2 CA £ GAGGAAAAAGG TGGGATAGGTGACTTGCTGAGTCTTCCAGCTITC 
A £^ C ^°^ GGA ^^^ 

TCTTrcGCCTTTGGACTCTCAGACTTACACCAGCGGTTTGCCGAGGG»CTC 
r^GGCCTTTGGACTCGGACTGGGCCACTACTAGCrrCCTTCCTCCTC 

GTCCCTCTGGAGAACCCTATACACTCGATAAAATGTCAATAAAArnTAA 
>Sequence 1320 

""^"'"'" '''" ' "'''''i nT TCII I II III llllli irrr 
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A ,AA A A A a"a A A A A^ 

l A 4 A ^iY^ A 4 AA ^" AAAAAAAAT ^ 

A i^?y^T^ cATATccATATAA ^^ 

A ? A ^J CAAAAA ^ 
t^Zt^ taaaaaaaaaaacaaaaa 

>S»iv. gice 1321 

?F? ^ U 111 1 1 " 1 1 1 1 ' 1 ' 1 1 11 1 11 1 1 1 rrciTci 1 1 1 1 1 1 1 1 1 1 i n ' 

!!l!!!!:! ?! Jlllull]1Uil1111 ^'^''''^ 

cccAA^lli[\\ l li^LL l mrnrm i itjtaaaaaaaaatcc 

Sl^^^WTmAAAAACAAAAAAAATrmTA 
ACCCCGGGGG • i i AAAAAAAAAAAATTTTTTAAAAAAAAAAAAA 
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??ITl?7T^^^ AAA AACTA 1 ' H ' 11 1 1 1 1 1 ' 1 T TAAA AAAAAAA 

A ^o?,™ AAA ^^ c - AA ^ ATC ™ 

GAGGTTAAAGAAAATATTTTATAAAAAGACCCAAAAAATTTTTTAAAAAA 

*JTw^ ctaaaacacaaga ^^ acaca attaggaaaaaaaaatcaa^ 

AGAA 4 CA A G £ AAA ^ 

>Sequence 1323 

AC ' " I " ' 1 " 1 " " " " " 1 " 'TTCTTT ri 1 1 1 1 1 1 1 1 1 1 1 I I i f 
Il l llllllllllimHIIIIII.Ml.l.MM,,.-,-, 

a^-1aV 4 aaaaa ^T aaaaaaaacca ^^ 
A IT^ AAA ^ ACmccCAA ™^ 

A ^ AAAAAGGG ^ A ^ CCCTAAAAAATmACC ^ 
A^ AAA ^ AA ! ' ' ' ''* i f^^ AAAAA ^GGGAAACTTTTTTTTTAAAAAAA 

I^°^ GGGGGGGGGGAAAAACCCCCAAAAAAA ' 'Hll 1 ' 1 ' 1 ' I 'AAAAAAA 
AAAGCCCAATTTGGGCCTTTGGGCTAAAAGGGGCCCACCCTCTC^ 

A ^ AAAA JS^ AAAAAAAAAA " C ^ CAAAAA ^ 
GCtfSSJ^SSS TTGGATAAAAAAATAAGCG CCAAACCCTCAAAAAmT 

>Sequence 1324 

A ^^^ A ^^ TAGG " ATOGGATCAAA GATATAGGCTT^ 

TATT-T- G - A ^A A1 ^^ GTAA1TCAGA ^ 

TATITTTATAATTATTGGTAGAGTTCATCTAATTACCCTATAAATCCCTG 

GAGAAAGGTGGCCCCCATATACTTTATTTCTTGGTrAT^ 

^GTAGGGAATGTAAAAATGTTTTTGTGTGAAT^ATGTGAGTTAn^A^T 

^?^^J£ ^^^^ACCCACTGATTAAATCAGTTGACAACC 
AGCTCCTATCGTACCTGCCCGGGCGGCCGCTAAGGG 10ALAA CC 
>Sequence 1325 

AATCAATGTTC^TATrrGATGCKXTATGArrATCTGGG^^TA^W 
CAAAGTAACATGTTCAAGTGATGAAArTCGGTAACmATCATA^ 

A $ AG IT C £™^ CCAA ™ A ^^^ 

A ^ GAAGGAmAGAGACmACGACTCA GCCGAGTITAAATTAAATAT 
GGC ZII* TCAAAATAGAGCCTA AG 

I A ^I Aj ^^ TGCAAATTTAATC AG GTAAA TG TCCAA C ATTG AATGG A TATT 
GCTTAAACCACACCGTAAATTTTTGAAAATGTAAACrrTAT^n^G^ A AA^^ 
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ATTTAATTTTTAAGGGATT 
>Sequence 1326 

ta^***^^ AAAAGCAATOAATGTCAATAGACA ^ a AGCAACATAA 

ACTGTGCTTTGGAAGATAAGCTCTGTCCTOAATCCAAACCAAGCT 
>Sequence 1327 

TATACGGCGAATTGCAGCTCCACCGCTGCGGCAGCCGACGTACATGCCGT 

====== 

CATCCTCTCAGTATCTACAGTTTAAAACCTGGTGGATTGATGGAGTACCT 
>Sequence 1328 

CCGGGCAGGTACCGGAATCTGCAGATCGCCAAGATTTTCTATAATGATGr 
CCTCCTCACGTrrGTCTGGAAACTGGTTGTGAAC^^ 

GGAAGGAAGACATAAATWWCCNANACGA(3GGGGGACATA^ 

GGGCCATTCn^CAGCAATOAAGAAGGGCAAACTCTCCAAAG^CATTTTG 
GGTAGCCAGAACCAGGGGGCTGCCACTTCTGGCAAGCCCCTGGGGA^ 

r GGCAA ^ COTCATGGAAGAACCTC ^ GGCGAAA 
C ^™ ATGCCTGNCATGGGGAGGTCC CG A GGAAGCCCTGGC^ 

CTGGCAGTGAAATTTTCGATTATCAAAGCCTTAATTCGAAATArrrr.Trr 
A^CCTTCGGAGGGGG^ 

^AGTTGAAGTOTGTAAATrGGCCGCGCCTTTOGCGGTAATOATGS 
TCAATAGGCTGGTTTCCCTGTAGTGGAAAATTGTTTATTCCW3CTCAACA 

TTGGCGCTCACCTGCCCCGCTTTCCCAGGTCGGA 
>Scqucnce 1329 

CAAGATCGAAGGAACTGTGAGCCTTCTGGTCTTrCG^ 
TCCACCCAAGGGAACTGAAAGCAGAAGATGAGGATATTGnCTTACA^CT 

>Sequence 1330 

ACCGTGTTTTGATAGTTGACTAACACTGACCTGTAATGGTCCTACACCrT 

C J^ C ^ A ^ ACACTATC " AGGTAAATAAGA ^ 

TGAATTTTCACAGGAGGAGAAATCTGGCAGATAGATCCTCAcS^ATCT 
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GAACACTCGAACTGGACTTCCTTTTCTOAATTGACCAGTCAAAGAGAAAG 

GAAAAGAAAAAAAATATGACCGG 

>Sequence 1331 

GGTACTGTTTGCArrAATAAATTAAAGCTCCATAGGGTCTTCTCGTCTTG 

CTGTGTCATGCCCGCCTCTTCACGGGCAGGTCAATTTACTGGTTAAAAGT 

AAGAGACAGCTGAACCCCCCGCGTACCACTGTAATCATTATTCCCAATGT 

TATGATTACATTGACAGATAACTCCAGTTTTGCTAACCTGAACTGATGTT 

ATGGCCATAATATGTTGTTGATTCATGGCAAATGGTGATGTGTGAGTTAT 

G^CCTGTTTTTCTCACAATGGTGGTGGAGGCCGGGAGCTTATATGTTTA 

TTTATGTATGAATGACGATAGTAAGAGATGGCATATAATCACCAGACTGA 

IS A J A "^ AmmGGGGAA CGGAGCCGGAAGGGAGTAAACAGAGAAG 

C II G J ACTC7 3I A I ATATCTGTAATCTGCGGC '^^ 

^ATTTTAATATTTTTAAATATCTGATTAAGAAACTTATGAAAGAGCCGTNT 

yrrGAGGTTTAGTGCTAAAATAACACTTAAATGTTATTCTTAAACAATGC 

AACTAGTCTGGGTGAAAGAGACCATAAGGCGCTTTAAAACCATCCATTGG 

ACTCAGGGAAAACCATGCTCCCAGGGGGGAATGAAATCTAGTGGTCCTTT 

AGTAAGTCTTTAAAAGACCCTTCAAAAAATTTTTTGTGTTCACTTTATAG 

TAACCCACACCCTCTTCCCAAGATTGCCTAAAGGGGTGGGGATGGTCGGG 

JJI^^JATTTCGGCAATGGAATITGTGGATAACGTTTGGAACGGGAT 

>Sequence 1332 

AC I G °iIH" GC ^ 

GAGGCTTTGGAGGGAGGAATGCCCTAGACAAATTGTGGAGTGGGTTTGTT 
TTGTTTATGGAGATGGTCTTTAAAGTXrrAAATTGTCCCCGTTTTATTTTT 
:^ C ^ A ^ GAAGAGGGGCTGAACTCAGCTGG GAGGGAGGGGATGGTTGTC 
o^°J^ GC1 ^ AGTOAAACCAAGTCCATT C T GGGGCCAAGAAGCTr 

^^3^ G J CAAAGAGAGAAAGGCGAAAAATATA CAAACCTCGTACCTC 

GGCGCGCGACCACGCTAAGGGG 

>Sequence 1333 

A ^ A ^" CATOTACmGTG " AACTAT CTTTTTATGTGTAGGTCTCA 

^i^p^?]? A GA ^ GAAGGAA ^ GAG ^ AA ^" AGAG AAGCCTTAGAACAT 
GTATTACAGGAAAAATAGAGTAACACATACAACTAATACAGAGGAAGAAC 

^™?^J^ AAGA GMTTGAAGATAATACGTCAACTTAGAAATATT 

TAGTTTGCCTGCTTCAACATCAATAATAAAGCATACTAGGAAAAGTGGTC 

CTTTTAAAGCGATTGTTACAACTCTCTGAGGTGCTGGTTTTTGATAAATT 

IT^ G ^ C ^ GAGACTGAAACmA " CAGCGA ' n ' GGG TGGGTAAGAGA 

A I^ A ^ AAG ^^ AATGCATCGCGC CATAAACAGAAGACTGCCGTGGT 

?rrJ^ AA ™ G .l™^ GTGCTAGGmCATATGGGG 
GGGCTGCAAATAAATGTTTAGCATTGTAG 

> Sequence 1334 

J A S A ^ TA ^^^ 

>Sequence 1335 
A^C^^jA^AAAAC 
>Sequence 1336 

C ^°^ G ^^ CGC ff GGGCAGGTAC ^ 

TGCAGGAAAAAGTAACTGACCGGATGGTTGCCTCAATCTGTTGATTCTTC 
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>Sequence 1337 

^^ A ™ CTCC ^ CmGTCATG ^ G ™AC7TTGCACTTrOT 
^'^^ TGG ^ G ^ CTA TGGCTTCATCTTTCACATTTGAATCTC^ 

A £??^^A7 CTGGGCTATA ^ 
AA v?I^ AAC ^^ 

?A? AC ™Z GTGAC ™ GCATGTCTATG ^ GG "AGGAACATTX^C^ 
>Seque nce 133 8 

I A ^ G ?^ A ^ ACA ^ G JT GTGAAAGGmATAAAAAA ™ 

^^G^Saa^T^^ 

A^^ 
>Scquencc 1339 

SS^^^^ A Z OTCAGTGCAGCAGCAGAG CCCTGCAGCATr 

SSc?Sr aATOTGQO ~^ 

>Sequencc 1340 

^gSt ^ 

> Se quence 1341 

TAGATT ^ CAACAACCTTTCTTGOT ATAriTAACAAAAACTAGTA 
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>Sequence 1342 

^T^SI^ G °2 AGTCGA CCACGCGTCCGGTGGTACGTGGTGCGGGATCG 

G ^I GGCACCGATTGCCAC CGCAAAGCCTACAGCACCACCAGTATTGCCA 

?SIr^™ GACCGTCGCTGCCTACAGAGTCACAC TC^TC^ 

°^ GC JI C ^ GAAGGAGT ^CTAACGTrGGACAATACACGTTCACTGC 

JrA^^^^5 CGACGACCCCCTGAACTAG ^CCTrCGTGGCCTGCGC 

T^^^^^^^»T^^»^^^^^^^^ ^^* AGGGGG ^^' GG ^* GG '^ GAAGAA ^" GGGGGG ^ 

I G ^ AGGGC I GGGAGGTG1TTGC AAAACCCAATGTGTGAGGCCTGTGCCTG 

S£9 GGGAGG ^ GAGGG ^ GGA A^ATGCGTCCAGAAATAAAAACTGGGTCTGG 

GTGCGAAAAAAAAAAAAAAAAAAGGGCCGG 

>Sequence 1343 

^ GAGC Zr C ^ AGACTAGATCATCAAAG GTGCTACAGCTTCTGCTTTGGCT 
J^^TS)^ GG ^ GGGAGAG ^ GAGGG ^ GGAGGGAA ^ GTGG ACACTGT 
* A ^ AA ^™ ATGCTACCTGGAGAGGCC " CTATAGAT ATTTCAGTCAAC 
A ^^ A ^^ AAAG '^ AGCCAGCGTCAACCACC CAACATGTGGGTGAG 

^f™ A ^ ATGATOCAGC ^ CAGCcmGAGTG ^CAGrr G CGG 

^ CAGTCA " GAAACA0AGTCAAGCTG CCCCCGCTGTGATTTATCTGAA 

IS * rGACGCACTGGGAGCATAATAAATG ArrGTTITATGTrNAAAAAAA 

AAAAAAATAAATAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGG 
>Sequence 1344 

TGGGCATGATTCCAGTGAATGGGGGACCGCCCGTGTCTAAGCATGTGCAA 

ATCAGCGAGGCCAGCTGTAGGGTGGGGGGCAGGCTCCCCATGGCAGGGTC 

CCTCTCACCCACTCTCTCCTAATCCCCTACTTAAGTAGGGCTTGCCCCAC 
TTCAGAGGTTITGGGGTTCAGGGTGCTGAGTCTTCCCTrrGCTGTGCCCA 

™?T^ OTGGAACACTGCCCCTG " CTTC ACACrGCCCCCCATGC 
°J3 A ^ C Z CATACAGA " GTCCArcATGGGGGG CATGGGTGGAGCAAAAG 

CGCCCCCTITGACTTATCTTAGAGAAAAAAACATTrCCAACCTTCCCCTT 

aJS1 a ^7g?^ 

>Scquencc 1345 

CCGGTGACGGTGTCGTGGAACTGA^ 

CTrcCCGGCTGTTCTACAGGCCrrAGGACTTTACTItXnTAAC^GGG^ 
GAAITACCAGGCCATCAACCXX^AAAGGCKK^AAGAAAGTTGTGCCCA^ 

>Sequencc 1346 

Sa^ a 4^I^ aacagaacactggatgaata 

GGAACACTTAGAGAAAAATGCATTTGGAAAGCAGAAATACGATCAAGACT 
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rA^Arx™?^J GATAmGATGGCACAGGA ^ A< ^CTTCTGG 

T GA 4^" GAG ^ CTCAACA GAGGAGAArrCCCAAGAGGATGAGGrrCC 
^^^^^^GAAGACTTCCCAGACAACTACCTGCCC^S 

>Scquence 134 7 

GG I ACTITr AACTATTTGTTTCTTCTACGATAATTGGTTTGTTGTGACTr 
T A I^^^ GAGTAA1 ^ GGCAAm ^ A ' n ^CTCAAAATAGrm 

CCCGCGT CTAmCCCCCTOTCAmAAA ' n ™TATITGTGCTrCCT 
>Sequence 1348 

GGTACAAA rrACTCrGTAATA TTGCmCTATTAAAAGGGTGTr.r.TTTrr 
!' ' 1 ' ' GTTGI " 1 I ' 1 1 1 1 1 1 Tl AGCTAGTCCAGTGGTCTTTTTGATGT 

>Sequence 1349 

C < r CTTAGCGGCCGCCCGGGCAGGT AC 1 ' 1 1 1 1 1 1 1 1 1 H 1 1 1 1 1 i i i i nr. 

1 1 11 11 11 1 1 1 1 1 ' ' 1 1 1 1 1 1 ■ 1 1 1 

' ' '''' " " H 1 1 1 1 1 1 1 1 'I AAA AAAAGGGGTA ACATTAA ' 1 11111 111 
AAAAAAAAAAAATACCATTTTTAAAAACCCCAGGGGGGG 1 11 11 11 1 HA 

aaaaaacttgttaaacctattttttt^^ 
a ^ aa Ia^^ ga ^^ 

AAAAA ^ GGm T A I^ 



AAAAAAAi mi ill AAAATCTTTTA AAA ATTGGTGGTTTTG A AATTTA A 
CAAAGCG TTTGTTA G CCCCCTTGTAAATTGTTTCC A^^CCC AAA^aTa^Kj 

AtIgSSaJA^???^ ATATAAAA Trc AA TTGTTAACACAATm}GGAAA 
>Sequence 1350 

A ^^ AAAAAAAA AAAAAAAAAAAAAAAAAAAGTACCTGCCCGGGCGGCCAA 
>Sequence 1351 

A°^A«TOCa><nTItJAAAACnM^^ 
ATTTTnTAAATrTAATITGCTrTGATrCCTOCACTCCTGCrcAAAJW 
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> Sequence 1352 

2I™™a\™ 1 1 1 1 1 1 1 1 1 1 1 11 1 ACAGTTATACTGTGG 
AA ^?^ A J£^^ CAAAm ^ 

^ A rl^^ItI C CA " GGAAATCTAAG ^ CC ^ A CAGTrcCTCTCTA 
TC^ttXS |^ AGTG ^ AmAGTGCAAGCCCCCTAA ^ACCAATITriTGGA 
>Sequence 1353 

~II^ CAAG " ATAGGAGG7 TT T CCAATTGGCAGTrCGTTGAAAGAG-nTA 

GGG IISI GGAGATCAAGG ^ C1TA ' rrA GGCAGATGAAGCCTCCAGGTAGC 

JgGAAGAgS TAGTTAA7TrrCTAGTGGATCAGGAA AAAGACCTGGACA 
>Sequence 1354 

GGTACT 1 1 1 1 1 1 1 1 1 1 1 1 1 1 IT TGG 1 1 1 1 1 1 1 1 1 1 1 H 1 1 1 1 1 1 | I I i l l 

I????????:??? 11111111111111 ' 1 1 ' 1 11 '" 11 " ' ' 
i^!AV ' i!! L 1 1 11TI ^TTTAAAAAAAAAAAAAAAAGGAATTl 
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T^A^A^ATTTTTATTTGGGGGGGGGGTATAAAAAGAAAAATnTAA 
>Sequence 1355 

G ^ G ^ AACCTGCCTGAGTA TGACCTCTCCACCTTATAGTTrATGAATG 
TCTTGTTTGTGAAAGTGACTATAACCCAAA C 1 nTTTTT IT A AAGAGGA 
T^GGAAGTTGTATGGATTTTTTGTTATCTTCACTTTACT 
CAATCTACCTCATCATTTAAAATGACATGGGTGTCGGTnTGTAGAT^TT 

1X9952^ A ^ G ^ GTATAC ^^ 
ATGTTTTTGGCCATCAAGTAGN 
>S equence 1356 

CAci l1 .'. 1 '. 1 1 ' ' " 1 1 1 111 1 1 1 1 "G A 0 1H 1 1 1 1 1 1 1 1 I 1 1 i i i 

AAAAAAATTTTTTTTACCCAAAATTTCCCCTTATCCCC^ 
TTAVUAACCCCCCAGGTTTITrrmAACCCCrc 

CCCCCCCAAAAAAAAAA 1 111111 1 TITI CCCAAAAGGCCCTT 
>Sequence 1357 

>Sequencc 1358 

GGTACTTACATGGAAATAAGTGTTAAGAAAAGGA 
>Sequencc 1359 . . .. 

TATTTTTTTTTCCTGGAAC^ 
>Sequencc 1360 
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G ^ GC T AG ^i? A j UG " AA ^ 

>Sequence 1361 

GG ^^^^ TGT GGTrTAGTAAACTTAGCCTAGGAGGCCAAGA 

TGTCTCCCTAAAACTTAGTCTCTGTCCTATTTACTTTG'nTATAAGACTG 

TGACCTAACTTCCCATGGCCAATTCAATCGACTAGGTTATCTTTACTCCA 

GCGTGATCACTCAACTCTTCAACTTGCCTGCTTGCTGCAGGTTTAAACCA 
CA ^w CAWCTGTGC ' mCCCCCTAA " rcGC CCATGATGCCCCCCAGTAA 
AAATAAACTAAACCCACTTGAAGTGCC 
>Sequence 1362 

CA I*™™ C ' ' ' ' ' ' 1 1 1 1 ' ' GATAGTTATTTGTTTTTTATTTTA 
AA ^ A ^3T^^^^ < ^ GGAA ^^ GAG ^ AGAGAAG ^^^ A ^ATCTTCTCATGT 

?J GA I^ ACACTGAAGCACA ' n ^ AAAGAC ^ TG ATGAT^ 
1 LAG AT 

>Sequence 1363 

?5J^aaI33^^^? tgatgctaatactctaaaatgtataa gatatacat 

ACA S GACATAATGTACAACATAAAAGTGCA ACTTGTCACACTTTACATAT 
CGATGAGTGAATCGGCAACTACGACCAATTTTTGTCTCAACTC 

SgS 

>Sequence 1364 



^«X~^X« A - A a A ^?l?^^^ ,GAGGG ^"AGTACTGCACACCTAGGCTATGTGGTAT 
G J A I^ A ^ C ^ AC 7 A ^ AGCCTOAGAA0ATGGA AATGCTGTCATn-GCA 

S^a^gaS 



>Sequence 1365 

GGTAC 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 U i i i i ri ACTTTATTTTACTTTAAGTTC 

CAGGATACATGTGCAGAGTATGCAGGTTTGTTACAGGTATA^TGTGCCA 
TGGTGGTITCKn-GCACCCATCAACCCATCACCTA^^ 

>Scqucncc 1366 
>Sequencc 1367 

ACAATATATTATGAAGCATGACCA<nTTATTTTGAAACTTAGCAATTnTA 
TTGCTGGGGTTTATTGTATCTGTAGCATC 

Page 248 
(of 261 pages in Table 2) 



WO 01/42467 

470 

Table 2 

ATl^^^^ A ^ G ^^ rcCC ^ AGTTACACTC TATGATCAAC 
A ^I^ AA 2 ATACAGT ^AATCGCCCATACAGTATATTACTGTTGTGTG 

> Sequence 1368 

C ^^^P^ cgccc 5£ g ^ ggtacatatgatggggcc aatgcacaat^ 

CmA^rCACAATCAACTTTTrcrrroTATC^ 

aatctatttttagtgtttgttcgtttttttaactggtcattcctt 

>Sequence 1369 " 

^a^ A -^ AA ^ TGATAAGCCCTGCATGTAGCAAAG ^CTGCCTTCA 
™ A I A ™ GA ™ ACAGCTCTGA ™ CT ^ 

>Sequence 1370 

? G J TAC 1 ' 1 " " ! 1 " 1 1 1 1 g™ n » i n i n 1 1 1 1 1 1 1 1 1 1 rmr 
im . 1 1 1 1 1 1 1 1 1 1 n n ) 1 1 in aattttatata i nrmn rrrrr 
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r 4 at! a a f A GA ^A AAA ^ AGGGGG AAAAAAAAGG(KKriTITATGGCA 

G ^ G T G A^^1^^^a^^ A a^^?<^^ AAAA ^ G ^ A '^^^ AAAAGGGGGGAAAAA AG'^^^1 , T 

G^G^^ 
>Sequence 1371 

TCGAGTGTGAACCTTACTTTTTTCCCGTTCTCCTCAAGGCAGriTGAACG 

caccaacaaaaaatg ^agaaaagggtcatttaaggcctataaaa 
A - G JT G ^ ^^'^^^^^^aattcagagagaaaaatct^tctccctc 
ctggcagctacagcgcagaaagtacc c 

> Sequence 1372 

GGTA C '."' 1 .' " 1 1 1 1 ' " " I t TTGG f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 it 

Arr^VriAi 1 ^^^' ' ' ' 1 1 1 1 1 1 ' AAAAAACCCATGTACCC 
GGGCACAGAAGGTCCAGCATCCTTTGAAACATGAGrmTACCAACAAAA 

CCAACCCCCCTTCACCTAAGAAAATATTTTTTCCCAAAACCAAGr, A rrr A 
^^^^^CAACCTTGAAACACA^ 

GCTTTCCTTTGCCCTGGCCGACGTTATAAAAG 
>Sequence 1373 

AACACCAGTTCTCCACACTCTCCTCTAGAAGAAGAGGAGGATGGAATA 
A^ GA I™J CC 5 rAAAATAAAACTAACGATCATAG ATA^ 

AACAATGAATAAAACATATTATACACCAAGTGGGATm^AGCTATG 
CAAGACTAGCTTGACATTTGAAATTGATTA ™ 
>Sequence 1374 

AATGGAAATATCATATrCTCTCrrATAGGGTTm 
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ttc^gtitgaatactgaatcaaatcttx:actgggagaacaacgcaact 
aatttgcaaaaggcatactctatgccttacattaaatgtggatcctcttc 

I^Sr^^ A ™^ AGTOAGTCACCC ^ CGTGWAAGAAAGA AT 
^ A J^ AA ^ AATC1 ^GAGT™ 

^x?TII AGCTAGTCCGAGGCACCAAAA ^ c AAAACCAAA^ 

r^r3^^?77 AAGAAAATGAAmGGGTA ^ 

GTTTTGGi 1 1 m i AAAGAAAGGTTAAAATAAACCAATTTAGCCGTTTTTT 
Z^ A ? GGAAAA I AAA ^ CC ^ AACCTCACC CCTITGGAATTATGArn-G 
rl¥£^ ATCACAACCCGGA ' n ^CCTTAT^TriTAGAAACTTTTCCCC 

x^A 1111 

>Sequence 1375 

ACGCGGGGGATATGATTGGCCGGCGAATCGTGGTTCTCTTTTCCTCCTTG 
?fJ*I^T G ^ GATAGATCGCCATCATGAACGACACCGTAA CTATCCGCAC 

Il?r A A^ A ^ ACCAACCGACTAC1TCAGAGGAAACAAA TGGTCArrG 

AA Ia A 5 C ^ ACCCCGCGAAGGCTACAGTGCCTAACACAGAAA TACG^^ 
AAAAC^GCCATAATGTACTTTTGTCCGTTACCACGCTGAGGGCCGATTT 

Sta^gS 

> Sequen ce 1376 

actttci i mrrcTm ici iiig tta i i i i i i i i i i i i ii gagacagg 
aI^ a . ctctgtcacccaggctggagacagaggaag atcccgtcaattaa 

AA ? AA r AAA J™ T ^ ACAAAA ^ 

^ A I a ? gcaatctca " catgaacatagattaaaaag acctgaagtatata 

C^ACCCACACCCCCGACATGAATACATATGAGATGTGTAAATGTGAATA 
A ^T A ^^^ GA '|^ GA AG ^" GG GATTTGTCCCAAGAATGCAAAGCTACT 

A^GTGGATAAAAACTTCCTAAGTTATAACAGAAGGGAAGTTTnTAAGT 
G ^^^ / ^ CC ^ C ^ GAAAATAGAAA CAGGGGAGGGAGCCCACTT 

A^g**^^^ 
>Sequence 1377 

?^i a ? c ^ a t aaaa ^ 

^I A I A ™ AAAGAACA ^ 

GC J A STIT A ^I A F^^ 
A ?AT7 A A ^T^ rACATAAGCTATACACACA ^ 

AA ™J G J^ CTCCAGGAATATAAATA TATrTAAATGTTCTCAGTGACTGG 

CATTGCTTTATGCATTACATAAGATAGTATGT 

>Sequence 1378 

G JS^r7x G ^X^ ACAA ^ 

CA J^5^ ACTGCGATGCC CCGGGAGTTAGCCCCCTGGTAATAGCTGTAA 

^ C ^AA A G ^ CAGGmCTAAGCAT 

TrTTAAAAATTCAGCAAAGTGGTTCCCTCTXnTAGGGACAGTCAAAACCA 
AGTCACTTAGGTAGTACCTGCCCGGGCGGCCGCTAAGGG 1CAAAACCA 
>Sequcnce 1379 
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A ^^^ A " AAA ^ Gr TGAATGATATCCTAAAAAAAAAAAAAAAAAAAA 
> Sequence 1380 

^£^ T11 ^ AAACCT ^^GATGTCTGGCTrATAGAAGACACCrr,N 
GTTCT/rATATCTGCTTCTGAATCGATCTATCGTAATCTCGT^TT^GGCT 

^*^Z^S^^^^^^^^^^^^^^ A ^ AAA ^^^TGAGTGATACTAAAGTTGT 

^cgatggatggtgtctatctggagagctggcagggaacagccaagSS 
toagcgctccttgcagagcaagaactatgattgTtg^ 

>Sequence 1381 

ACA AGCCATTGA ATAAGCCTCTTCCT I I J \ " WVG CTCAAAC ATTCC Af* at 

CCAGTATGACCCAGGmCTTGACTCTGAGTAATGCACCTTCTATAACTA 

TCTAAATTTCTATTGAAGCTTTTTGGATTATGAGTATGCTC 

GATTGGCTGGTGCATGTITAGACTrAAATGTCATAS 

AGCCAAAATAGTAACATCTCATCTCAGAACAGAGCTGTC^ 

ATATATGTGTCACAAAGTCTACATATGTTACA^CCTTGGAAG^CTC?^ 

? AA 4 A iV TGATG ^^^ 

>Sequence 1382 

a S aaaa ^A^ caagaagaaatagataccagcctgag 



TCGATAATCTGAATAGCCCTATATCTATAGAA^C^^ 
ATATAGGTATTATTATCCTCATTTTACAGA^GGGAAAA^^G^G^CTrA^AA 

> Sequence 13 83 

^^ G ^ G ^ G Z rGGTATCCAAAA " AGGACT ^ 
AA ^™™ CATGACAAAATATCTA ^^ 

TAGTCCAAAACA^GTAAGAGTGGGAAAACJCAGTA^^ 
CCA ™CTCTTTTGTGATATTCTCAAAAGAAAGm^ 

GTATAAAGATCTTTTTTCTGGAGCATGCTATATTTAACAGTTTT^CCTA^ 
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IV/^YFJ-^S AGGG1 ^CTCGCTCAAAAAAACATCTAAAAAATIT 



>Sequence 1384 

G I A T. A >^I£ AGAGTOAACTGATCTG<OT GTCATTm 
S AAAG ? AG ^ ACGAGGATAAAACAACACTCC ATAAACGCCTCTTGGGAT 

°^ CAGA ^ TGGTGGGATCCAAC ^ G TOAAATCKrrrcATG 

AAGACTCAAAGTGTGTAGGAAAAAAGCTTA^ACCC 
>Sequence 1385 

atcatgaaa?^^?^ 

CAAATTTTA^AAAA a a aaatT^ AAAAAAAA ^ 
A^ A Tf G ^A^A^AA i A GAAA ^^ 

>Sequence 1386 

atacaaaatvgtacctgggcc(k:gaccacgct^ggg^ 

>Sequ ence 1387 

? G t^AV^a^ a 1 11,11 ' ' '"'"^ aaagattccttttttattatat 

A^A^ScAA^A^AAA^ 

aAagSg^^a^ 

a ^ a ^^ 

Page 252 
( f261 pages in Table 2) 



WO 01/42467 

PO7US00/33312 

474 

Table 2 

AAAA^*^^ 
>Sequencc 1388 

^SSJIIJi^J ! ' " ' ' 1 1 ,1GGTAG TAAAAATATCCCAATCTC 
S^r A ^^ G l TC ^H^ GAGAAmAAA ™ GG ^GGTTCCACT 

>Sequence 1389 

^II AGCGTGGTGCGGCCGAGGTA C'nTnTc i inn iii gagacgga 

GCATCGCTCmCTCCCAGGCTGGAGTGCAATGGTGCTATC^3C^ 
G^ATC*^*^^ 

TTT^^r^J^r-iiii- GCACTTTTCCTTCCTTGGTACATGGGGAGT 
>Sequence 1390 

S^^ G ^ c ^ gtccgggcaggtactctcaaaa gct a gggctgatga 

ATGACATATCTTTAATATGAGTACTCTGGCAGTCTCACATGGAfir.TrAO^ 
A A^^TG^aaa^ 

^A^^S^A^^^ TATGGAGAAmTCCATCTGAGAA 

TTTAATmGCCCCCTCTAAra 
>Sequ ence 13 91 .4,., .„ 

GGTACTTn^TTCTGGGTGGAGGGTCT^ 
GATATCArrCATAATTCATAGGTTlTOCrmTr^ 

Ictg^cctc^Y^^ 
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^ ' ! ^££^^ GGM AAAAGCTTTTAAATAATTCAAAAG AAAAATnr 
TTCAAAAAAAATTTGGGAATTCAAAGGGGCTAAAAGAAACCTTTTGGTTC 

>Sequence 1392 

l^^^^^ A ^ ATCCCCCT ^^ TCAGAGGGTGG ^CCCCJACC 
>Sequence 1393 

A^I^o^I GCCCTACA " ACTGCCTAAAGGCAA ' nT CCAGACTACACAG 

ACAGAGAGGAAATGCACATAGAGCCCAACTGTCTCTGAAAAGAGACAAGA 

? AAA I^ AmCTAGGGGGTACCTAGAAmCAGAG CA^ 

5 AAG ^™ GTGCACAAGAAGATA ^ CAAAAATCATCA TGAGGGACCCCT 

TGAATGTTTGGGAGAATACAAATCTGCTTATGTATAGGGTGAAAGACCAC 

?^ AG J G J A ^ GCTGAATAA ^ CCCAAAGCTCACATGAA G-n-GCAAATTG 

r ACG ^™ AAAGGA11 ^ ACTGGGGAACTACACTGGG TC^ 

C ^?°I^^ A ^ CAACCC ^ AACATGGC ™ A ^^ 

AA ^ rAAG ^°IE CTACAGGAAACTTAA TGGCCCAACTAAAAAAAAGAA 

a aT^ aag ^J^ a ^ aggaaggcataaaagccaaacgccc ^ 

>Sequence 1394 

GGTAC1 1 1 1 1 1 1 1 1 1 1 ] 1 1 1 1 1 1 1 1 1 ' n C AGTATGGGGTCTGTGTTGCCC 
^ G ^ G T G H A J?^[ G ^ A r G r 3 GAG ^ A '^^ GA ^ AGGGGGAAGG A'^*A'^"GCACAACAGC 

^?™ C i ATAGGAGTGCACCACCACGCCAAGC TGGCATrCTCTGrnTCT 

J G ^T^TP ATATA " AAAAAACAGTOATC TCATCCCCATCATCTATCT 
C ^^^ CACCCCAACCAmACACA1TAGGTAAA CAATGGCAGGCATA 

A ^ A ^ AA A C ''ii 1 ' I'GAAGGAATTGGTGATCCAATAAATGCCTTCATT 
yn^G^AATCTTGA^GAATGACCGGATTGAATCAATTAAGGTTTTACT 
TArTAGGTTAAATACTTTnTAAAATCTTrcnTGAGAATrCAA^ 
^GGG^AATCTAAGAAACCATAATT^ 

>Sequence 1395 

?" GAG ^ CTGC ^ AGCAGGGGGAA CT^ 
AjM^A^t^TTATAATOCTTAAAGAATTCATTTCiTrT^^ 

A ^ A ^T^ A ^^ CCmATACCTCmAAAAAA 

AATCCATGGTTTGTTTGGAAAAAAAATTTTAAAATTTTGGCTGGACAGTT 
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CCTTTTGGGAAACTTTT 

Ci i □ rGAAAAi 1 1 J 1 1 AGGCCCCCTTATTTATAAGGGTTCCCAACCGGG 

GATATTATTTTTATATTTTTTA 

>Sequence 1396 

cccttagcgtggtcgcgck:cgcggtactitttgtti^ 

ttgagaggtatgattctttctagagattttttctcatggctactatagat 

cangaatgggtgattggagattattagattctaggttaacttctaccact 

TTACCCTAATACATAAAACTTTTTCCTAAATAAATGATGGAAGGAATAAT 

ACTTGGTTACCTGGCATTATTTTTCAGTAAGAAAAAAGCTrrACTAACCA 

CTACATTTATGGAAAATTGTAGGGGTAAGTATTTTATAGGTCATAAAAAA 

CACCATAATATAACGAATCTCATTTTCTTTAAATGTGAATTAAATCCTAA 

CAGTCATCTTTATAAAATGACCATAGGCTAAAATCTTACGTGTAAGT 
>Sequence 1397 

CACATGTGTCGCCTTAAATCATCCAACCTTTCAGTCACTACTATGTGTAA 

GGCAGTCTGCTAGGTTCCAGGAATGTGGGGCTAAGTGAATAAGATGCAGC 

TCCTTACTTTAAGTCTGGCAAGGAAGATGCATTTTTTACGTATCTTCCAC 

AGTGCATTGTGAAACATGCCATAAGGAAGGGATAAACACTGATGACAAAG 

TAATTGCCAACTNTTACTAATTTTGTCAAATTTCAGAGAGGTACC 
>Scquencc 1398 

ACAAGTTGTAACCCCTGATTCTGTGAATGTGACCTTTCTGGAAGTACGGT 

CACTGCAGATGTAATAAGTTGAGGATCTCAAGATGAGATCATCCTGGATG 

CAGGATGGGACCTAACGATAATGGCTGGCGTCTTTATAAGAGAAAGGAGA 

ATGAGATTTGAGACGCAGACATGCAGAGAGGAAAGCGACATGGAGACGGA 

AGCAAAGCCTAGAGTGGTTAACCTACAAACCAACGGTTGCCAGCTGTCAC 

CAGAAGCTGGAAGAGAGGCATATAAGATTCNTCCTTAGAGTCTCTGGAAG 

AAACCAACCCTGCTGGTGTCTTGATTGCAAGCTTCTGGCTATTAAGAAGT 

AGA £II^ 

An 1 1 1 lAATGTCANGCCTTAAGAAAACTGATATATTAATGTAAGTTTCC 

CTGTGGGGCTCTACGGGCCAAATTCTTTTGGTTCAAGAGGCTTGGTAGAA 

TGGTTACAGGTACCCTTTGGCCGGTAACCACGCCTATGGGGCGAATTCCA 

ACAACAATGGCCGGCCCGTTCCTAATGGGATTCGCGACCTCGTTACAAAC 

CCTTGGCGGAAACCTGGGGCAAAACCTGGTTTCCTGGGTGAAAATTGTTA 

TCCCGCTCCCAAATCCCAAACAATATAACGGCCCCGAAGGCTGTAGCTGT 

AAAAGCCGGGGCGGCCCAAATAAATTGCGCAACCACATAAAAGCGGTTGG 

>Sequence 1399 

GGATAAATAACTTGTTACCCTGGGACTTTAAGGGTCGGGCACCGGGAATA 

GGCCACCTTAAG GGGGG TTATCCGTGGGTTCCCACACCTCGGGGATAACC 

CCAGAAAATACA I i 1 1 1 GCC AAAGGCCGCAAAGGCCCTG AACCTTTAAAA 

GGCCT 

> Sequence 1400 

GGTA Ci 1 1 1 1 1 1 1 1 1 1 1 1 ri TTT TTTT Ll rTCTTTTTTTTTTTTl 11 I I I 

■ ■■ 1 1 i i i 1 1 1 1 n 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 n 1 1 n 1 1 n 1 1 1 1 1 1 1 1 in 

! ' iiiiiii. 1 1 1 1 1 1 1 " 1 1 " 1 1 1 1 1 l rrri'AAAAAAATTTAAAAAAAA 
AAi m 1 1 1 1 AAAAAAAAATTAAAAAAG AATAAAAAAAAGGG AAAAAAAAA 
^ T TCG< ^ AA A ^'^ AAAAAA ^ 

AAACA 1 1 1 1 1 1 1 1 AAAAAACAAAAACAAAAAATTCATTTTTTGGCGGGCT 

AGGi mi I GAAAAAAAATTGGCAAAAATTTTAAAAAAAGOOCCCCCCAA 
AATTTACCXTrAATTTTAAA^^.CCnTTGG AAAAAAAAAGCCCCIXXX^ 
AAAATTCCAAAAAAAAAAAAAACCCCm 

AATTGGTTATTTTTTAAAAAAAATTTTTTTTTGCACATTTCAAAAAAAAA 
AAAGAAATCCAAAAAATATTTCTTATAAGAAAGGAACCCCCCCGGCCCCC 
CCTAAAAAAAGAAAAAAAAAC 
> Sequence 1401 

GGTACTCAATCAGATGTTAAATTCTTCAATGTAAATGCTCTGTCATGCCA 
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ISS? GTCTrcCCCACCrc ^ ACACACACCT ^ GCACTC 

GgTAC l 1 11 HUM 111 1 1 1 1 1 n j n n 1 1 1 1 1 1 1 1 1 II I n 1 1 1 1 1 i 

>Sequence 1404 

A ^TI TAAl1 1 1 ' 1 CTATTTATGAATTGCTTATTTGCTTTGCTCATTTCTr 
~T~jV^ATGTTTCAAATTTCCT 

ACTTCAACATAAGTAATTrGTCATCTTTGTCCnTTAGTr^roTT' a ttt-t^ 

AA^ACATAATATCTATrACTTTAAAA^^^^ 

CTCAACTAGCCACCTTATTTCTG^^ 

aaaaacacacaataatttttaaagtcttgatcaIact^™^?^ 
^agtctatttttca^^^ 

>Sequence 1405 

ACCTGGCTACAGTAAATGCTCAAGGCCCTTTGTTATTATTTrArATrrTr' 

AA G AA TAAATGTTTITCAAGGATCTrCTTTTT^ 
AC^TTTAGA^ 

■^oequence 1406 

A Z*GTAATTAAOTACm^^ 

^AAACTCrrArrCATACTrrrGTTGATAATCTAS 
>Sequence 1407 

cuj^cc^AACTOCaOTAAATTmCAGGCT^ 

^ A ^ CAArcA ^ AGAAAA ^^AAA^rr^ 

CCAGrrrGTCTGGTTGACTAACCTGCrGAGAGCTAAAA^GG^^ 
GCCCCGTrcCTTCAGGCAGTCTCCTCXtt^ 

™CAGGCACTGAGT«}GATGTGGGTGATG(^ 

TTACGCCTTCTTTTATTTTTAATTAAAAAAATGGATCCAjkTTAATAATTC 
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AGCN 

>Sequence 1408 



^TACCCTTrATAGGAACCCTCAAATTAAAAAAAAATGTCrnTAATGGA 
A G TT/^ A TT A r 1 L^?^ m ^ AGATA ^ GC1 ^AAG AAACTmTG 

G ?lT A ^ A .S A ^T rACATAAA ^^ 



>Sequence 1409 
ScTTaStS^^ 

c£?a^£ cag ^ 

MTCCCranrrCATCTTCTTACHWTXOTcSc^TCT 
>Scquence 141 1 

GGTAC1 [TTTTTTTTTTTTTTTTri ITTT G nTTTTTTTTTTTTTTTTTT 

^umffT! A ^ A / T p A ™-CGTTAr,-rrrAAArr^^^^^ 
TG^TAaVVg^ 

tOLL 1 AC 1 OGGGGTGATAATTTTCTACTTTTTCTACGA fin T r i ■ i i r r a r~r 
G ^^ G ^?T^ GGCGGCATA ™ GA A^^ 

>Scquencc 1412 

^^ggY°£^;^ 

> Sequence 1413 

f f i V " V"'.' ' ' ' 1 1 1 11 1 ' 1 1 1 T G 1 1 i i 1 H 1 1 M 1 1 

A ^ c ^Ar^ 
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^TCCCCTCCACAGACACACATTGGACAAAAATAGAAAAAAAACTGTTTC 
I°. AGA ^ AAA ^7^™ GCCCG ^ 

ggSccttcn ^ ATAATGCACA ^ CCCCCGAG ^ GA GGGTrrrcAATTT 

>Sequence 1414 

GGTACGCGGGTCAATTA . 
>Sequence 1415 

TCATGACCATAGTGTTITITTrCCTATrACTXrmCACTTACTCACAGGA 

A S GTA A ATAAA Z^ 

A r^ AAAAGGGTTTAGA AAGAAAGAAAAGACAGCTGTTAGGrrATTTG 
A ^a^ G a ^™ A . AATAAAA " CAAATAGA 

GTAGCANAAGATACATGAATGAAGCCCTAATCACAGAATCTO 
>Sequence 1416 

GG I ACACGTG1 ^ CCTGAG 'nCTGGGCACAGC^ 

^SjET^ AGAAGGGGG ^ G ATGGGAACACTGACTTGAAGCTGGTTCrcCAGAA 
GTTCTGGATGAGGCCTGGCCTTACAACTAGTGTCTGAAG^ 

GTA P AT A GCA 7^ 

? AA ^ GCAAmGAln ^ CTCCAGA AGGGGAAGAAAATG-nTCATGATrC 
I AGGAAGGCTW ^ GATGCAAAG TGTGTGTGTGTGTGTGTGTGTATATA 

tgtgtgtgtttggagagggctaacttaaa^^ 

G?G^™ TGTTCTAAACTTAANACCCA ™ TCA ^ GCT ^^^ 
>Sequence 1417 

mAGTTATITAGAATTAGCTTTGAGACTTTGGGCAGGTCACAATrnTC 
I£™a^^ 

Eg1E~ 



>Sequence 1418 



GGTACTAATTrACACCAACAGGTGAAGTntXTAGAAGAGTCGTCAACTG 

GT ^ gatggga ^ agc ^ agagggac tcaggac^^ 
o AG ^P^ agcaaatccaggaatggggtgg c t ccccagggccgagatcca 

GACC J^ A " AAACAGGAmGGTCACGGG CCACTCK3ATAG^ 
TCTGGGCGTTATAAGGAAGATGGCCTCTAGTGTGCTAGTGGAACTCTCTG 
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^??? A ^ GGTGGAA ^ CCTAGGAAACT GCCTGTGGGTATGGTGCCAC 

TTTCCGT 11111111 11 1 TTGGCTTGCAAAAAAA 
>Sequence 1419 

^I^^^J^^ CA ^^GGCTTTTTAAATTTTATGGAAAGACrAAA 
S AA ^^ TATGTGGTAAAAmACCTA 

r£¥£l i V *V !J AAA ^ AGAAAAAT TACAGAAATAAGACTTGGGGGGTGGG 
>Sequence 1420 

G ? C ^ A ^J AGCCCAAGGT ^^ 

GTGTGTATAATGTGACAGAGACTTTATATGGCCCTCA 
>Sequence 1421 

^ A 5 AGGGCTG ^ ACTCACGAG TCCCTCCAACAGAATACCAGA^ 
£ AGGC 4^ AGGTGTATGTAAG ™^^ 

CAGAAATGGATrCATrGCAGGCTCAGTrGTITGTATrATGTGAATGAACT 
>Sequence 1422 



PCT/US00/33312 



gSgtodIcJ^^ CAGAA AAGAAAAAGAACCAGCATCACATCA1TAG 
>Sequence 1423 

TTGAAGAGCTCTAAGTTCAGGATATCTCAATGTTCAGAAA^OCr^ 

AATCACAAAAGTCATGTAACACAAACAAA^TCG^ATAmc^S 
CATTCTGAAGATTTCACATTTTATTTTTAGATAGCTTAACATTTTA'rrGA 
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G^TTCTCTACATCCGGTATC^ 
>Sequence 1424 

aaaca I OCTTTAAAAAAAAATTATTTTAAAAAATCCGGGAAAAOnTTTA a 
AAAATCT^^^ 



>Scquence 1425 



TTTTrrmCGAGAGAGGGTCTTGCTCTGTCGTCCAAGCTA^^ 



Sa^a^^ 

TCA A ^S^?TO^ GAAGGTOAC ^ ATOGCCAGC CTGGTrrc 
>Sequenee 1426 

TC000T^^TGTA a cCCATrnnT<KCACCTCAI0(KOT-A<5S% 
>Sequence 1427 

ACATATTGCTTAGAGCAGTGCTTTCAGATATGAATCATTTCTAfiA atyv* a 

AAGTTTACXATCC ATTTTAAAAAATG AATG AATTAAGTATCTY^^ a 
AACTG^TTCKriCTGAAGACAAGT^lG^^ 
TCTXKKTITCGGCCAACK5<XACTGATTGATITCTA^ 
^T^^A^^TGATGGCAGAGTG^^ 

ccagctacactttcccagtttgaaataatgaacTa^tcctt^g^toa^a 
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rrrrv^A Va ^ 'GAAAAAGTCTCTCAAAGATGTTCTTATTGGAATAA 

S^^f^^? CAGG ^ mACA ^ GGA ^ c ArrACTTGArrACT 
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>1.1 

GCGGCCGAGGTA C T 1 1 1 1 1 | II n 1 1 1 1 1 1 1 1 1 I GGACATArTrArarAA 
* CA J GA ^JIT AAATA I[^ 

CTGTATTTCTTTCTAGTTTTTTCCCTACCATTCmMTCGGAGTA^^^ 
? GCGC ^ AC ^ CTG T^ 

CATGTnTTTCTTCATGTGGAGTGTCTTTTGCCACCCTCT^GCCTA^T 
QATCCCAC^AGCCTCTGAGGTTCTGTTAAG^C ■ 

P C C^A G » 

^^^^^^^^^^ 
>5.1 

^^^^^^S^^^^^^^^^^^^^^^C^ACTCTTTCATTGAAAGGA 
MTTAGGTTGAACCTCCAGGAGCCCGTCAGAGTCTC 

J^I^ctagatacgacgacagcmggctgcitaSgct^^^ 

TCAGCATGTCTCTMCCCAGAGCX^ 

*A^^™ CCATmACAmTTTTT ATGGGTGGGGGGCATTGGCTGTGr 

CA GTGACCMTTCTCCCAGTGTTTCTTTGGGACTC^ 
GCATTGGGTAAAGCCGACTGGC^^ 

GTCCGGT^GGACCTCTG(XXn"CCCTGCTCTG 

^GCTTCTCACTAmACTAmGCGGGGCCTGGGGGTAC 

ATGCTTTGCCAAGCAATTGACTCCATCACGG^GAC^V^^A^^A>^GCAA 
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AAGGAGGTGGCAmGCACTGTGCTTAAGGGGC^^ 
>10.1 

TGTATTTGGACTACATAAACTGGCTT^^GAGA^A^^ 



^II^^ G ' m ^ A ^CTTMGCACTAGGGTTAGGATTG^TC 
TGAGCTTTACTAAATCGGAAAAGAAAATCTCAATTATAGj^CAT^ArTT 

I?J?^ T C ^ TGCCCGGA ^ 



ACCCATGTGACATGCTAGGTCTTCCAAAAC 
>11.1 



MGeTGCMGCAGTGACAGTGCCCAGGGS?^?!^ 



TTTTAAAATCTTTCCATTAAAAAAATTTTGCTGATCATTCAArl^rT^a 

ATCCATTTTTTTCTGGG AAGAGAGTCAGTT «TA 
>13.1 

AAGGAMGACCTGATTTGACTGCTGTTCGTTreGTAG 
GGAGCCAGTTTTGTGGGAGGGAGTC^ 

TGACOSAGTTGATCCTAGMGACAAMCA^AG^fcGT GG ™ 
>i4.1 



TCTCTTGATGCTCATATT(XmTrTGGG^^^ 

^ G ™ ATAGATGCAGGA ^^ 

^ A II^ AGTATCTG GCCACAGGMCTCATGT(^GG^ 
TTTGGGGTGGAA^GTGGGAAAAAGGAATATTCrrTTCrrrarn^ 

^^^^^^^^^ ^^^^^^^Q^^^^^P^^^^^^^^^ 
GGTACTGCTCCCTGCACGATCCAGTCAGCCCCTGCCCGGCTGGTTATGTA 
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ACAAACAAGTCTGTGTCTGTGTGGAGTGTTGCAGGACGAGTGGAAATGAC 
TGTTTCCAAGTTCATGGCAATTCAGAAGGCCCTTCAGCCAGACTGGTTCC 
AGTGCCTCTCCGATGGAGAAGTATCTTGTAAGGAAGCAACTTCCATAAAA 
AGGGTCAGAMGTCTGTTGACCGATCACTTCTTTTCTTGGATAACTGTCT 

TGATTGAAGGTGGAGATGTGATGGAAGAGAGGCTGAGGTCAGCACGAGAG 
ACAGCCAAGCGGCCTGTGGGTGGCTTCCTTCTGGATGGTnTCAAGGAAA 

TCCAACAACCCTGGAGGCTAGACTACGCTTGCTGTCATCAGTCACTGCAG 

AGCTGCCGGAGGACAAGCCA 

>16.1 

CGGTGGCGGCCGCCCGGGCAGGACGCGGGAAGAGGTAATTTTAATGCCAT 

TTTCATGGGACACTTGGGAGCTAGATTAGAAGAAGCCAAGACTAGAATCG 

GGGAGA T GAG ^ GCAGA ^ 

AAGGTCGGACACATTCCAGACATATTTAGGGGTGGAGGTGGTTGGATATG 

GGGAGTTTAAAGGGGAAGGAATGTGGGGTGATCTGGGTGGTGAG 
>17.1 

TGGCCGGCCGCCCGGGCAGGTGACTTTAGTCCTCACTCTGTGGGCAGGGG 

^II A 5 AGCATAGGGGTCCC1 ^ GTCAGGGA '^ATGATGGCATCACAC 
GCAGGATTCA 

>18.1 

CGCGGTGGCGGCCGAGGTACGA ^ CTACTG "nTTGTCTTCTAGGATCAAC 

I^ GTGA ^ ACCACAGCTCAAACCTGG TTTGGGACTCCCTCCCACAAAAC 

TGGCTCCGGATCAGGGAACACTACCAAACCAACAGCAGTCAAATCAGGTC 

TI r . C -9^ CmAAGTCTGATACCA ^ AACACAGATGG TCA 

AGATCTGCATCTGTTAAATCCTGCTGCAGGAATGACACCTGGT 
>19.1 

CrcCCGGGAGAGGMTTGGGAAGAGCAAATTGCTGCTGAAAATTTCTACA 

TTGATCCAGACAAACAAGTTAGAGCAGGCTGAAAAAGAACCCTTGGTGTT 

TTTACTGTGTTCAACCAGATCAACTGGAAAAGTATAGATACCTTAATTAG 

^l^l^l CTGTGGG ^^GGTCAQCCTGGCCCAGTGGTrrrmC^ 

CTGAACACGCCTGAAAGGGGAGCTCATAATGACTGCTGTGCAGGTGGGCG 

G ^^ G ^ CCTA ^ GA ^ AGTGGCTGATGA ATGCCAGTTACCAA^ 

TTATTGGTAGCCCCATTTATACATGGTGGAAAAAAAGT 

>20.1 

^^^QC^ACAATTTTTTTAAGTTCTAAGGTAGCmCTCAAAGAAA 
A ? GA III CAGGGTGTCCA ™ AA A^ 

G ^I? C Z A ^I C ^ GTCAGGAGAAGTAGAATGTAAGCAAAG TCACAAACCTC 
CCGTAAGAATTTGGTTCACCAGGACACAGCTCCTCTCTTATGAAGGGATG 
AGAAGGAGACGGCAAACGGAG TGCCACAGTCT 

^119 GG ^ GGAAAAGGG ^ A TGCX)ATTCAAGGTCTCAGGTTTTT 
TGGTT 

>21.1 

^^i^^^GTACGATTCTACTGTTTTGTCTTCTAGGATCAACTCGGT 

CATTACCACAGCTCAAACCTGCTTTGGGACTCCCTCCCACAAAACTGGCT 

CC^TCAGGGAACACTACCAAACCAACAGCAGTCAAATCAGGTCTTTCC 

ZI C ^^ G Z CTGATACCA ^ AACACAGATGCTCACAG TGGGGCCAGATC 

TGCATCTGTTAAATCCTGCTGCAGGAATGACGCCTGGT 
>22.1 

o^ G ^STSS G ^ GGGGAGG ^ AGAGAG ^ AGAGAGAG ^ G ^ GGAGGG ATGAAGT 

^^^^^Q^CCAGACCAGACCAGGCCTTGTAGGCCATGGAAG 

S^?TI rGGA1 ^ ACACCAAGTGCAACAGG TAACTGCTGGAGGGAATTCA 

GCAAGAGAGTGACAGGAGCTGATTGACAATTTGAACGCCCACTCTGGCTG 

CC ^J G I GGCAAATAGA ^ GTAGGAAGAAAAGAAGAA AAGGAAGA 



GGGTG " 
>23.1 
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^IT° GA ^ ACACCMGT GCAACAGGTAACTGCTGGAGGGM^CAG 

nGGAAGCTACTACTGTTGrCCCAGAMTATGT^GTGGm^^ 
>24.1 

S?£ G ££ CGGCCGAGGTA ^ 
>25.1 

GGC ^CCGCCCGGGCAGGTACGCGGGAGGCACATTCTTTTCTACGTGAAG 
AGTTTTGTAMCTGAACTTTGTTTTCAGTTCCGGCTCCAGCC^Cr^rr 

GTAGCTrGCCMTAGATGMTCCCACTCGmGACCC^^^ 

^CATTTCTCCCTCmCCCCACAGC^^^ 

^^JpTGTGGAATCTMTTTTCTGTTATAC 

TTTTCCTGTCTTTATTATGATAGTCTAACTTTTTC 
>26.1 

GCTCAGCATCTTCACCTTCATCTCGGTTGCTCTTC CaTCCGGATTCCG 
Jli^^^^^C^eGATGTAAAGSGGW^S^ 

>28.2 

>29.1 

>29.2 
>30.1 

>30.2 
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>31.1 
>31.2 

AAGTCAGCGTMTTGATGTGTAGAMGGTMCAGT^CAG^CTcSiS 

TCAMTCmGCACATGTTATATmAGAGGCMGTTCAGTTCTAGAGGV 
>33.1 

^^GAAAMGGTCAGGm 
J3^ G J£T r ^ TAG ^ TGTATCCCCA CTCCTTTT^ 

TGTAGTCTAGTGCCCMGAAAGCCAAAAAGG(XCGGCAA(^^G^^ 
>35.1 

tIoT^TT GGGACCTCAAAAGGA ^^ 
>36.1 , . 
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caactgtgmccatgtcaggttcagtgmaatcagatStcattcm^?? 

>38.1 

cat^ggagactgatgtgamtc^^ 
t G gSS^^^ 

>39.1 
>41.1 



aagcaamcgacaatcatcac^catgca^gS 



>42.1 
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>46.1 

ATAAATTATTGTTATAGATTCCTGGAAAGTTAATCCATCTCACCATTA 
>47.2 

GCCGCCGGGGGGAGGAGGGCCGGGTTTTTGGCGGTATTGGGGGCGCrTTr 

mC(X)GCmcCTTTCGCCTCACTTGAACTTCGCCT 
>48.1 

GATGAGTCTTTGTCCCGATGCMGCCCCCTATTCGTTGG^'TC^fl^^Ar 

tg^ccttctacagcgttcactcattSg^^ 

M9.1 



>50.1 

^ TGATCCTGCTTT ACATCCTTTTGAGGTCCCACGAGAATATATAAfiA 
>51.1 

(MCGTCTATGCWGAAACATGGGGAAOCTCTGGAA^S^ct^^ 

^Sg^aS^S^S 

ACTrcCTA^G^^C^CCMCCT/^/Sw^^^^^'^^ ^^^^^^ 
>52.1 

CGCGGTGGCGGCCGAGGTA CI 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I iG GCATTnv 
Sa^aaa^'?^ 

CTAGAAAAGCATTTTTACTAGTTCnTCAGTMTTTCCCCTCCCCTTCATT 
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^T^^? TGGGGTGGTGCAGMGGT GCTMCAGGTGGGTTTCTCTTTA 

^J^GAAAGTTTTATTCTGGTCCTTTGACATCCACACCAGAAGTCT 

>53.1 

ACATCCTTTTGAGGT CCCACGAGAATATATAAGAGCTTTAAATG 



G J5 GGGGAAAGGAAG ^ G GACTTACAGAGAGTTCCAGGAMCTATGA1 
2£ GC . AAAGT ^ 

>54.1 

G ™~ AG I GA ^ 
£™?£ GA I G ^^^ 

C ^ C I G I AA / UCTGGCAAmGGGAAGCAT CACTGGATAAATTTATTGA 
GMCTAACAGATCTWGCGGMTCAC^TO^III^IIS 30 * 76 

>OD. I 

>58.1 

TATTGACACAATGGGAACTTCAACCCCTACTTAGCTT^GC^ 
>59.1 



GG 5^^ G ^ GGACGC GGGAMGATCAGTTGTTTTA(XTTGGCATrCAAA 
GACTTTTCmGACTCCCATGGTTCTCAMGCXSTGATCCTGGT^A^ 

CA ™ G ^ GGGGG 



AATTTTCTGAATCAGAAATTACGGAGGT 
>59.2 

>59.3 

C ^ G ^ A IT CATAGTmcm CTMTACT^ 

TTACAAGTTGTAATTACAAATMGTCTAAGATGGGAAAGTTCTCGAAAAC 
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>60.1 
>61 .1 

£ GGGG Z G ^ 

>62.1 
>S3.1 

TmC T CA A G G TTC TMCT ^ 
>63.2 

SISSS^ GGCGGCTCTrTCCCGCCTTCCTTC 

>65.1 

gSSS 

CTCAGAATACGAGCGGGCATGACACTTACTCACGTCA^CACc5nr 

camga^tatcagttcac^gt^ 

i GC Z A ^ GAAACAGTAAAACAACA ACAGCAGAG^ 

TGTGACCTAAMCATGMCTCAGGGTTTCCAAATTX^TAACAATGAA^ 

>67.1 

CTGTGmAGACCAMSSAAAaWOCACAGG^S^T^C 
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Table 3 

>69.1 

rrJ^A?^ ^ TGCCmGATMGAA AAAGCATTTGGGGGCACCCGATTGATG 



I GG ^ T ^ G ^ GAT ^GCTTCCTCAGGTTTGTGCCTGGMGGTTTAC 
^^^^^III^I^CTAAACCATGATTGTTCAACAGGTTT 



CC A™ G ^ CAGGCG " mAGACTAGTGA GACCTTGAAGAGATGGTGA 
Io™ TAGTGGATATGCGA ^ ATGA TCCMGCGTAGTTCTTCT^ 

I?? g ^ ccccagggaa ^ gtgctaaggtga ttacgggS 

AGTCGGAGATAGTTGCTGTCTCGGMTGCTCCCTCTTCTATGCTMCTGC 

AGAGACAGA ^ 

AAAGTGAATCATAAGTGATAGTCCTTATGTTATTTTC 
>70.1 

cctggggtgamgtatgctttccaaggcttcgtggmccgtttccrttrst 
^^^^^ctccmcaaSa^toVg^gi^ctm 

>74.1 

A ^ GC ^ A ^ CCC J r ^ AAAAGTAAGACTAGGT GCTTC^ 
^ C J G ™ GGA ^ CATGCAAGTAAAA ^CCTTG 
TTCAAACATATTCTTCCT AAAAATGCATTTACAAAAMTA^AAGA^GT 

>75.1 

>76.1 ■ , . 
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GCTAGCCTGGmcCCGTAGTGAGWGGAGAG^CCACCT^ 
CACMATGmcCCAGGACMCAGGAGGCTGTG^rC^ 

ua?c£g1^ 

>79.1 

GGCAGTTCX^AG ATTTP a a ^ G ^CACAAC AG A 

>79.2 

>80.1 

GGCC? G TCT A ™ TGT ^ 
>81.1 



>82.1 

TGGCGGCCGAGGTACGCGGGGGAGTCAGTCTCAGTCAGGACACAGCATGG 
>83 1 

C^A^I^A 3 ^^^^ 

^ G ^^CA^A^CTGCTTTT^ 

^AAMTTTTCTTAGTATTCTATGTAACTATTACCGATCTTT^>CC^A^A^ 
>85.1 

ATTCTATCXnTAGGTTCTGGCGTGCAGTGAG^ 
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AAGATTTCATTCCTTTGTTCCAC 
>86.1 



GGGAAATTTGCCAACTATAGTTTTCTCCAAG vaTGGTTAAT 
>87.1 

CTAC^ 6 ^ 9 ^ 
>88.1 

>88.2 

G G CG CCTCTTCCTTGTTTTCCCCG AACCCC 
>89.1 

GGTTCAGCCACCCGTATCTGTAATCTCTCCMTCTG^CtSt^ttttI 

GGTTCAGCCACCCGTATCTGTMTCTCTCC^TGCnnT^STT^ 
>94.1 
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T^^^I^ C P C ^ GG CCAACTTCACCATACAGTTTAGAGCAATCTTTAA 

AGTGGCCTGAGCACCTGGACTATCATCTTGACTACAAAGT 
>95.1 

SK?IT^ G T CTCATCCTGACmG ^^ AM TAATTTAGCCCA 

TTGAAATGTTGATAATATAAGGCATGCATGAATAATAATTTTTGCTTCTT 
>9o.1 

>97.1 

CMGGAGGGAAAGAGAATGCAGAGMGAGGCTGGTGWTAGACMGmov 
>98.1 

I^ GAC £ GGG J GAG ^ 

I^I^JTJ^CCTT^ATTCTCTGGCAmCTCCTATATM^ 

SaSF~- S ™-« 
J^GATTmATCTGATGTTAATAmCTATGTGGCATGGAGGACTTC 

>99.1 

GGMGAGGGCCGGTTTTGCGGTAATTGGGGCGCCTCTTTCCGCTTTCrTr 

CGCTTCACTGGACTCCGCCTTGCGGCTT(^GGT C 
>100.1 

^^IiT?^^^ AGCATMTGmTAmC ^^CAGATTTAT 

II^^^^^^^CAQQTAMTTMGAATTMTTTCTTCT 
^^J^^TGJGTCTCMTCTATT^^ 

GATTCACATGTATCACCAAATTCGAGGCAGCTTAGTTGAAAAAATTTCAA 
A ^ AGG ^^^ GA ^3 GGATTT G GT GATTCTGGGGG^CnTCCC A ^AA ^GGC 

atgtgtgctcctttggatgcctgcaggggtggtcactgcamgtcgtSvt 

G ^^CACTGGGAGTTGGGAGGCX3GCCTGCTGGGGT^C^^ 

>i?d^V^^^^^^^ G ^ gg ^ gg ^ ggaaggg ^'' 

GCGGC^GAGCCCMTTCTTGATTTCTTTCCATCCCAAACTCTTTAAACTC 

CTCTGAAGATACTGCTCTTCACCCCTCTGAAGGGGGTCTCCTCAGGGGAA 
>102.1 

caaaactggtgagaggaaatgaccccctgatgamgatcttaaacaccVag 
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>103.1 

^"CASCTCTCAGACCACCMAGCMGGGITAIT^ ° AGT 

GCAWTGGGGAGA^T(^GAAACTAGTGGcS5AiATO??mMWC 
>105.1 

iHiSF GK - GG ~^ 

I^^^AAG^^ 
>106.1 



>107.1 



TATCTGCttTOTGAC^^^^^ 

ggtaggtgmttttojmgtgttcttggamtXvggaaS 



Jiff? TCAG ^ GGAT ^ GAGjG ^^T^^?i 

TTGCAMGGGCACTTTTATCCATCTCAGT^^CCCA^^^T^^r^AT 
^GTAAACCATATGGGGCAMTAGCATA^ 

AAGGAMGGAGAGAGATGCCCmGAG^MTCA^ 
AATAAMTCTAAAAATAGCCTCCTTGTGAT^CGAAC^C^^^^C^C^^G^ 
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MM- 

mm* 



>115.1 



CT 



>116.1 
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A I?^ C J CCCTAGGACA CTATCTGT^^ 

AGA^CTGTAGGAAMGCCATGGATGAGCTGAGAA^CC/^CCTATC 
AGGG J^ GA ^CTGATTCTGGATCTGACTCAGATTC^^^^^ 

g S ggc ^J g gcagtmtgcctctggmgtgamgtgatc^^ 

AGGTGATTCAGGACMCCAAGTAATMGGMCTGT^ 
AG ? ACGAGGGAGC ™^^^ 

J GAGAGAA I AGA TCAGMGCTTCTGAGCGTTCTGACCA^ 

™ GATcAGcAcAGTGG 
s g a c s . 

>120.1 
>121.1 

TCTCTCCCTATATTCTGTTGTATTTTTTTCAAA^ 
>122.1 

^?»t^a G ^J?i GG J? GGGGAGG ^ AGAGAG ^ gg ATCTCCTTACTCATTTTTMC 
CCTGACTGG(^CACCA(^GACATGCTGCATC^^ 

A^^ 

CGGGTGGCGGCCGCCCGGGCAGGTACGCGGGTGTGCAACTGCAAACCAGT 
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AACCTGCTATGGC 
>123.2 

ss g s?^ atcmgam ™ catamagt " 

>123.3 

ACTGTTC T CACCTAATTCCCAGGCCAGCGTGTCAGGAGGCC 

>124.1 

CAGATC/CGTAGAG^^ A ^A^^* A ^^ 1 '^^^^^^^^^^^^^^^^^^ 
>126.1 

^2^7^^ ^^^^^^^^^^^^^^^^^^^^^^^ 

ctgagagcmtgagmctccaggcagaS 

>127.2 
>131.1 

tgagctcaccgcggtggcggccgcccggcaggtacctatctgcagaacgg 
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>132.1 



G T^^ ATG ^ CT GGGCGGCCAGCACMTCGCCGCCTTGCCGACGATGA 
GG ^^^CAGCCCGTCMTATCGCCCTTGATGTCGATG^C^GG 



!CGTCGA 



SIS™™™™ ssfflr 



^ T C r C ^GTAlTAACCTTTAAATA^^ 

I^^Z^^CACMGAGGCMTCAGMGGCAGGACTATAGTTTT 
CTGTGTTTCTTTTCCACAGGAGAGATAATTACATTTCTAGAGACCCA7AG 



AAACAATTCCATAGTTTTAATTTCATCTCTCTATCTCT 
>134.1 

>135.1 

>136.1 
>137.1 



>138.1 
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AT^^AMTATTCCACAAATTTGGAAAGTTATTAGAGGAAGAATTT 
TTTTTCCTTGTAATTTCCAGGTGTTTATATTAGTTGGGCCATAGTGAAAA 

ITicA^ GA6G ^ G ^ TAGG ^ TMGTCACAG ^®^^ A 
>139.1 

AmGTCTATCACCAGCCTCTTCTCTGCATTCTCmcCCTCCnGSAT 

GGGCT^^CMGGGW^G^^^^ AT *^ T ^^^^^ A ^'^'^^ T ^**^ 
>140.1 

A C ^C C C G A A S 
>141.1 

3«^^^^^^^^^^^^^^"^^^^^^^"^^GTTTCCATCCCAAAGTCTTTAAAC 
^^CCTCTGCAATTCAAGTTGTGMCATGAMCTTGTCTATCACCAG 

CCTCTGAAGATACTGCTCTTCACCCCTCTGMGGGGGCTCCTCAGGGG^^ 
>144.1 

G I9 r 93 CGCGGTGGCGG ^ G ' n "GCCCTTACATCTCTCATTTGGAAGTGACA 
GGTATTAAATMCGGCATATGAAAGCTTAAAAGTCATCAAATAcS 
T^GTACTTTCG ATTACCCAAACCAG GCACTTTCCTAAA(^CCCCACTTC 
TTTACTTCTGCGGTCTCCTTTCTTTTATTCCCCCGCGT °^ AOTTC 
>145.1 

ACGGAGC J ACCAGGCTGTGG AATGAGACCGTGGAGCTTTTTCGTGCTAAG 
cIcA CGmCGGAAACATCGCTGTCGmG AAGAGCTATGAGCA^G^ 

>146.1 

C ^ C ^ CG J STGGCGGCCG ^ CTGC ^ AGCCAG ^ATTCmATrrTTTTAC 

I? G ^Z?^ GCCAGTGATC ^ 

SgS 
>147.1 

A ^ C ^ G T G J^ G ^P lmAA ^ 

TTGTTAGTGTTGT7TGAAAATAAACAAAGAAAATGCAAACAAMCAAAAA 

I^ G . GA II GGTAGCTAmCCCCATCTACA AATACATGACAA^^ 

AGCCCAATTCTTTAAAACTATCTGGAATTAGGTCAAM^ATCTAAFnT 

TTTCTGAmMmTGGATTACGTMTCCMTAG^GCAACATTATAA 

A^A^ G AC^A^C^ GG ^ GA ^ G ^^ GGG ^ A ^ AGG ^^^^^^^^^^^^ G 
>148.1 

GCTGAGmCAGG(MCCTrCAGCTTGCGG<MMTCCMMGATGGcSwA 
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^^^^ C J G ^CGTTGCTTCCAGGGCCTGCTGATTCTTGGAAATGT 
-^^ GGmATGCGGCA ^ GCCCTGACTGC CGAGTGCA 

I^ G ^? GG I GAAGAGCAGTATC ^ CAGA GGCCATCCMGTT^ 
A^CA^ 

3X2255^^ 
>150.1 

AAACCTTTTTAAAGTAGTTTTGTAAAAG CTC AAGGTATG CP ATTTP r a r a 
>152.1 

>153.1 

IS^^TC^GAAAGCACATATCATCTGTCC^^m^gP 

^Sc^VaSa^^ 
>154.1 

TCCACCGCGGTGGCGTCCGGCCCCCGCCTTTTCTGCGGCTTTCARrirrirr 

GTTTCAGGTCGTCWGAGGTCGTCGGCATCTTCGAGAC^G^^ 

CGGATCGTGCCCTGGCTGATGCCTGCGCCCGCCAG(^CT 

^^^^^^^^^ 

>155.1 

OTAGAAAGTATGAMTGGCAGTCTACCTC^^ 

CTTGAAMGAOTCAGTCTCCGCTCCCCTG^TOC^Y^^ 
ATGG(^TTGMCCAGMCTGGAAMmmA(^^^ 
CTCTTTGTTGATCTCATG G AGTG G(^AATG GG>Su7G^CC^ G 3A A nTr r A 

ACC TGTTCTGGACA ^"Q^AGGTCTAGAATJGTCTATACAAiraCCC^T 
>156.1 
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^^®^ATGAAATGCAATCCAGCTGAAGTATTAT^ 

r™ G J7£^^ G ^ CC ^ GGGmC ^^ T GAmCTGMTCATCAT 
IJ^I3 A 7 GGAA II C I^ 

AG ZII C I C i kCATC11 ^CTTGCAGCTCmCTCAGCTCTTCTTC 

CCTTTTTTTACTGTCCTTTCCTTGTCTTACTTCAGGT 

>157.1 

~ GGGGGGGGGG ^ G AAATGTCGCCAACTGCCGTCTTCCCTCCTCGGCCGC 
>158.1 

J^octgggggtgcacggatctcactcS 

AGCCCCATGGGTCCACCAGGATGAGGTGmM 
> 1 59.1 

G J A ™ CATGCTCGTGGAGACGG ^^ 

ACACCGCCGACCATGGTTACCATATTGGGCAGTTTGGACTGGTGi^GGGr 
AMTCCATGCCATATGACTTTGATATTCGTGTGCCTT^A^ 

GTATMCATGCTCGTGGAGACGGGGGAGCTGGAGAAT^^^ 
>161.1 



I gag ^^ ctgactc ^ gcmgtatcta tatao:mgmgttgacctc 

^^^^^T^P^^^^CTCATCTTT ATTCCCACTTAAACCATGAGGTC/^Sc 



>1 62.1 

II?^ GG ^ C ^ AC ^ GCCGTCCACAT CAGGAGGTGTGTCGAG^ 

ATCCAGGATCGTGGGGGCCMGTCAATGTTGAGAACGATCTGTGGGA^A 

TTGATCCTGGTTCTACACTTGG^CCACGMTAAAAAAAGGCACA^ 

TCAAAGTCATATGGCATGGAT^COCCTroACCAG^GCAMCT 
ATGGTMCCATGGTCGGCGGTGTA^TGATGT TCCAAACTGCCCA AT 
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>163.1 

IS?^^ G ZZir M ^ GATGMGTGTAA CTTATTCATTTTTT 

a^^/^9IX^^^^^^^^ G ^^^ GG ^^^^^^GCCTTCTCACAA 

A 7£^ C ^ CAmTCCTATG ^CCTTCAAAMmTATG 
> 163.2 

TACTAMGAAATTTGAGGGAmGCTATAATGTTAGGGATTTTTCTAGAT 

>165.1 

^5X^T9^^ G ^ G ^ AA ^ GGAAGG ^ G ^^^ G ^^^CTTGAAATTATTC 
C T GC ^ GCCAAmGTCCACG TGTTG^^ 

TTAGTTTGCAGTTACCCCTAAAGGTGACCAATG AT 
>166.1 

CATGTCAGCCTAGGGCTGGGAACAGTTTGTGAGGACTT^CT^Tl^l^C^ 
>167.1 

>167.2 

CCCCTACCGCCAATCCCTTTTTACAATAAAACAGGACCGAAGGGTCCAAA 
>167.3 

>168.1 

>169.1 

>169.2 
>170.1 

TGGCXaGCCGAGGTACTTAGCTGTGTTTTTATTCAAAGTCTArATTTTATr 
TAGTGGTTAATGmGCTGTTCAmGGATGS^CA^ 

ACCGTTTP^T/s/s a/^^/^t^ ...... _ i u r UUOM i aam OACCCA 

ATTTTGTl 
CCTGCAA 
AGGAACA 

TMGTTATCCCTTTTGTGCTAAMTGGACAGTATTG^CAAAATG ATAC^^ 



^ G ^ GGA f GAGAAGG AGTGMGGAGAGATCAAGAGAGAG^^^^ 
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CMCTTCTTATTCTCTGGCTCTATATTGCTTT6GAAACACTTAAACATCA 

q^^^^ ^^^^^^^^^^^^^^^G^GTGC^W^TGT 
>172.1 

>173.1 



CACCAAGATGTGGGTAAATGAAAATTATTAGTTCAC v/AAAQA 
>174.1 ~ 

>175.1 



agacgccccgga^agaaacaacatggg^^ 



>176.1 

TCCCCGCGGTGGCGGCCGAGGTAC TT 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 A TGAATTA 
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> i7o. 1 

I^A C ^^ C P GGGCAG G T ACCAMCCATnTCACTAGTTCAGGATAGG 
A ^S GTMGGTCA ^<"TCAn<>GTTSTATQC^o5m 

?S^SS^ AGmcTCT0TGGCCATCTTTTCCTTeAT 

>180.1 



>181.1 

GAGCGCmGTGAACTTCTCCAAATMGAACAAG^CA^ 

TGAT^^n^^^^^^^^^^^^^^^^^^^^^^^^^^^ 
>182.1 



GGGAT 
LGCAA 



ACTGGGAGAGCCGAACTAAAAGTCTTTTAGCACGGGT 
>183.1 



^I^GMTATCMCAGAAmGAMGGTGAAAATG 

^I^a»T?T.^^ C ^ GTMGTG ^ TGa AAATCAAAGAGGAGGGATA 
TMGAAAGAAATAAGCAAACTTTATCAGGACATGCAGAGAAAAGTTGAAT 
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J^[ GAAGAA AAGCACAAAGAACTAATAGAGAAAAAGGAGAT 



CACTGGGAGAGCCGAACTAAAAGTCTTTTAGCACGGGT u/wwwwv 



>186.1 



^ c c^K^S^ Aa0TTCTCTCTGG ^ 

>187.1 

IIS9?^ TCCmGC ^ CAGTGCC CTGATCTCTGMCTAAC^ 
>188.1 

A ?IirZJ] 1 1 N 1 1 J 1 1 1 1 1 1 1 GTAACTACAGGTGTCAGATGCATGACA 

>188.3 
>189.1 

TGCTG(X)CT<WOTG<*TCAGGG^^^ 

TCAGACCMCCAGCCCMGGAACATCTCACCAATTTTTAATCAAGAATAT 
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GmTGAMCGAGTCAGCTGGATGACCAGAGTGCTGAMCC^ 
>191.1 

GG I A I AAGGTCC1T ^G A GGTTTATTATTTCCTTGTCCATATAC^ 

GGAACCTTGGTCATCTTAAAAATCCTTCAGGTT^AGCC^TOTG^C 
^ 1 92. 1 

I GGGGGCCGCCCGG GCAGGTAC I 1 1 1 H I 1 1 1 1 I 1 1 1 |[ 1 1 1 1 1 1 1 1 1 | C 
>193. 1 

^CTCTTCCTTCGCTAACGCCTCCCGGCTCTCGTCAGCCTCCCGCCGG 
>194.1 

l^^S^^^^CAATTTOCA 

TAAAMCCCTGAMOATGACGAGAGTGTTGTAMGTGTGQMATCCmS^ 
JJAAAGjm^GTAAMTCAM^^ 

>196.1 

^CAC^^^^^^^^TCG 
>197.1 " 

>198.1 
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>199.1 
>200.1 

AGG^CG^ACTGTGAGV GCCAA ^^ CATaAAGCaaAAG< ^^^^^ 
>201.1 

TAWGGAGATrAAAGACCAATCAGMTMmGGCMCmAATOTTAG 
>203.1 

GCTOGAGTCGATCMCTCTAGGCTCGAAra^^^ 
>204.1 

>205.1 

^^^^^^^^^ 
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>206.1 

oJ?J?^ GGTCACGMGATCA ^ CA G^CCATATGCTGAAGGTTTTTCCA 
^Il C ^?^ CTGTGGCGTAACC ^ CTTCAAT ATAACCCGAAATGTCAC 

>207.1 

IIg^I r ^ G I? mc11 ^ACC CCTTTTCTTCTTCTTCTTCACAGATG 
mCTTCTTCTrCTGCCACTTmCTTCTTCCTCTTCTTCAACTGAATAG 
5« AAG ^ G ^ AAAGGGAGAAGA ^^^CACTGTATCAG^^CT&vnrcCTT 
CCAAAMCGTTTGAGTCCTAGTTTTTTTCTGTCATTCTCATCAAC^CCC 

ACTMCTTTMCGMTGATATAGATAGAGCTCAGAGCAATCTTCTCACGA 

CCAATCATTATTGGGAAGAAAGTCAATTATATTAGAAATGGTTAAGAGCT 

AAAAATTGTATTTACCCTTGGTGAAGCTCCCTA 
>208.1 

AGA ^JL C J TCCTAGA ^^ 

^^^C^C^CTTCACAGATGmCTTCTrCGTCTGCCACT^ 

1^^^^ A ^ G ^ GA ^ GG ^ G ^ A ^^CGTTTGAGTCCTAG^n' 

TmCTGTCATTCTCATCAACTACCCMTGmGTTTTGmAmATA 

xIX^ GA ^ GG ^ CTCCAAGGC CTACCACTMCTTTMCGAATGATATA^ 

TAGAGCTCAGAGCMTCTTCTCACXSATCATGMGTCATGWAXmTCA 

GGATTAAMCAAAGGTCATGTGATCTCCMTCA^A^GGGAAGAAAGTC 

AAmTATTAGAAATGGTTMGAGCiTGCACTCTGA^TC^ 

^®^^^TCTACCTGCTGCAACCCTGAAAAATTGT^J^ACCCTtt^SA 

>209.1 

TO^G^^^nOCTOACTGOTATAMCTGTAGT^WGTG 
^Ali?I$^I^^^^ T ^ G ^ T ^ A ^^^^ TCT G<^CAMTCGGWra 

AC^CTCTX3rrG«CQfTAACC^^ 
>211.1 
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>212.1 

TGGATGACA TTGGCG GTGGTCCTTGATACCAGATAAGCCCTCAfiTCTRAA 

^^^^ A1Tm ^^GTCTTGAGATTGCTCTGGAATGGAAATTAGG 

^T]J^ MGQJGT GACCCTrmGTTCATUC-nCAGCAGTTACTTTT 

I^II337^I GmGACACACAGT CTCTGATAAATGATCATTCACCAA 

I^ C ™F ACTCTCC ^ GCTCTG ^ AAGT G" r G A CACTGTCCCTTTGAGA 

A JPJ GGCGACAGCTATGTATCCCATAA CCACACACCCCAAAAAAAAAA 

GGCG ^ GG T3J GAGAAGG CAGCGCTCACCCACCCGGGGTCTCTGTGCATT 
GCGTACCTCGG GCTGAmGGAGAAAAGCACAAACACGAC CAGTCCCCCC 
>214. 1 

TTTTAACACAATATACCTAACATATTTTTATTTCAATATCTAACCAGTAT 

AA ^™ C JT G T^^ 

t^^a^^ ^ ^^^^^^^^^^^^^^^CAAGTGTGTGC 

I^ A J AGAA G AAA CCCAGTAAATGmGTTGATTG/VMGATATTAATAC 

TCTTGCTTGGATGAGAGTGAGGAAAAAGGTATTAGTATTGGCTTTTCAC 
>215.1 

GCGGC ^ AGGTACmGGA GTCCCCTGGTTTCTMGMTTGCCGTTGACT 

G Z!Z G IT^ GGG ^ G ^ GG ^ GGG ACGGTMCCAGACTCCCTACAACTGCACT 

^ G J^ GTCAJGGMG OCGCGAGCGTAGAGGTTCCGCGJGCTCTGC 

CCAGATGTATCCTCMTGCATTGCCACTTCTGCCCCGGTTGTTCACAGGC 
^I G ^ TACGAGATCTCCGACCAGTCTGGGGGGG CTGGCGGCCTGC^ 

^T^^^QQGAMTTTGCCTTTACCACTGMGATTATGACATGTT 

TGAAGTGTGTTTTGAGAGCAAGGGAACAGGGCGGATACCTGACCAACTCG 

TGATCCTAGACATGAAGCATGGAGTGGAGGCGAAAAATTACGAAGAGATT 
GCAA ^^ GAGAAGG TCAAAC^^ 

AGACC ^ C A GAATCTA ™^ 

AAGAGGAGAT 
>216.1 

CCACCGGGTGGCGGCCGAGGTACTTTGGAGTCCCCTGGTTTCTAAGAATT 

^^^TCmGTCTTrGTCATGGAAGCCGCGAGCGTAGAGGTTCCG 
CGTGCTCTGCCGGACTGTGAGCAGGTCACTGGGTOJTTTACAC^GTGAA 
^CGMGCTTGC^AGATGTATCCTCAATGCATTGCC^^TTCTGCCCCGGT 

I?™ CA ^ 

ACTCCAAAGAGGATGCMCCAAGGGGAMTTTGCCTTTACCACTCAAGAT 

TGACCACTCGTGATCCTAGACATGAACATGGAGTGGAGGCGAAAAATTAC 
>217.1 

a^^actagtggtcacxi;tgaaatccattttcccctccttcacagtX\gag 

^ AGC 7 GAATGAGTGG ^^^ 

CGACACA J AA ^ 

AAAAAAAAAAAAAGT 
>218.1. 

™ G . G X G s GCGGCCGAGGTACCATCCTG ^CC A CAGAGCCATTGCC^^ 

C^^GAATCCGACTGGGCGTGCCOrrCCTCGGMCA^ 

C£AATAGTGGAMCATCX3ATGTG<OT^ 

CTTTCATAATGGTGTGGCTGCTGGCCTGAAGATAGCTCCTGCCTCCCAGA 
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^ TGGTTGGCATTG( 3CCTTGCATATCAAGGGACAGCTCACAGACATACT 



>221.1 

£»Tgg1W^^S^«=cag^ 



|XjSSGcffiSSc^GG?K^?^ T Q o?G 
GGTTATTGOTCATATAGTOTGGCCAWGGTAGOTC^^ 

GS^ TACTA ~ TGCTGGn ^^^ 

>223.1 

gtctctcatgtctctcaagc^aaaggaaa^ggagtgataS^ 
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>224.1 

GGCCGCCCGGGCAGGTACTCCCTGTAAAGGGGAATTTCCATGCCGTCTAC 

AGGGATGACCTGAAGAAATTGCTAGAGACCGAGTGTCCTCAGTATATCAG 

GAAAAAGGGTGCAGACGTCTGGTTCAAAGAGTTGGATATCAACACTGATG 

GTGCAGTTAACTTCCAGGAGTTCCTCATTCTGGTGATAAAGATGGGCGTG 

GCAGCCCACAAAAAAAGCCATGAAGAAAGCCACAAAGAGTAGCTGAGTTA 

CTGGGCCCAGAGGCTGGGCCCCTGGACATGTACAGACTCTCATTTTATGA 

TGTATCCTACTGCATCAGGACATTTGTGTCAATGTCAGGTGACGAGGGGA 

AATGAAAGTGATGAGACGATGAGAGGAGTGAAATACCAAGGACGCCATAC 

TAGGAAACCCAGGTCTATTTGTTATCAGAGTAAGGATCAAGCCAGATAGC 

CTGTTATGTAATTTCTCCGATAAAAGATTTTGAAAGCAGGTGCTGTGGGC 

ATCTGTATGGGGAATCGCACTCATAGAATTATTTTCATTTGTAAATATTT 

GGTATCAGGCCAAGCAAGGGAAAGAAGCTTTACTGTATTACCATCTTT 
>225.1 

CGCTCCCCGCGGTGGCGGCCGAGGTACTCACAGTCACGCAAATTCACAGT 

CTGCGTGCACGGCTCTCCATTCTTCTTCTTGGCTTTACAGGTTCCCAGGT 

CAAGAGCTTCACCCATAATTAAGACCTTCTGAGGATGATCGATAGATAAA 

CACACCTCCTCTGAACCATCCTTGGGCTTCATGGGGTTGGCATTGAGGAT 

CCCTACGACAGTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTGAACTTCTC 

CAAATAAGAACAAGG ACACAC ATTGTGTCAGGTCACGAAGATCATTCAGT 

TTCCATATGCTGAAGGTTTTTCCACTATTCACACTCTGTGGCGTAACCTT 

CTTCAATATAACCCCAAATGTCACCCAATCTATTTCTTCCAGCTTCTCTC 

TGGCCATCTTTTCCTTGATCTGAGACAGTCTGATCAGTTT 

>226.1 

ACGCGGGATGGATAGCCGCTTGCAGGAGATCCGGGAGCGGCAGAAGTTAC 

GGCGACAGCTCCTCGCGCAGCAGTTGGGAGCTGAAAGTGCCGACAGCATT 

GGTGCCGTGTTAAATAGCAAAGATGAGCAGAGAGAAATTGCTGAAACAAG 

AGAAACTTGCAGGGCTTCCTATGATACCTCTGCTCCAAATGCAAAACGTA 

AGTATCTGGATGAAGGAGAGACAGATGAGGACAAAATGGAAGAATATAAG 

GATGAACTAGAAATGCAACAGGATGAAGCTTATCATCAATTCATTGTATA 

AAAATAAAGAGATTTTCCTGAGAGAACTGATTTCAAATGCTTCTGATGCT 

TTAGATAAGATAAGGCTAATATCACTGACTGATGAAAATG 

>227.1 

ACGCAAAGTGATTCAGAGAACGCTGGGGCTCACAGGCGCTGTAGCAAACG 

TGCAACTCTTGAGGAACACTTAAGACGCCACCATTCAGAACACAAAAAGC 

TACAGAAGGTCCAGGCTACTGAAAAGCATCAAGACCAAGCTGTTACTAGC 

TCTGCGCATCACAGAGGGGGGCATGGTGTTCCACATGGGAAATTGTTAAA 

ACAGAAATCAGAGGAGCCATCGGTGTCAATACCCTTCCTACAAACTGCAT 

TATTAAGAAGTTCAGGGAGTCTTGGGCACAGACCAAGCCAGGAGATGGAT 

AAAATGTTAAAAAATCAAGCAACTTCTGCTACTTCTGAAAAGGATAATGA 

TGATGACCAAAGTGACAAGGGT 

>228.1 

AGACTTGGCTGTTGGGAGGGGCGTGTCTTACACCTTAGGAAGAATCCTTA 

GCTGTACTTTCCTGTCTCTCCTGGAGCTCCCTCCTACCCCCTAGCTGAGT 

AGGCCAGGTTTTGGTGCAAAATCTCCCACATTGGCAAAGTTCCTGCATAT 

GCTGCGCAGTATGTGCC7TGAATAAAAATCCTGAAGATTAGATGGTTCAG 

GCTGCATCATCCC AAAGCAAA GAGCACCTCTTTGAAGCTCACCTGCCCGG 

GCGGCCGAGGTAC 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 CAGTATGTAGCTTTAA 

AACAGTTACATATAACATGGAACAGTATGACATGAAAAGAGAGAGGTTTA 
TAGAGGGAG 

>229.1 

GGCGGCCGAGGTACTACAGGATGATGGCTTTCTCTTCCTCTGGGTCACAG 

GCAGGGCCATGGAGTTGGGGAGAGAAtGTCTAAACCTCTGGGGGTATGAA 

™ G J^^ TG ^ TTATT ^ GGGTGA AGACAAATCAACTGCAACGCATCAT 

TCGGACAGGCCGTACCTGCCCGGGCX3GTCGAGCGGCCGCCCGGGCAGGTA 
CTT 
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>229.2 

TGTTACATTG GTCAG TTTTTACTTGTAAAAAGTATTATAGAAGAGTTTTA 
TTGGAATGTTATTTTATTAAGCCATTTTCATGGGTTA 1 1 1 1 1 1 1 1 1 AAAG 

TTTAAGAAGTTTTTACAACAGGCTGGGGGGGGGGGGTTACACC 
>230.1 

GGCGGCCGCCGGGCAGGTACGCGGGGGAGTCAGACCCAGTCAGGACACAG 
CATGG 

>231.1 

TCCCCGCGGTGGCGGCCGAGGTACGACGTTTCCATCAGCTTGTCTGTTTC 

ATTCCCTGATGT TACGA GCAATATGACCATCTTCTGTATTCTGGAAACTG 

ACAAGACGCGGCTTTTATCTTCACCTTTCTCTATAGAGCTTGAGGACCCT 

CAGCCTCCCCCAGACCACATTCCTTGGATTACAGCTGT 

>232.1 

AAAAAGATATTTTAATATATTCAGATCCACAAATATGAAATAAAACTAAG 

TAGAGCTGGTATTCATTTACACATAATTATCTTATACCGTTTGGAATAAG 

AATTTGGGGCACGTTAGCAAACCAAAAGGCTCAAAAAGACGTCGAGATAT 

TTAGTTCTTGTCTCCCTCTACAAATGTGAAGCACTCTTTTATCCGGCATT 

CCTAGGGGAGTTCCTATTTTCAAATTTGCAAATCATTTCTGGTGCTAAGC 

MTCTCAAAAAAAACATTTACTAAAAACCAGAGGAAAAAAATCTTATAAC 

TTTGGGAG 

>233.1 

GCGGCCGCCCGGGCAGGACGCGGGGGCCAGTTCTCTTCGGGGACTAACTG 

CAACGGAGAGACTCAAGATGATTCCCTTTTTACCCATGTTTTCTCTACTA 

TTGCTGCTTATTGTTAACCCTATAAACGCCAACAATCATTATGACAAGAT 

CTTGGCTCATAG TCGT ATCAGGGGTCGGGACCAAGGCCCAAATGTCTGTG 

CCCTTCAACAGATTTTGGGCACCAAAAAGAAATACTTCAGCACTTGTAAG 

AACTGGTATAAAAAGTCCATCTGTGGACAGAAAACGACTGTGTTATATGA 

ATGTTGCCCTGGTTATATGAGAATGGAAGGAATGAAAGGCTGCCCAGCAG 

TTTTGCCCATTGACCATGTTTATGGCACTCTGGGCATCGGGGGAGCCACC 

ACAACGCAACGCTATTCTGACGCCTCAAAACTGAGGGAGGAGATCGAGGG 
AAAGG 

>234.1 

GGAGGCGGCCGCCCGGGCAGGTACAGTATAGGTTGGTTTTGCCTGTTTTG 
ACGC 

>234.2 

CACACATTT TACAT ATATATATGAAACTGTATAATGTGTTCGCTTCAGTG 

TCTGGCTGCTTTTACTCAACATT GTGA AATTAATTCCTGTTATCGTATAT 

GGGATTAAAATTTGTTTGCCTAGTTTTTGCCTTCTCATTGCTTCTGAATT 

GGGGCAGCTTTGCCCCTCAAGGGAAATTTAGCAATGTCTGGAGACATTTT 

TTATTTTCATAATTTGGAGGGACATGGGGGAGGTGTGCTACAGAACTTAG 

TAGGTAGAGGACAGGGTTAGTGCTGAACGTTCCACAGT 

>235.1 

CCTCCCAATTATCCCCAATTGAGAGATGAAAATTCTGACAAGCTCTCAAA 
CGTTAACTG ACTTGCCCATAAATG AC AGTTCCAAAGTTATAAG GCTAG AA 

CTTGAATCCAGGTCTGTTAGAAATCTAGGTTTGAGAATCCATATTCTTTC 
CACTTCCCGCGT 

>236.1 

CGGCCGCCCGGGCAGGTACCTACGCCACAGACAGCCAGAGGGAAAGCGAC 

CCAGACAGCAGCCCCTCCTCGACAGGCCCACCCTGCAGCTCAGGCACCAA 

GAAMCAGCCGATACTGGCAGCCATTGCAGCTCCAAACTGCAGAGGCAAG 

GCCMTTTTMCTTTTCAATTTACAGTCGATTTTGAAGAGCTTCTACATA 

TCGG7TATGTAAATTCATATATGTATTTTTGGAATCAGTTCTTATAAACA 

G CTCGATT CAGTTTTAGCTAAATTTATAGTCTAGGTAGTATGTTACATTT 

GAACTTTTGTCTT AAGAAAAGTTGACTGTTCAGATATTTTTCTACTGTAA 

AGAAATATACTTTTCTATTAAAGATCTGT 

>237.1 
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GCAGTTTTGTG ATCTGC AATGATTCTTCCCTTCGAGGTCAGCCCATTATC 

TTTAATCCTGACTTTTTTGTGGAGAAACTCCGACATGAGAAACCTGAGAT 

TTTCACTGAGTTGGTGGTCAGCAATATCACAAGGCTCATCGATTTACCTG 

GAACTGAGTTGGCTCAGCTGATGGGGGAAGTGGACCTTAAGTTGCCTGGC 

GGGGCTGGCCCAGCATCAGGATTCTTCCGGTCTCTCATGTCTCTCAAGCG 

AAAGGAAAAAGGAGTGATATTTGGGTCCCCACTGACGGAGGAAGGCATTG 

CCCAGATATACCAACTGATTGAGTATCTACACAAAAACTTGCGAGTAGAG 

GGTTTGTTTAGAGT 

>238.1 

CACCGCGGTGGCGGCCGAGGTACGCGGGGATTGTGTGCAAAATCAGAGAG 

GGGTGCAAGATCCTGATTTTTCAGGAGTTCAAGCGACAATGGCAGCCCAA 

TACGGGAGTATGAGCTTCAACCCCAGCACACCAGGGGCCAGTTATGGGCC 

TGGAAGGCAAGAGCCCAGAAATTCCCAATTGAGAATTGTGTTAGTGGGTA 

AAACCGGAGCAGGAAAAAGTGCAACAGGAAACAGCATCCTTGGCCGGAAA 

GTGTTTCATTCTGGCACTGCAGCAAAATCCATTACCAAGAAGTGTGAGAA 

ACG CAGC AGCTCATGGAAGGAAACAGAACTTGTCGTAGTTGACACACCAG 

GCATTTTCGACACAGAGGTGCCCAATGCTGAAACGTCCAAGGAGA 

>239.1 

CGCG GTGGCGGCCGAGGTACCAGTTAAGTGAACAGCTCGTCTAGGTCTGC 

TTTTGTAACACCCAAATACAATTAGCACTTCTCTGCTGGTATTCCCTGGG 

CCGTCTTAATTATCTAGAGGCCAGGAGGCAAAGCCTAGCACGTAACAAAG 

TATGTGCTTTGTAACTGCTGATTAATTCAGTTTCTTAACTAGGCAGAGCA 

GGTCATCAGTGTATCTAATTCACACTATTAATACACTGTCTTGCTGAAGA 

GTCTGACCTGCCCAGAACCCCGTTATGGCTAGCCCAGGGAAGCAGTAAAC 

TGCAAAGCAGAGAAAAGGGGCAGCTAAGATGAGGCTAGTGCTGGCTGAGT 

CCCAGTTAGGTCTGTTACTGTTCTGTTCCAACTATAAATCCAGGATGACT 

GTTACTCAGATTCAGTGCTATGTAGAAAATAGAATGCACAGCCAAAAACA 

TAATTTGGGGATGACTGGCAGCACC I 1 1 I I I ICCCTTTCTT 

>240.1 

GGGGGCGGC CGAGG TAC I I I I I 1 1 1 I 1 1 1 I I I 1 1 I GGTATGACTATGAAG 

GCTAGTGGTCTTTTTATTAGCTATCAAGTTCATTTAACAGACAAAAAATT 

CAGTTCAATGGGGGCATTA AAAT AGGAAGAATTAACAATAGTTCATTAAT 

CAATCTTTCAGCTGTTCCTATTTTATCACAATAACTTTTCCTATAATTGA 

GAGATCCATGAGGAAGTCTTGAAAAGAACGTATGTTTCTTTCAATTCCAT 

AAAACATTCAGCCAAAATAATAAAAGAGGCGCTATTACTTTGTTTTGGGT 

GAATGATATGCAGGCTAGGCTTTGCTGTAGT 

>241.1 

GGCGGCCGGTGTGCTGTGCTCAGCTGCCTTCCAAGGAGGAACAGATCGGC 
AAGTGCTCGACGCGTGGCCGAAAATGCTGCCGAAGAAAGAAATAAAAACC 
CTGAAACATGACGAGAGTGTTGTAAAGTGTGGAAATGCCTTCTTAAAGTT 
TATAAAAGTAAAATCAAATTAC A I 1 1 1 1 1 1 1 CCAAAAAAAAAAAAAAAAA 
GT 

>242.1 

ACTGTCTCAGATCAAGGAAAAGATGGCCAGAGAGAAGCTGGAAGAAATAG 

ATTGGGTGACATTTGGGGTTATATTGAAGAAGGTTACGCCACAGAGTGTG 

AATAGTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCGTGACCT 

GACACAATGTGTGTCCTTGTTCTTATTTGGAGAAGTTCACAAAGCGCTCT 

GGAAGACGGAGCAGGGGACTGTCGTAGGGATCCTCAATGCCAACCCCATG 

AAGCCCAAGGATGGTTCAGAGGAGCGTGACTGTGAGT 

>243.1 

CCTTGGGCAGATGCTGTATTATGGGGATAAGCCACACACTTTTTGAACTG 

GCCCGGTCAGGGGGGACATAACCATTTCCTGTGCCACCCCATCAATCCCC 

ACCTATTCTGAGTGTAGGCTCCTCCCCTGCTTGAGTAATGGCCACAGATC 

TTGGCTCGGCACTCCTAAGCTGCATGTTGAATTCCTGGGACAACAAGACT 

GGCTTGTGGTTCCATTCTCCAGATCCtTGGGTTGGCTTCTGGGTGCACTA 

GGAGATCTGAAATGCTCTCAGGCCACCAGGAAAGTACTGGAAGTAAAGTC 
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TGACTCTAAAGAAGATGAAAATCTAGTAATTAATGAAGTAATAAATTCTC 

CCAAAGGGAAAAAACGCAAGGTAGAACATCAGACAGCTTGTGCTTGTAGT 

TCTCAATGCACGCAAGGATCTG 

>244.1 

GTACCACCACAGTTGCTATCTCTTGAACATCTTTCATTAAAACATCACCG 

TCTA GT TTGAG AATACTTTTAAGCCTGCTGGCCTCCTTTGGGGCATTCTT 

TTTTCTCTTTTCAGCACGCATCTTTCTTTTCCACTTACTCCGTAAGCTTT 

TAGCCATGTTTTACCTTGAGGGCCGAAGTTAACTTCAGCGGGAGTGAACG 

ACAGGGGTGGGCTCCACTTTATCCAGTGCACTCGGAAGCCGGAGGGCCCC 

CACCAAAAAGAGCAAGGGGAACCCTCGCCCTCAACAAGGCCTGCATCTCC 

GGACTGGAGCTCAAGTATAG 

>245.1 

ACAATTGCTTGAGTGAGTTCATGGTCCGTAGGAGGATGACCACTAGCCCA 

CCACCTTCCACTGTTTCTACAGTCCTGGCCAGCAAGTTTGGAGTTAAGGC 

TTCAAAATCCTGCAGCACACACATGCCGAAGGTATTGCCCAGGATCTTGT 

GGGTCTCGTTGTAGTAGCAGTAGCGAATGTTTGTGGCTGCTATGAAGAGT 

TCAMGGGGTCGTCCTGCTTTATGTTCAGTGTTCCATTCTTTATTTTCTT 

CTGCAGCTGTCGCATTCTTTTCTTTCG 

>246.1 

CGGGTGGCGGTCGTGGGGATCAGCGTAGGTGAGCTGTGGCCTTTTGCGAG 

GTGCTGCAGCCATAGCTACGTGCGTTCGCTACGAGGATTGAGCGTCTCCA 

CCCATCTTCTGCGCGGGACCATCTACATAATGAATCCCAGTATGAAGCAG 

CAACAAGAAGAAATCAAAGAGAATATAAAGAATAGTTCTGTCCCAAGAAG 

AACTCTGAAGATGATTCAGCCTTCTGCATCTGGATCTCTTGTTGGAAGAG 

AAAATGAGCTGTCCGCAGGCTTGTCCAAAAGGAAACATCGGAATGACCAC 

TTAACATCTACAACTTCCAGCCCTGGGGTTATTGTCCCAAAAAAAAAAAA 
AAAAAAAAAAGT 

>247.1 

CTTGCTTGACTAGATGAGCTGCTATAGTAGCCAATCCTGTTAGACTTGGA 

CCATTGTTTGTCTGAAGAACGGGGATCTGTCGCTCGCCCTGAGCACTGTA 

TTTATTCCCCTTACTCAGTCCCAGGGACTTCTCCAGTAGCGACAACTCTG 

CGGCCGCCGCCATCTTC 

>248.1 

AGAGACGAGGAATTTAA TTAG GGTTGTAACAAATGGTTAATTATAGTAAG 

AAAAACC AAATTG AATAATTTTCTAACTCACTTGG C AGGG G G G GTCTCG C 

AGCCATAATGAACATCACATAATGAAGTTACTCCTTTCCAGATCTATAAA 

CAGGCTCATGTAACTAACTGATACTCAGTAAAAGGGTCCATAATCCAAAT 

TTATATAACAAATGGGGCTTGCTATAAAATCTCTTACATTTTAATACTTA 

CTCTTAATAAATCATCTATTCTTCCCTCCTTCTTCTCTAAGGCAGAATTC 

TTACTGTTTTCTAGGGCAGATA7TTTTTCTATTGTGAGGTCGGACTGGGT 

CTGTCTGGGCTGGATGGAGATCTGTmTGGGAGCTGCAGGAATGCTCTG 

TGTTGCCAGATCCCGTAAATGAGGGACTGT 

>249.1 

ACTGTCTCAGATCAAGGAAAAGATGGCCAGAGAGAAGCTGGAAGAAATAG 

ATTGGGTGACATTTGGGGTTATATTGAAGAAGGTTACGCCACGGAGTGTG 

AATAGTGGAAAAACCTTCAGCATATGGAAACTGAATGATCTTCGTGACCT 

GACACAATGTGTGTCCTTGTTCTTATTTGGAGAAGTTCACAAAGCGCTCT 

GGAAGACGGAGCAGGGGACTGTCGTAGGGATCCTCAATGCCAACCCCATG 

AAGCCCAAGGATGGTTCAGAG6AGGTGTGTTTATCTATCGATCATCCTCA 

GAAGGTCTTAATTATGGGTGAAGCTCTTGACCTGGGAACCTGTAAAGCCA 

AGAAGAAGAATGGAGAGCCGTGCACGCAGACTGTGAATTTGCGTGACTGT 
GAGT. 

>250.1 .. 

GGCGGCCGGAGTGATGCCATCTGCAGTTTTGTGATCTGCAATGATTCTTC 

CCTTCGAGGTCAGCCCATTATCTTTAATCCGGACtTtTTtGTGGAGAAAC 

TCCGACATGAGAAACCTGAGATTTTCACTGAGTTGGTGGTCAGCAATATC 
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ACAAGGCTCATCGATTTACCTGGAACTGAGTTGGCTCAGCTGATGGGGGA 

AGTGGACCTTAAGTTGCCTGGCGGGGCTGGCCCAGCATCAGGATTCTTCC 

GGTCTCTCATGTCTCTCAAGCGAAAGGAAAAAGGAGTGATATTTGGGTCC 

CCACTGACGGAGGAAGGCATTGCCCAGATATACCAACTGATTGAGTATCT 

ACACAAAAACTTGCGAGTAGAGGGTTTGTTTAGAGT 

>251.1 

TGGCGGCCGAGGTACCAGCACAAACCGGGCCAGCCTCCTAAACTGCTCAT 

TTACTGGGCGTCTACCCGGGAATCCGGGGTCCCTGACCGATTCAGTGGCA 
GCAGGG 

>252.1 

GGCCGAGGTACATTTTACTACGCACCCTTACGCATTCTTTTTCTCACCTC 

TGTGTGTGTGTGTGCGTGCACATGCACACACACAAATGGGTGAAACAATT 

CTCACCATACCAAGAGCCACCGCGCCCTGCCGAGAATTTGCATTTCTAAC 

AAGTTCCCAGGTGATGCTGACACTGCTGGCTCATGGAACCACTGCTGTAG 

TATTTTCCAAATTATCCTGATTCTAAGAACCACCTATGACCTGTGCTGTT 

TTTTCTGTGGTTACTGGCTCATGTCACATAAATTCTTTTAGGATTCAAAC 

ATGTTTGTGATATTACTCAGTATTTACATCTTGCTTTTACTGCAGCATGA 

TGGAAAAATTAACCACAGGTATATCATAACAAAAAGAACATGAGTTACCA 

TTTTCACAAAGTTCAGATATATTTAAATTAGCCTATTTAATCT 

>253.1 

GCGGCCGCCCGGGCAGGTA C 1 1 1 I 1 1 1 1 1 I I I 1 1 1 1 1 1 1 CTACCGGTAGC 

SI«I^ CAGAmA ^ AAA ^ CACATAG GTAACGAGTCAGAGCTTTGGC 

TAGGAATGAGTTGGAAAAGAACTGAAGGCATAATTCCACAGGACATTCAC 

AGTTGTGTGCTAGAGACAGAGAGGAGCAGGAAAGTGTTTTAGAAGCATTT 

GCGGCGGACAATGGAAGGCCCGGCTTCATCGAATTCCTGTTTGCTGATCC 

ACATCTGCTGGAAGGTGGACAGAGAGGCCAGGATGGAGCCACCGATCCAG 

ACAGAGTATTTGCGCTCCGGAGGGGCAATGATCTTGATCTTCATGGTGCT 

GGGTGCTAGGGCCGGGATCTCCTTCTGCATTCGGGCGGCAATGCCAGGGT 
>254.1 

AGCTCACCGCGGTGGCGGACGAGGTACTCATGGTTGCTGTAAATCTGGCC 

GCCGTTCTGCAGGGTTATGCTTAGCCAGGCTCCTATGAGATCTGGCTATT 

CTGTCTTGTGGATGGTCAGTCCCCGCGTACCTGCCCGGG 
>255.1 

A SSI CCCCGCGGTGGCGGCCGAQGTA CGCGGGGATTGTGTGCAAAATCAG 

AGGGGGGTGCAAGATCCTGATmTCAGGAGTTCAAGCGACAATGGCAGC 

CCAATACGGCAGTATGAGCTTCAACCCCAGCACACCAGGGGCCAGTTATG 

^ CG 7 GG ' UGGCAAGAGCCCAGAAA ^GCCAATTGAGAATTGTGTTAGTG 

GGTAAAACCGGAGCAGGAAAAAGTGCAACAGGAAACAGCATCCTTGGCCG 

? A ^?J GmCA ^ CTGGCACTGCAGCAAAA "''CCATTACCAAGAAGTGTG 

AGAAACGCAGCAGCTCATGGAAGGAAACAGAACTTGTCGTAGTTGACACA 

CCAGGCATTTTCGACACAAGAGGTGCCCAATGCTGAAACGTCCAAGGAGA 
TTATTCGC 

>256.1 

GAGAGAAATCAACTATTCAGGACCGGCCCCCACCTTTCCTCAGGAGTCAT 

TTCTGTTCCGCACAGGCCTGCTGAACTGGGTGCTTTATATAG 
>257.1 

CGCGGTGGCGGCCGAGGTACTCTGACTTGCAGGGCCACAAGACCGGCCTT 

^ G ^ GGG I CGmGCTGATGGGAGTAGAAGC CACAGAGAGTCTTCCTCTT 

GGA ^ G T ACAGTCAA ^ CTGAGGmGGGCGTGA TAGACTAAACCCAGAAA 

ACAGAACATTGGGAAGTCTTCGGAATATTCTCTATCTTCTTCACCAACGA 

GTAAGACGTTTTGGAATAATGGGAC 

>258.1 

^^T GA S CGACGCCAACA ^ GCGGCGCCCAG ' n ' G CGTCCACCTGCTTGTC 
^^Pj A ^Zr£TP A Z^^IT^ CT ^ CA ^ ACT CA ATCATA TCTACTT 
ACAC ^ GCAGT CMGCAGTCAACAAAGAAGAAAI 1 1 C I 1 1 1 1 1 CGGAGAC 
AAAGAGATATTTCACACAGTATAGTTTTGCCGGCTGCAGTTTCTTCAGCT 
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CATCCGGTTCCTAAGCACATAAAGAAGCCAGACTATGTGACGACAGGCAT 

TGTACCTGCCCGGGCGGCCGGCTCTAGAACTAGTGGATCCC 

>259.1 

GGTGGCGGCCGGCGGGAGGCTGACGAGAGCCCGGGAGGCGTTAGCGAAGG 

AAGAGAAAAACCGAAGACGAAGCCACTACAGCCCCGCGTACCT 

>260.1 

TGTAAAGCCTGGGTGTGCCCTAATGAGGTGAGCCTAACTTCACATTTAAT 

TGCGTTGCGCTCACTTG 

>260.2 

GGGCGGCTTCTTTCCGCCTTTTCCTTCGGCTTCAACTTGAACTCCGCTTG 
CGCTTCGGGGT 

>261.1 

AGTCATAAAGTGTAAAAGCCCTGGGGTGCCTTAATGTAGTGAGCTAACCT 

CACATTAATTGCGTTG 

>262.1 

ATTTATTTATTATGTTGTAGCCGGGGCGGCCGAGGTACCCGATAGAACAT 

GGCATCATCACCAACTGGGACGACATGGAAAAGATCTGGCACCACTCTTT 

CTACAATGAGCTTCGTGTTGCCCCTGAAGAGCATCCCACCCTGCTCACGG 

AGGCACCCCTGAACCCCAAGGCCAACCGGGAGAAAATGACTCAAATTATG 

TTTGAGACTTTCAATGTCCCAGCCATGTATGTGGCTATCCAGGCGGTGCT 

GTCTCTCTATGCCTCTGGACGCACAACTGGCATCGTGCTGGACTCTGGAG 

ATGGTGTCACCCACAATGTCCCCATCTATTAGGGCTATGCCTTGCCCCAT 

GCCATCATGCGTCTGGATCTGGCTGGCCGAGATCTCACTGACTACCTCAT 

GAAGATCCTGACTGAGCGTGGCTATTCCTTCGTTACTACTGCTGAGCGTG 

AGATTGGTCGGGACATCAAGGAAAAACTGTGTTATGTAACTCTGGACTTT 
GAAAATGAGATG 

>263.1 

ACI 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 GCAGCCGTTTTTCTTACTAGAAGCTA 

GGCGGAAAGAGGTGTTACTCAGATTTCTTGAACTTGAGACGTCAAAGGTG 

AGACGCCAGCCAAGGAGAAGGGATGGTCAGGG 

>264.1 

GGCCTTTAAAGCCTTCGCTTTGGCTTCAGCTTTAGGAGGGGCAGGAGCTT 
CC 

>265.1 

CAACCGGGACCCCAGCTTTTCAGAACTGCAGGGTAACAGCCATCATGAGT 

GAGGTCACCAAGAATTCCCTGGAGAAAATCCTTCCACAGCTGAAATGCCA 

TTTCACCTGGAACTTATTCAAGGAAGACTG 

>266.1 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACTTTTCTAGGTATTGCTGGG 

CAAGATCCTTGTTGGAGTCCTCCTCTTTTGCTGCCCCACTCAGAGGATAG 

GCAGAGCAGACTGGCAGACACAACAGCACAAGGAATGCAAGATGCATCAT 

TCTCACTGCCCTTACCTTCTTTGTCTACTGGGCTTCTCCCCGCGTACCTG 
CCCGGGCGG 

>266.2 

GAGCCGCCGGGCAGGTACTACCTTCACCAACTTTTTCATTTGGGCATCAC 

AAAGACGAGTCTTCTGATGTTCTATAAGCAATATGTTTATATGAAAGTCA 

GAAGTTTAGCGAAAATTCGGCCTAAACAGTAATAAATGAAAATGGAATGG 
AAATCAAAGTTC 

>267.1 

ACTTTACCTCATTTCCTACCAATCATTTTMGAGMTTTGGTTGTATTTC 

AAAGMCAAAACAACACAATrTCTGTCCTGCTGTTTATTTTAGCGTGGTC 

GCGGCCGAGGTACGGATACAATTCCGCTGAGTTAGATTCCAAATTCTAAC 

CTCTCCATCACACGCCCCAGAAAGGACAGTAGCCAGCTTCTCTGGATGCt 

TTGCCAAGCAATTGACTCCATCACGGTGACCATCCAGCGAAGCAAGGAAT 

GGTTTTGCAMTACTCGTTCCAGTTtGGTAGCATTTAMGCTCTtATATA 

TTCTCGTGGGACCTCAAAAGGATGTAAAGCAGGATCATAGTTTCTTGGAA 
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CTCTCTGTAAGTCCAACTTGGTTTCGCGGACATAATTGTCCGGATTCCGG 

CTCAGCATCTTCACCTTCATCTCGGTTGCTCTTC 

>268.1 

ACATTT ATATG AAAGTCCTCACTTTCAGAAGCAGAAAAGGAGTAACTAGA 

TGG GCATT TTCTATACCAGCTAAGGCTTTAAACATAACAACGTCTACTGA 

ACTATTTTCTACTTACTTTGACTGAATAAGCCAGTGAGATCGTGACTGCA 

AGTGGAAGACCTTCTGGCACTGCGACCACTAAAACTGTAACTCCAATAAT 

GAAGA ACTTC ACAAAGTATTGTATATAAATTGGTGTGCACTCAGCAAGCC 

ATGGTCmTCTGAACCCAGAAGGTGTCAATGACAAAATATAATACTAGA 

ATGATAACTGTGATGGCAGGCATCAACAGACCTTTCAGAATAGAAATGAA 

AGAAAAATGTGATTATTAAATTTCCAGACACTAACCCTTGACAGATATAA 

ATTAAACACTGTAAAGAGTTATAACTTGCTTGATAGTATTGAATTTCTCT 

GAGAAA TTACTTCTTTCTTGCACCTTATAACTTGACATTGTCAGATTTAA 
I I I I I I 

>269.1 

TTGGAGCTCCACGCGGTGGCGGCCGAGGTACGCGGGATAGTGGAGGCACT 

GAAAGACCAGCAGAGGCATAAGGTTCGGGAAGAGGTTGTTACCGTGGGCA 

ACTCTGTCAACGAAGGCTTGAACCAACCTCGAGCGGCCGCCCGGGCAGGT 

ACAGATGCACAGGAGGCCATAGGGTTTAGGCAAAGGGGAGCACAAAAGTT 

GAAGATGAGGCGCTGCCACCAATGCTGGGACTTCAGGCCAGGGGCAGGAG 

CTGAGGAAGCCACAAGGGAGGACATTTTCTGCAGTTGCTGAACCAGTAGC 

AACCA GGTCC TGAGAAAGCCCTCTCTTGTGGAAGAATAACAGCCAGGAGG 

AAAAGCTTTTCATTCTGCAAAGCTGGGGCAGAAAGTTCTTCTTTGAATCC 
CGCGTACC 

>272.1 

TTGGAGCTCCCCGCGGTGGCGGCCGAGTCCCACAGTTAGCTGCAGCAAAA 

CGCAGGCTGCCTCAGGGAAAGGAGCCTGGGTTGATTAACTTGTGTGTCAA 

TGTCCCACCCGTCCCAGGTAACATTTTGCCCCCTGAGGTCCGGGGTAATT 

TAATGGCTGCTGGACAAAACCTCCAAAGTTCTTGAAAGATCAGAAATGAT 

AGCTACCTGGAGTCCAGCTGTACGGCACTTGGCGTAAAGCCGCTTCCCTC 

AAGAGTAACTACAATCTTCCCATGCACAAGATGATTAATACAGATCTTAG 

CAGAATCTTGAAAAGCCCAGGAGATCCAAAGAGCCCTTCGAGCACCACGC 

AAGAAGATCCATCGCAGAGTCCTAAAGAAGAACCCACTGAAAAACTTGAG 

AATCATGTTGAAGCTAAACCCATATTGCAAAGACCATGCGCCGGAACACC 

ATTCTTCGCCAGGCCAGGAATCACAAGCTCCGGGTGGATAAGGCAGCTGC 
TGCA 

>272.2 

CGGCACTACAAGCCCAATCAATGAGAAGGCCGGGGGTTGCAGGCAAGAAG 

CCCTGTGGTAGGTAA 

>274.1 

TTGGAGCTCCCCGCGGTGGCGGGCGAGGTACCGCGTCGATGCTATGCGCT 

CAGTTCTAGTCAGAATAATCTTGCTCATCCTCCAGCTCCCCCTGTTCCAC 

CAAGGCAGAATTCAAGCCCTCATCTGCCAAAACTACCACCAAAGACTTAC 

AAACGGGAGCTTTCGCACCCCCCATTGTACGCGGGGGAGGAGCCTGAGGA 

AGAGGGCGGCGACGGTGGTGGTGACTGAGCGGAGCCCGGTGACAGGATGT 

TGGTGTTGGTATTAGGAGATCTGCACATCCCACACCGGTGCAACAGTTTG 

CCAGCTAAATTCA 

>274.2 

AAAACTCCTGGTGCCAGGAAAAATTCAGCACATTCTCTGCACAGGAAACC 

TTTGCACCAAAGAGAGTTATGACTATCTCAAGACT 

>276.1 

CGCGGTGGCGGCXGAGGTAC^TTCTATTCX^GCTCGTATTAGGTCCTTCT 

CACCGCACCGGCCCTCGGTCGATTACGCCTCTCCAGTTCTGCTGGGGACG 

TTCTAGCCTCGCCCCACGCGCGTCGATCTTTATGTTATACCGTCACTCCC 

AGTGCCCTAAtGGAACTATCCCTCCACTCACtCCCCCTGGTTCTACCCCG 

GCTCCAAGAGCCTCTCCCGG 
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>277.1 

GGAGCGGGCCCTACCGTGTGCGCAGAAAGTGGAGGCGCTTGCCTTCAGCT 

TGTGGGAAATCCC GAAGA TGGCCAAAGACAACTGAGCTGTTCGGTGCTTC 

CAGGGCCTGCTGATTTTTGGAAATGTGATTATTGGTTGTTGCGGCATTGC 

CCTACTGCGGAGGTGCATTCTTCTTTGTATCTTGACCAACACAGGCCTCT 

ACCCACTTGCTTGAAGCCACCGACAACGATGACATCTATGGGGCTGCCTG 

>278.1 

TTGGAGCTCCCCGCGGTGGCGTTCGCCCGGGCAGCTACTTTCATCCATAA 

AGGCCTGCAGCTGTTTCATTGATCCTTGCAGTTCATCCATCACCAACTCC 

ATACAGTCAAAGACTTTGCTCTGGTTCTGTAATATTTTCTGGTAGTCAGG 

TTTTGTATTAAGAACTTCATTCTGAGAAGACCCAAGATATGTCATAGGTT 

CCACTTTGACCTCAGTAATTTTGGCCTCAGTTGATCCTCTGGACAATATC 

TCTTTAGCCTCCTGCTGGTAGTGAGGCAAGAGCTGATCCCAAGTCTGACG 

TTCTAAAGAAAACTTTGTT ATGTA TTCCTTCATCTCAGCCACAGATGCTT 

CCAMGAAAAATCTGATGCTTTTCCATTTGAATCTTCAAAACATTTTTGT 

AGAGTTCCATCAGTTTCCAGTCCGTCTGCA 

>278.2 

AATGTTTCAATTCTTCAGAAAGAGAAGATGCTTTGGCTCTAAAACTTTCA 

AGACTGAAGCCCTTAGTGTCCCTTAGGAAAGGTTCAAGTTTCTGAATAGA 
GAAC 

>279.1 

GCGGTGGCCTCCGAGGTACTACTCTGCACTGTTCTTTCTTTCTAATAAAA 
CTTTCCCTGTCGAACCTATACTAGTC7TCTGTAAATTCTTCTTACTACCC 
TATGACCCGTGAGCCAACCACTTTCCGATGCCAGGGTTCTGACACCTCAC 
CTGGCATAATATAAAGTG 1 1 1 1 1 I I 1 1 1 I ATACCCTTCCACTTGGAAAGA 

CTACAGAGGAATCTTGCTCTGCATAGTTCAAACTAAAAAGAGAAGAGTTA 

ATTACCTGAAAAGCAAGAGAAAACAAGAAGGGGTAAATTTTGAAGCAAGG 

GAAATCATTTAAGAAGTGTCTGGTATTTTTCAAATTTCTGTCAGTTGTTA 

CATTTGTCATAAGTAAATGTTTAGGAATAAAGGATGGAGACATGCTTATT 

TTATTTAACTCCCCCAAAATT 

>279.2 

AAAAAAAAAAAAAAAAAAAAAAAAAAGTACCTGCCCGGGCGGCCGCTCGA 
>280.1 

CGCGGTGGCGGCCGGAGTGATGCCATCTGCAGTTTTGTGATCTGCAATGA 

TTCTTCCCTTCGAGGTCAGCCCATTATCTTTAATCCTGACTTTTTTGTGG 

AGAAACTCCGACATGAGAAACCTGAGATTTTCACTGAGTTGGTGGTCAGC 

AATATCACAAGGCTCATCGATTTACCTGGAACTGAGTTGGCTCAGCTGAT 

GGGGGAAGTGGACCTTAAGTTGCCTGGCGGGGCTGGCCCAGCATCAGGAT 

TCTTCCGGTCTCTCATGTCTCTCAAGCGAAAGGAAAAAGGAGTGATACTT 

GGGTCCCCACTGACGGAGGAAGGCATTGCCCAGATATACCAACTGATTGA 

GTATCTACACAAAAACTTGCGAGTAGAGGGTTTGTTTAGAGT 

>281.1 

CGCGGGGGGAGACATGTGGAGTCCCAGCAGAGGCCAACCTGTGTCTCTTC 

ATCTCCCTGGGAAGGGTGCCCCCGAAGTGAAAGAGATGGCCTGGTGGAAA 
GCC 

>281.2 

AGATGGGCCAGGAGTCCAGTTTCTGGAAGGCCAAGAATCGAAGTAGCAAG 

CTGCAGCCGTTTTCCAGACAAGCATGATGTGGGGATGCAGAAGAATTCAG 

GACTGGAGGGGCAAACTCCGATGTGACTGAGGCCCCACTGCCAAATGGCG 

GCATGCTCAGATAGCACCCAAGAATTTGGGGAAAAAACTGGTGCTCACAG 
CT 

>282.1 

GGGCPCCAGGGGAAAAAACCTTTTGGGCCCCATTTTTTTTCCMTTTTCC 
AATTGGGCCTTGGGCCA . • 

>283.1 
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>284.1 

TmGCmGCATTGTAGGAGAGGGACTMGTGCTAGAGACTATGTCCGC 

^CCTGAGCTACCGAGAGCGCCCGTGMCTGGAATCA^ 
>2o5.1 

tt^9^^S9» G ^ GG ^ G ^ AGG ^ GGGAAA ^ g ^^^ aa GCGATTTTACCCTATG 

ATCTGATAATAGTGTTATCCMGATAAATTCTGTGG^TTATM^ATTT 
5™ AG A^ G r G x^ 

g£^^ 

>286.1 

^gmgascatcccaccctgctmcggaggcacccctgSS 

>288.1 
>289.1 

I? G ^ CAGA £!^ CTCAGTGAAGACAm A(nTTGATGGGACCAGATAGAA 
I™T^n°J CATMCCTGAGAGGAG TTATC^ 

AGAGTTTCCTTTGTAAGTGTTCCTTT ATTGAMTCTATM^S^CARAT^ 
>2^r^ G ^^ G ^ GGAG ^ G ^ GGA ^ GGGG ^ G ^^^^^^^^^^^^ 

>291.1 
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CTCCGGGTGGCGGCCGCCCGGGCAGGTA C 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 G 

GGGGAGTTAAATAAAATAAGCATGTCTCCATCCTTTATTCCTAAACATTT 

ACTTATGACAAATGTAACAACTGACAGAAATTTGAAAAATACCAGACACT 

TCTTAAATGATTTCCCTTGGGTCAAAATTTACCCCTTCTTGTTTTCTCTT 

GCTTTTCAGGTAATTAACTCTTCTCTTTTTAGTTTGAACTATGCAGTGCA 

AGATTCCTCTGTAGTCTTTCCAAGTGGAAGGGTATAAAAAAAAACACTTT 

ATATTATGCCAGGTGAGGTGTCAGAACCCTGGCATCGGAAAGTGGTTGGC 

TCAC6GGTCATA GGGT AGTAAGAAGAATTTTACAGAAGACAGTCTAGGTT 

CGAAAAAGAAAGTTTTATTTGAAAGAAAGAA 

>292.1 

GGCCTTTTGGTGACTTGGTGCTCCTTGGAGTCACTGGAGTTCTACTTTGA 

ATCCCACTCTGACATCAATCGACTGCCTTAATTCCTGGTCCAGCTGCCCG 

ACCCTGACTCTCTCCCGCTCTTTTCCTCAGGTCGAAGGTTTCCTTTAAGA 

TCACGCTGACGTCGGACCCACGGCTGCCGT 

>293.1 

TGGCGGCCGCCCGGGCAGGACGCGGGGACATTCGAGTGGGGATTAAGAGA 

AGGAAGGCTGCCTTGCTGGAGCTGTGTGGTCTTCTCCAAGTGAGAGTCGC 

AGGCAATAGAACTACTTTG CTTTTG GAGGAAAAGGAGGAATTCATTTTTA 

GCAAACACAAGAAAAGCAG I 1 1 1 1 1 1 1 CAGGTGCTGACGGCCACCCACCA 

TCATCTAAAGAAGATAAACTTGGCAAATGACATGCACGTTCTTCAAGGCA 

GAATAATTGCAGAAAATCTTGAAAGGACCCTATCTGCAGATGTTCTGAAT 

ACCTCTGAGAATAGAGATTGATTATTCAACCAGGATACCTAATTCAAGAA 

CTCCAGAAATCAGGAGACGGAGACATTTTGTCAGTTTTGCAACATTGGAC 

CAAATACAATGAAGTATTCTTGCTGTGCTCTGGTTTTGGCTGTCCTGGGC 

ACAGAATTGCTGGGAAGCCTCT 

>294.1 

TGG CGGC CGCCCGGGCAGGTACGCGGGAGGCACATTCTTTTCTACGTGAA 

GAGTTTTGTAAACTGAACTTTGTnTCAGTTCCGGCTCCAGCCATCCTCG 

GGTAGCTTGCCAATAGATGAATCCCACTCGTTTGACCCATGACGCTCCTT 

CTTTGCATTTCTACCTCTTTCCCCACAGCAGTGCATGTCCACCATACCAC 

CTGAGAGTCTGTGGAATCTAATTTTCTGTTATACTTCTTTCCTTACACTC 

ATTTTCCTGTCTTTATTATGATAGTCTAACTTTTTCTCCTCAAAGGTATA 

GCTGCCTTGCTTTCATGAAAACACACTTTCCTATTGTGATTTATCAGAGG 

CCTTTCCATATCTCAGCCACTATGCTATGACAGATTTTATAATTAATAAG 

TGCATTTCAAAGTGAAAAGGTTACAAACATGCTTA 

>295.1 

GTGGCGGCCGGAAGAGCAACCGAGATGAAGGTGAAGATGCTGAGCCGGAA 

TCCGGACAATTATGTCCGCGAAACCAAGTTGGACTTACAGAGAGTTCCAA 

GAAACTATGATCCTGCTTTACATCCTTTTGAGGTCCCACGAGAATATATA 

AGAGCTTTAAATGCTACCAAACTGGAACGAGTATTTGCAAAACCATTCCT 

TGCTTCGCTGGATGGTCACCGTGATGGAGTCAATTGCTTGGCAAAGCATC 

CAGAGAAGCTGGCTACTGTCCTTTCTGGGGCGTGTGATGGTAGAGGTTAG 

AATTTGGAATCTAACTCAGCGGAATTGTATCCGACT 

>296.1 

GCGGCCGCCCGGGCAGGTACGCGGGGCTCCCTTGTGAGTAGACTATGCAA 

AGAAAAAGTGGGCCACCATATCTGGAAACTACAGTCTATGCTTTGAAGCG 

CAAAAGGGAATAAACATTTAAAGACTCCCCCGGGGACCTGGAGGATGGAC 

TTTTCCATGGTGGCCGGAGCAGCAGCTTACAATGAATAATCAGAGACTGG 

TGCTCTTGGAGAAAACTATAGTTGGCAAATTCCCATTAACCACAATGACT 

TCAAAATTTTAAAAAATAATGAGCGTCAGCTGTGTGAAGTCCTCCAGAAT 

AAGTTTGGCTGTATCTCTACCATGGTCTCTCCAGTTCAGGAAGGCAACAG 

CAAATCTCTG CCAGTGTTAACAAAAATG CTG ACTCCT 

>297.1 

GTGGCGGCCGCCCGGGCAGGTACGCGGGGGGAGGGCTCCGAAGTCTGGTT 

TTGGGCGGGAATTGAAACCGCCGCTGAAGCCAACAAGAATTTGAGAACTG 

TAAATACCAAGCCTTGAAAGGGACCATGGTGCGGCCTGTGAGACATAAGA 
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AGCCAGTCCATTACTCACAGTTTGACCACTCTGACAGTGATGATGATTTT 
GTTTCTGCAACTG 

>298.1 

TGGCGGCCGAGGTACTCCCCAGCAAATATTCTTTGTTGGCTTGCTTGACT 

AGATGAGCTGCTATAGTAGTCAATCCTGTTAGACTTGGACCATTGTTTGT 

CTGAAGAACTGGAATCTGTCGCTCGCCCTGAGCACTGTATTTATTCCCCT 

TACTCAGTCCCAGGGACTTCTCCAATAGCGACAACTCTGCGGCCGCCGCC 
A I CI I C 

>299.1 

TGGCGGCCGAGGTACTTCTGTCTTCCAGTTTTCCACTTCAAACTTCTATC 

TTCTCCMATTGTTTCATCCTACCACTCCCAATTAATCTTTCCATTTTCG 

TCTGCGTTTAGTAAATGCGTTAACTAGGCTTTAAATGACGCAATTCTCCC 

TGCGTCATGGATTTAAGGTCTTTTAATCACCTTCGGTTTAATCTCTTTTT 

AAAAGATCGTCTTCAAATTATTTTAATCACCTACAACTTTTAAACTAAAC 

TTTMGCTGTTTAAGTCACCTTCATTTTAATCTAAAAGCATTGCCCTTCT 

ATTGGTATT^TTCGGGGCTCTGTAGTCCTTTCTCTCMTTTTCTTTTAA 

ATACA i 1 1 1 1 lACTCCATGAAGAAGCTTCATCTCAACCTCCGTCATGTTT 

TAGAMCCTTTTATCTmCCTTCCTCATGCTACTCTTTTTAATCTTCAT 

ATTTTCTCTTAAAATCTTAAG 

>300.1 

GGCGGCAGGTACTTAAGGTTGACTGGTAATCAGGGTAACTTCTGATACTT 
ATCACACAAGATGGTGCCTCAGCATTTAAATAAATGGAGGTAGGGGAGGG 
CGTGGTGGTAACATACTTTTAAACCAGCGATTGCACAGCAAACCACAATG 
^^I AmCTGACTCCCMGA ^ GCCGTTTC CTAAAGAGCAATTCTTCT 

TTGATGGCCTTCGATTCTGGATTCAGACATCTCTTCTCACCCTTCTTTTT 
CATTGTAGCAATGATCTCAACACGTGGACAAAATTGGCTTGCAGGAATAA 

>301.1 

CGCGGTGGCGGCCGGAGTGATGCCATCTGCAGTTTTGTGATCTGCAATGA 

TTCTTCCCTTCGAGGTCAGCCCATTATCTTTAATCCTGACTTTTTTGTGG 

AG ^£ TC P GACATGAGAAACCTGAGA ^ CA CTGAGTTGGTGGTCAGC 

aatatcacaaggctcatcgatttacctggaactgagttggctcagctgat 

g ^ ggaag j ggacc ^ aa g t tgcctggcggggctggcccagcatcaggat 
tcttccg^ 

cgctctagaactaggtggatcccccgggcttcaggaat 

>304.1 

n G ^£F CGACGCGGTGGCGGCCGTCGCC c<^Gcm 

TTCTCCCGCTGCTGAAATTTCAGTTGCGGGCGCTGTCACCTCAGGACCCC 
I C ^ C ^ G ^ TACGCTGGATAGCCTCCAGGCCAG AAAGAGAGAGTAGCGC 

>305.1 

^T?A GG1 ^ ATCTCTGCACTCCAAGTAGGAT GAAMGTAAAGAGCAAA 
GG ^CATGTTTGCCAAGTCTGTCCTm^ 

T^rivSBPJJ^i? G AG GTA TTTTTAAC AAG GCACATTA 

T^ A I C I C 5 XCACCCAAAGTGG AGCTATTGCTAATGAAAAAGATACAATG 
AGATGTTTATGAAATTATCTGTAGCTATTAATGTCAGGTTTTTGAAATTT 

AAGAACATTTGCMTACAGTTGTATTTATAAMTTTTGTTTACACACAA 

^ G ^RI9$^ CGCGGTGGCGGCTCGAGTACG CGGGGAGGCAGCGGAAAG 
CTCAGCCCATGTGAGGTGCCTCCTGCCAATCACAGACTACCCTTCCCTGG 
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>307.1 

>309.1 
>309.2 

TGATAGACTGA^^^ 

AGACCTGTCTTGTTTTATGAAAAAGCAATGTGATAGTCTTTAAATTTATr 

^ c t ^^ gaca cmgt™^ 

>314.1 
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>316.1 

^^I^^CGCAGAGTAACGCGGGAATGMGAATCTf^ 

^^^^PJGACTTCTGAGGAAGAGGCCCGTTTGAAGAAGAGTGCAGA 
TACACTTTGGGGGATCCAAAAGGAGCTGCMTmAAAGCCTTCTG^ 

CCCG ~J? GAGGTACT ^^ 

^ GAGG ^ CAGAAGA T A TACCCAGAAAAATGCCCTGGCMTCATCA^^^ 

I5]Z GG ^ GA ^ G ^^ A ^GAAGAATTAATAGAGAAACTTCAGTCTGGAA 

G I A I A I G i AATGAAACTATG CACATTAGCTTCCAAAGAAAGCAGGCTACA 

AGATCTTTTGGAMCAAAMCTCTAGCCCTTGCACAGiGCTG/G^GACTGA 

TTGCTCAGCATCGCTGTCAMGMCTCAAGCTGA^CAGA 
>318.1 

TCACTGTTA^TA ccagtgaactgatattctgcagaatct 

>3 19.1 

ACn i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 | | ICAATGTTCAGTTTCCTTTAATGACC 

^ c ZT gaagatc ^ gccctga ^gm 

GGG ^? GGAA ^ G ^ AGGAGAGA ^GAGCTGCCTC^CTTCATT^C 
AGCCAMGAAAGGGCACGTTCAMTGAGGTCAGAGTCATATCATACTGCT 

>323.1 

T C JI C ^ A ^ A ^ A 5 nTA ^CTGATCTATACAM 

AM II Ul I lATCATTGCTAMCTGATGACTTACCATGGGATGG^TOrlr 

TCCCATGACCTTGGGGTA CI 1 1 1 1 1 1 1 1 1 I M I N I III 

CTGCGATAAACTTCT AGCGTGTGCCMTGGTCACCTGCGA^CT^t^CC 

AGGTTGTCCGTGTAGOJAGCAVVACAGAGT^ 

GG ^ GGAG ^ GGGGTGG ^ G ^ GGG ^GCTGCTGGT 

>324.1 

Ao I mm I Mil 1 1 1 1 1 TTTTTTAGGGGGAGTTAAATAAAATAAfirAT 

gtctccatcctttattcctamcatttacWa^gacaa^ 

A AMm ACCCCTTCTrGTTTTCTCTTGCTTTTr!Aft/2TA atta Ar^vvrn-A 
>325.1 
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S9I2S AGMTCACCAGAmi ^G T GGATTTTCCTGTTCCATTTTGTGC 

A^^^?^ A H TCAGGTAAA ^ CTCCTCAGAGCT CCTTMTAAGCAm 

ATAGTCAGTTTTTGGCAGCAATAGAATCACTAAAGGCATTCTGGGATGTT 

ATGGATGAAATCGATGAGAAGACCTGGGTACTTGCCCG 
>326.1 

TGAGCTCCCGTGGTGGCGGCCGCCCGGGCAGGA CI I 1 1 1 1 1 1 1 1 1 1 1 1 1 [ 

tI a a I V™5 GGAGTTAAATAAAATAAG CATGTCTCCATCCTTTATTCC 

^ A ^ C A mAC ^ ATGACAAATGT ^CAACTGACAGAAATTTGAAAAATA 

^ GA r GA £F C ^ AAATGA ^CCCTTGGTTCAAMTTTACCCCTTCTTG 

l^F™Il Q0T ^ CAGGJ ^MCTCTTCTCTrmf<GTTTGAACTA 

I G ? AG Z G ^ AAGA ^ CCTCTGTAGTCmCCAAGTGGAA GGGTATAAAAAA 

GTGGTTGGCTCACGGGTCATTAGGGTAGTAAGAAGAA 
>327.1 

GTGGCGGCCGAGGTACTTAAAACCAAATAAAAAGTGACATTTGAATTTCT 

^ A ^ GG . AmCCGAGCTCACAGTCAGCTTG CGAGCCATTCTCCCGCG 

I A ^^ ACAAACCGGGCCAGCCTCCTAAAG TGCTCATTTACTGGGCGTC 
TACCCGGGAATCC 

>328.1 

^^^O^AGTGT<^CAQAC^CTarrGGGTTTGGAATTTTGTTG 
II^I^I?I9I^ GAmCCTGGAAGACGACACCA TGACMmCAAAG 
A ^I A . G ^ CAAAATGAAGGAAAAAGAGGCTCTGT CTTAGCACATTCCTG 
I GAGGAGCGTGCTGTCTGTG GCGTGCCCTCCTGGCCCGGCCTTGGCACAT 

G S CG J™7 G ™^ 

^^ A X9^F TGCCTGCCTGCCTGTGG CAGGGGTTGTCMGGGCTT 
TTGGGTCAGAGTGGGCACCCCTTTCTCCAAGGCTCCCTGCAACAGCTGGC 

AGCCCCAGAGGTGACCTATGAGGCAGAAGAGGGCTTCTT 
>329.1 

T^CTTT^AGGATGGCATrTMTACAGATATTTCGTATTTCCCCCACTGC 

A ^? A ? AC £ ACAAA ^ GAAACTCAGAACTATA ^CTAAGCCTGCATTTTC 
A H GA T G ? A T AA '^ G TTATTMTATW 

^ G ™Il2^ CAT1 ^ AA ^ GC1 ^ GGGA TTACTCCACATCTTTTG 

AGGCATTGTCCAAACATTTTTTGAGAACTATATTTATAAG 
>330.1 

A > G 9I G ^ GGAAAGAGGAAGT GCTAGAGAGAGCX^ 
GAG T^7^ AGGGA C ^GGCTTGTTAGAAGGC TGAMGATC^Afi 
Sat^™' ' ' 1 1 1 1 1 " 1 1 1 1 1 1 1 1 1 1 GGCTTTCTTTGCTCCTTTC 

TGAGMTTCTTCATCACMGCTATCCGCTTGTCTGATGCTCGAATAGAAA 

r r^rv^TTTrTv^J^ GCTGGATGTG GACACCAGGTGCATGAG GTAACAT 

>331.1 

GGGACGTAAAAGCTGGTGAGCTGATTGGAACATGCAAAGGTCATCAATGC 
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^7 CMGTCAG ^ GCCmCTMGm ^ GWGCTGTA ^ CT GT 

>334.1 

ctSKSJS TAMTATTCCAQTIaTTTT OAAOGTTGTAOT^S 
>335.1 

>336.1 
>337.1 
>338.1 

GGGGAGGCCAAAAAAAAAGGGGGGGGAAAAAAGCCCCGGGGGGGGGGGGG 
>339.1 

>340.1 
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>341.1 

C J^n G £ C ^ / ^ C11 ^ CTCACCACA CCCACCTTCCCACATGCATGAT 
^XT9^^T^^^ G ^ G ^ GGA ^ AGAA ^ GAG ^^ AA ®CT^AT^C^^a 

G I A I^ CCAGTAGTGACA ™^ 

^59, A ^T^^ A ^ A ^^^^^GGAGAGCTAAACCACCTTTTG1^AT^TT 
? A ^IZ GACATAGGGCTAAAAGC ^ CAATA " n ^ACAAMTATTM7TAA 

GCCAACTTCACACAAGTGTGTAAAAATAGGGCTCTGGATTTTCAAAAGCA 

CATACATGAATAATTTATTAGCTATTCCAGGCAAGCTAAGTA 
>342.1 

AG 1^ A TT ATAATACTG1 ^AAGMCTTACAGCATCTGCTTTACAAAT 

GGTGmGCTACATGTCGACACAGCATCTTTAGCCAGTTTTCm^AA 

S^^ ATGTCATCTGGAAAC ^ 

ATMCCATAAACATTMGTGTCACTCCTTGGAAMTGACAGATGTATCCA 
AGmAGTTCCCTCAGAGCAATGAMTTCCAATGAAATGAACTA^^^ 

>343.1 

55^X?^ G ^ GA ^ GG ^ GAGAGA ^ G ^^^ A ^AGTTTAAAMCTCATTTTAA 
^^$T^^ A ^ G ^^ G ^ A ^CAAACCAATCACTGGCAATAGC^TCT^AGT 
AGG J GA J C ^ CTG TCCTCCATGTCTrCTTTCTM^ 

GGMGATTTGGGAGCCAGATGATACTCTTTTCCTCTTAGAGAAACTCTCT 

c I g a A a G ^^ a X g 7 gggcc 

MTATAGTTTAGTTATAAAACATTTATGGGGGAGTATGTATGTCCC^rT 
ATCTAGTAGTAGTMGTAATAATTACTAACATATGCATTTACTATATAGG 

>344.1 

A ^' " IUJJ1' 'JJ 'I-l' ' ' " ' GTGGGAGTTAAATAAAATAAGCATG 
TCTCCATTCTTTATTCCTAAACATTTACTTATGACAAATGTA^MCTGA 

CAG ^I GA ^ TAC ^ 
a 4 a ^ ac ^V c ZT g J^ ctc ^ gc ^ caggtaa ™ 

I G ^ GGGTATAAAAAAAA ^^^ 

GMCCCTGGCAT(DGGAAAGTGGTTGGCTCACGGGTCA^ 
AGMTTTACAGAAGACAGTATAGGTTCGAAAA "wlaGTAGTAAGA 
>345.1 
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CCTTGTAGACTGACCTGTGGCAGAGAGCTCXJCTGGGTCCAGCATCTGTTG 

CCCTCACCCTTGACACATGCGGACCCTCCCCAGG 

>346.1 

TTGGAGCTCCACGCGGTGGCGGCCGGGGTACAAGAGATAGAAAGACCAGT 

CCTTGCTGAAAGACAAGTCTGAATGCTCCACTTTTTCAATTCTCTCTCCA 

TTCTTCAGTAAGTCAACTTCAATGTCGGATGGATGAAACCCAGACACATA 

GCAATTCAGGAAATTTGACTTTCCATTCTCTGCTGGATGACGTGAGTAAA 

CCTGAATCTTTGGAGTACCCATTCCCTTGATGTCTACAATATCACCTTTC 

TTATAGATTCGCATATATGTGGCCAAAGGAACAACTCCATGTTTTCTAAA 

AGGCCTAGAGAACATATATCGGGTGCCTCTCCTCTTTCCCTTTGTGTTCG 

TCATTTTGGCGAATTACTGGAAGATG 

>347.1 

ATCCCTTMmCTTTGCTGGAGCATTTTAAAGCAAATATCAGACATACC 

CTTTCACGCCTCACACTTCAACATGCGGCTTGTTGAAATTCGTGCTCCAC 

TCCAGCAACTGCTTTCAATCGGAGTTCCATCCTCCGCCGCAGTATGCCCT 
AACGCAGCGTTATC 

>348.1 

ACTTGACTGCTACAACTTTCAAATTCTTCTACTTACTCCCTCTTCTTCAG 
C JI GACATCTGGGAAAAGTG M^ 

I5^ GAGGGAAGCTCAATCCATGCAAGCC CCAGATAATATATGAGAACC 

I^ CC i ACC ^ ACCCTACACCCCTCACCTC CCAATCCAAGCCAGTCTCCT 

TTCCCTGCTTTCTCAAACCATGTTTGGACCTGCTTGGAAGCTCCCTCTGC 

TCTCCCTAGAMGCTTCATTATGTGAGTGATACATCTTTTCATATCTTCT 

I G ?1[ G T G T G ^ G ^ G ^ GG ^^ G ATCAGCCTCMCATCTGAAGCAAATGTTGG 
GTGGGGGGT 

>349.1 

A G ^ G 7^Pi 5GGCCGGAAGGAGGAGAGGTGCTGTGG TGTGTATGAAGAGGC 

^^^^CTCTCCCAACAGAGGCCATGTGGAAGTGTTACATCACCTTTT 

G PII GGA /^ GATTTACTAAG AAGTCAAATAGTGGGTTCCTTAGAGGGAAG 

AGG II GGAAAAAACCATGA CTGTATTCAGGAAGGCACATGAACTGAAGCT 

T G I G I C i GAATGCCAATACAAGCAG ^ GA GTGTTTCGTTGCTGTGTTATA 

AC ^ GC I GAGG ^ 

AGA ^ AC ISI GGGACAATGTGGCAGG I G AAGCTGCAGGTGCTGATCGAGTC 

A ^S^S?SHI G ^^ TAG ^^ T6 ^ 1 ^^ < ^^ GAAGCC1 ^ GTG CACCTGA 

AACCCCAGGTTTGTCTGCCATTGTGGATTTCCTGGGCAGAGTGGAGT 
>350.1 

^^9^SSBSS^ GCAGGTACC ^ TGCT ^^oTrTTAGTrcGGcrc 

T^^^I3ir i ^ CGTCGA ^ GGGCACAGAG ^^TGGTTCACG 

T^J™^ GATCCmACTCCAGATCGCCAGG CAGTTm 

TSPJ^ G G TT G i^33^. G ^ G ^ G ^ G G G ''"TATGATC AC ACC AG G TG G ATCTTA 

*ZI C ^^T C i^ GAGGCCACTGCAATGAGGCAG AGGAGTGTGCTCCCTC 

ATGAGAAAGGACTGGAGACCGCCCCCAGAAGAGAACGTATCCATGT 
>351.1 

CG P GG 7^ GGCCGCCCGT GCTGGT C CTTATTATTGCCCGTTGTTTCTGG 

ATGTGAATGGATTACAATGTATTTTTTTAGGGAAATCCTATTATTATCAA 

I^S AC I? GACGGGGGAGTCCATGG "'"GATGATGATGAGGAGGAGGATGAT 

^I? A I GAGAGAGG ^ G ^ AAAG ^ GGAAGAAG ^^ AAGAG ^T A "'" GA GAGA 

AGA ^ AAA AAA ^ GAGGAA C AAGAATTGTTTGAGGAAAAATCATAAnTATri" > . 

TGTGTTCA 1 1 1 1 1 1 1 1 H f ATAAACAATAAGAAAAAGTTGTTGGATTTTT 

in lAATGAI I I CI 1 1 1 1 1 GGGGGAGGGAATTTTGTTGCAGTTTTATGGT 

GG ( AA ^T GGAAAAAGGAGAGGGA GGTGCATAATCTTGTAATCTGTGGATA 

TCCCTGGAGCAGGACTGATGT 

>352.1 

Z^I A ^ C . A d C i 3CAGAGTCCCGGGAAGCAGTGGTAAGAA CGCA^ 

o GAAGCAG Z GGTMCAACGCAGAGTCCCGGGAAGGAG TGGTAACMC^ 

GAGTCCAGGGAAGCAGTGGTAACAACGCAGAGTACCCGGGGAAAAAAGGC 
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AAATAGAATGAGAACCATATTATGT 
>353.1 

^^ G >^ CGGC ^ GGTACACCCAGCTTTGT CTCCTGGCCCCAAATCTC 

?? C ^IS CC Z G ^I GGCATAAATCAACAGGCTGTAT GAGCA^ 

AGA TIS^?^ AGGGAGAGCAmCAAACCCATGAGAG AT^ 
TAGTACACTCTCACTGMCTGGGGATGTTTGACTTAAMTGATGGAC^T 

CAGGGGGTGCATTCTCTGTGCCTCTCCTGAGTCTACmCTGCAT(^TTG 
G £9I GCCAG CTCACTTCCATM^^ 

G I G 7 GTCTAGACCC ^^ 

ACI I I I 1 1 | 1 1 1 1 1 1 1 1 1 1 1 1 1 1 rGCCTTTAGAAGGTTAAAATGCrAATA 
I£^ T ^ CAGTAATCA ™^ 

>355.1 

^^^^^^^^^ 

>356.1 

G ^ GAGAGAAG ^^^ GAG ^ G CATATCCGATGAGAGGAAGGGTGGCACAGAG 

^gSK^^?S SCACTTCGACTTAOOTTTGAATCA 

>357.1 

CTTTGTMTCTCTCCATCTATmWCTGTTATTCACCTCAGCT^ 

AAGCCCTCCTTGTGGAGGCATTCACAGTCT^ 
CAATTATMTACACAGGGATAAAAAAAGTAGAGGCA^^ 

>358.1 
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ACTTTTCTAGCAGTCTGTGGCCACTCCATACTCAGCTGAAAACACTGTTT 

CAGCCCCCTCTCTGGTGACCTCAGCCTTCTCCAGGTGTATCTCTTGATGA 

TCTTGGAGACCAGCAGCCACAGCTGCTGCTACTCCTGCAGGAGACTGTCA 

GGCTGTGGTGGGGGGCAGGGGTGTTGGAGGAGAAGTTGAAAATCCGTGTG 

^97PJ C ^ TCTGCTCCTCCATC ^ AGC ^CTGGAGGAGTTAAGGCAC 
CAAGGGCA 

>359.1 

GTGGCGGCCGCCCGGGCAGGTACTGGTGTTGTGATCGGAACGTGTCGATC 

CCCTCTTCTCATCACTGCTGCTCCAACTGGATTTATTACTCCGGGAATGG 

TAGAGAATAAAGATTTGTAGGAAAGGTGCTGAACTGCCAAGGAAGGCATT 

™^I G ^ CGTGTCTGGAACCGTGTATCCTTACTA CATCACTGAACGACA 

CCAAGCACCCCATGCACTTCTGGGTCCAACCTTGGCCCCTGAAGAAAGAC 
ACTG 

>360.1 

TGCAAAACTAAACACGCCCGAGGAAATTTGGCCAGTTATCCAATTGATGA 

ACTAGTAGATAGAGCCAAACAATCTT7TCAAGAGGGTGTTTGTGAGATAT 

^ G iI5 ACCAGTGAAGACACGGGGGCTTAT GGCAGAGATA-rTGGCACCAAT 

CTGCCCACACTCCTGTGGAAACTGGTTGAAGCGATTCCTGAGGGAGCAAT 

G ?7^^ C ^ GGCATGACAAATCCGCCCTATA "nTTAGAGCATCTGGAGG 

A ^I GGGAGAAATCC "^ AAT CACCCCAGAGTCTACGCTTTTCTGCACATA 

CCAGTCCAGTCTGCCTCCGACAGCGT 

>361.1 

TGAGCTCACCGCGGTGGCGGCCGAGGTACTTAAAACCAAATAAAAAGTGA 
GA TII GAA r RC "^ AAAAGG ATTTCCGAGCTCACAGTCAGCTTGCGAG 

CCATTCTCCCGCGTACCAGCACAAACCGGGCCAGCCTCCTAAACTGCTCA 

TTTACTGGGCGTCT ACCCGGGAATCC 

>362.1 

TGAGCTCACCGCGGTGGCGGCCGAGGTACGTATGCACAGCCTCACACTCT 

ATAAATGTATGTGTCCTGAATTTCAGAGCTTAATAATGAATTATGGAACT 

I GA I^ TGA ^ GGATCAGGCAGACAACACCTGATG AGTCCTAATATCAGA 

^^F^PJ^^^TGTGCTTCCTGAGGTGAGGCAGTAGTAAGG 

AAACAACATCACACATGTAGCAGTCTTGGGAAAAAAAATGTAACCTGTAT 

CTCGTAATGAGGAAACAATCAGTAAAAAAGTCTAGATTGTGGGACATTCC 

ACACACACACACTGCACATCATACACAAACACCACCCCACCACCCACCAC 

TCAGACACACACAAAAGGGCAACTCTAATCAATTAAAGGAAACAAAAGAG 

AA I GA ?^ C I^ CATATAACGTATAA ^ C ^ GA ^ GG ATCCTGGATTTAAA 

AATAAACAGCTATAAAGGATAT 

>363.1 

G J GGGGGGGG T GGG G6CCGAGGTACTTAAAACCAAATAAAAAGTGACATT 

i G ^insir^ AAMGGAmcc ^ 

>364.1 

S GGG 7 G ^o G ^ GGTCAACGCAGAGTCCCGGG ^ 
S AG « G 7f CCGGGAAGCAGTGGTAACAACGGAG AGTCCCGGGAAGCAGTGG 

TAACAACGCAGAGTCCCGGGAAGCAGTGGTAACAACGCAGAGGCTTTCAG 
CAGAGG ^ AGGGTGCCCGGGAG TGAAM^^ 

AGGATATAGAAGACTTAGATCACTACGAGATGAAAGCAGAGCCCATTAGT 
GGGAAAAAGTTGGAGGATGAAGGAATTGAAAAAAAAAAAAAAAAAAAAGG 

>365.1 

ACGAAGGA ^ GGGTAA ^ 

^ GG ^ G ?I AGA ^ AACCGGATGGGAGACA I GAGCGGT AATTAACTCAC^ 

I?^ A . G ig TTTCTA1TrGTTTrG I rTTcrm i ctgtgacttattttcc 

TATTTTCTTTCCTCCATGTAATTTTCACTATGGCCCAACTAATATAAACA 
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^ GG ^IJ A £ A ^ G s AAAA ^ 

t g i ggaa i a ji! a ^ 

S A Z? G « GATATCAGTM1TmAGTMCT G AA 'nTrGAGGACAmCTCT 

o^ AGCATGTATGC ^ CTGATATGTAAT CCGGGGTTCCAAAG 
>366.1 

>366.2 

AACATAAAAGCTAAAACCATTAACACTTCTTGAAGGTAACATAGAATATT 

TTGTAATGTTATGATAGGCAAAAGTCTCTT 

>367.1 

^^nJ^n^^^^ ^^^^^^^^^^^^^^^^^^^^ 

GMGTT7TAATMTTCMGATAMTTGGMGCCATTAAAGCAAGGTACTG 
^ CAG ^ ACGAA ^ GAGCATACCACAAAAAA GTTCTCAT^^^^ 

CATGCCATTCTCCTCACTAACCAAAGGCTAGGAATTATCT 
>368.1 

CAA ™7 GCCAG ^ 

AA ^3 A ^ G , A ^^ ^^ GAAG CAACCCAGGTCTTGAGCCAAAGAATTAC 
>369.1 " 

ccttaamgagtcttmcggagmggaaamtgttaca^gtcaaa™ 

CA ^ GGC J™ AGCCT ^ 

I A ^ A XI7 TGTGTAGATACAGCAAAAAGA CMCM 
>370.1 

>371.1 

n? G . A J3 A J7ir AAAC ^ 

GAG J GGGACTACAAA ™^^ 

AGA^GGTCAGATGCMTCACTGATGCATGCTAGTM^CTCAAACCTT 

C ^JIII C ^ AAA £ G ^ GGA ^CAGATAGArrrGCAGT^ 

CMGTCTTTATTTTTTTCATCCCMCTTCTTTCTTGCACATrrrTC^ 

CAATCTTTTTCCACTTCACTTTGTCTGCA 
>371.2 

^ G ^ A J£Z ACCTGGACAGAATAGGAT G ' 1 1 1 1 1 1 1 I C CCCCTGACCCTTG 
GCATTTCCTCTTCCT CCAACTTCTG CCTG ATC CTAG GATGG AC 
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>372.1 
>373.1 

CGTCTCAmCTGGGGACAC»nCAGGAmCTS55^SJ^ 
GGACCMTCTGGGGCCGAGCAGGAACAAMGCAGCMC^T^rrrAA^ 

>375.1 

Ai^G^SJg^ TATGGACCAGGGGTATGT CTA<=rrGGTCC 
>376.1 

GTTCTTCCTACCTAGCCTAGTTTTTTTCWI^AACCT^Tn^Art^A^TT 

^^^^^^^^^^^^^Qgaagctctggaagtggwgtag? 

ATGG^CTTAGMTTGAMCAGGAGT^^^flfS 0 !^ 



Page SI of 111 



WO 01/42467 

534 

Table 3 

ACAAACACGAGCTTTCTTGTTGACTTCTMCTm 

I^TAGGCMGAC^CTGAAAGTTMCATOTAAT^AAAAWAGf 
>380.1 
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GTCAGCAGTTGGGTTAGGACAGTTGTAGCACTGCAGGCTATGTCCTGAAT 
>381.1 

AACTGTGAGACAATATmATTGmMGCCACmTTTTTTGGT 

t^CCMTCAC?^ 
>383.1 

>384.1 

AG £?^ CGTGCAAGTA ™^ 

>385.1 

TTGATCmGCCGGAMGCAGCTGGAAGATGGGCGCAC^^ 
MATGCAGATCTTTGTGAAGACCCTGACTGGTAAGA 

AAAMGGGTGCAGACGTCTGGTTCAXtG^lA^^SII 
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Io^TI^"^ CAGGAGTCCT CATTCTGGTGATAAAGATGGGCCGTGGC 
^^E^^^^^^^^^^G^^G^ACAAAGAGTAGCTGAGTTACT 

TTTTCAGATATAAAGAGAATTACTTCAAATT 
>386.2 

GA SZ AA IT CAGAAAAAACTCMGM ^AAGTTAAAMGTGGTTTGGACT 
>389.1 

>391.1 

^ G ^ G PJ ACGCGGGATGGGA ^ CTGA ^ATTTGCCCTGCCTCTTGCAAA 
A^GGTCTMTGGCAGGATGGTGTCATAATTMGGCTACCAAGACTGCV^ 

?JZ C ?^ TCCATCACTGAGGACCTGAC ^ AA AGTTmCTATCTCAC™ 
>392.2 

A ^£q C ^ CACTCAAA ^ 
>392.3 

AACCCGTTAAAAAAG GCCCGCGTTG CTTG GCG GTTTTTTCCATAAG G G CT 
>393.1 

AGA ^ GACAGGGAGT CCmGTCTC 
5J AG i? A ™^^ 

Z^T A ^ GTCTCTGTCCTGAGATCCTG GGGCTCCTCCTAmCTAGMGGGA 
TGAGGTGCCATCAAAAATAACTTGGCTGGTGTA^AGTITAGAGAAGGAA 

GAAGCCAGATGTCAGAACATACTAGGCTAGCATGCCTGCT 
^394.1 

™9>^ ccgaggtaccaggctggg gacaggtgctaccaggagtgggctga 

GGGGAGAAAMCTATCTCCCACTCTmGGCCCAGGCMTGT^ 

IS^V^ ctggcccactggctgagcaagg ccag^ 

MGGACCCTCCCCTCCCAAC(XCMCCCAGAGTGCAGTGCAAATCAACCA 

AC ^ AC J G ^ GGMTGGCAATCAAAGG ^ 
A ™£^ GGG AAAAMTATTmCATGGAGTTGM 

>395.1 

ATCTTMmATTTAAAGCCATAGATTCAGTTTAGCTTTAACCTAGACAG 
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AAAGTGAAAAGCATTTTACAAGTAGAAGAGGCAATGAGAAATAAGGCAAC 
ATCAGCTTTGTTTTTGACTACTMGGCCMCCTTTTTATTCCTCTGGATr 

>396.1 

T^ G ^ CGAGTACCG CGGGAGCTTCTCCrTGCCAGTTTTTCCCAGCAGG 
>397.1 

>398.1 

CAGACAGGMTGCTTCCACTGCT^^^ 
^ GCGC ^ GGCTCACC ^ 

^TT GGTCCTCAAATATTTTAT AGGAAAGCAGTCCACAGTCTCACACAGA 
GGAAACATGAAGTTTAAGTTCTAGCCCTATG ^AOAOAGA 
>399.1 

G - C SSI A ^ GGGGAGAGAGGAAAAGAA CACAGATCTCGCATGGTTCAG 

tItIII 0 ^^^ GTCCAGGAGTAAGATATA ^ 

TATMTTCTTCTTGGATTCCTGGGAGCCACATTGTCAGCC^ACTWrr 

CACAGCGTCTCATGTCTGCCAGCAATAGCMTGAGTMC^C^AATCTT 

MTAATGGTCAACTTTTGCCACTACMCTTCAGGGC^ 

o A JI^9 A - GGT ^ TGTG ^ G ^ AATTTTACAACAG CAGCAGCAGGCTC AAATTC 

CAGGACTCTCCCAGTTCTCTTTATCAGCTCTAGACCAGmGCTG^ 

CTCCCAAATCAGATACCCTTAACAGGAGAGGCQ 

>400.1 

G JCGC^CATAMCMCAA(X3CGGTTACCAAGAT 

A^TCCCCTGAGTTGCTGGCTCGATACTGTGACTCC^G^ 

TTCCA^AOCCAGAGGAGGK^SM^ 

TGGTTGTCTTCAAGTACCTGCCCGGGCGGTCGAGCGGCCGCCOGGRPArr 
TACGCGGGGGCTAACCAGGCCAGTGACA^TGGATTCGA^ 

g J g J g ^gctgmtgatggtcacttcatgc^tcctS 

>401.1 
>401.2 * 

«GG a SS^ CWTG ^ MTT1TT ^TOAAGG GQ T« 
>402.i 

ACACATATCCTCTGTGGGAAAAACTGCTCTCAGAGTGTGCACTCTCCCCA 

Page 54 of 111 



WO 01/42467 , 

PCT/US00/33312 

537 

Table 3 

CAAGCC ^ GGGG L^^ 

^P A TT AGCCG ^ G ^ C ^ ATC ^GTTCGGCATCAAAGAATCCACACA 

GGCGAGAAGCCTCACMGTGCAGTGAGTGCGGGAAGGGCTTTAGTGAG^ 
C I GG ^ GCTCACTGG CCACCra^ 

AAAGAGATTCAACAACAGTTCCCAGTTCAGTGCTCACCGGCG 
^403.1 

IX^^ CTCCACGCGGTGGCGGCCGAGGTA CCAAATTAAGTATTAAAATG 
AGGA ZI GAACTGGG GCAAACAGGTTATW 

ATGGAATCAATATGGAGTGGAAATATGAAATGAGGAGATGTTTTAGAAAG 
^ C r C ^ A IT5 A II GCGATCTGAGGTGA GG A GGACTAAAAGCAGCAGCAGG 

>404.1 

gScCAGAAA C ^ AmGTGGCmGGTGCGA C A GG A AGMGAGTTGGAT 
>405.1 

GG a G ^/™ C >™ C I CGGACGACCTG 

TAAGGCTTTGCCTTTCCAACTTCAGCTACAGTGTTAGCTAAGTFTGGAAA 

GAAGGAAA ^ G ^TCCCTGGGCCCCTnTCTTTTGTTC 

GTCGTCGTTGTAGTCTTTTTGCCCAAGGCTGTTGTGTTTTTAGAGGTGCT 

CAGGGGGGGAG ^^ 

ACTTGGGGAGATCGGATGTGGCACTTTGCGGTGTCT 
>406.1 

CG ^T GG J^GCCGAGGTACAGTTCACAGTGCTTGATGATAATAAATGGT 

TATTTTACTGGTTCATGTATTTACTATATCATACTTTTTTTCATTAGAGT 

?J GC ^ CTACmTGTAAAAAA ^ 

I9p GG ^ G J^ GGAGGAGA GGGCATTGTTATCATAGAAAATGACA^ 
G J^J G ZT^tJ A ^ AGGAGG ^ GGAG ^ GG G AA GGATGTGGAGGT^GA 

>407.1 
>408.1 

GGCATCCAACTCTTTTACCAAACTTAAAGTTTTTTTCCGATTCAtSTrRrr 

CCGCGTACCTGCCCGGGGGGCCGCTCGAGGCAGGTACTGAATOAt^^TT 
ACG TCC^CTCTCCXX3GACTAGG 
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M09.1 

i ' AJZ rTGC ' TCGCGGGAGTTAAATAAAATAAGCATGTCT 

TCATCCTTTATTCCTAAACATTTACTTATGACAAATGTAACGACTGACAG 
AMTTTGAAAAATACCAGACACTTCTTAAATGATTTCCCTTGGTTCAAAA 

tttaccccttcttgttttctcttgcttttcaggtaattaactcttctctt 
TTJ!^®TJ^®^^^gcagtgcmgattcctctgtagtctttccaagtgg 

^^?™II A/ ^ A ^ CACmATA "^ ATGCCAGGT G A GGTGTCAGAA 

CCCTGGCTTCGGAAAGTGGTTGGCTCACCCCGCG 
>410.1 

G^CAGGTACTGTGCAGT^GTAACCATAATTCTAAATGAGGATTATGGAT 

I^Jo GA ^ G ^7 TC1TmcCTGTGGAACATGATGA 

AGAGGGGACATAGCCATTTTTGTATGAAGACCAATTC 
>410.2 

CACACTCACACACGCATGCACACATGCACGCACAACTTCACTCTATATTT 

A I I U 1 
>411.1 

CCTTGAGCAGATGCTGTATTATGGGGATAAGCCACACACTTTCTGAACTG 

AGC I A ,n GTGAGCGAAGGCTCCTCCCG TGCTTGAGTAATGGCCACAGATC 
^ G ^ G ^9 GGG ^ G ^ GG ^ AAGGT GCATGATGMTTCCTGGGACMCMG^ACT 
GGCTCGTGGTTCCATTCTCCAGATCCTTGGGTTGGCTTCTGGGTGCACTA 

TGACTCTAAAGAAGATGAAAATCTAGTAATTAATGAAGTCATAAATTCTC 

CCA ^? GGAAAAAACGCAAGGTAGAACATG AGACAGCTTGTGCTTGTAGT 

^I A / VCCACGCAAGGATCTGAAAAGTGTCGTG AGAAGACTACTAGAAGA 

GACGAAACGAAACCTGTGCCTCGAGCG 

>412.1 

G ?^^ G ^J ACrAGAGmCMGTA ^TTCTAAGCACAGAAGTTrCTA 

AATGGGGCCAAAATTCAGACTTGAGTATGTTCTTTG 

>412.2 

^Z G ^J mGGCACAAAGGAGTGACAAAG1 ^ATAGTTAAAAGCTGAATAA 
C IT GAG ™ G ^ 

A ^™^ TAGmACCTCAAAATCC ^ CTG ^CCCCAMTTMGTGC 

CTGGCCAGCTGTCATAMTTACATATTCCTTrTGGTTTTTTTAA 
^413.1 

TAQAAAAGACTGAGTGGAGAAAGCCTACAGAATTTCAGAAAGCTAAAGAA 
A £ GGA ^ AGA ™^ 

^ A ^ A ^ C J^ TGGGGACTAATAAAGGGAGAGG CCTGTGGTTTGGAAACT 
J GAG ^T A I ACAAGAACCCT T G CGGTGGTGACTGAACAAAACGCAGCCAG 

>414.1 
>415.1 
>416.1 

Io-™ C 5 GTGGCGGCC6AGGTA ^ CGGGG CTGCGGAGGAeCGTGGG 

^ C ^J^ ACTGGGTAGC ^ GCAGAGAT C A TA(^ 
CCATTGCTAGTTCCCTGAAATCCTGGAATGAGACCCTCACCTCCAGG7TG 



Page 56 of 111 



WO 01/42467 



539 



PCT/US00/33312 



Table 3 

GCTGCTTTACCTGAGAATCCACCAGCTATCGACTGGGCTTACTACAAGGC 
™l^ TGGCCMGGCTGGC ^ GGT G GAT G A CTTTGAGAAGAAGTTTAATG 
CGCTGAAGGTTCCCGTGCCAGAGGATAAATATACTGCCCAGGTGGATGCC 
GAAGAAAAAGAAGATGTGAAATCTTGTGCTGAGTGGGTGTCTCTCTCAAA 

GGCCAGGATTGTAGAATATGAGAAAGAGATGGAGAAGATGAAGAACTTAA 

TTCCATTTGATCAGATGA 

>418.1 

! GGCGGGGGAGGTACG ^^ 

AGCCACTGGGGACGCAAAACAAGTAAGATCCCTGTTGCAAGAAATTCATT 

mTAGTGAGGGAGGTTGGCATGGAGACTAAAATTCTCAGGAAAATGAGA 

T^ GG I G I!^ GATAGAATCCTGAT GTGAAATGGGAGGACTCAGGAAGGAGG 

A ^I^r TACCTGAGGATTTCTAGCCAGAGGTGG CAGATGCCTGGGCTG 

AGAACCCAGCGATAAGGGGGCGTTCCCAAAGCAGACACAGGGATAAGAAC 

AGAGGAGGCAGCAGCATT GCACAGCCCCAGGCACAGTGGCAGTTAGGATG 

GCTGGAGAGTAGGATAGTTCTATGGGTTGCCCAAAAAATGTGATGTGCTT 

CATGTTTTCTCTGACTCATGGATCTGGTAGAGACCATAGACATGATATAG 

A ?T A ^S3Z G P GGA ^~'~'^ GAGAAGAGGAAAGGA ^ G C^ A TGACTTACCTT 

AAAGi i i i 1 1 GTTCTGTTTTGAAAGAAACCATGTGCTTCATGAAACCTAC 

AGTTGA 

>419.1 

St^ G - G ^ GGGGGGGGAGG ^ AGAG ^ A ^ A ^ Gagg ^ aaaaa ^GAGTAAAGCA 
SI^ A -™ AAATAACAGGTCGTGTA ^ A ^ CATGGG CACAM 

?ag C IImg G t^ 

>419.2 

gggagactctagattcmttctgtaaagttatgatgcagttttctccttc 

^™9J CTCACCTCCTCTGAGCACAGCmCAAGAAAAA CT^ 

^ G ™ ACCTGCCCGGGCGGCCGCTCGAGGTA CTTCTCTGAGCATTGGC 

G I G I GG P TGGGATTATGCTTGAA CAGTCTTGAAATGAGGTCCCTGGCTCC 

C I G X G II AGA / UGTCAGGGAA TGTGAATTCMCCCGTGATATTCTTTTGT 

^ G J C J C ^ GGTATGTGmGCCTCAAAAGGAGG CTTCCCAACTAAAAAT 

I C . A sT A i 3CAAAGAACTCCAAGGCTCCAGAGA TCCACCTTCTCATCATGCAT 

GCGACCTTCAATCATTTCAGGGGGCA 

>420.1 

^^ G J^P GCGGTGGTCGGCGCCA * mGTCTCGG CAGCGGTGGCCGTAG 

^t^^tt^ A JZII A ^ G ^^ G ^ GGGGAGAAGGGAAGGGAG ^^GATCAG 
gtagattgg i i 1 1 i gt 

>421.1 

G P C ^ C J G ^ TGAAAGACCTCCTGCTGGAAGA CCTCCAGGATGGAGAAG 

A £ A ^T3 G TL CAGAGTCA ^^ 

^ C ™?^ GCCAATGACAC ^ CAACAAACA GCAGTGGCTTMCTGTA 

^T^ CCAAAGAAACAGmGTGTGCTGGG GGGCMGCTGGGGTG 

?II5 A , C J CCGAGGGATCG ^ CCTAAATC CCACCACCGGGAGCAGAGAGCT 

A ^o GG ^ A ^ CAAAAC ^ GAGCAGATGGACCAATG GGACAGTGAGTCAG 

^ C I*^ G sI A Z GGACACGAGTGAGGTCAGCCTCGA CTGTGAGCGCATGGAA 

C r G ^ CA ^*^ZIIF GTGGAAACAGCAGGCACGGTG 
ACAGAAGCATGTGCACTTCGGGAAGCAGGCCTGCATCTTACCTGTACC 

^ G ^ GGAA i :TGGGGAA ^CTGGCCCTACGTGCATTCACAGGCAATGATG 

GTGGGTAGACTMGGCAGTAGCTCAAAGGGCmGCAAAATTTAATATAT 

A £ c f^ A A GG j£ c p 

AACCATCAAAAAAAAAAAAAAAAAAAAAAGT 
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M23.1 

ATTAGACAGGGGGAAGTAAAATTATCTTTTTGCAGATGATATGACTTATA 
TGTA 

>424.1 

TGGCGGCCGAGGTACTGCCGTAGCCGCTCCTCCCGCAGCTGTGCCGCCTC 

Sl^ TCCTCCTCA ™ T ^ 

CGTCATCCTCTGCTGGTGTGGCTGGCTTCCAAGCTGGTGCCCGTGGGCTA 

???^a^^ G PZ ACAGA ^ CAGTGTGTGGTGGAGGA CGACAAGGTGG 

GGAGAGACTTGCTGGA GGAGGAGATCACCAAGTTTGAGGAGCACGTGCAG 

AGTGTCGATATCGCAGCTTTCAACAAGATCTGAAGCCTGAGTGTGGGT 
>425.1 

G ^Jo G ^ GGCCGAGGTACTAAGTGGmAAGGATGG AAAAGAGCTAACAAG 

TGACAACAAATACAAAATAAGCTTCTTCAACAAAGTATCCGGCCTTAAGA 

TCATCAATGTAGCGCCGAGTGACAGTGGGGTATACAGTTTTGAGGTGCAG 

A ^ GC Z G J TGGCAAAGAGAGG TGCACAGCTTCATTGCAGGTn-CAGGTTG 

GTTGATTTCTTGGGCTTTTCCTTCATCATTATAATAATGTAGTTCCTGAT 

J^^^ A ^ A t^T A ^ A ^ GGG ^ G ^ AGA ^^^ G ^ a ^ agga T a ACATGAGTC 

GGAGA JP G TGMTCAGCAAATTCAGAGGCAATACCATCTCAAGAAGCC 

^ a ^ g ^ accacagcca ^ agctcatccatggtg atcaagaactgcca 

GAGGAGCCATCAAGGCGTCTATTCTCTTAAAATGAGAGGCAGGACTGGCT 
AGGGTGATGCCTAMGATGATTCCCAGGCTTGACATGCTGGTA^c™ 

>426.1 

TGGCCGGCCGCCCGGGCAGGTACTGAATGTGGGAAAGCCTTTTGCCAGAA 

™T A / V ^ CAATGTGGAAAAACA ^ CTGTGTGAAG TCAAACCTCACTGAA 
^I C ^^ G ^ CACACACAGGGGAGAAGCCCTATGAATG TAATGCATGTGG 
^^ G J?^ CTGCCACAGATCAGG ^CACTGTGCAJCAGAGAAGACACA 
CAGG ^™^ CC ' mGGATGTAATGAATGTGGG AAAACCTTCCGTCAG 

t^^Tt^ g ? G i G ^ aa ^ g ^ gaggagagaag ^ ga ^ a ^ aagag agaaacccta 

I G ^ A I^ TAATCAATGTGGAAAATCA ^ CTGTG TGAAGTCAAAACTCATTG 

So^T catagaacacacacaggggagaaaccg tatgaatgtaatggttgt 

GGAAAATCATTCTATGTTAAGTCAAAACTAACT 
>427.1 

l^F^^^^^^^GOAGAGCACTTTGCAAACAJAJTACTT 

A ™ GGAGAGCTcm ^^ 

^^ A ^TI AGGG T? CAG ^ ATA ^ CACTGGAGAGCAT AATCCCACAC 
? G a G ^ A ^Z™ A £ AGAGCC ^ 

CTAGTAATACCCTTGTTTTAAAATCTTCACAAGGTAAAACTTAAAAAGCC 
^J AC i G J AG I A ^ CATG11 ^ G GGAGAGTGTAAAAMCTCTGTTTACA 

™9 c Ji^ T ^ GTGGG ^ GATCGAAAATGTATAA ^ 

GCCAGCCTCAGACMGMGAGTGAGCTGCTGGTACCTGCCCGGGC 
>428.1 

>429.1 

TGGCGGCCGAGGTAC1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 GTGATCTCAACTGC 
TIII AGGA ^9 TTGTGAATA TACTTGG G CTTTCT GTCTTTCCCCAAAAGCA 
ATTTGGGATTATTTTCCTCCI 1 1 1 1 1 1 1 CTGCATTTCATCATAAATACTG 

^^^^^QTCTC^CATCATCATCAGMTCATTCCCAAACACTGAT 

CCCATACT CAAAACAGGGTGCAACT ^ 

>430.1 
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GGCGGCCGAGGTACAGACAAAACTACAGACTTAGTCTGGTGGACTGGACT 
AATrACTTGAAGGATTTAGATAGAGTATTTGCACTGCTGAAGAGTCACTA 
TGAGCAAAATAAAACAAATAAGACTCAAACTGCTCAAAGTGACGGGTTCT 
oo?ZI?X^^^^^^^ A ^^®^^^^^^®^^GCCTCT(^TGAC 
^oo^I. ^ ^^^^^^^^^^^^^^^^^^GCTCAT^GACC^ 

AGAGTAMCTTGAATGGAATAACGACATTCCAGAAGTTMTCAmGMT 

Xo^ GGAAACCGATTTCAGTGGCGAT GGCATGACAGAGCTAGAGCTCG 
GGCCCAGCCCCAGGCTGCAGCCCATTCGCAGGCACCCGAAAGAACTTCCC 

TGTGCATTCCGATGGAATTTCAGTTCATCAGATGT 
>431.1 

G ?^il CG ^ GACCAAACAACAGCCCTCCAA CAATGATGACCAGTGGAAAAAC 

AATGGAGTCACCAAMCCTGGGACAGGCTCATGCTCCAGG^^ 

™ GCGTAAATGGTCCATGAGA CTGGCAAA^^ 

C J GAGAA I^^ 

AACAATCTTCGAGCGGCCGCCCGGGCAGGACGCGGGAGTTCAAGAAGCTG 
GreGTCAAGGAGGAGGAGGTGGAGGTGGCAGTGGAGGMTfGCAGMGCT 

I A J^ G ^ A ^ GG JT A ^ GGGA ^ A GGATTTCCTGMGGACTTGTGATACAAG 
S?J^^^ GAA ^ GAGAA ^^GGCTGCCMTTTTC"rrCT^V 
CAGCAGMC7TTGATGMGATTGAAAGGGACTTTTTTATATCTCACACTT 

>432.1 

J^ GGGGAG ™ 

TGACTTCGTGATGTGTMCTGATTCTCTTCCTGMGGGGGAAACGCATTC 
>433.1 

GGGCCA^GAT^ 
>433.2 

CCCmATCTTTTCCATAGCACCCCMGCCTAAMCCAGACTGGCACAAA 
>434.1 

S^ G ^ G i* GGGGGGAGG7AG ^^ G7AAAAGG ^GATCCACTCTATCATTTA 
C IZ™ C J CC TT GGGAGTCTCCCAGAAGAA ^ A TGTTACTATTGT^ 

I A Z AA ^I C 3r^ GAACAGGCmAAAAA ^ GT ATTTGTTGGAT^ 
>435.1 

^^^??^^?^^ GAG ^ GGAGMCGC ^CAGCTCGCTGC 
TCATCCTGA^ G GTT CCATTATGGGTCGACTTGATGGGAAAGTCA 
>436.1 

GGCGGCCGAGGTACGCGGGGGAACACCACCCAGTGTGGAGCAGCCCAGCC 
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I^I^I CMGAGCATGCCCMTAm G A GGTGGCTCTGAmCCTGGC 

AGCTGAACTCGGGTAGTCCAGTGGCCTAGCTGGTCCTGCCCG 
^438. 1 

^?£ A A A A ^^^^ 

^t^t^/^^^^^^^^^ GGGA GGGG^ A G A ^GTCTGTGATGAGCG 

T9^J^^y^ AT ^ A CATACAGMGAGGATTGCACGGAGGA^TCT^G 

^ZI C II GCATGCGAGGGACCA ^ GC GTGGCCCACMACTCmAACAAC 

>439.1 

G^GGAAAGGCTGTCCTCTTTGATCCCATACCATGCAGGGGCAAATGGCTG 
UArTTCTTCAGTCTTATCATmCTTTATCATCCTCTTCCGAnrrTTPAr 

g^^^^^^^^^ a ^^ gg ^^^^^^^^^®^QCTc^2a^tm 

M42.1 

GG / G ^* G - G ^ GGGGGGGGAGG ^ A ^^^ GGT GCTGAGGAATGGAATCAAAAGA 

AC-^MTmAAAAAAAAATATTCATGGAATAGGGT ,ialaA1AAAe 
>443.1 

>444.1 

CCACCGCGGTGGCGGCCGAGGTACCCAGCCCCACCCAGGCAAACAGCTCC 
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GACATGTTTCGTAAGTGAGACAAGCCAGTGCA 
>444.2 

G ]T A I GG H AA J^^^ 

AMTCAAGTGCTTGGATTCTGMCTGCCAAMGAAMCTGCACTTCCrcT 

S^ G A TAA ^ CG ^^ 

AGATCAMCAAMTACCAGCCCAGCCAGACTCACATGTGTGTATATATAT 
ATAAAGCAAAGAGCCCCGCCCACAAGCCAGCA u ATATAT 
>445.1 

ACTTTACTAAMTGACTG^TTCTTTGGATTCCTTCAGTCTATGGTTCAA 

A I5^x A ^ G IF CTGCCCGTCCTAATGGCA GAGCTCTCTGAC^GTO 
PTTr aIp r TTr a 9T GGG ^^ ^^^G AG AAGTTCTG GTC AGTCTTCTGTG G 

^^^^ TATATATA ^C^QGGTGAGCTCAGGAGTTTATAAGCT 

TTATGGGCTTGGTGTTTTGAmATAAACAGGAGmATAGMCT™ 
>44o.l 

GCGGCCGAGGTACGCGGGGAGACACAACTTCCTGGGCTTAGATATTTCAG 
>446.2 

TT^^ G1 ^ CATGCTGCTGATAAA G A CATACCTGAAACTGGGAACAG 

TCAG AGAGGTGAAAGG CACTTTTTACATTGGCAACAAGAGAA^ 
>447.1 

SaaSSoto ^ gctcctgatc ^ cctgaagatg tctaccatttmWm 

>447.2 

GA^TM^G^ GAGAGGAACAGAAAG 
> 447.3 

tX^^^T^^^^^^cc^gctgagtcctccctcccaat 
tggamtatgmtcatctacagccttctgccctggtcgcataX^™g 

TCTGGTGTTCTCMGGCMTTAAT^^ 

SS 06 ^' 1 1 1 1 1 I 1 1 1 1 I II 1 1 1 1 t GTTAGTGTTTT 
Tmlte^A ^ TAACAAATC ^ GG CTG(XCAAMGTCTCAA^VA^ 
>448.2 

GGACCTTCTCTCAGCCTGAAMGGTATATACCCTCTCAGTCT^ 
CG ^ C S GG Z^ CAAAAAGCAGGGGCCCA GCCCCAGCTGTTGGCTA^^ 
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AGTCCTGAAGCGCCTTATCTCTAGGGTCCGCCATGATGAGAACCCCGCGT 
>450.1 

GGCGGCCGAGGTACTCCCTACGGCACTAGTCTACAGGGGGAAGGACGCTC 

TGTGCTGGCAGCGGTGGCTCACATGGCCTGTCTGCACTGTAACCACAGGC 

TGGGATGTAGCCAGGACTTGGTCTCCTTCCCGCGTCAAGAGATAGAAAGA 

CCAGTCCTTGTGAAAGACAAGTCTGAATGCTCCACTTTTTCAATTCTCTC 

TCCATTCTTCAGTAAGTCAACTTCAATGTCGGATGGATGAAACCCAGACA 

CATAGCAATTCAGGAAATTTGACTTTCCATTCTCTGCTGGATGACGTGAG . 

TAAACCTGAATCTTTGGAGT 

>451.1 

GAGCGGCCGCCCGGCAGGACAAATGAGTTTAGAAATGTTGTATAAGGCTG 

ATCTGGACCCAAACTAAAACAA 

>4 51.2 

GGi 1 1 1 i i IGTAGAAACCATGGTAAAAAGGGAAAAGAAACCTTTGACTGG 

CGGGGGCAGGGGGAATACAAAAAAAAAATCCCTTGATTTTTAAAATATAC 

TTGAATATCAAACTCAGAAAGAGTTATTTTTGTGAAAGAGGCAAAATTGG 

TCTTGAGCTGCTTCAGTCTATGTCTGAAGGTTTTACTGAAATTATGGTCC 

AGTTTTAGGAGAAAAATTCACAGAAAAGTCAGATTGTAGATTTTGAGAAG 

GAAACTCTGAGGTGGTGATTTTCTCCAAGGTCATGGTTATGAAGCTCAAT 

GAGGGCCTGAATTGCTTCTTCCACAGATCCCAATTGAATGAGCGCCATTT 

TGCGATCTTTCTGAAAGAATTTAAAAGCCTTCACTGAACATCCAGCTTCT 

ATGAAAAGGTTCTTCAGATCATCCACTGTAACAGAAGGGGGAATGTTGGA 
AAGA 

>452.1 

GCGGCCGCTAATGTTA GAAGT TAAGTTGGAACCTATATTGTAGAGGAACA 

AAAGCCAATCAGTGT CCTTT TTGTCTTTTTTTACATAAACTTTTACTACA 

AAAATTAATATATGGATTTTGAATTTCCAGTCAAACCAAATTGTAAAACT 

GTTTCATTTGGTTCTATATTATGTATACATAATTTATCTATTATATATTT 

ACATTAAAATATATGCATATATAATGGATTTAATTTCCTTTTGGCACCCC 

CATATCTAGAAGTCTCTTCATAAATTAATAAATAATCTAGGGCCAGCATT 

AT GTTTGC TAGACCTGGATTTGGCTCAATACTTAAAGTTAAAAGTTTriTPi 

TCmi 1 1 iCTTGGACTTGAAACTGCCTAGAGCGTCAGTCTCTCTGTTATT 

TTTTTCTATTTTCTTTTTCCCCCATCAGTCTTTTAGCCACTTGAAGCCAA 

AATTCTTAGTTTCTGTCCTAGTCGATAAGAGTAAAAGGGGAAGGAGGAAA 
A 

>453.1 

TGCGGCCCTTATCCCGGGTAACCTATACGTCTTTGAGGTCCCAACCCCGG 
>454.1 

CGCGGGGACCTTTCACGGGCGGGGGGAGCTGAGGCTCCTGCCGACATCTC 

TGATCCTTGCACCCTGGCAGGAAGCTGGTCGCGGGCACTATAACGGGAGG 

CCTCCACATATTCCAGAAAAGAAACCACTCTGCAGTGCCAGACTGGAAGA 

AGTAACGGTCACTCTGAAAACAGGGGGGGAGAGCTGCCTCCCTTTGAACC 

TCTCCCAGGACCAACTCTAACCCAGGGAGGGGAACTTGGTCGGTGCAAGC 

GGTGGCTTGGAGACAGAATCATCTAATGGAAAAGATACACTAGAAGGCGC 

TGGGGATACATCAGAGGAGAGGGATACTCACGCGGGCTCCGTGGATGAAG 

AGAATGGCCGACAGTTGGGCGAGGTAGAGCTGCAATGTGGG 

>455.1 

ACGCGGGGAGGATCTCTGTCTTTTGTTCCCTCACCTGTCTGCCTGTCTCC 

TCTCCTTTCCTGCCTGGGGGGACTGTCCAGAAGACATCATCGTCCAGTTC 

CTCTGCATTTGAACAGCTGATCCCCCACCCCTCAATACCGTTTAGAGCAG 

AAGCCAGCAATAACTAAACGGTCAGGGACAGATAGAAACTATTTTCGGCT 

TCATGGGCCACACAGCCTCATTGTAGCTTCTCAAATCTGCTGTTGTAGCA 

AGAAAGAAGCCATATACGCtGTGTAAACAAATGAATATGGCTGTGTGCCA 



GTTGTTTGACMCCCCTGAtCTAGAGTAAAAATtCCAAAC 
>456.1 



Page 62 of 111 



WO 01/42467 

545 

Table 3 



GCGGCCGAGGTACAACATGACATTTTTAACCAATCCAATCTAAAAATfiTri 

CCAGAAT(XACCTGTGGCCCGAATCGTGTTTGGTTCCTCTTTC 

CTGCAGATGACCAAACCTGTCCCGCTGCCACT^CCTCACTC^A^rrr 

??? AGGGCAAGGCCC ^^ 

GGCACCGGCTGGCTTGCCAMGGGmGGGTTTTATTGC^CTrTm 

I™^CATTCTATTGTAAATGMTGTGTO 

GGAGCATGCGGGGGMGAGAACTGACCCAGGTAATGAA 
>458.1 

^^^^^ 



TCAAACCCTGCATTTGAACCGACCAACATTAAGTCCA^AGiW^wjCTT^ 



>459.1 

^^^GTTGGTMCGGACCAGGGGTTTCTTACTGMGAGA^^'TT^T^r'r 
TCATCTTCGACCTCCTTCAGATCCTGAMCTGTATACAMGGAC/U^CftAr 
CAGAGCCAAGAGATCMTTGGGMCAMTCCCGGMG^ 

>460.1 

T^S^X A ^ A ^T A ^ G - A ^^ GG ^^G^^T^AGTTTATACATTGTCAATGACCTTCT 

TACCTGTTTGACCACTGCCTCAAATGTG^ 
>460.2 

TGATAAAAGTCACAGACAGAMTMGCTMGTCTC^ 
ACGCTGGTGGCMTTCACCATATA^ 

AGGMCGGCCOSGGATGTTGGACTTCACGGGCMGG^ 
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>462.1 

AGACMGCTCCmGTGCCTCTACGTGGAGAGGGCGTGG^^ATcAC 
ATTAAAAGATGGAGGATTTAAMMTAAAAAAAAAAAMAAAAAAAAAAG 

>463.1 
>463.2 

a^ggga^a^sSg^^^^^^^^^^^^^^^^^^^^^^^ 

>464.1 

l^iiiV^^ CCGCTGCCACCACCATGAAA GAGGGGCCACCACA 
TrTTTATTGCATACTCAGGGGMTMCTTATTATACMTGMCACTCCTC 

^^^^ GG ^ GGGGTGCAAGATGAGA G AA GTATCACCCCCA 

T G J GG J AGTGAGGG CTGAAAAAATTCCTGGCAAMCGTAGGGGGAGATTA 
AATCTCGGAATTGACAGCAAGTTTGGGGA vavaiaiatjAtjATTA 
>465.1 

>466.1 

>468.1 
>469.1 

G ™TCTTmTAGMCTM^^ 



TZJ^9 A S£ A I CAAGTGCAmAGGTGAC ATGTTTMGTTMCTTGACT 
^™" GGCTC ^^ 



CATCTAAACCC 
>470.t 
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GACAGAAGCCGAACCGGAAGTTGACAACCTTCTGGTTTCAGATGCCACCC 
CAGACGGTTTCCGTCTGTCCTGGACAGCTGATGAAGGGGTC7TCGACAAT 

TTTGTTCTCAAAATCAGAGATACCAAAAAGCAGTCTGAGCCACTGGAAAT 

AACCCTACTTGCCCCCGAACGT 

>471.1 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTAC 1 1 1 1 1 1 1 1 I I I I I I 1 1 1 1 1 

TGGGAAGACACAAAGATTCAGACCACAGCCTACAGGGAGAGAGGATTTCT 

GAGGATGGTGGTGCACTGTGAGTCCACGCAGGCCTCCTGGGCATAGGATG 

GAGCAATTCTATCTCACCTCAGGCCTAGCACAAAGGGCTTCAGTAAACCA 

^GAGTTTCCTTCATTAGGATTCCATCCCAGGATATCCAGAGGACAAGA 

GGCTGGCCAACTGCAGGATTAGCCTATGCTCCCGTGCTGGATATAGGCTA 

C^CGCAAGAGAAAGCTTGGGTGGGATCTCCTGATCCCGCGT 

CGGGCAGGTACTATGGGTGTAGTGTTACTATTACAGTTAATTCGTCCTTT 

GTGTGCGCTGATAAATGCAGTGAGGATTGGAGCACTGTCCACTGAGTCTC 

TGTGCAACAACTTATCGGTGTGGCAGGGGTTTCCGGTGTCTGGCTCTGAT 

CTTGGTCGCTGGATAGTCGTCTGTGTTTTTTCGGTGCCCAAGGCGACGGC 

TTTGGTATGGGTTCGTGGCGGGGTGGTTGGCCAAGTGCTGTCTAATAATT 

TCAGGAGAGGATACTTTGTTGCTGCTGCAGGATCAGCCATGGTAGATTAT 

GGTmTGAGAACCAGATGGGGCACACAATTTCTAGTGTGCCCATTTAAC 
AG 

>473.1 

ACCGCGGTGGCGGACGAGGTACAAAATAATTATAATGTATTAACTCATAC 

TGCCTGTCTTTTATAGGGGAAAAAAATAACCTTTTTTATTTTAAAGTTAT 

AA^TGGGTTACCTTTTAGTTGCTTGGATGACAGGGAATTAGCCTACCCC 

ATTTTGGTCTGGAACAGAAGACTTTCAAATTTAATATGGCCCAAGTGTCT 

TCCTACTTAAGTGCAAGATC 

>473.2 

TTCTCATTTTGAAAAGACATGCTTTTTCTTAAAGCAACAAAGGTGGTAGA 

GGAAATTTCTTAAACTTTCTCAACGAG 

>474.1 

^^®^^^J?®p^^®®^CGCGGGGGAGCTGAGCCGGTGGGTGAGCGG 

^?JP£^®^^^^®^CTGTGGGGGCTACGAGGAAAGATCTAATTATC 

^^ CTGCGACAG ^ C ^ ATGTGCCTGTCCCT GTGCACAGCCTTTGC 

CTTGAGCAAACCCACAGAAAAGAAGGACCGTGTACTTCTAAAATTGCACT 

TTATGTTTTGTAGGCTTGGAGCTTCTTGATTATGGGTTTTTTCGTTACAA 

AA IIS^ CMCAGMTC ^ TA CTTTGCATAMCATTATGGATGCTTTTTC 
TGTTTGT 

>475.1 

CGCG ^ GGCGACAGGGTTAC ATTGGTAAGGGTGACAGTTAGAAGGGGAAG 
T$5II^^ GAAATAGATGAGAGG1 ^ AGATCT GCACA^ 

ATGGAAGTCCAACTTTGCTCCTGGGTAGTTTAAAGGACGTAGTCCCATGT 
>476.1 

5 GC I AGACGCTAGGAACC ^ GCAGC1TA CAGTGACAGAGCTCCCATTCAC 

^GttACCMTCATCTCGATTTCJGGATCTCTAGGGAXTGAGTAGAGCT 

CCACCTGGATTCCCTTTTCCAGTTTCTTATGTCCACAAGTCACTGTGCAC 

AG ^r AAGAGTGTTCGTTCTCAAA ACTCACAGGGCTCAGGGTCAGCGTGGA 

^^Z^^^CT^CACCTTCCCGCTCAGAGGGCTGTCTATCTGG 

G ZI$I CCAGGAGAAAGATGGGGATTCACAGGGG ATGACACCTACATGTCA 

>477.1 

CGGCGGCCGCCCGGGCAGG TA C I 1 1 1 1 1 I I I 1 1 1 1 1 1 1 1 1 1 1 J 1 1 I I I I G 
S? A ^ A w5^?l A JJ AAAA ^ GA ^TnTTTMGTTTGAACTTTATTGGAAG 
9^^^??? ^^ ^^^^^ ^AQ^TAAAtGGGtMGAACCACA 
TATGGAATATAAAGCATTGATTTTTTAAAAACCACATAGTAGCACAGTGA 



Page 65 of 111 



W ° 01/42467 PCT/USOO/333,2 

548 

Table 3 

^^y»^ TTCTCCAGGGTCTTAGAGAA " rT CAAAGGGGCATC7TAGG 

TCTACTAGTCCACAGTTTACTGGTCAGGTGGCCCCAAC 
>478.1 

>479.1 

a^a^SSSa^gI ^ gaaggga catggaggcagaaaaaaaaaaaaX 

>481.1 

7tt^t G j G ^(^ttX^^ G A ^ G ^~^ G ^ G ^ CCAAG GTG AGG G CTG CAAGTG 
>482.1 

TTCTGAGCATGMCGCCCGCMGCCAA&VrerWCTTC/SG^^S&^5r 
^IZr$S^^^^^^^^^*^^^®^^^^CGTTOMCTftTOG^ 

>484.1 
>485.1 

o G IS A ?? TA ^ GmGGA ^ Gm CAATGMCTTGCATTTCrnTGTAAT 

TATCAT^GCTGGAMTTCATGTTGGATGCAAGTTTTTATTGAT^r^Art 
TTATTrTTTGGTTTATATGCAAAAMTGTTCA^GMT^ 
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AGAmTTGCTTGATATACTTCTATTTGCCACACATTTTTGTTGGCAAGA 
CGTTCGTATCGGCTGGTGATTCACTGGTCAAGAGCTCTCATTGGCCAGGA 

>486.1 

TGGCGGCCGCCCGGGCAGGTACGCGGGAGTGTGGATTGAACAGAAAATTG 

GAAATCATAGTCAMGGGCTTCCCTTGGTTCGCCACTCAT^A^^ 

SJ7^ CTGGGGTG11 ^ CTGC ^ A AAAATTTCAATTCTCGTGGTAACAAC 

r?ASAxZ^^^^ GGGTGAC ™ CCG ^ CTGA CAGCCATTGGGGAG 

GCAGATGCGGGTGTGGAGGTGTGGGCTGAAGGTAGTGACTGTTTGATTTT 

^^^™S TGTCAG ^ GTATCTG ^ GCmCTCAAT GATTCAGGG 

ATACAAATGGGCTTCTCTCATTCATTAAAAGAAAACGCGACATCTTTCTA 

A AfIZ CT ^ TGTGGGAAAATGACTGTCAATAAAAT GCGGGTTTCTGGGCCA 

AAAATTATAAATTTATGGAATATATAATACTAATAGAATAATGTT 
>487.1 

GG J AG I TGmmG " mcTA "n'ATTACTGTTTGACTTCTCCCCAGGGTT 
CAGTCCTCAAGGGGCCATCCTGTCCCACCATGCAGTGCCCCTAGCTTAGA 
^ G H?S2 TCAATTCCCCCTGGCCACCACCCC CCACTCTGTGCCTGACCTT 
^^I^^TQCA^GCTGTGAATTAGCTCACTTGGTGATATGTCC 

> 488.1 

G 1 'ILiLL 'TG 1 1 1 1 I I 1 1 1 GGTGCTTTATTTTCAATATTTGTCTTATTA 

A i A iriTi c ™ir™^^ 

A J A T AAA ^ AAACGAATG ^ A AATAGTT^^ 

™^ G ^ GTCCATATAATC ^ A ^ CCCCCCCAAA TATAATTTTATAC 

GAGAGA ^ CCTACAGCTATA ^ A TAACATAAMTACAGTTTAACTTTAAT 

GTGATGCTTAAACAAAGCAAAC 

M89.1 

9 G T GGGGGGGGAGGGAA ^CCTGGTGAAGCCCTTTGGGCGATTGGTGATCA 

^JL^C^CTTCACATTCCTGGAACCCACCCAGTMC^^ 

JIXoTL^^^^^^^^ AGAGGG ^^ GGAAAAG ^^ G TGCCCTCAAGTATT 

™ CGA Z A ^37 A C J CmA ^^ 

X^5Z^ G ^P AmC II A ^ CAGCmCAA ^GTATMCmAG 

CC ^Z G ^IJ nCAAAGA TTmGGAGAGTCAATTTrTCTTTTGTTCAT 
ACTTCTTTTTC 

>4 90.1 

^Z33J^J CCGAATCCACTGGGGAATGGGACGA "n^ 

T GGGGAGGAATGGG ^ AATGGT GAAAGTCTTGTGAGAAGACATGGCGAGC 
>492.1 

>492.2 

AAAATCTCTTGAAGAATTAAAATGACAGGCTAAAAATAAATATAA 
>493.1 

ACGC^GGGTGGCGGGGTTGGGTTGAGGGGGCTTTTTGGAAGTTTGTGGC 
^J G II?I GTGATAT6AGCAACAATGGACCA ^^ 

CACGTGCTTTTGAAGATGATGATATCACGCACGTTGAAGGAAGTGTAGAT 
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CCTATTCGAGATATAGAAATAATACATGAAGAGCTTCAGCTTAAAGATGA 
GGAAATGATTGGGCCCATTATAGATAAACTAGAAAAGGTGCCTGTGAGAG 
GAGGAGATAAAAAACTAAAACCTGAATATGATATAATGTGCAAAGTAAAA 
TCCTGGGTTATTAGATCAAAAGAAACCTGTTCGCTTCTATCATGATTGGA 

>494.1 

CGGTGGCGGCCGAGGTACTCATGGTTGCTGTAAATTAGGCAGCCGTTCTG 

CAGGGTTTTGCTTAGCCAGGCTCCTCTGAGATCTGGCTATTCTGTCTTGT 

GGATTTTCAGTCCCCGCGTACCTGCCCGGGCGGTTCGAGCGGTCGTCCGG 

TCAGGTACATATACATTATGTAATTAAAAAGCGTGCATGTTTATGTATTA 

AAAATAATTGGATTTAAACAAATATTATATATACATTATAACACCTAAAC 

GCATAGGCTGTTGTTATTCACAATAGTTATACCAATATTATTAATGA 
>495.1 

GATCTCAAGATCTGGACTTCTGTTGAAAAATTTTCCACGTGAGGTTTACT 

TATGTCTGTAAAGATGGGAAAAAAATACAAGAACATTGTTCTACTAAAAG 

GATTAGAGGTCATCAATGATTATCATTTTAGAATGGTTAAGTCCTTACTG 

AGCAACGATTTAAAACTTAATTTAAAAATGAGAGAAGAGTATGACAAAAT 

TCAGATTGCTGACTTGATGGAAGAAAAGTC 

>496.1 

^^^^9P TG ^ AGGCAC ^ CTCC ^ GAGAA GCCTGACAGTGTC 

G ™1^ CCTGCTGGC GCATGGTGAAAATTTCAGGGCAACAGTAAAGCA 

^I^AATTTCCCTTCTCCAAGCCCAAGCTTTTGCAGGTAACTGGAG 

CGCTTCCTCATTTGCATAATAGGCAGTTTCAATAACTGGGGACTTT 
>497.1 

G ^PJ C ^ CCGGGTGGCGGCCGAGGTACTGGGAGGG TCATAAGGCTGGCTG 

TTGAGGTGTATTGACTGTGAAAGCCCGCATGTGAACTCACAAAA 
>498.1 

AGA ^ GCG ^ CCAC ^ CAGCTG ACTGAAmAGGCAGTTCTGGCCACTTC 

AG JE GCGCACCCAGGGG TCCTGACCCATGGTATCTACGATGAGATCCAG 

CTGTCCATTATACACCGTCACGTTGATCCCT 

>499.1 

^^^^ AQQJACCTC ^GATQATUCTQQTATGACCTAQCAAA 
T AG « G J GG ^!^ AG ^ GAAA ^^ GAG TCTTGCAATCTGCnTTGGGTTCCCX 
A ^I AAG ^ GAAACATACTCA " n TTCCCATCACTGGACTTCCAGGTTG 

I^ c . A AVTT AACTGmcAAACAAGGTG G 

^ AG IT™^ GTATGTGGATC ^ CATCmAATAAA TATTACCAACATG 

^^^9 CCGACAATGTCAAGGACTGGCAAGAGTGG CACATGTGATGGG 

t^X^o^I9> S^^^^^^^^^^^^^A^^^^GQGGTCT 

TGGAGAAGCACTTAGTTATAGCAAGAATGTCTCATAA 

>500.1 

^ GGGG J GC C CTAAATGAGTGA GCCTMCCTCACATTTMmGCCGTTTG 

CGCCTCAACTTGCGCCCGCTTTTCCAG 

>501.1 

T G JT A ^ GCCTGGGGGTG CCTAATGAGTGGAGCTTAAACTTCACAATTAA 
ATTGCCG 

>503.1 

GCGGTGGCGGCCGAGGTA C I I 1 1 1 1 I 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 A TG AATTAT 

I^ A ^ C r TCTCAGAAAAGGATGCGCCTCCAG ^ AG 
GGATGTGG 

>504.1 

SSmSJKS^ CA0ATTMTTTGcemCTaCTCACTGC 

>506.1 

AC J£ G ^ 

GCCCGCTTGGAGTTCTGAGCCGATGGAAGAGTTCACTCATGTTTGCACCC 
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GCGGTGATGCGTGCTTTTCGCAAGAACAAGACTCTTGGCTATGGAGTCCr 
C^GTTGATGGATCCTGAGCTTGAAAAAMCTGAMGAGWA^fATC 

*^ T ^ CGAGGACCCAGGCC ^ GGG ^GATCCTGACCTTCnCAAGGA 

^AAATCGAGAAAGCCTTMGACTAAGACAAC^ 

TTTTCCI I M 1 1 I I 1 1 1 | | rAAATAAAAATATTATTMCTGGACCTCCTA 

SIwgqcta^ 
>507.1 

>509.1 

CGGCCGAGGTACACTCCCACGACCACGGCATGGTCTCTTTCATATGGCTC 
>510.1 

>514.1 

ACG J CCG ^ TC ^ AC CTTCAGTCTTCTCTGCCACCCAGTCATTTATATG 
CTTCCTGCACTCTTCAGTGTCTTCAGCAAAGGACMCTCCTCCAGC^ 

>515.1 

^AJ^CTCCTTTMGAGCTACATCCCCCT^ 

CGATGCACTCCTGCAGATMCGGTCATTTCCATTCTOGGAGAA^'nrrrc 
GAA^AACCCGGATGA<^CTATCTGGC^ 

>516.1 

S^SS^ TCCTATATCATTAAAAG " CAT * 

>517.1 

ACGCGGGTGTTGATCCAGTTCTTGCTTTTCAACGAGAAGGATTTGGACGT 
GGATTTCGTTAAAACACGAAAATCAAAAAGCATGGAT^AGTAGCTGAc2 

GGAGA(X^CAGnGCC^GGTGA(^GMTGGGGATA^ 
>518.1 
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>519.1 

ACCTTTGTCAGCAATTTTGACAGTCATTAATGTTTGTCATAATTTTAAAT 
AAAGTGTC 

>520.1 

ACTATGTTGAATAAATGTTTTTTTCCCTTTTAATTTTTCTGCTTCCCTAG 
TGCATAGAA 

>521.1 

CCGGGCAGGACGCGGGCGGCTCTTAGCGGTGGATCACTCGGCTCGTGCGT 

CGATGAAGAACGCAGCTAGCTGCGAGAATTAATGTGAATTGCAGGACACA 

H^I9. ATCGACACTTCGAACGCACTTGCGG CCCCGGGTTCCTCCCGGGG 

CTACCGCCTGTCTGAGCCGTCGCTTCCAAAAAAAAAAAA 

>522.1 

TTGGAGCTCCACGCGGTGGCGGCCGAGGTACACCTCCCCAAGCTCTCTTC 

CTCCGGCTCTAGCTATATAAGACGTGCCTGCTTCCCCTTCGCCTTCCACC 

AAGACTGTAAGTTTCCTGAGGCCTCCCCAGCTTCCTGCATGCTTCCTGTG 

CAGCCTGCAGAACTGTAAGTCAATTAAACCTCTTTTCTTTATAAATTACC 

CAG I CTCAGGTAGTTCTT CACAGCAATGTGAGAACAGACTAACAACAATC 

AACTCATGGCTTTAACACAAAAAAAATAGGTAAGTTCAAAATTAACATAT 

TACCACATCCAACTTCTTTATTCTTGAGAAAACAAAAAAGTCCAAAATCA 

^ G ™ GCACCCG " mAAACCCTCATATCTTTG TCAGGGCTCACTGCA 

GTCTGGCCATATCTCAAGCAGGTCT 

>523.1 

ACGCGGGGGAGTGAGAGGGAACGAGAGTAAGAGAAAGAAAGAAGTGAGGG 
GA y G I AAACTCGAATAAA ' nTCAAAGTGCCTGGGAGGG ATGCAACGGGCA 
A ^ AA , C J G ^ CTG ^ CAGGCTTCAGATTGTAAG TGACGATCTGAGGAAAAA 
I G ^ GG J TOTGTGAT ^ GCTA ^ 

CTTAGGGACGGACAAAGAGCTGAGTGATTTACTGGATTTCAGTGCGATGT 

TTTCACCTCCTGTGAGCAGTGGGAAAAATGGACCAACTTCTTTGGCAAGT 

GGACATTTTACTGGCTCAAATGTAGAAGAGAGAAGTAGCTCAGGGTCCTG 

GGGGAATGGAGGACATCCAAGCCCGTCCA 

>524.1 

H^^ G T CCACGCGGTGGCGGCCGAGG TACGCGGGGCTCTTGAGGAGTG 
AGAC I GCAGGAGATGTGGGG CGTGCCAAAGAGATGGATGAGACTGTTGCT 

GAG ZT~T CAAGAGGACC ^^ 

^£™AAGGCCTGGGATTTTTTGTCTGAAAATCAACTGCAGACTGTAA 

^I37PP GACAGAGAAAGGAATCTGTAGTTGAG CACTTGATCCATCTGTGT 

GAGGAAAAGCGTGCAAGTATCAGTGATGCTGCCCT 

>526.1 

l^^ A ^J^^ TTJJ ^OTCACTGGGTTrTTCATAGATCGA 
.G^CAT^TAAGCAGCATCATGGAGGTAAGTTTTTGACCTTGAGAAAATGTT 

^?T^ TATGTGGAGAACA ^ GACAGAGTAAG ATTTTTm 

^ G ,^^ CAGGGATGGCCATAmCTGACGG TCTACAGAGAGGGCAM 

GG ^ G I GCGAGTAT ^ 

AGC ™ GAAGG ^ 

GCTGAGGAGAGAAAATGAACCACTCTTTT 
>527.1 

A ^J?^^ G I GAGGG ^ GG ^ G ^ GAAGGA ^ GG ^ GGGG ^ G ATGGGGTTGGCA 
TT^^I^^CQ^QTCCCCTGCTCCGTCTTCCAGAGCGCTTTGTG 
A ^ G JT C I9^ AAATAAGAAGAAGG ACACACATTGTGTCAGGTCACGAAGAT 
GA TT GAG JQ^ ATATGCTGAAGG "nTTTCCACTATTCA 

G J AA ^ G J7 C H CAATATAACCC ^ 

G ^^^ G ^P^ GGGGA TCTTTTCCTTGATCTGAGACAGTCTGATCAGTTT 
>529.1 

CTCCCCGCGGTGGTCGGCCGAGGTACATTGTATACTGCAGTGTCGTCTAC 
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ATGGCATTGGACAGGACATAATGTAAAACATAAAAGTGCAATTGTTACAC 

TrACATATGATAGTGAATGGCAACGTGACCMTTTTTGGTCTCAAGTTAA 

AATACCAAAAACTAmCAGTGTCTACTGGATTTATGTCTATATGACAAA 
>530.1 

r^^?J C0ACG0GGTGGCQGCCG ^ GGTAC ^G^CCCATT7GGATT 
^TI^S^SSIH A ^^^^^^^^ AT ^CT" ATGAACCCTTCC 
^5?I GCTG ^ CAAGGCCCTGAA GAATTTGCAGAGGGGTTAGTGATTGGA 
G J GAG ^ GCGTC S GG ^ 

IS™^ C ?^ CTG ^ GGGAAAGG ^ GGCAGCAA "^ACAATGGACA 

AGGAATATCAGCAAAAAAAAAAAAAAAAAAAAAAAAAGTACCTGCCC 
^531 . 1 

CTCTT CTGATMT ^ TCACTGGAGMC ^ MGCGMTMCAGCAGGTCT 
>532.1 

T A ^ C ^7 G 7A GAAGAG TGGTTTGTTCATTTGACATTGGGACGTGCACCA 
A I^ A ™£ AAAAATC ^^ 

JiSX ^^T^^^AAAQCAGAMACCCCAMAAACAAAAACAA 

GG ^ AAAGAAAATAGA TGTCMCAGTCAGTTAAATATTTTGACCTGACA 

^I^^ TACAAATAGTGA1 ^ CACTACA T A TAAAGGAATCTGTTACATGT 

GGTAAAACTTCCAGAAACCAAGTAGGAAGTGTGGAATAAAAACAATAAAT 

TCAAACGCAGCCCCAGGCTGGGCCTGTTTTTCATG /WWX ^ AAFAAAT 

>534.1 

£™ AG £ GAA ^ 

CC I A ^ A ^I GAAGCCTGATTAG TGGAGTGACAAACTATTGAAAGAAGCAG 

CG J3 G J GAAATGAGGGATCTC ^ GAGAAA ^ AAAGA TCACTATTTGGAT 
I^Il l C . A II C ^ CCAAGGmcCAAAAGTCTGA1 ^ G 'n"ACTCGAGCCTTC 

>538.1 

GGGGG ^^ GG ^ GAG TGGACTGGATGGCACATGATCCAGM 

g^f^^IIC^QQ^CCCACCAACTCATTCTAATCAGCGATCA 
t/TCa I I I I AATTTC I 1 1 1 I I 

>538.2 

C ^ GA J GAGGCCTACCT ^^ G GCATATTAAGAAAGTTQTCTCAAGTAT 
^ AG 1 G T™ CA ^ ACTATAG ™ 

>538.3 

A , C ^ GAGA ^ G ^ mACTCT ^ 

CATGGAGGTTTCATATACACCACTTAC 

>539.1 

AGA ^^?J£ AGACA ^ 

GC ^ G CTG G CTCGTGGn^GGTTTTGCTCCC^ 

^^7.J7 C I ATTGAI 1 1 1 1 1 1 1 CTTGGTTTCTGGATAAACCACCCTCTG 

GGGACAGGATMTAAMCATGTMTATTTTTAAGAAGGAAAAAAAAAAAA 

AAAAAAAAAGGGCCCCGGGCCCTCTAAAAATAGAGGGTCCCC 
>540.1 

J A ^lSn3E GCTGQTGGAGGG1 ^GTCTCMTTTTGGTGGCTGCTGAC 

TGATCAGCGTGGTGGTTGCTGMGGTTGGAGTGGTTGTGG " 
>541.1 
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CACCGCGGCGGCGGCCTGATGTAC I 1 1 1 I 1 1 1 1 1 1 1 1 | || 1 1 IGTTAAAA 
GACACMGTAGjreATATATCMCATCTGTTTAACTCGTGACCGTTl^lT 
^CAACTTCTTTTTrCTTTrCAGTGCmCTTCTTCCArrACCmTC 
CTGATTTCCACTTTCAGTTTCCATTCGTTCGCTATCTTCTGGTAGCCACA 

>542.1 

GC ™ G A mGGAGGCTGGCAT GTTCACCAGAGCCTGGGGCCCTGTATC 

CAACTCACGCCCAGCTCATGCCCTTTTTTGCCTGGACATGTGCTATTTTT 
>543.1 

GACA ^ CCATGCACGCAAAACAAA ^GCMTMTGTGATAAGTTCTTTAA 

CCTCCCTATGCCCAGTGTGCCCCTTCCGCTGTCMTGCCAT 
>544.1 

J G S GG £ CG A G ^^ 

^^^CTAAAATTrTACCMCTTTGATTTGTCTGGTTAGGATATTTT 

^J^™ G ^ TATGC ^ AA ^ CGGATCAATTA CTGCAGTAAATCTCAT 

CCCTAAGCATGAMTGTTGTCMCAMTACCCAGTTCCATTTAG1TATCA 

I^I^^CT^TCCCCTCCAACACCTAAGGCAATGCATTTCACAT 

AAAGACGGAAGGCATCTAAAGAACAGTTCCCATCATGCCACAGCTGAGAA 
>545.1 

TGmCCTGTGTGAAATTTGTTATCCGCTTCACAAATTCCACACAACATT 
>546.1 

GAGGGMGCAGGGTAGGTGGAGGTGTGAMGG(^GAW3G(GCCTCA'^T , A 

GGGTGGCTGGACCTGCA(XAGCATCGGCCTGC7TGWGTC 

TTGCCXJAGGCTGAGTATCAAGAGAAGCAAGAMTCTAGATAAAAATC^A^ 

^ATCA^^^^^^^^^^^^^^^^^^^^^^^^^^^^^ 
>547.1 

G AAGGG ^ GA ^ GA ^^ AAAA ^ AA ^CAAA/?rCC^ ^^^^^^^^^ 

. >548. 1 

AGTTCTGTGACCTGCTCTGGCAAATTAATCAAACCCAAGAAGGGGGTTOT 
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GGGAACCCCAATTTATAGCTATTCAGTCAGAAAAAAACAGGTTAGACAAT 

CTGGGGCTTGCGACTGGCATTGGAAGTGGGGGACAGTTGTGCGGGGCTCA 

GCCTTCAACCTGTGGGATCTGACGCTATCTCTGGGTAGATGAAGTAGAAT 

TGAACTGGGGGACACCCAGCTGGTGTCCACTGCAGAATGAATTGCTTGCT 

TGATGTCTAGGGAGGCCGCAGAATTATAGCAGGAGGTGAAAAGCACTTCT 

TATTAGCAGTGGCAAGAGAAAATGAGAAGGAGCAAAAGCTGAAACTCCTG 

ATAAACCAATCAGATCTCATGAGGCTCATTAACTATAACAAGAATAGCAT 
GGGAAAGACT 

>549.1 

TGGAAACGCTGCAACGATTGTCGAGTCGTATAGCGTCTATGTACATATAG 
CAT 

>549.2 

ATAGTCATTGGTGTAGAGATAGAAAATGCTTCGTACATGTCAATGGGAGA 

ATGGGTGGTACCACTACACCGGAACTATCCCTAAGTCCATCCGCCTGGGG 

CGAAAGGAAGGAAAAAAAGA 

>550.1 

CTGTGGAGAACCTACGCACTGCACGCCATGCCTGTTTCCTACTCAAGCCT 
CAAGACTTCTACCTTGATCTGCTTGCCTTCCTTGACCATCTACCTAGAAC 

TAACCGAGTCCCAGCTCCCAACCTGGCATGAGCTTGGACAGGGTGGACCG 

CCACCCTGCCTGAACCATGGAGACAGCC 

>551.1 

GGCGGCCGAGGTACATTAGCAAAAACAGTGGACTTTGTGACCTTGAAAAA 

GTCATTTAACATCTCTGAACCCTACTTTCTAAGTCTCTACAAGTAATATA 

TAGTGGGTGAGGTGTTCTTTCTTTGTTCTGTTACTCGGATGTGAAACTCT 

CCTTTTGTAGATGAAACCATTGCGTAAGTAATATAAAGACTTTTCCCTGT 

AGTTATCTTACAGACTGGAGAGAGTGCTAGTGAATGCTTTTGTCTTCAAT 

GCCCATCTCTTGGAAATATTGAAGGTGGAGTAGCAACCGGGCATTATATT 

ATCTCTTGGAAAAGGACCTCAGCAATGGAGAATATCCCCATCATCACAAC 

TGTCATCACTCTGCCGCACGTGATTGTGGAGAATATCCCTCTCCATGTGA 

ATGCAGAATGAGATTCATTTACAAAACGAA 

>552.1 

TGGCCGGCCGCCCGGGCAGGTACTACAATGATTCTGAAGCACAGTGTATT 

CAGACAGATACAGTGAACCAAGTGCAATATGTAAGGATGAAAGAAGAAGA 

GATGACAAAGAAATCCAAGTAAATGCCTTGTCTTTGCAMTGTTTTTATA 

TTAAATCATAAGGGAAGGGAACTACTGCCTTAAATGTTATCAAAAGAGTT 

TTCTAACAAGGTTAATACCTTAGTTCTTAACA I I 1 1 1 1 1 I CTTTATGTGT 

AGTGTTTTCATGCTACCTTGGTAGGAAACTTATTTACAAACCATATTAAA 

AGGCTAATTTAAATATAAATAATATAAAGTGCTCTGAATAAAGCAGAAAT 

A I^J ACAG ^ CA ^ CCACAGAMGGCATT CCAAACCACCCAAATGACCA 

AGG ? A J^ TATAGTA ^ GGAGGMTCAGGGG TTTGGAAGGAGTACGGAGG 

AAGAATGAAGGAAAATGCAACCAGCATGATTATA 

>553.1 

X9 G ^ G i^ GGAGG ^ AGGGA ^ G ^ G ^GCCCATCACCGCTGGAATTTTGATGAC 
C I^ G ,? A ^ GATCTGGGACTATCTGAAACTAGTG AGMmACACCAA 
ACCCAAAGGCCAGTTACCAGATTACACATCCCCAGTGGTGCTTCCTTACT 
^ G ^ C ^ G £ CGCCCCGGCAGGGAC ^ CACACCAAA CACTAGCTCAAGCAC 

^ AC ^ GATAAAGGAAAACAACCCAAATCCAGGAGGCAA TATAAAAGGAAGA 

« A ^2 A ^ CACACA ^ CATACACTCACAC ^ AAAAA TAGGGGAAGACCAA 

CAGGGGAACTTTCGTTCTCTTCTGGATGTCTACTTAAAAATCCCATGTGG 

>554.1 

I?^™^SS^^ GTACTCTTG AG ATTG CTTTAAATTTTGTATTG AAACAAC 

AA ™ CA £^9 ACTGT ^ 

TG^TCGTmAAAGAATCAGTTCAGT^^^ 

TCCTGTGCTCTACAATAGCTTAGTGCAATGTGCACTTCTGTTTTACTTGC 
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CATTTTCCTGCTCTGTTTTCTCTGTGACATGAAGCAACAGAAACTGAGAT 

CAAAGTTAAGATTATATCCTGTTTGTAGTATCAGATATTTTTCTGTGTAC 

ATTTACATTCAAGTTGATAACACTGGTGGTTTCATTTCAATACAAATTAT 

GCTAGAGAACTGACATTTTCAGACATGGTCATATATATGCTATTTGAATT 

CCTTTATCTTGATACAGATCTTGATTGTGAATCTCTGATGATAGATGTGC 

AGCTAATTTGTCCCGAAACTCATGAAGAT 

>555.1 

TGGCGGCCGCCCGGGCAGGTACAAGACCATGACACGCCCAAAACACTTCC 

TGCAGATGTTGTCGTTGGAAAACTGTCGTCTTACAGAAGCCAGTTGCAAG 

GACCTTGCTGCTGTCTTGGTTGTCAGCAAGAAGCTGACACACCTGTGCTT 

GGCCAAAAACCCCATTGGGGATACAGGGGTGAAGTTTCTGTGTGAGGGCT 

TGAGTTACCCTGATTGTAAACTGCAGACCTTGGTGTTACAGCAATGCAGC 

ATAACCAAGCTTGGCTGTAGATATCTCTCAGAGGCGCTCCAAGAAGCCTG 

CAGCCTCACAAACCTGGACTTGAGTATCAACCAGATAGCTCGTGGATTGT 

GGATTCTCTGTCAGGCATTAGAGAATCCAAACTGTAACCTAAAACACCTA 

CGGTTGAAGACCTATGAAACTAATTTGGAAATC 

>556.1 

TGGCGGCCGAGGTACGCGGGGGGGGAGTGGCACTCGCAGCTGCAGCAAAT 

CTCAAAATAAAGAGGCAACGGCCTTTCTCTTCCTCTCCATCTCTCTATAG 

CACACCTTTTATTTCTTTTCTTCTTTTTTTAAGCCTCACGMAGATTTTA 

CTTGTAGATCAACTTTCAAAATGTAGGAAGTCAGAATGGGTGACATCATC 

AGAAAAATATGTGGAGCTGATCACAAGAAGTGAAGAACCCAGAGCACGAA 

^?S5F GTGACTCCTGGGCCCAGGGAGTTGACA GCGTCTGGGCTTCAGA 

GGAGCCAGCGCCTCCGAGTTGTCTTGAAGTGAGGCTCTGCTGTAGTCCTG 

TTCTTCTGGCTCTAAGATCTGAATGTTGTGACCACTAATTTGCTCTTTCC 

TGGAGGGTAACCCCAGTTTGGTCCACAAGGCTTGCTGCCCAATCTTTTGC 
AACAGTTGAACCA 

>557.1 

G I CGGGGTGGCGGCCGAGGT ACTGGATGTCAGGTCTGCGAAACTTCTTAG 

tX^^™ A ^ TCCATAAACCACACTATCACCTC ^ 

TCTACTGTGGGGACAACTGGAGTGAAAACTTCGGTTGCTGGCAGGTCCGT 

GGGAAAATCAGTGACCAGTTCATCAGATTCATCAGAATGGTGAGACTCAT 

CAGACTGGTGAGAATCATCAGTGTCATCTACA 

>557.2 

^P G Pi 3GGGAGCGGGCCCTACCGTGTGCGGAG AAAGAGGAGGCGCTTGC 
G E GAGCTTGTGGGAAATCCG GAA GA TGGCCAAAGACAACTCAACTGTTC 

^®^9P aqgg ^ 6ct ^ t1ttog ^ t <2™ttattgggttggtg 
gcctctacccactgcttgaagc 

>559.1 

I GGCGGGC ^ CCGGGCAGGTACGCGGGQGG TGCCTGGCT^ 

™ G .5TI C J^ ACAGTAGT ^ GCGTAGGCC ^ A GGTGGGTTCGTGCGCCT 

I C Z^ C 2 TCGCTG ^ CGG '^ CCTGGCTCGT CG6a)CTmCTCCCCTG 

TTGCAGCTGGGAGCGGACGAAGCGCGAAGCTGGGATTTT7TACTGTCTCC 

TGAAGAATTTAACACAAACATGGATATCAGACCAAATCATACAATTTATA 

I CA ^ GA ^I ATGAATGACAAAATTA AAAAGGAAGAATTGAAGAGATCCCTA 

TATGCCCTGTTTTCTCAATTTGGTCATGTGGTGGACATTGTGGCTTTAAA 
>560.1 

C ^? GG I GGCGGCCGAGGTAC ' " I " I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I G ATCG 
5 CAAGCGACGC ^ AGACAGGCGTAGCGG CGGGAGGAACCCGGGGCCGCAA 

>561.1 ...... 

C ^I G >^ CGGGCGAGGtACCATGTGGG ^^ 

TTTCAAGATATACCCAAATTCCCAGTTCCAGCCCGTGTCATTAAAACTCC 
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>563.1 

cccSgg^^ 

>564.1 

J?f^I^ GGA T^ ACTACTGCCAACACACACAT GCACGCATGCACAC 
A ^S^ CACAGATGTATGCACGCACACACACTCT CACTCCTAGACTGCTM 
AAG C AAA AA AAAAAAA AAAAAAA AAA AA AAGTCCC 
>565.1 

? C r CAG ^ C - G ^5F ATGAAAGTACCAAGAA GTGGGAAGCGGGGTGAGCTG 

A^^ 
>566.1 



^^ GGAGTGAGGGCAGAGGAA GCTGGAGCGAGGGTG^ 
^. G ^ CTGCTGGCACCATGGACCCAG AGAGCAGTATCTTTATTGAGGATfi 

Stc mCMGGAAAAAGTGAGCACACAG 

>568.1 

G ]I GG ^ GGGCmAACCCGAGG ACCCCTCCCCCCGCGTACGCTGGATA 

TGCCC^CTTTTn DCCGAATGCTGTCAGCTTCAGGAA TCCCCGCGTACC 
>569.1 

G 2 G , A ^^ c J£r^^ 

AAGGTCAAGTTGTTGAGACAGCTACTTTATTCTTGGGATGACTG 
>571.1 

g , G tS aa ^ g ^^^^^^^^^^ g ^ aggggaggg tggtccttgggtgttgc^ 

AGTTGATTGATGACTGGGAGCCAMGTGGCATmcmGACCTAA^ 
>572.1 

AGTC^CTATTGTCATTAMCACTGATAAAACITTATC T ^ 
>573.1 

AA^GAAAACACAAAAGCGCAAGCCGGACACACACACAGGACAGCGA^ 
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>576.1 

TTGGAGCTCCCCGCGGTGGCGGCCGAGGTACGCGGGGTAGGAGCCTCTCT 

CCCTACTGCTGCTACACAAGACCCTGAGACTGACCTGCAGGACGAAACCA 

TGAAGAGCCTGATCCTTCTTGCCATCC 

>577.1 

ACAGAGACCTCCTTACTTACCCCCCTTCTCCTTCGGCTGGAGCTCGGCGA 

GCGAGAGGCGGCGCTGGCGTTGGAGAGCGACGGCGGCCCCCGCGTAAGCA 

GTGGTAACAACGCAGAGTAACGCGGGAATGAAGAATCTTAGGCGGGTGCA 

CCCAGTTTCCACCATGATTAAGGGTCTTTACGGAATAAAGGATGATGTCT 

TCCTTAGTGTTCCTTGCATTTTGGGACAGAATGGAATCTCAGACCTTGTG 

AAGGTGACTCTGACTTCTGAGGAAGAGGCCCGTTTGAAGAAGAGTGCAGA 

TACACTTTGGGGGATCCAAAAGGAGCTGCAATTTTAAAGTCTTCTGATGT 

CATATCATTTCACTGTCTAGGCTACAAC 

>578.1 

TTGGAGCTCCACGCGGTGGCCCGCCCGGGCAGGTACCTCACAACGAGTTC 

AGTCAGTAGCAGAAGGATCTTCTCTCTTGTTCCTGATGATTTCAAGGTCC 

TCACAGTCCTGATAATCTGGTTCTTCCCGAAACTCCCAAATATCTATGGA 

^?PJ G ^ CTAGC ' mTGCACAGGGAACCA G T GGACAGAGGTATCATTAA 

ACATGTCCATGTATTGCGAAGTCTGAGGAAACTCAAGCTCCTCCAGTCCT 

T^AAMTCTTTGCAATGTAGGGATAATTTTTCTGCAGAATCCTTGCCAA 

CAACCTCTCCTCAAGTCCTTTGAAACTGTTCCCAATGATGACCATCTTAG 

AAAGGGCATCTACTGACCAGTTACTCCATAAAAGATTGTTGTACCTCGGC 
CGCTCTAG 

>579.1 

GG J GGGGG ^ 

I^tPJ^JE!^^ GGAG ^ G G A ^GTGGGTTGGCAGGAGGAAGAATGAG 

TCTACTT TGGAGACAATTAAGTCATGGTA C I I I H I I I H H 1 1 I I i i i i 

TTrnTTGGCTACATAGACATCTTTCTCATGTATTGTTACTAGAACAACT 

TGTATAGGGTTTTATGGTTTGGGGAAAACATTTTTAAAAAATGGACTTAT 

CTCTATTATACAGAGTTATAATATAAAAATGATTTAAAGGCTATATTTTT 

CAGCA I GTAGGTAGCTACA CTGTMTCCTGTTGMGAMCTrTCCTATTT 

AAGCTTATAGGATGAAAATATATAATTAAAGTCTTCTGATCATAGCTT 
>580.1 

A ^I CCAAATGC ^ CCCTGGTCTTGATGAT CTCTrCCAGAGTCGATCTG 
^I GG ^r^ CTGCACCCTCCCC ^ CmG TCTTTGMTGGMTTAAAC 
CCAATTTGGAA ACAAC ATTGACCCAGTCAAAAGCTTCTAATGGTTTnTTT 
TTCTTCCTCCAGTTTTAGmGCTTTTATTAAAAAAAGAAAATAGTGCAT 

TCAAAGCACAAATACTTTGGAGGGGAATGCGTTGAACTGGGGCAAGT 
>581.1 

>582. 1 

ttttagagatgagctcaccgcggtggcggccgaggtaccaaattgtaaaa 
It9I g ^ a ^ ggg ^ gagga ^ gg ^ g ^ gag ^ ga ^^ a ^ a taaataccagaac 

C ™^ GGA J g ^ 

^5^1^93^ aaggg ^ a ^ gaggggggaggggagaa agcataagaat 
tcttttgggattacactgacatcmtaatttttatcactatcttccatta 
cactattgtgcacattaagccaattttctgatcatcaca ,W/A1TA 

>583.1 

^ A ^ ACA ^ GCTTTCAI 1,11111 'Caaatccgacatctactccaactacat 
ga ^ a . c 3 a ^ gtgc ^ gctgtgtgggotcca ggggagatgaaatggta 

SqSSSScS? ™ cggc T9 gg cctttgggatccacagctaagaact 

>584.1 
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^«^^ GGTGG1 ^ ACAGTCCCT GCATTAACCTCTAATTCmCTAC 
G J GG £ G ^ G ™^ 

>585.1 

I AG I AGCTGGGG ^ CCAAACACA GCTGGACTCAATATATGGGGAAGGTAA 
?J G J GG J C ;^ 

>587.1 

^^ GC J^ CCGCGGTGGCGCG ^ CGGGTACA GCTTTAMGCATCATM 

G ^ G J G J AG ^ AA ^GCTAAAAAAATTCAAAGTGTTGAGAATCCTCCT 
G ^ C J TCTGGGATTTrr ATTTTAATCATCTCCTCCACAGAGAACAAGCAG 

>588.1 
>589.1 

>591.1 

Il^5 C I GCACGCGGTGGCGG TCGCCCGGCAGGTACTCAGGTTTTATCT 

a ^^o^^TZr^IX^ II GG ? AG AG CTG AGTCTC ATG G CCACCCTTAG C 
AGGAGTTGGGGAGGTATTTTTAACMGGCACATTATCATCTCCCCCArrr 

T A ^°I GTAGCTAnAATGTCAGGT ^ GAAA TTTACTGACCTG^^^ 

ISag TGCWGTCMGTGAGMGCA ^ 



>592.1 



C ^£^ A ^^ GGTGAGAAGn ^^ 



caaaggagt 

>593.1 

G^GAMCACTGOcecCTCTACCAC^/^S^^bgSA 
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>594.1 

^™^^ TGGATGAC ^ G ^ GATGC ^ AC ^ CACA GAMTTCGAAAT 
TTCATTGGGAACAGCAACCATGGCAGCCAATCTCCCAGGAATGTGGAGGA 

>594.2 

I I I I I 1 1 1 1 I 1 1 1 1 I 1 1 1 1 1 1 AAGGAGCTTTTATTGTTTTAGTAATCTTA 
A ^I AA P^ AAAATAAGAGAGGGGAAATG ACATCTGGAGATCTAGGTATG 
Z™ C ^ A ^ GCAA ^ GAGCACA ^ C ^ GG GTCTGTTTCTCTATCTCTAA 
^ G tA G J C J C ^ ACCCCAGCTCAAAATACGACACTA ^^ 

r CA Tr AG A C T^ GAA ^ G J GCTCTGTAGTC ^ ATGA ^ 
CTGTCCAATAGAACTTTCTGTGATGATGAAAAGATTCTACTTTTGA 
> 595.1 

I^?g9^J^C^CCGCCCGGGCAGGACATGGCCACCAAGTAAGAATGGT 
rA G A GA /? AA /? AGGG ^ AAAAGAGGAAGG ^ AA ^ G ^^^GCACCTGA 
CAAATAGAAAGAATAAAGGATCAAAATTGAAGGCA 
>596.1 

GG i^ GGGGGCG ^ 

AG JI C ^ AAAAGCAC ^ GAAA ^ ATATA1TTAAC CTGAAAAAAAGTTGC 

1^J7?P™I at ^ tgj ^ t ^ctttaacttgcttaacccagctat 

^? GA ^ CAGTGTAGTGGGGCAAAA TGTTCAAAAGAAAAATCATCCAGT 
GGA CGTAGATGGGCACCMGAAGCTMGCTTCCCTGGCGCCTAC 

CAC ' ' i' LL'' '^1' ' 1 1 1 1 1 1 " 1 1 GAGTTACTCTGATGTTTATTTTA 

^P^^^^^^^T^^^CATCAGAAGGGCACCATATATACATCTA 

>598.1 

AAA 5 G ^ G _9J^ GGG ^ G ^ GAAAA ^ A GGCTCTCCTGGCCCACGGCTGACTGTC 
CCCAGCCTGATCCTCTCTGATMTCTGCGGCAAGTGCGGTACAG^ACCT 

>599.1 

9^^^^ ggagga ^ g ^ gg ^gtggacttcacttggg^Sg 

AGTGGCMCTOJTGGGaSCTGCTCAGMGGAC^TGTACCG^ 

ATG A GM^SS 
>600.1 

I GGG ^ AGGTGACCAATGG CCGCAGGCTCCATGGCGGCTGGC7TCTTCCA 
CCCAATGCAGAGGGTGACGCCTCCTCGTGGCATGGCCAGCGTGGGGCCCC 
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AGAGCTATGGAGGTGGCATGCGACCCCCACCCAACTCCCTCGCCGGCCCA 

GGCCTGCCTGCCATGAACATGGGCCCAGGAGTTCGTGGCCCGTGGGCCAG 

CCCCAGTGGAAACTTCGATCCCCTACTGCTTCTCATCCCCCGGCAGCTAC 

^^S CCCCAGGAGGGAGGTGGGCCCCCT GGAACACCCATCATGCCTA 
GCCCTGGAGATTC 

>601.1 

AATCTGAMGTCAGAGGTGATTATTGATAGTACTTTTGTATTTTGATATG 
GACAGTTTATTCATTTGCATACAGTTATTGACTTTTTCCCAGCTGATTAA 
AAGATAGTCAAGAAATTCTGCAATATAGCTGCCAAAATAGACAGCTACAT 
TTTTATGATATTGTCATCTTTTCTG 

>601.2 

TTTTTTTTTCTTTTTTTTCTTTAGCTATTTTACTTAAGCATAATAGCCAC 
AATAGGACATATAAAAGATTATAAATACAGAGCTTTATTATCTTGACGTC 

TTGGGTCTTTTAAGTATATACTTTTCTGAAAGGTATCCATTTTGT 
>602.1 

CATCTGCGTGGGCGGCCAAGATCGGAGCAGCGACGCTGCGGGCTACCCCC 

ATGCCACCCATGACCTGTAGGGACCACCTCTAGATGCCTACTCGACTCAA 

GGACAACACACCATGTCTCCGCTCGATCTGGCCAAGCTGAACCAGGTGGC 

AAGACAACAGTCTCACTTTGCCATGACGCACGGCGGGACCGGATTCGCCG 

GAATTGACTCCAGCTCTCCAGAGGTGAAAGGCTATTGGGCAAGTTTTGGA 

TGCATCTACTCAAACCACCCATGAACTCACCATTTCCAAAAAACTTAATT 

GGCTGCATAAATCGGGCGCCAAG 

>603.1 

CG J? GGGGA/ ^^ ACCTG TCTTGACTGCCATGTGTTCATCATCTTAAG 

TATTGTAAGCTGCTATGTATGGATTTAAACCGTAATCATATCTTTTrCCT 

ATCTATCTGAGGCACTGGTGGAATAAAAAACCTGTATATTTTACTTTGTT 

GCAGATAGTCTTGCCGCATCTTGGCAAGTTGCAGAGATGGTGGAGCTAGA 

AAAAAAAAAAAAAAAAGCCCTTTTCAGTTTGTGCACTGTGTATGGTCCGT 

G Z AGA IIS ATGCAGAA1 ^ CTG ^ TG ^ TG ^G"nTAGACCGAGAA 

TCATACCGGGTAAAGCAGGAAATGACAAAGCTTGCTTTTTCTGGTATGTT 

TCTAGGATGTATTGTG ACTTTTAACTGTTATATTA 

>603.2 

ATTGCCAATATTAAGTAAATATAGGATTATAATATTGTATAGGGGTTTTC 

ACAAAGCTTTAGACCCTTTTA 

>604.1 

GCGTCCGAGACMTACAMGTTACATTTTTGGACCATATTAAAACTGCAA 

GAAGACAGGGGTCTTACTGAAGATCTTTTAGAAAACTTAAATCCTGTCAC 

AGGATATTTAGACATGTGTAGMTGTAGCTCMTTTTTTAAAAAGTAACT 

GACCTAGAGGGTGAAAGTTGAAACTGACACATTTTCAAATTAAGATTATG 

G IE A irTL GTMCAGA ^ G AATG TTTAAACACAAGCAGATCTGTTGTA 

TGTMTA AGTMCACAGA GTTTTTTAAAACAAATTTAATTATTTAGCTTT 

aIIa^IUI^L 1 ' ' 1 1 ' CCTTCCGAACCTGGAGTTATCATAATTATAA 

AACAGCAGTTTTCACACCAGAATTAGCAGTGCCCT 

>605.1 

™I CGCCGCGGTGGCGGCCGAGGTACC CAAATACCACTTCAGGAAATCT 

GGCCAGATCACCTGAATCCAAATGTTCTATTAATTCAATACACGTTATCA 

AG J« A ^ TCCAAGCAAACGAGAGTCTCTCTCCAG AACGGAGCCATGATAC 

AGGAGCTAACGAATCCCCTCTCCATCGTAATTTATCCTCATTAATATCTA 
oI™$^ CAAnCAATGCATGGA ^ GACmAGG AGCCTTAAGAGT 

CACTAAATTTTTAACGAACTGGT 

>606.1 . 



I A I AA J TGGTGG ^ AAAAATAA CATtGGAATACAG 
TGGGTAATTTTCATTAGTTGTTTTGTTTGTTTTGATTTGAAACCTGGAAA 
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TACAGTAAAATTTGACTGTTTAAAATGTTGGCCAAAAAAAAAAAAAAAAA 
>607.1 

GCCGATGAGAAGAAGAAGGGGCCCAAAGTCACCGTCAAGGTGTATTTTGA 

CCTACGAATTGGAGATGAAGATGTAGGCCGGGTGATCTTTGGTCTCTTCG 

GAAAGACTGTTCCAAAAACAGTGGATAATTTTGTGGCCTTAGCTACAGGA 

GAGAAAGGATTTGGCTACAAAAACAGCAAATTCTATCGTGTAATCAAGGA 

CTTTATGATCCAGGGCGGAGACTTCACCAGGGGAGATGGCACAGGAGGAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAGGT 

>608.1 

J?S^^?J^ CGGCCGAGGTATG CGGGAGCTGAGAGAACAGACAC 

AGACCTGTCGGAAGGTCCTCTGCAGGTCCCCCTrCCGCTCTGCCGATCGA 

^II* C ^ C F CGGGCAGTCAACATACTGCCAAGGAAA TCTGATGTGGAAAG 

GAAAATAGAAATAGTGCAGTTTGCTAGCCGGACACGCCAACTCTTCGTTC 

GA n A TJ AGCTTTAGTGA AAT GG GCTAATAATGCTGGCAAAGTGGAAAAA 

TGTGCGATGATTTCAAGCTTTTTAGATCAGCAAGCCATCCTGTTTGTGGA 

CACTGCTGATCGCCTGGCCTCGTTAGCTAGAGATGCTCTGGTCCATGCAC 

GCCTGCCTAGTTTTGCCATCCCATATGCCATTGATGT 

>609.1 

G I GGCGGCCGCCCGGCAGGT ACTTCCGCCTTGCCGTTAGCTTGTGGAGAA 

CG Z G PJZ£IL A ^ CCTGGCAGGCTTCAAGAACAG CTGCACATGTGCCGCT 

^ C I G ^ CGCG ^ GCCA ^ GGCGACCTGGAG TCTGAACTCAGGTTTATTC 

^^ggg^tgagaggtgagggggagtgatgaaaggggatcagctgtatt 

IXGTGTGTGT^^ 

ggagaaatgttagattctttattattttattatatttatatggaaagctc 

GAC J G J CCCTTTGGTAAGT CCGAAGCATGTTGTCTGTTCGTCCGTGACTG 
>610.1 

i i n i iCCTATATAAAGTGATACTGAAATATGCTAATTAATATATTAATT 

TTAGTTAMTGCTGCTMTATGCATACCTCTTACTTGMGGTTTTTAATA 

I G JTJ7 GA J AACm ^ 

^^^^^^^OCCTACAACTCCTQATTAAACGQCQTC 

TTGAAGGTTCAAAAAAAAAAAAAAAAAAAAAAAGGT 

>612.1 

G T GG ^ GGCGGCCGGGGAGG TACCAAAGMGATGCAGTTCAAAATACTGC 
CAGTTTTCCMGA^TmGTAMGTTGMCATGGCCATCTACTCTTGCC 

I^P^^Q^Q^TCCACTCTCAAGCTTCTCATGCAGTGCGTA 
II G J A I^ CTGCATAAGAA ^ 

A ^ AG J ATA1TmcAAGGAGAGG T^ 

T^CTCACTGTTATCTTCCTTTCCTATAATTAATTTATTTTAATCTACAA 

A IIg A g A I A g? GCTAAAAG CTT CAATAT TTTACAAAATATTAATTAATGT 

AATTGTTCCCMTTATTAGAAACTTTTTTCCATTTT 

>613.1 

GGGG ^ GGA ^ GCTAACTG CA^ 

™™* AGAGGCCCAC ^^ 

CCTTGATGGGCTTCACACAGTACCTGCC 

>614.1 

AA i^£ A ™™I A ^^ 

CACATGTAAACCCAGCTAACAGAAAAATACATTCACAAGCGTTGTTGGTG 
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>615.1 

! ' ' l' ' ' ' ' ' 1 ' 1 1 1 1 'AATTTTCCATGTATT6GCCTTAATCAAACTATA 
^?«Z ^^^^^^^CCATTGTGATTATACACTreATnCCAT 

CACCTGCCTTTGTACTATCAACTCTTATTAGATrAAAAGGA 
>616.1 

St^xJ^Z^^^^^^^ggtgaccagagtggttttgactc 

rr^^S^l^Z7 C ^ CTAmCATCATCCGCA CTGCTCTTAGCAT 
TGCAmc ^ CTGTCTGCATCTGG ^ CTCTACm CACATCAGTn-GMGAA 
>617.1 

CACCCMC^GCAA^ CGCGGGCTAAAAGCGCGAG TCTGGTGACTTTGG 
>617.2 

aJTCCGCGTGCCGGCCAATTCAAGCAAGGTGGCAACCGGGACTTGGGCCG 
>618.1 

I? ACCG ^o5 rGGCGGCCGAGGTACTGGGACAG TTGGGTGCGTTATGGATC 
A I A ^ C H G ^ GGAGCCGGGGGAAGCTGG CCTTGGGTGTTTTACCTCM^ 

G ; A ^ GGCAAAATrGA TACGAGGAATGTCTATTGACCAGGCCTTGGCTC 
AGTTGGMTTCMTGACAAAAAAGGGGCCAA^TMTTAAAGAGG^rTT 

^ A a G ^ G t CACAAGATATGGCAGTGAGAGAG ^ 

^^ A 3 ATAGCTGAGTCCACCTCGGGA CGAGGCCAG^TCCCT^ 

GGA I CCGCTACCATGG CAGAG 

TGCCATTATTTTGTGAAGTTGGTGGAAGGGCCCCCA ^ Al3AAQGTTTAT 
9. 1 



C ^ C ? TAATGCACAGAGTATGCTCAGGCTGTGACATAG GAA 

Z A ^ G J C J rGA ™ AAAA ^ GAA ^^ 

JESSES^ 
>620.1 

r A ^5^ G ^ GAGAAGAAA ™ C ™^CTMGA^ 
G ^™ G J^ CAAC ^ GAAAAGAAGATG CAGGTTGAGCM 

cttcamgaagctgatgagctctcccgtggacttactttcac^vItgttgg 

^^JGJGGCTGGCTAGTCTGMCTGGAGTGGCTT^ 

^^ g S tataaactga ^ gtgcaga ccccctggtattccc^ 

GGCATGGTGCCAGMTATAMGTATGATGGAAG^G^GCTTCCCAGaAA^rr 

CACC^ATGGTCCCCATGGCA™^ 

>621 .1 
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CGCGGTGGCGGCCGAGGTTAACGACGCCTGCCCATGACAGAGCCTAGGAA 

ATCGCGATGACAGTTTACAGCAGGTAAAATCCGGTGGAGACCAGCAGCAT 

CCCCGAGAAGCCGTGCGATTGTTTGGGCGTATGTAACTCGCTGGTACTCT 
TGCGCCAG 

>622.1 

GAGCTCACCGCGGTGGCGGCCGAGGTACATTTATTTCAGATAAGGACAAT 

MGTTTACTTTGTATCTGAACTCAAAACAAAGTAGTTGTATATTTTAACA 

TTCAAAATTGGGATTTCCCAATGTGACACATCATGAATGCAAACCCCTCC 

AGCCCATCAGACGCCAGGCTGCCTACTGGTAATCTGTGTATAGTATATAA 

ACATGTAAAAATAGGTTGTATTTTACTCTATGTATGATGCTAATCAATGA 

ACACTTTATTTATTTTACAGAGAAAACTTATCTGTGAACTTTACTATATA 
TCT 

>623.1 

CGCGGGGCGGCCGCCCGGGCAGGTACAGCCATTGCTCTTTGAGTTTGTCT 

GGCTAGCAAAAAGC TGGCTG TGTTATGTAAATAAAGCCCCTATAGTAATT 

AAMTTTAAMAAAGTTTTTTAAGCTGGCTGTnTCCTACCACTTCAGAG 

TCCTTGACCCCGTAATTTAGGTCCCCTTCAGATTTGACAGACAGAAACAA 

ACAACAAAACAGTTAAGCAAAACTAACAATGGTCACACAAATTATACAAT 

TTCTGAGTGCTCTAAGTGCATTGGAAGAAAGCTGAAACTCCATAAAAACA 

TCACCTGCCTTCCATCATCATGAAAGCAGGAAAACTTGCCTTCCTTGTTG 
>624.1 

GGTGGCGGCCGAGGTACGGCGGGGAGCCGCCTGGATACCGCAGCTAGGAA 

TAATGGAATAGGACCGCGGTTCTATTTTGTTGGTTTTCGGAACTGAGGCC 
ATGATTAAGA 

>625.1 

CAGGTACAAACTGATCTTCATGAATGTGTGGTCCACTGCTTTTCTGTTTC 

TGTCACAGTAGCTATAAACAGCTGTTTAAGGATATCCTTATCTAAATTTC 

TGCCAATGAGGACCAATCGATTTGTTCTCTCAGTGTCATCCTTCCAGCTC 

ACTGAGTCTCTCACATAGAGCTCATCCCGCGT 

>626.1 

GATGAGTCCTAGGAGGCGCTGGCTCTTTGGCGGCTCGGAGGAGCGGCTGC 

TGCTGCTGCTGCTGCTGCTGGTGGCCCCTTTGCAGATGTATTGCTGTCCT 

TGAATATTAGCCCATTTGAAAACGCCTGGGAAGTTCAGCCATCAGTATGT 
CAGTA 

>6 27.1 

ACTTTTTCTTCAGAAAAATTCTCCTTGAGGAAAAATGTCCAAGATAAGAT 

GAATCACTTAATACCGTATCTTCTAAATTTGAAATATAATTCTGTTTGTG 

ACCTGTTTTAAATGAACCAAACCAMTCATACTTTTTCTTTGAATTTAGC 

AACCTAGAAAC ACAC ATTTCTTTGAATTTAGGTGATACCTAAATCCTTCT 

TATGT7TCTAAATTTTGTGATTCTATAAAACACATCATCAATAAAATAGT 

GGCAAAAAAAAAAAAAAAAAA 

>628.1 

GGAAGACGGAGGCGGGTTCTACAAGAGACGTAGGCTGTCAGGGAAGTGTT 

TATTTCGCGTCCGCTTCTGTTCCTCCGCGCCCCTGTGCTGCTCCGACTCA 

CATACTCGTCCAGAACCGGCCTCAGCCTCTCCGCGCAGAAGTGCCGGAGC 
CATGGCGGTACCT 

>629.1 

CGCGGTGGCGGCCGAGGTACAGACGACGTCACCGTATATCTTCTTTTCGG 

CCAGTGGAGGATATCACCGAAGAGGACTTAGAAAATGTTGCCATAACTGT 

TCGAGATAAAATCTATGATAAAGTTCTGGGTAACACGTGCCATCAGTGTC 

GACAAAAGACCATCGACACCAAGACAGTGTGTCGAACAGTGCTGTGGTGT 

GCGAGGACAGTTCTGTGGACCATGCCTGCGGAACCGCT ATGGGGAGGATG 

TCAGATCGGCATTGCTGGACCCGGATTGGGTGTGTCCCCCCTGTCGTGGG 

ATCTGCAATTGCAGCTACTGTCGGAAGC 

>630.1 

ACATAGTGTCGCGAACTCAAATCGGCATTTAGATAGATCCAGTGGTTTAA 
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^? C ^ C f" n ^ GCmT ^AAAAGTGCAAAAAAGATGTGGTTTACAA 

I^I^^ GAGCAGAT CGmAAMCTTTGTTTTTCTTAAMGCTTACAG 

^ A ^S TGGCAGG ^ AAGGGATACT GTCACmMGMGCCTGCAGATT 
GA £ G /£^ 

? AGG . G r A # TT AAGA ^^^^^^^^ A ^ A ^ATTTTTTACAAAAATACACTGAGAAA 
>631.1 

>632.1 

C ? G i^ CGAGGTACCACACTCAGGG CAGTTTCCAGCTCCTCTCACAAACAGT 
GA IS G I CCATGGCGGTTTCCCTCCTA CAGACTCTCGCAGGCGCCTGTTTC 

CCATAAACCTCAAATGTGGCTTAACAAGTACCTGCCCGGGCGGC 
>633. 1 

iSSS? 7 ^ 7 ^ 

CTC?CCC?S?G^ GCAAGAACTGGGATTCCC TCTCCTTCTCTCTCTTCCC 
>634.1 

ATT ^JII A ^ CACAAC ^GATTAAGAAGCAAATATGTTMG 
TT^CTGCTGCTAAATTACAGTTAGACACTTCAGTATCTTCTCmACA 

gttacaacaatattttagtttgcctcatctgtagaggtaaaatttctata 

GTAGTCCCTGGGGCAmAmGCTTGCCTCCATGGGATGCTGTTAGAAC 

AATTGTTAGCCGGCMGAGAAGAAAGGCTACCAGGACA 
>635.1 

ATC^GGACTTGCCAAMGGATMCTACATMCAGATATGACAATCTAC 
T G £^ G ^ 7 '^ CACC7mA ^ 



AGAAAGCTGAAAGTCAACCGAACAATGAAAAAAAGTCAAAGAAGCATTTC 
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CCTTTGAATTCAGTCCTAAAAATATGAATGCCTTATAATTAATTTCAAAA 

^?Z»I$^ ACMGTG ^ CATG ^ CA ^ G " mTCCT AAAAGGCAAAT 

TCAACATTATGAAAATATATATTTTGCCCGGTAGTTACTGAGAAATGTC 
>636.1 

GGG J GGCGGCCGAGGTA CTAAAGGGCAAGGTTCACCACTACAAAAAGGAA 

GTTGTCTAAAAGCAAGAATTCAATTAACGCTGGGTAAGAAAAGTCAAAAC 

ACTAATGAGTTGTCCATGAAGCCAACTGCTAAGAACGCGCTCAACTATAC 

GCGAGA I GA ^^^ 

TATTAACTAAGGGCAGAGTGAGGGAGAACAAAGAGCTACTTCCGTAACAT 
1 1 l AGTATCCAGATAGT 

>637.1 

A ?fI^ GCG ^ TGGCGGCCGAGGTACAGGAAAGGGAAG CACAGTTTGGA 

ACAACAGCAGAGATATATGCCTATCGAGAAGAACAGGATTTTGGAATTGA 

GA J^? TGAAAGTGAMGCAATTGGAAGACAAAGG "n"CAAAGTCCTTGAGC 

^ A ^^ A ^ TCAGATGGAATCCAGCAAGCTAAAG TQCAMTTCTTCCC 

?^Z G ZSZ G ^ GCC ^ CAACCATGTCTGCAG ^ CAATTAG AATCCCTCAA 

I^ G J GGGAGA J^ 

^I A I A ^ TGGTGGCAGAAATACCAGAAGAGAAAGT TTCATTGTGCAAAT 
C I^I^ A 7 GGCCTCGCTGGCTGTA ^ CC ^ ATATGA TGCTGAGACCTT 
^ G ^?™ A J CAAGAAACAGCTAC ^ 

^r GA ^ G y G JJ GG I^ GAAA TCCMTAGATTTTTCTACAGAGTAGCTGCTT 

GTCTTCTATTGATGATGTATTGAGAATT 

>638.1 

GG J GGCGGCCGCCCGGG CAGGTACGCGGGAGAAAACTAAACCTTCATTTA 

CTGTGMCATCTTCTGACTGTGGCTTCCAGATGCTAGTT^AGAACA^C 

CACACAGCAAGACCAAGCTTATGCTGAGTTGACGG^ 

TAAGGATATTACTGTGACmGAMTTCTGAMTrGTTCmCTTAACTr 

TTG CATTAAA ATCACATTTATTTTATAAAATAATG 

>639.1 

G p G ^ GG - G J[^ G _ GGG J^J^' GGGGGGG ACAGGXCCTGGCCCTTAATCCCATCAGATT 

I^^^C^QQC^TCACCGAGGCCTCGGMGTCCCTTTCAGCT 

CCAGCTTTACCCACATCAGCTGCTAGACGGGT 

>640.1 

nT/ GGG 7/ G / G / G ^ G P GGGGGGGGAGGAGGGGGGGGG ^ G ^ G TCACCGGTGAGAC 
>641.1 

ACGCGGG L C ^ CA ^ 

^t^?^^^ AAGAGA ^ GAG ^ AAGAGAGAA ^ GAGAGGAG TCTAGTTG 
^CATGGGA^CTCGGGAAAAGACTGCA^ 

^ GG ^ A II GTGGAGTTATAAGG CAGAGGTCCCCCATCTTCCCGAACTGGC 
G ^I AG T CCTGGTGCTCCAACAG T^^ 

GCAAGCCTTTGTGGATGGCAGTGCAATTCMGTTCTAAMG^ 
TGAC 

>642.1 

CGGGGGGGGCCGGGA CTTGGAGMTATTTCCACAATAGCCGATGACTTGT 

Z ^ G ^ A ^ AAA ^ GGAGA ^ GA ^ GG ATCTTGTCTACAGACAC 
TGAMTACCTGGCTAAAAGCX)G(XmCCTCTGCGCTGCTA^^^^ 
TCAGAGGTCCCGGCGCTCTACCTCCCCGGGT AOOAGCCCTG 
>643.1 

^ C f^I GAATGGAAAGCGCCAAAAGTGA ^ A TACCMGGGT^^^ 
CATACAAATAAACAAMTCCTATCCTCTTCTTTCTATATTGTGTTTCTTA 
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CAmCTTATACAAATAACAGAATGCTTCATTTTATTCACTTCAATAGGA 
CAAAGTCCT7AAAGAAAGACTGAAAAGAGCTGATAATCAAAATCCCAAAT 
1X1^^8^^^^^^^^^®®^ ATCAATTTTCTGACATATTAAC/^ 

tS^?^P^ ctcagt ^^ gagca ^ ga g t ctacaaatgtct 

I GAAG p A ^ CTGGCAAG ^ACATGTATCCCATGTTGCTTTTGGmCCCA 
X9»^^^^^^ ^ GAAAGG ^ GA ^CAAGTTTCTTCTT7TTTCGGG(^G 

GC J G I GAATA ^ CAA 22J CC11 ^ GG CTTTTACAAAGGTGTGGCAGGCA 

ACTGCTTTGGCAATTTTTAC 

>644.1 

^ G ^ G . G J GGCGGCCGAGGTACACCCTCTGG CCTCTCCAAGCAAGCAGTGAG 
GTGTGCATTGmGAGGTGCACCGGGAAGGGAGCTTGGTTT^^^^^ 

T 6 ^ GAA Z^ CCCCCGTGTCATCTCTCTGGACTGATG CAGCCCCAGCTGA 
^^^r" GTGTAGGCCTCGAACG ^CTCCATCAAATTAGCCGTG^ 
GAGACTCCCCAGTTCTTTCAACATGTCGATGTCATCACGTTCTATCTCAG 
CCA J GCA ™ 

AA^CAGCAACACCTGGTAATTGTTCTGGCCAAAGATCTGGTGAGGCACG 

I GGGAGACGC ^^^ 
otAaCaCCGC 

>645.1 

G ™T^P CGGGTGGCCGGCCGCCCGGGG AGGTACTTCAGGGAGGCCTAT 
^^^^ 

GCCTCACTCGTGTGCTTACTCACTTTGACTGCCTTmGTCTAmCTGG 
GAGGTTGGTAGAATGAAAGGGATGCTCCAAGGCAAGCAGATGGCCTGTCC 

AGAAAG I CATGAGAAATGGG AGGCTTCCTGTTACACCCAAAGACTGCTGG 

CTACCGGGAAGGTTGAGGAGTCTTGTTTTACCGT 
>646.1 

C IZ C ^ TA £ AGACCA ^ GCTGCCAAGGAGACCAG AACCCATGGTGACAT 
TCTCAGTTACATCTACTTCCCCCTAAAACTAGGGCTGCACCAATGTMCC 

AGCTGGG^GTC^GTCT GAGAGGGAGTGGAGCTCCAGGT T GGAAG AAATG 
>647.1 

Ja^^™™ 3 ,?-!-' ' ' ' ' ' ' AAA7TGGGAACACTCAGGATATTGG 
CCCTCCMAGG GGCAATGA ^ CAAAGATGmGG ^ AA AATTCAAAA 
>648.1 

CGGGGGAAAC^CCCCTTTTGGGGTTTTTCCCXJCACGGGGACCAAAAGGTT 
AACTCCGGGGACCCCGGGGGGGGGGGGCCCACA^ 

AC^GGTTGGGGGGGGGGAAAAAMGGGGGGOJAAAGGGG^C^^CC 

CTTmCCCGGGGGGAGAAAAMGGGGGCCCC^C^C 
>649.1 

GGCjrTCCACCAGGCCATCTCTTTCACTTCGGGGGCACCTTTCCCAGGGA 

gatgmgagacacaggttggcctctgctgggacto^^atS^^cc^gc 

>650.1 . 
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?f^^ G ^ GTG ^ GGM6GMTCATAG CCTTCTTCAGTG^ 
^?^ C ^ MTGAGGAACAGAGT6GTGAC G A GCTATTGGAT^ 

^GTCmGCCATCAMTTGGACTATGMCTAGGCAGAGMCTCGTGAAA 

CA A ^G G C?J A TT G S 
>651.1 

^^™^ GCGGTGGCGGCCGAGGTACT GCGTTATGCAGAGGTGTCCA 

GGCCGCTTCCTC ^CCTGGAMTTMCATTGGCTCCACCTTCCAGCAATT 
GGTGGAGCAGGTGA ACATCTTCG 

^^CCACTGCAGCCt^CTACCGCTGGAGGACGTGGGT^CCTG 

GG ^ G ™™ TCCCTGC ^^ 

^ A ^ AGC Z7 G . AGTGTAAA ^ GGGA ^ CTCTGGG AACAGAGCAGCAG 
t^I^^ A ^ G ^ G ^ GAG ^ G ^ G ^ GA ^ A ^CCACCTGCTC^^C 
^ G ^I CTCAAm ^ CC ^ GGG AGCCGCAAAGCCTGGA^ 

AAAGAGCATTCTCCTTTAGGGCAGCAATCAC 
>652.1 

r G AAAr C T C r^ 

CC^TGTAT^GT GATATCCTGGACATGAAGGAG TCCCGCCAGGTG 
>653.1 

^I?^*T^^I7 TCTGC ^ CATCAG ' mcACAT GTTCATGTTGTCACT 

GAAA^TGCATCTACTGTTTATAGCTCCCAAGGAGACCCCAAA 
>654.1 

^A^^^IiSZ^I^J^^^ AGAAA ^ AAGA ^^^ AT GTCAGTATTGT 
TATTGGCTTrrCGTATTCCTCTTAACGTGMCCGTCTGTTCA^GTTT^ 
ACCTGTTTTCGTTTTAGCAAGTAGT ITiaTTTTT 
>655.1 

tgaacaagaattaaaagatgaagaaatggatttatttacaaaatattart 
ccxsmtggamggaggtagaaaaaacacamtg^aattctataagaccaW 

CCCCGGTmATTATAGGCTGCCTGCTGAAGATGM^ 

A ^5 AGAGGAATCAAGAGG TGTCmCTACAAAGA^^ 

TGTTAGATMTGMGMTTACAGMCTTATGGTTTTTGCT^ACA^CAC 
^GACACCACCTATGATTGGAGAGGM 

>656.1 

TGGCGGCCGCCCGGGCTGGTACGCCACAAGGCATTTAATGCCCACAGTAA 
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^^PJ^IIL GACAGTGGCA ^ GAGGACGG GACTAAAGTTACTTTGTG 

CTGAGAGGGGGAAAGAAGCACAAAGTTTGGTCTGTTGCGTAATTGAATTT 

^AACACTCTTATCCACAACAAACACTTTTTCGTGTCCTGCTGTGTAAAA 

GACA I GAGA J^^^^ 

^^ C ^5I AAGATGGCCAGACGG ACCTCTTGGATCGTMCTCTGCAG 
G -?T5 GG ^^ GG ^ GGA ^CMCCACTGMTTCGATCTGTAAACCTG 
^T^Tr GACGmGCAGGCAGGCATCAA CATTTACATTGAGATTCAA 

Ztoo^^ A AG ^ AGAAAGGAGG ^^ATTGTTGCAGCTTAAAATGGTTG 

CTGCGGGAACACTGAAGGGTGAAACTGACTTTTT 

>657.1 

C I CCCCGGGTGGCGGCG GGTACATTCCAATGAAGAATTTCTTCATTCTGA 

TCTCCTAGAAGACAGCAAATACCGAAAAATCTACTCCTTTACTCTTAAG 
>658.1 

^ZI^I ACACmCACAA MGATTTTATCTTTGATCTCTTGGCGATCTT 
^^CCCATGGCAGCTGTCACTTTGCGGGGGTAGCGGTCAATTCCAG 

>658.2 

C 27 0 CCCAGGmCATGAAC ^ GCCCAmCGGCAGCAA CCACCCCGGGGC 
>do8.3 

CGATAACCCGTCGGACCCTCGAAGGGGGGGGGCCCCGGGTTACCCCAAGC 
>659.1 

GG ™ GGG ^^^ 

^r^ GGC ^^ GACAGTGGCAGAAGAGGACGGGACTAAAG ™ 
^TGAGAGGGGGAAAGAAGCACAAAGTTTGGTCTGTTGCGTAATTGAAT 
TTTTAACACTCTTATCCACAACAAACACTTTTTCGTGTCCTGCTGTGTAA 
^^S^TSi^r ^ A ^ ACA <^TTTTCAAAC^GGTG^GCATCCriTTTACG 

II^T^pQCJ^Q^GGCCAGACGCACCTG^ 

agg ^ ggga Z^ggagagctgcamcmccactgaattcgatctgtaaacc 

TCCTGCGGCMCAc! P TACAAAGGAGCTTTATTGTTCCAGG TT AA TATGGT 
>660.1 " ~ " 

A I GG ^ A ^ A Z G 5 AGGGTGTGTGAGCAACAGGTGAGAG TC 
A^CTG^GGAGACXJGACCCAGCCMCAMCAATGTCGGTCTCTGTCTTGG 
? A ^ C ^ G ^ CAAGCTCCTAG ^CCAGAAAAAGTGCT^^^ 
CAGGATACCAGGCATCTGGGTAAGCTrACAATGCTTAACCACTTAACACAA 

J? AGGAAGG ^ 

CTCAGTCTCCAGACCTAACTTTCCTTTTGGTACCTC 
>661.1 

GCTCCCCGCGGTGGCGGCCGAGGTACGCGGGAGAGACTTTTTTCTCACCA 

CAGCTGCTAAAGCATGGATGGACTCAAGGCAAAGG 
>662.1 



n . .I A ^™IU' AGGGGGAAGGA GGGGTGTCTTTGGATATACCACAGC 

TGGGGAGGGTT7TAGGGGCCCGGGTC 
>663.1 

CAGAGACAGACCCAGGAAGGAGAGCAAGGCCCCCGCGT 
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>664.1 

GCGGCGCCGGCAGGTACGCGGGGGCGGTATCTGTATCGGGCCTTACTGGC 

TTCAAGAGCCGAATTCCCTTCCAAGCACCCACCAGGGGGACCCCAATTAA 

GGGTTTGGGACCCACTATTTTTTAATAACGCCAGCACCTTAAAATGCCTG 

GGAAGATGGTCGTGATCCTTGGAGCCTCAAATATACTTTGGATAATGTTT 

GCAGCTTCTCAAGCTT7TAAAATCGAGACCACCCCAGAATCTAGATATCT 

TGCTCAGATTGGTGACTCCGTCTCATTGACTTGCAGCACCACAGGCTGTG 

AGTCCCCATTTTTCTCTTGGAGAACCCAGATAGATAGTC 

>665.1 

GAGCTCCCGCGGTGGCGGCCGAGGCTAACAAGGAAAGCCCCTGGAGCTCC 

TGTAATAAGAATGTGGTTGGAAGATGCAAACTGTGGATGATCATCACCTC 

CATTTTCCTAGGTGTCATTACAGTGATCATCATAGGCTTATGTCTTGCTG 

CAGTAACTTATGTTGATGAAGATGAAAATGAAATACTTGAATTATCATCA 

AACAAAACATTCTTCATCATGCTGAAGATTCCAGAGGAGTGTGTTGCTGA 

AGAGGAATTGCCTCACCTGCTCACCGAAAGGCTCACAGATGTGT 
>666.1 

GTGGCGGCCGCCCGGGCAGGTTTAATCTCAGGTCTCCCTATACACTTCTC 

AGCCTCAGCAC CTAACC CTCACACAACACTCCAGTATTGGATGCAGTCAA 

TCTTGTATAACATTTTTTGAATGTCCAATGTGCAAAGCACGATGTTGGAA 

ATTATACAGAGGTGAATAAGACAAAAACTCTTGCTCTCAAAGATGTCAGT 

CTTTTTCTTTGCAAGGATAACACA 

>667.1 

GCGGCCGAGGTACTGGAGAGTCGGCTTTGACCATGGCCTCAGCTCAGCTC 

CAGGTTTGGAGCGGAATAAAACAGGAGCTAGCAAGATGTCTCATCTGAGC 

TTCCCAGTGCCCAACTTATCTGAGGCCTGGGGCTGAAGCCAGCGCTGACG 
GA 

>668.1 

GTGGCGGCCGCCCGGGCAGGTAC I 1 1 I I I 1 1 1 I I 1 1 I I I I I I CTGGTCGA 

AAA I I 1 1 I GTTGG AATTTTAAAGAAAA 

>668.2 

GAAAGGCAAAGTAGCACTCAGATGGCCTTTTTTTGTAAAGTGAAGTCAAC 

CTAATACTCTGGTGCTTACTTTGCAAATCTTTTCCATAAGTCAAGTATTA 

GTGTTAACAATACACTTAAGAAGTAAGGATAAACCCATCAAGGTCCACAG 

CTAAATAACCAGCAGATTCCCAGAAACTTTATGTATTTGGGAAAAGTAAA 

ATATACAACAGACATATCCCTGCCCTGATTAAGAGGGTAGATAAAAACAA 

AACATAAAACAATTTTACTTGAGATAGTAATAAGTTATTTGAAAAAAATA 

CAACAGAATATAGGGAGAGAGAGCAACTACAGAAAGAAGACAGAAGGGGT 

TCTGCTTTGAATAGTAAGGCTTGGGAATAGCTGAAT 

>669.1 

GGCGGCCGAGGTACAGAGTAGGATCAATAAAATCTGTGTGTTACAGCGGC 

AGACTGAAGGACGGGTGCCTGTTTTCAGCCATGAGGTAGTCCCTGACCAT 

CTGAGAACCAAGCCTGACCCTGAAGTGGAAGAACAGGAGAAGCAACTGAC 

GACAGATGCTGCCCGCATTGGTGCAGATGCAGCCCAGGTTGGACTGAGTC 

ACTGCCTTGCTGCCCCATCCCCATCCCATCATGAGAAGCTAGGCATTACC 

ATTCCTGTCTAGTAGGGATACATAGTTGGTTGCGCCTAAGTTGCTTCTGG 

CAGAACCCAAGGAATAAATTTCTCCATATCGTTTCCTAGTTACCCTAATC 

TCTGCACAAATTTGTGTGTTACAGAAGCAGATCCAGAGCTTGAATAAAAT 

GTGTTCAAACCTTCTGGAGAAAATCAGCA 

>670.1 

TGGCGGCCGCCCGGGCAGGACATT O 1 1 1 1 1 II 1 1 1 1 1 1 1 A AACTTTTAGG 
GTCTTG GCCTAT TGCATACTAAAGGGCAAAAGGCTTAGAGATATCAAAfiR 
GGCTAAi 1 1 1 1 1 ATTGACAGACCATGGCGATGTAAAATTAGCTG ACTTTG 
GTGTGGCTGCAAAAATAACAGCTACCATTGCAAAACGAAAATCTTTCATT 

TGG S^ MCCMCTCTGTGATATCTGGGCAGT AGGAATAACAGCAATTG 
AACTTGGAGAACTTCAGCCACCTATGTTTGGATCTCCACCCAATGAGGGC 
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TCTCTTCTTAATGTCAAAAAGTAATTTTCAGCCTCCAAAACTAAAGGACA 

AAACAAAATGGGTCATCAACATTCCATAATTTTTGTCAAAATAAGCACTA 

ATCAAAAAAAAAAAAAAA 

>671.1 

GAGCTACCGCGGTGGCGGCCGAGGTACGCGGGGTCTTCTCATGCTCCGTG 

ATGCATGAGGCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTC 

TCCGGGTAAATGAGTGCGA 

>672.1 

TCGAGCTCACCGCG GTGGC GGCCGAGGTACTCTTCTGCACTGTTCTTTCT 

TTCTAATAAAACTTTCTTTTTCGAACCTATACTGTCTTCTGTAAATTCTT 

CTTACTACCCTATGACCCGTGAGCCAACCACTTTCCGATGCCAGGGTTCT 

GACACCTCACCTGGCATAATATAAAGTG I I I I I I I 1 1 I ATACCCTTCCAC 

TTGGAAAGACTACAGAGGAATCTTGCACTGCATAGTTCAAACTAAAAAGA 

GAAGAGTTAATTACCTGAAAAGCAAGAGAAAACAAGAAGGGGTAAATTTT 

GAACCAAGGGAAATCATTTAAGAAGTGTCTGGTATTTTTCAAATTTCTGT 

CAGTTGTTACATTTGTCATAAGTAAATGTTTAGGAATAAAGGATGGAGAC 

ATG CTTATTTTATTTAACTCCCCC 

>673.1 

GGATTGAGCTCCCCGCGGTGGCGGCCGTCCCTCTTAATCATGGCCTCAGT 

TCCGAAAACCAACAAAATACGAACCGCGGTCCTATTCCATTATTCCTAGC 

TGCGGTATCCAGGCGGCTCGGGCCTGCTTTGAACACTCTAATTTTTTCAA 

AGTAAACGCTTCGGGCCCCGCGGGACACTCAGCTCCGCGTACCT 
>674.1 

S533PP GCGAGACTGAGCCACACAGTGTCCGGAT GGAAGTCTGCATCTGA 

GGTT^GCTCAGTGTCCCGGTCATTCATTTACACATTTrAACTTGCATTAAA 

GAGCTGTTCTTTTCTGTGGCCTAGACTCTTTTCACTGATCTCAAAAT 
>674.2 

CTAAAATTACATGGAGTTAGTGTCTATTCTTTTTCCCCTTTTGCAGCAAC 

TTACACAGCATTTTTMCACCTTTTTTTTCTAGTTTTTTTGTTCGGTTTT 

GTTTTCCATCAGGAATTTGAGTTCTCTCTAACCCAGCTTACTGTGGGACA 

I^^ A ^ CTCAGTAGAAATACC ^ GGTGAT CTTGTTGAGTTTAAGTCT 

GATCTTGATCTTAAACTCAGTAAGCCACTATCTGCAATTTTGT 
>675.1 

AGC I C ^ CGGCGGTGGCGGG CGAGGTACGCGGGGCTGTAGTGGCTTCGTCT 

TCGGTTTTTCTCTTCCTTCGCTAACGCCTCCCGGCTCTCGTCAG 
>676.1 

A ^I C ^ GCGGTGGCGGCCGCGAGAGCACAGATG ACCACGCCATCGTCC 

AGTATGAGTGGGCACTGCTGCAGGGGGACCCGTCAGTGGACATGAAGGTA 

ACGCATGTTGTCACTGCTGGCAGCTAGGTCTGCTGGGGCACACCGAGCCT 

GTGAGGGAGGGAGGCCAGCATGCGGTGCT 

>677.1 

T G ^ G £r CACCGGGTGGCGGCCGCCCGGGG AGGACGCGGGAAGGATTCTGT 

AGTATGTAGCGTGTTTCTTAGGTAMGTCTCTTTTTGCTACTGAAAGGGA 

AATGGTCTCTAAACACTGGTCACTGTAGCAGGTAAACACTACTCTAACGT 

GGAGAMTGAGCTTCATGCTGAGGTAGTGGTTGCCTTAAAGCTGTTTTTT 

ATGCTGTAAAAACCAAAATGGGTTTGGT 

>678.1 

CTCCCCGCGGTGGCGGCCGAGGTACTTGTGGCAGACGTCGATGATCGAGT 

I CAAGGC J GTCTCCAGCTCGG CCAACATGATGCCCACGGACTCGCCCCAC 

CAGGTC7TGTGAAAGACAGCTGACACGAGACATCCCCGCGT 
>679.1 

^^ GCGGCCGCCCGG GCAGGTACTGGJGTTQ7GATCGGAACG1GTCQ 

A I^ CGTC ^ CTCATCACTGCTGCTCCAACTGG ATTTATTACTCCGGGAA 

Z^ G J C J G ^ GGGGGAAAACCAATGTGTTTAGCG TGCCTGCCCACCTGCGCC 

Io A ^^ CAACTATCCTGCAATCTGACCTGCCCCT CCTGCACAGGAAACCA 

CCTTCCCCTCCCAATTGATGGTTCAAACACTGCCACCGCTGACTGCCCTG 
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CATCTGTGGGTCTGTAGAACAGAAAGGCAGAACAACTTATTTTTTAGGAT 

TTAACGACAACCGGTTGAAAAAAACGGTAGGGTGTCATGCTCACAGAGAA 

TAAAGATTTGTAGAAAAGGTGCTGAACTGCCAAGGAAGGCATTTCTTGTG 

^J GTCTGGMCCGTGTATCCmCTACATCACTGMC GACACCAAGCA 
CCCCATGCACT 

>680.1 

AGCTCCCCGCGGTGGCGGCCGGGTACAAGGGGAGGTAAGATGGGAGCTCC 

o C T^r GGACCACCAGCTGG ^ CTGGAC CC3TATCCCCATGMTCTGTTT 

GAACGTAAGGAGGAAGTCAAAAAAGTTCTTATTTAGGGTTTCTTTGAGAT 

GTGGGGCCACTTCCATTCCCACCCGGCACAGGTAGGCACGGGCATACACC 

GACACTAGTGGGTCTCCGATCCCTCTGATCATGCATGTCAACCGGGGCAG 

GCACTCTGAAATTCCCGTTTTGGAGAGGAATTTGTTACATTTCAGGATGG 

ATGCCTCCACGTAAAATCTTGGAATGAGTTCCCTGATGGAGGCAATCTTG 

AAAAACCAATTTAGGCATGTTTCCTTGGCCGTGTCATTTGCATTCTCTGG 

AGAAAAGTGATCTGGTAAG ACGCTGCGGCTATCCACACACATGGAAAAGA 

TGCGCTCGTACCTGCCCGGGCG 

>681.1 

TGGCGGCCGAGGTACCCTAATGTAGTAGTAAATTTAAGGCCTGTCGAGGA 

AATnTAACACTTCCAACAGGTGACTATATCAGGAAGGAGAAAACCAAGT 

GCTTCCTGCTTCACCTTCTGCTGCTTTTGGGACTTTTTATGAGCTAGTTA 

^J^^^Q^CCTGAACCCATTTTTTCACTGGGAGAGGAAAACCAC 

CAGGCTTCTCAGCTTTGGCTTGGCAACTCTGGAGTTCCTATGGCTTCCAT 

S^a G ^o C ^ G ^ CCCTGATAAGTGGCCTCAGGCAGGAGGAG ATCGGGAG 

GG ^ A I GGGAGAGCTAGT CAGGAAGGTGGAATAGGGACCATCCCCAAACAC 

g ZI g ^ GTATGATGA7Ttgaggaactgga cgtagttctgcatgctgcggt 

I GGAGGmCGGACTGCTCCAGGCGATGTT TCAGGTCTTGCAACCGGCTT 
T GGTAGCGG 

>682.1 

II GA ^I? A S CGCGGTGGCGGCCGAGGTACTGT CGTTTCAGCTGGGCTCT 

I^ GGCC ^ CGCTCGGCmCGCCCGCCGGG ^CCGGAGATATGTTGT 

^II^CJ^P^CQ^QQTCTCAGGCAGAGTGCGCAGGCTCGACGGCTTA 

T AG III GGGAACGACATCTTGGGG AACCAGGGCACAATTGCGCCTGCGCG 

ATTCTGAGGCCCTTTGTCTCCCCGCGT 

>683.1 

GCGG J GGGGGCCGCCGGGG CCGGTACGCGGGATGGCACATGCAGCGCAAG 

TTCATGATCAC 
>683.2 

5 CC ?J GATAATCA '^ CC ^ AT CTGCTTCCTAGTCCTGTATGCCCTm 

CC J AACAC T CAGAACA ^ 
AAA I ACa AAACGCGT 

>683.3 

TGGACTATCCTGGCCGGCCTTATCCTAGGCCCTAATGGGCCTCCATCCTT 
AC 

>684.1 

T GGC I C I AC ^TCCTC^CATGTTMTCGAAGCCTTGTTGAGCTTCACM 

AGGTTCCATTGAAGATTTGAC 

>684.2 

GAAGGCGAAGAAGCTGCAACACCTTTCGAACCTTTGGGCTCACTCCATTG 
GACATTTTGCCCCX3CX3GCTTGTTGGGGTCTCCTTrACCCATGTTGACAGA 

£^ GG 7 GC ^^ 

TTCCTCAGAGTCCCGCAGAGCGGCCGCTCTAGAACTAG 
>686.1 

5]^^^ A ^ AAAAGGGGG ^ AAGGGGG ^ G ^'" attaaaaaaggtataaaaa 

CCCCATAAATTCGGGGCCCCTGGGCTGGGCAGGGTTGATATCCCTTAAAG 
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>687.1 

CGGCGGGACGCGGGGCTTTACATGGCAACAAGTATGGCGGCTGCTAGTGG 

T A ^ A JTT G ^^ G ^ G G GAA GAGTATCGAAGAGCGGAAAGAACAGACCCGGA 

ATGCCAGGGCCGAGGTGTTGCGCCAGGCTAAAGCCAATTTTGAAAAAGAA 

GAAAG GCGTAMGMCTTAAGCGACTTCGGGGTGAGGATACATGGATGCT 

«^T GATGTGMTGAGAG ^ GAACAGTTCT CACAGGAACACTTTGTGA 

AGAAAAAGAAGAAAAAAGACAAGCTTCTATTTAA 

>688.1 

CCGC GGTGGCGGCCGAGGTACACTCGCCAGCGGTTTTGCCACAAGAGTAT 

ACGGAACAAAGGAGACAGGCTCATTTATAATCTGACGCGGCCACCCTCCT 

G £r GCG ^ CGG1TTCCATTGGCTGG GACGGGACCTCACCTTCTGTATTTG 

TCCCGACTGGCTAGCACTTAGAACTTTTTAAAAGAGGCAAA 
>689.1 

^^I^^CTQG^GGTAGTTCCTTTGGTGGTCAAGGTGGCTCTA 
CCTGTCCTTGAGCTCTCGTGTCACTCGCTTGGTGATCCGTCCACACATCA 
GGGGAA X GAGGAACAATATACAG 

T AG II G ^ AGATGGAGA CGTCATrACTTGCATGGCAAGATCAGAGAAGCC 
ATCTGCTGGGGCCACCTAGAATGACACAAGGCAATGTGATTCTCTGAGAG 
AGCACTGGGCTGGTGGCAGTGCTAGGTCTAACTTATCCCTCTCAGTTCCT 

^ot^t^9>^ AAG ^ G ^~'^^ GG ^ GG ^ GA ^ AAA ACTATACACAC 
CaTC/TACTGCACAAAAT 

>690.1 

GGGGG I GGCGG ^ GAG ^GATTTCTTGCAGTCCTGAGCGATGGAGCCCG 

GGGGTGCCTGGTTApGTCCGCTTTCTCTCTCAGATGCTTGGCTTGTm 

^^GAG^AACCTTTTTCGATATTCATTGCTCCATCGATTGGATCCAGTCC 

^GJ^GAGAAAATTGTTTCAAGGCACTTAAGGCTGCCTGAAAGCCTTGM 

TCCTTGCTAAATATTCCAGTTGTTTTGAAGGTTGT 

>691.1 

GG T? A ^ GCGGTGGCGGCCGA GGTACTACAGGAAGAAACTAGAGGAAACG 

G ^^XIZ GA J G / GA ^ G ^ GGTG ^ G ^ A ^ G ^ GG ^ G GCAACAGGTCAGAACGGCC 

AG I ATGTTATTCCCTGCAG GCTGCCTAGGGTGCTCTCCTCAAACAGATCA 

^I^pCJpC^C^CTATGAAGTTATGACACAGCAACCAGTTACTCAG 

AGTCTGATGAGAAAAACAGATTTTAGGTTTGGGAAATGGGATTACTGTAA 

TTTACACATCCAAATGCAAACTGGAGCTCTGATTGAATTCTACCCTGGGG 

AGAACTTGATGCTAACCCACAGGT 

>692.1 

A j? A j^ AA ^T GG I GAGA ^GCTTTC ACCMT ATAGATTACTTCATACCACA^ 
TCTCAAGGAAAGGACTAGAAGAATTTTTTGATGACCCAAAAAACTGGGGG 

CAAAAGTAATGAAGATTTACACAAACTTTGGTATGTCTTACTGAAAGAAA 
GAAACATGCTTCTAACCCTAGAGCAGGAGGCCAAGCGGCAGAGATTGCCA 

AGATAAAGGTTGTCCAGGAAAGAGAAGATGCCCTAAG 
>693.1 

^9 C Z?^ G 5 GACATTTAAGAGTTGGA GGTGCAAATATATTCCAAAAGGGTG 

C ^ CA ^ ACAGTGTAT CCCCCTGCTTCTGTTTTTGTATATTTTTGCTAC 

^GGTTmCTTGATCATAGCTATTTTGTGCTTGAGCTTTATTGGCTA 

Z^ G ]3 G ^ G J?^P^^^^ GGT GAACTTT GGCCAA AGACAACAGGATA'IT 
CTTGGGGGTTTTGTTGTTGTTTTGTTGGCATTTTTTCTGTGCCTGTTGGT 
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GATTCCAGCACAGACCAGAGTGCCGCGT 
>695.1 

CCGGGGGGGCGCCGGCGGTCTGTATAATGGAGGCTGACCAGAGCAGTTTA 

GGAGATTGTAAAGGGAGGTTTTGTGAAGTTCTAAAAGGTTCTAGTTTGAA 

GGTCGGCCTTGTAGATTAAAACGAAGGTTAeCTAAATAGAATCTAAGTGG 

CATTTAAAACAGTAAAGTTGTAGAGAATAGTTTGAAAAAAAAAAAAAAAA 
AAAAAAAAAAGT 

>696.1 

^ G ^3 GCGGCCGAGGTACA GCAGGGTGCCTCAGCAAGAGAGGACTGAG 

T GG AT3I rCCmGGGATA ' nT ATGAACCTTAAAGCAGGAGCTTAAAGGG 

AAT^GGGCCATATTAACCACTTAGGTCATGATAAATGATTACATTTTTG 

GACATTTTGGTGTCTTAATGTCAGCAAGGGTTGCACGATAAGTTTTGACA 

TGCATGCATGGGAGACATGTAGAAATTCTAGTTACTTACAAGTTTTTGGG 

GAAGAAGCCTGGACCCAGATGCCAGCTTTAAATAACAGGGGAGTCTAATT 

ACTTCTAAATTCCTCACATAGGGAGTTTTG 

>697.1 

GGCGGCCGCCCGGCAGGACGCGGAGAGACAGCGTCAGGCGCTTGATTrCC 

C T GAG I CGCGGTGCCTGAGG TGCCCAGTGCCCACGTTCGTAAGAAGGCAA 

C ^ G J rC ^ CTCCTCTACAGAAGGA ' mGCAAAG AATTCGGCAAGTTCC 

AMTGATTCTGATCGCAAATACCTGGAAGATTGGGCAAGAGAAGAATTCA 

GAAGAAACAAACGTGCCACCGAAGAGGATACAATCCGGATGATGATTACT 

CAAGGCAATATGCAGCTCATGGAGTTAGAAAAAACACTTGCTTTAGCAAA 

ATCTTAACTATAGCATTATTCTGAAGGATTTTCAAAGTCTCCATGTGTCT 

TTGCTGCATTTAGGATTAACAATG 

>698.1 

>698.2 

A 5 G J? A I GGA1 ^ CAGG ^ ATAACATGGCAGA GTGAATTCTGGCAACAC 

ACTGAGTGATGCTTGTCAATGGCCACTATCAGGAATTTAAAACAAGATTT 

GGAATTATGACATCTGGACAAACCACATATGCAAAACCTACCTTTTGGTC 

>699.1 

2 GC . GGTGGCGGCCGAGGTAC I " 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 GTTAGTGTTTT 

TCTCACG I I I CTA 
>699.2 

^Z?? A Z G II GCCCAAACTGGTCTGGAACCACCA CACCCAGCTMTTT^ 

^Z GA ^II^S GGTACCAGCACACCGGCGCCGTG CTGGACTGCGCCTTCTA 

^t/^J^-^^ GGG ^ GGAG ^ GGAGGAG ^ AGA ^ G ^TCAATTGAAAATG^C 

A ^ A ^^^ GTGATCAAGAAAATCTTGTTGGGA CCCATGATGCCCCT 

A J C ^^lSI5n GAATACTGTCCAGAAGTGAATATGA TGGTCACTGGAAG 

JI^^^^^^^^Q^CCCAGAACTCCTTGTMTGCTG 

GGACCTTCTCTCAGCCTGAAAAGGTATATACCCTCTCAGTGTCTGG 

ll^^S^^^?^ TGGCACCATCTTGTC0 

>701.1 

^ G ^ GG ^ GGGGGGGGAGG ^" AGGG GGGGGAGAGAGGAAAAGAACACAGAT 
>701.2 
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TCAACTTTTGCCACTACAACTTCAGGGCCCACTTAATTCATGGATTCCAC 

CTTTCTCTGGAATTTTACAACAGCAGCAGCAGGCTCAAATTCCAGGACTC 

TCCCAGTTCTCTTTATCAGCTCTAGACCAGTTTGCTGGACTGCTCCCAAA 

TCAAGATACCCTTAACAGGAGAGGCCAGTTTTGCCCAAGGAGCCCAGGCA 

GGCCAAGGTTGATCCCTTACAGCTTCAAACACCGGCTT 

>701.3 

AAACACAACCAGGCCCCAGTCACGGGGATGCCCTATGTATTCTCCTTCAA 

AATGCCTTAAGAGCAAGGGCCAGATGGTTTCAATACCTAT 

>701.4 

CAGGTTTACATGGGCCCGCGGTGGCGGCCGCCCGGGCAGGTACTGCAAGC 

AACAGTTACTGCGACGTGAGATCATCAAGAACACGTAGAGAAACCCAGCT 

GTAATCATGCATGGAGATACACCTACATTGCATGAATATATGTTAGATTT 

GCAACCAGAGACAACTGATCTCTACTGTTATGAGCAATTAAATGACAGCT 
CA 

>701.5 

AGGAGGAGGATGAAATAGATGGTCCAGCTGGACAAGCAGAACCGGACAGA 

GCCCATTACAATATTGTAACCTTTTGTTGCAAGTGTGACTCTACGCTTCG 
GTTGTGCGTACCT 

>702.1 

AAAAGGATGCGCCTCCACTTAGCAAGGCTGGGCAGGATGTGGTTCTGCAT 

CTGCCCACAGACGGGGTGGTTCTAGA 

>703.1 

GGCGGCGCCGGGCAGGTCAGACCTGAACGCCCAAACACTTCCTGCAGATG 

TTGTCGTTGGAAAACTGTCGTCTTACAGAAGCCAGTTGCAAGGACCTTGC 

TGCTGTCTTGG7TGTCAGCAAGAAGCTGACACACCTGTGCTTTGGCCAAG 

GAACTCTCATTTGGGGATACAGGGGTGAAGTTTCTGTGTGAGGGCTTGAG 

TTACCCTGATTGTAAACTGCAGACCTTGGTGTTACAGCAATGCAGCATAA 

CCAAGCTTGGCTGTAGATATCTCTCAGAGGCGCTCCAAGAAGCCTGCAGC 

CTCACAAACCTGGACTTGAGTATCAACCAGATAGCTCGTGGATTGTGGAT 

TCTCTGTCAGGCATTAGAGAATCCAAACTGTAACCTAAAACACCTACGGT 

TGAAGACCTATGAAACTAATTTGGAAATCAAGAAGCTGTTGGAGGAAGTG 
AAAGAAAAG 

>704.1 

GTGGCGGTCTGCCCAGATCCATGATGTGCAGTTCTCTGGAGCAGGCGCTG 

GCTGTGCTGGTCACTACCTTCCACAAGTACACGGGTCTATTTGGCCGTGA 

CCTTGCTCTGGAGACGATGATATCCCTTCAGCCTGAGGGAATTGATGTTG 

ATGAACCCGGAGGCATCAGTTGGCTCATAATCACCCTGCACGTTCATGCT 

CACCAGCTCCTCATTGTTCAGAGACAGTGGGGACTCCCGGCCGAGGATGT 
>705.1 

CCGCGGTGGCGGCCGAGGTCCGACGCAGCAGGCTCCGAAGATCATACAGA 

CGCCATTACCACTCTTGGCTCCCAGAAACCTCTGCGCCCCGCGTACCTGC 
CCG 

>706.1 

ACGAGTAAATTTTCATT ACCTTT AATTAGGCAATGTTTCTTAGATAACCA 

TAAAACTGCAAAAGCAATTTTTAAAAATGATAAATAGGACTTCATCAAAA 

AGTAAACGCTTCAAAAGATACTACTGAGAAAGTCACAGAATAGGAGAAAA 
ATCTGATG 

>707.1 

ACCXJATATCCMGGCTTATTGCMCTTTTAGTCTTGCCCCTGCTACTTAC 

ACAGTCCAGAATCACTTGGTGAGCATTCCAGTAGGACGGTGGCATTTTAG 

GATTCAGAATATTAACCTATAAACCTGTCATTTGATTCTTGATTATTAAT 

GTCTGGATCGCCTGTGGTAGGGGTGTAATCCCAGGAAGGCATTAAATATA 

TTTGAATTAATGTATATTTTGAGAATAAAAGGCTATTTCTAGAAAATATT 

AGACACTTGTCTTATGTTAAATAAAAATTTGCTATTTATTGAATATCCCT 

TACCCACCCTTCTTCCCAATGMGATCTTATGCAtACCTtCACTGGAAGG 

TTTAAGATGTGACAATCTTAATAGATCTTTGTGAGACCAGCCATTTCTCT 



Page 93 of 111 



W0 01/42467 PCT/DS00/33312 

576 

Table 3 

GTTTATATTTTGGAACCGCCAGAGCAAGGGCCATGCCACCTTTCTCATTG 
>708.1 

ACATCCTTTTGCATGCTCAAGAGCCCATTCTTTTCATCATTCGGAAGCAA 

CAGCGGCAGTCCCCTGCCCAAGTTATCCCACTAGCTGATTGCTATATCAT 

TGCTGGAGTGATCTATCAGGCACCAGACTTGGGATCAGTTATAAACTCTA 

GAGTGGTAAGTGTCTTCACATTCTTTAAGCACTAAAGAAAACTTTTAATT 

AGCTACCTTGCTTCCAGTAATCAAACTAGAGCTCCTCTGCCTTGTGTAAG 

TTGCTATAAAGTATTGACTATTAGAATGTCTTGAACTTTGGTTACTGTGA 

GCCAAGTCGGTGCTCAAAGTATATTTCATAGTCTCAATTATATAGTAATT 

TAGGTTCTGAAAAATAGGTTCTGTCTTTGCATATGTAATATTTTGTGAGT 

AmACmGGAMGTTTGGTCGACCTAATGATAAATTTAGAGTTTATTT 

TCCTTTTACAAGCTTACTGCATTGCATGGTATTCAGTCAGCTTTTGATGA 

AGCTATGTCATACTGGTCGATATCAT 

>709.1 

ACAAGCATGGTCCATACCACTGTTTACTTTTCTAGAAAGTTGTTAGACTA 

ATTTTTCAACAMMTTCTTTATTGTCTTGGTAACAAAAGAAGCATACTA 

AAAATTCTCAATAAGGCACAGTGTCTCTAGAAGCTTGAGCATTCAACATA 

AACTTCTAATTAACACGAACTTGTGCTCTTATTTCAGCCATTGCTGTGTG 

GGCTTGGAGCCAGGAGAAGATGCAGAGGAATTTTACAATGAATTACTTCC 

ATCAGCTGCAGAAMTTTTCTAGTTTTGGGGAGACAATTACAAACATGTT 
TTA 

>710.1 

ACGCGGGCTAATCCCAGTTATGAGGGCTCTGCCCATGACCTCATCACTTC 

CCAGAGGCCTTACCATCTAATACCAATACATTGGGTTTAGAATTTCAGCA 

TGAGAATTTGGGGGAGACAGTCAGACTGTAGCGATGATTCTGGAGTATTC 

ATCATTTAAGAGACACTTAAAAATGATCAGAAAGGAGAGGATGAAGGCTA 

GAACTAAGACTTTAGCGTTGAACATGGAAAGGAAGTGATGACTGCAGATA 
TCTCCAGT 

>711 1 

ACI I 1 1 1 1 I I 1 1 | | 1 1 I 1 1 1 1 I I I I 1 1 1 | | GATAGCCATATACCAAATAA 

^I G JI CTGTGACTAGGGGTTAT GGCACAATGGGTATTGAGACACTAAAAA 

CTCTGCTTCAGGCTTCCATCCTCTTAATTTTAGAATATCTCTGATTTCCT 

MTmCTGATTGACATCTTTTGGTAGATTATCGTGTTTTTACTTTATGT 

TATTGACTGATCCTTTAGAATGATTTTCTTTTTGTTCTGGGAAAAAAAAT 

GCATTCTAAATCAGATTCACTAATACTTTGATTCACTTCCAAGGA 
>712.1 

ACTTACAAAAATTTTTAACATTAGGAGGTAATTATAAGTAGATTCTGTGA 

TTAGGACTTCATTCATGTATCTTTTGCTACATAAACCTTTGTTAGATTAA 

ATGGAAGACACCTGCTAGGTGATACTTTTTATAAAACATATGAGTAAGTC 

ATATATCTTTGTTAMmCTGTATGTTCTTTTTTGTATAAAGATGGAGA 

GAAAGGATGGAGTGATACTAAGGACCCTAATAACATCTCTGTTCAAATTA 

ATTACTAAGTGATAGAAGTATTCATATGCCATTAAAGATTTGCCAATTCT 
A 1 1 1 G 

>713.1 

ACTGACACAAGGACTCCAGGCCACACATATCTTCTTGAAAGCCCTTTTCC 

TGmGAAAAAAAGATCGTTTGTATTTGATAGAGCAAAAGAAGGCCACAA 

AATGMTTGTCTTCTTGTGGGCTGTGTTTCAGAACGGCCGGTTTGTGGGC 

GATGCTGACCTTGAMGACAGAMTTTTCAGATTTGAAACTCAACGGACC 

CCAGGTMTTCTTTGGCTCAAGACCTGGGTTGCTTCATTCATATTTTCTT 

ATTTCCCCAGCCTATAAGAGCATATTTGTGTCTTGTAAGGTGCCTGG 
>714.1 

^^I^^S^^^^^^^^^^^^^^^^^CCJACTAGMTTAAAAT 
C^JI^^TCCTCAAW^ 

CAGACCACAGAACAAAMCAGAMTACCAAAAAATAATCACAAAATATTA 
AAAACAGTATATAAACACAGTGACAGAATTAGGACTAAACATATCTGTAA 
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AACAATAAATGTAAGGGTAATCTCACCAATTATGAAAAAGACCTTCAGAT 

CATATTTTAAAACAAATTTAAAAACTCAACTGTATGTTT 

>715.1 

ATTGGTGTAAAATTTGAAAACCATGAAAAAATAAAACAATAAAGGATCTA 

GATGCTAATAATGTGGTTAGTTAACATGTTGACCATTTCAAAGCAAAATA 

AGTCTTTGATGTTTTATACTATTCATAGCAAGATATAAGTATTTAATCTG 

CAAAGACGTGGATTTGAAAATTCAGCTGCCAAATGTAAAGAACAGATTCC 

TAGATTATTATTAATAATATCTCTATAAATATTATATTTATCAATAATGG 
GT 

>716.1 

TCTAAGTGAAAACCTGGATA I I I I I I 1 1 CTCCAAAGTTATTTCTTAGTTC 
TACCTATGACATGAGGGTGATCTTTATAA I I I I I I I I I GTTTTCACTGAA 

GAAATAAAACATTGCTTAAGGGAGAGTTGGGGGAGTGCATAAGGATCTGC 

AGTTGGGACTGGATTTTTCGGGTTTGTTTTACC 

>717.1 

ACTAATCTAAATGCTAGACAGTTCAAGTGTAGCTTTGGAGACTTACAGAT 

AGCCAGCTAGAGAACTACCAATGATGATATCCATCACGAGGAGTTTGGTG 

GCCAGCCTCCAAGATGGTCCTCAATGATCTTTGCATCTTCATATTTCCAC 

CCTGTGTAGTCCCCTCTCTCAGGGGATTAGGGTTGGTCTGTATGATCACC 

ACATGGCTGCAGTAATGGTATGTCACTTCTGAACTTAGGTTATAAAAGAC 

TATGACTCTCATCTTGGGTGTCCACTCTCTGTCTCTCTGATCTTACACTC 

TAGTGGAAGCTGCCATATTGTGAACCTCATGGAAGGCCCACAGGGTGAAA 

AACTGAAGCATCTAATCAACAGTTAGCAAGAAACTGAGGCCTGCCAACAA 

CCATGTGAGTGACCCCGGAAAGAATTTTTCAGTCCCAGTC 
>718.1 

G7TTCGGGTATTTGGGGCGGGATAAACATGGCGACGTCTCTGCATGAGGG 

ACCCACGAACCAGCTGGATCTGCTCATCCGGGCCGG 

>718.2 

TCTTTTATTTTCTACTTCTCTTCAGATTTGTCTTATGCATTTTCCAACTA 

TGTATGCATCACAGCTATTCTTTTTCTGAGTTATAGCTACAGTTTTCCTA 

CTGTTGTCTTCATGCCATTTCATTTCACATGGT 

>719.1 

AACCCAAAACATTAAGAAAAATATAGGAACAGTAAGTAGATTACATTTTG 

TAAACAGACAAGCTTACAAGTTTTCTCAAATATGAAAGTCATACTAAACT 

GGGAGACTGTTAACTTCTTGATGGGGTTAATCTCTAATATGAAGCCACAG 

TCATAGCTAACTACAAATTACATATACAATGCCAAAAATATTCAAAAATA 

ACAI I I I 1 1 GCACCTTAATGAT 

>720.1 

ACp-GAAGAACATGGTAAAAATATGTTCACAATAATATTTTATCTTAGAA 

ATGTATTCAGTAAAAAATCTCTTTA 

>7202 

TTCAACTATCCTCTTGATTCAGGGGAAAAAAGGATTAGCATGGGAGATAA 

CAGAATAGGAAG TTTAGG AGATAATGAGACTTCTGTTTTAGTAAAGTAAA 

TAAG CTTTAATAG 1 1 1 1 1 rGGTCATGTATTCAGTTTACCAGCCTTGAAGA 

TAmGTAGGAAATTTTAAMGTTTCTCTATTTCATCCCCCATGATAAAA 

A n^^^ T/ ^GCTGMTTGAACTTTCTTCACAGCACACTGAAAA 

ATATCTTCTATAGCATTAATCAGATCACA 

>721.1 

CATAATTCACCCTTGAGCGGCCGCCCGGGCATGTACGCGGGGTTAACTAT 
G 1 1 1 1 CTTTAACAGAAAGTTCTGTTTTTGTGATCCTTTTAAAAATAAAGC 
TTCACGGMGGATGAGAATAGTATTTTTCAACTTTAAATTTCTCATTACC 
AGAAGACCATGTGGTAATTCTCTGTATACAGTTAGAACAGCACGGAAAGT 
TGAAGGCCTAAAAAATTAGCTGACCTTGTTAAAAATGTTGGCGTGAGCAG 

AA ?I AA ^ GGCTG ^ TATCTGC CTGTTT(XCTCmACATTTTrCTTGT 
TTCTTTCCTTATTTATCTTTGTCCATCTTGAGATCTACTGTAAAGTGAAT 
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TTTTTAATGAAAACAAGTCCAAGTTTTACTCTCAGTGGGTTTGGGACATC 

AGATGTAATTGAGAGGCCAACAGGGTAAGTCTTCATGTC 

>722.1 

ACATGAACCTATTAATAAACCATTCATGCTTCCCAGTTTGGCAGATGTGA 

GCAAACTATGTATAGGAATTCCAAAGGTAACTTTTTCCTTTCATTACTTT 

ACAGAAATACTGTCAAGTCCAATAGAGAGCACAGACTTGGGAGGCGGATT 

GGGTGGGTTTGAATCTCTGCTCTGCCACTTTTATTAATCATGTGAGTTGA 

GTATGTGACTTAATCTCTTTTAGCTCAATTTCCCCATCTGTAAAATAGGA 

ATAATAAAAATACTGACTTCAGAGAGGTTTGTGAGGATCAATTAGACAGT 

CATG TTAA GTCTGTAAATTGTTTCTGTAATGGGCAAGATAGCAAATATTT 

TAGATTTTGTGGACCATGCAGTCTTTATCATAACTGCTTAACTGCCATTA 

TAGTGAGAAAGCAG CCACA GACAATATGTAAATGAAAAAGTGTGTCTCTG 

TTCCAATAAAACTTTATTTTCAAAAACCAGCTGGCTTGTCACATCTGGCC 
TAT 

>723.1 

ACTTAC TTrGT TGCTCTTTTTCTAAGTTTTAAAGATGGATGCCAATCTCA 

GGCTTCTTTTCGTGTGTGTATGTGCGTATGTCCATAAATTCTCTTCTAAT 

TACAGTG TAAGCCA CATCCCACAAGTTTTGATAGTCACAGAACTGTATCG 

TCACACTATTTTTTAATTTCAGTAAGTTCTTCACTGATCCCTGTGTAATT 

TAGAAATGTTTCATAATTTCCCTACATTGGAGGGGAAGATAGTTTTGTTT 
>724.1 

ACTCCTCAGCTTGTGCTGCCCTTCTCGAATGACTCGCGTTTCCTGCTTTC 

ATCACTACACCTCCCACCGCTCTCCATCACCTGCTCTGCTCTTATAAGGA 

TCCAGAGAAATGGAATAATCTTATTGCTGATCTATGTAAACAAGTTGAAG 

AATCGTCTGAAAGAAAATACAGTGTGTCTAAACTGGAAAAGTCCTGTAAT 

AGTTTGTTCATGAGCATTTGCACAGTGGAGTTACTGTTCATCATGGGGGT 
>725.1 

ACTAACTATTCCTAAATATTAAACACTGGTCAACTAAAATGCACAAATTC 

ATGAATTGGATTTGCACTCAAACAAAAAAAAATACCATAGGCAGTATCAT 

TTCTACCTTT GTAA GAGGCAGGAATATTCATTAGACTCTATGCTTGACTT 

TTCATATGTATTTTAACACTGTAGTAGGCTATCGGGTCTAGTTTAAGCTT 

CATTTCTAAACTACTCAACAGCTCAGAACTGACAAAGATCACAAGAAATC 

AACTATTAACCTCTTGCCTGA AGAC ACAAATGAAATATTCCCTATTTTAC 

AAAGCAAATTAGATTCCAAGATTTTCCAAAGCCATACTCCTGCAGTTCAC 

TTGGGTTCAAACTTAAAATCATAATAGTAATATACACATATTTACATTAT 

AACCCATTACACATTATTTTCAACTCAATGCAAGT 

>726.1 

ACTCACTTAAATAAATAATTGGTAAGATGATTTTATCTGACAATTAAAAA 

AAGGTATATGTGAAAAACCTTAAAAAAAATCTATTTCATTACATGTTGAA 

ATGTTCTGTGCTTAATCCAATACATCATTTAAATTCTTTTCACATTTGGA 

CAACAGAAAAACTGAAATCTATGGATTCCAAGCTGCAAAGTATTTTATCT 
AAAT 

>726.2 

GCAAATCAAAAAACATCTATAACATCTTGTTGGGGATACAAAGTTCTCCT 

GGCTGATTCTCATGCTACAGAAAG 

>727.1 

ACATTCTATTGTTATCTCTATTTTTTGGATGAAAAAACAGCAGCACAAAG 

AAGTTCAGTAACTGGCCTAAGGCCACACAGCTTGTCTTCCTGAAGACTGG 

ACCCAAACCCAGGCAGTCATAGAACATGCTGGTCGCTATTGGGCCGCTTG 

CTCTATGGGGGACGGTGCTCCAGGAACACAGCAATGCGGTTTAGGATTCC 

AGGAC CTGGGG CAGCT GCTG C I rCTTTCl I AGTTCTCGACAGACCACTGA 

GTGCAGTTTTTCTAAATCTTTTCCCCACTTTGATATGTGGTCCATAAAAC 

TGCTTCCACACGTATAACCCACTGTGMGTTTAAAATGATTTCATGTTTG 

GGCAAATTCCTACTGAATGTTAAGCTAGATAGGAAACAAGTTCTGACTAA 

CACAAATG 

>728.1 
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TAAAAGAATCTTCCAAAGGAGGACAGCAGAAATGAAAATAAAGTAAGTTC 

AAACTAGAATCCTTGACACAACTGGT7TTATTCCCAATGCCTCTTAAAAA 

GAATCGTTCCATGGGTGGCAGGAGGGGTGTTTTCATGGTGTGATGCACCG 
TGACTTGTTATTCAAGATGTAGT 

>729.1 

ACTTATCAGGATGAAATCAGAATCACAGTTGGCCTTTTGCCATAAGGGAA 

GGGTATTTGGAGAAGAGTCAACCACCACTCATGCCTCTCCCCTGCCCAGC 

AGCACCTTGGATTTTCCTGGCTTTATGCCTCCTGTTTCCCCTGGCTGAGT 

AACTGCAGGCATTAGGTTCCTCTACACACGATATATTACAGGGAAATGGC 

AGCGATGGTCTGGAAGGGCAACACTGGCCTTCTTTCCTCCTGAGCACTAA 

AATCCTAAACATGCAACTTAAAAAAAAATTCTAAATGTGAACACCACCTT 
TCAATAATTTATA 

>730.1 

ACTCACTTAAATAAATAATTGGTAAGATGATTTTATCTGACAATTAAAAA 

AAGGTATATGTGAAAAACCTTAAAAAAAATCTATTTCATTACATGTTGAA 

ATGTTCTGTGCTTAATCCMTACATCATTTAAATTCTTTrCACATTTGGA 

CAACAGAAAAACTGAAATCTATGGATTCCAAGCTGCAAAGTATTTTATCT 

AAATTGCAAATCAAAAAACATCTATAACATCTTGTTGGGGATACAAAGTT 

CTCCTGGCTGATTCTCATGCTACAGAAAGCCCGAGTTTCTGTTCTGTAAA 

TTGGGACAAGTGCCCGCG 

>7 31.1 

ACTTTTCTGAAGAATACATCTTCGTTCAATGTGGTCGTATTCTTAATTTT 

TTCTATMTATTGCTTGTAATCTTTAGAGTTATGGTTTCATTTTTTGACT 

A ^ AA ^^ G ^^ G ^ GACATCAGCAG '^ GA CTCTTCTGTGTAGATCA 

TAAi 1 1 1 1 I AATTAAGAAGACACTCTCAAGTGTTGAACTATAATTGTAGA 

GTAAATTCTAAGTGGAGGATATCGTAAATTCTTTTTTGTCTTGGTATTGA 

CATGTAAATGTTAACATATGTGAATAATTCAGTCCACGATTGTCACAGGT 

TCTATGTCTTTACCTCCTTTCAAAATACTTTCTTTAACAAATACTTTGAC 

AMTTTATTAACA TTTAT AAGACAAGACTTACCAAGTTGTGTTCGTTTAT 

GATTCTTTAAATGTTTTCCAATACTTAGATACATCAAAATTATAGGACTT 

CTCAATTCCATCCTATTGTTA 

>732.1 

CTCACCCTGAATTCTTTCCTGCTCAAGATCCAAGAACCCTTTTTTGAGGT 

CTGGATCGGGACCCCTTTCCTGTAACACGACTGTATCCCCTTGGCAGACA 

TATGAATCTGCACCCCCGCTTGGTCTCCAATATCCAGGGATG 
>733.1 

ACAAAACTATGTGAGAACGTATACTACTTCTCGGCCACAACTACTATTTT 

TAGATATTCATAAAATAACCTCTGATTGTGTTTTCACATTGACCCATTCA 

G II C I GTCCAATC ^ ATAA ^ CTGA ^ A AATGTTCTGGGCCTCAAAACTA 

ATTTTTAAAAGGCCACTAACTCCAAATCTAGGAACAAAACACTCTGTAAG 

ACTACTGTAACTTGTATAAAATTAACTTGAAAAATTCACTCACTCCAATA 

AAACTATGATTTATGTAGCTCATAAGAGGGTGAATTTTGAATATTTACTC 

TATGAAAAAGCCTAAGCAATTCAATAAAAACTTGATAACTGCACGTTTAG 

TTTGCAGCATCTTGTACCTGCCCGGGC 

>734.1 

AGTTGTGAGGAATCTGCAGAATTCCCCTTTCGTGTGGACGCCCTTTCAGG 
TACTTTCT CTGAATTTCATTAGCTACATTAAAAAAAG AAAAG ATCAAATG 
CAATAGATAGCACTGTAATAGATTTTGCTACATTAAAAAAAATCCATTTG 
AATACACAGTGAACTAAAACACCAGAGTGGCTAAAAAGTCCCTTCATGCA 
TATTTACTTAGCAGAGAGCTCTTGAGAAAGACCCAACCAATAAACCCCAA 
CCAAAGCAAATCCAGCTACTTCTCTAGCTGAGAGGGTGGAATGACTCCAA 
AATATTGTTTCAAGCTCAAAAAGCCT AAAACAACTCCACATAAAA 
>734.2 

A ^9 A ^! AAATCTATCT MTTGGACATTTACCTTTTTGGAAATAAAAGGCCC 
AGTGGGAAAAAAAAAAAAAAAAAAAAAAAGT «^w. 
>735.1 
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AC 1 1 1 1 1 1 1 1 I I I 1 1 1 | | 1 1 1 1 1 1 GTCACAGACACAGGCTGGGAATTTCC 

CAAATCTTACAAGTTCTCGTCCCCTTTCCCTTAACAACTCTTTCGGAGTA 

TCTCCGTCCTTTCACACTTTATTGTAAGCGAGGAGAGCAGCCAGGCTGCA 

CCTTTAACATTTCATTCACAGGATCTCAGCTCAGCCAAGTCCTCAGCCAT 

TTTGTAATGAGGATCACTTTCTTCCGGTTCCCCGTGACCTGTCCCTCGCC 

TCCTCTAAGCCTCAGCAGAAAGGCCTTCAACATCCACTTTTCCACAACAT 

TCTGTCTATGATACCTGCATTCTCTGAGATGCTAGAAGCTTTCTCTCCAG 

CTCTCCCCTTTCCTCTCTGAGCCTTCACCCGAGTCCCCATTGATGTCCGT 

ATTTTTACCAACAAGCTCTTCACCGCTATGGAGGCTTTCTCCAGCAGGTC 

CCTGAAAACGTCTGCAGCA 

>736.1 

ACTTGTCTGCTTCAATAAAATTTGTCTTTGATTTCACTGGTGGAAGGGTG 

CTTGATCCAGCTTTTGCTTCTCCATGAGGAGGACTCTGTTTTTCAGTTTC 

CGCTTTTATTTCCTCTGAGGGGAAAAAAAAGAAGCATACATTATAAAACT 

GGACAGCAGAAAGACTGAGTAATTTCTTAAGTTCTATAAACTCATTTGGA 

ACTTCTACAAAAAGTTGGAAAGAATGCAAATTTAATAAAAATTAGATGCT 

AAMTTGTTTCATCTAAATTTTTTAATTCACACAAATAACATAAAACTAT 
ATGAATAGGT 

>737.1 

' 1 1 1 " " 1 1 n II I 1 1 1 1 I I GTTTTGAAAACCCTTTATTCGGTTTCTCA 
GTAACAGTGATGCATTAAGAAATTCTTGTCTGCTAAACTTCATAGCAAAC 

GGAATTTTCTGCCCCCTAGCAATACTGTTCATCCCATCGATGGCCGAAAT 

GCCAGTCTGAATCA77TCCTCTGGGTAGATTCCACATTGAGGGTTGATTG 

GCTGACCTAATGTATTTCCAAAAAGGAAAATTTCAACAAGTTGCCGCATT 

ATTCATGAATGAAATTAGATATCATATCAAATTAAAAGAAAAGAAAAAGC 

ACCAGAAGACCAGAACTACATAAAGCATCTCTTTACTACAAAAAAAATCA 

GTTATTTTTCAAATATGAAACTTGAAATAATTGTTTCCTTTACTCTTTTG 

GAGACTCACAAAACATTGGGTAATAGAATTCAAGTT 

>738.1 

A ?I A I CTGCTCTGM ^ A ^'^ AGAAC AAAAATCACCTGCCGTGCCAC 

TACACATGGACA TAATC AACTGCTAAATTATGATTTGTTTTCTTCCAGTT 

ACTTTTCCAATTATTTTTACATATACAAATATTTTCTTGGTAGAAGAACA 

AMGTGGCACTATTCATTGTGTAGTTTTTTTGTAACTTATATTTTACCCT 

AAGCATTTTCTCGTTGTCTTAAATTATTAATTGAAAATTATTCATG G CTA 

AATAATGCCTAGGCTGCCATGAGTCTTTTCTCCTTCTATAAACCGTGTCA 

G P A JI C J mATATATATCmCAGCACATCT GCAA^ 

TAAATTTCT AAAGTTCGCT GGATC GAAAAGATTCAGGGATmTAGTGTT 

?ZIT? AAmGGC i A ^ TA ' n ^ CAGAAACAA GCCCAmCAGTTCTC 

ATAAACAAATTC 1 1 1 1 1 r ATGTTGCATTTAAAATCTACC 

>739.1 

^^SIP^^C^CGAAACAATCCAGAAGTAGGCTAGCAATGGTCAC 
CCAAGAAAACCAGCATTTAATGAATTTATTCAAGAGTATCATCCAACATA 

g TS a ^ atccacagctg ^ ccgaaa gtatccttcaattctggatcx;att 
gatggttcacaggttgtamggctgmcatctttttagttgttatcct 

^GAGTAAAACTGGCCTGCCCCTCTTTCTTTCTTTACAATATTGACTCC 

TTTGAGGAACCGGGGCTGGATGTGGAGCATTCTCCATTCATCTGATTGTT 

TCCATGTGACCAGATTCX3GGTCACAAATTTCTGGCAAGAACCCTTCACAG 

A J GACGA I G J AWGG ™^^ 
TGGGAAATT 

>740.1 ■ 

AGA XT GTCTGCA 'T^ GAGA ^ 

TGTTTAATTATACTGTGATCTACAAGCA 

>741.1 

ACTTCAGGTTAGAGATGACTTCAATATATGTCGCAGACCTCCCAAGGTGA 
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GCATCACACAGCACTTATCATAATCACGAAGCAGCTCCACAGAGGCTAAG 

ATGAAAACAAAAATCTCAGGAAATTTATGTTTATAAAAATGATACTTGCA 

AAAAAATGAATGGAACCATCTCCATTGCTTATTTAGAGTGTTGACTCACT 

GAATAAGATTTTAAATTAGTCAATAGTATTGGATGCCTCTATATCTGCAT 

ATCAATAGGCTCATAAACAAGGTTGCTCAAAGAACTGCCCATCAACCACT 

TGGTTTCATCTCTGGACACCACACTGTTATCTTCCTTTGGCCTCTGTCCA 

TAACGGGTCCAGGCTACGTGCACCAAAGGAAAAGAATTGGGT 
>742.1 

ACAGGTTTCCCTTGCCTCAACTTCTCATCCTGGGTGATGAGACTGTTACT 

TTCCTTCTTGTATAAAGAGGGCAACTTTCATGTAGAAATTTTACCTCCTA 

CTTTTAAGAAAAAGGAAAATCAGAGTGCTTTAAAGGAAAATCAGAGTGCT 

TTTCTTGCATCTGCTATTTTTCAAGTGTCTTTAACTCAAAAAAATCAATA 

TGCCAAAGTGGCATGTTTGGGGGTATCTGGTTCTGAATTCCTTCAGGAAA 

GATAGAAAGCAAAAGCAAAATAATAGG 

>743.1 

ACTCCTCCTTGGCAGCATCAATCAGGCAGGGCTCAGCCCACACCCGGCTC 

CTAAAGACAAGAGAGCAGAGAAAGCAGAATGGTGTTTAGAGACCATCGCA 

GTGACCTGATCCTGAAAGCACCTGTAGGAAATTGGCCTCCGCCAAGTGAA 

TGTGACAATGCAGTCAGCCACAGTGACGGAGTGCAAGATCGGATCACCAC 

ACAGATCCAAGAGACCGCTCACCACACCTGAGAAACAAGAACCCAAGACA 

GCCTCATGGAGGTGGAAGCGTGCTACGCAGTTATGGCTTCACTACTGAAT 
GCGATCTTGC 

>744.1 

ACGCGGGTG I 1 1 1 1 1 I I I GGGTAATTTTCTTGAGTTAGAAATGTAGTTAG 

AACTGTGACTAACGGCATTGCCTGGAATGTGCTACAAACACGATTAGATA 

TTCATTTATCTTCCTCGTATTAGACTGCTTGTATAGAGACTCAGTGTTTA 

GACATTCATTTCTCTTCCTTGTATAAGACTCCTTGTATAAGACTCGGTGT 

TCATTTATCTTTTTAAATTAAACCACAACAAATATATGAGTTTTTAACCA 

TTGCAATGTGCAATAAATAAATATATCTGAAGTAGCATTAGCCTTCTAGT 
TTTAAATAATAA 

>745J 

ACCI I I I 1 1 1 1 1 1 1 1 1 1 1 1 M I 1 1 CGTCAAAGTCACTATTTGGGCCCTAA 

CATAAT 

>745.2 

CCTGCTCAGAGCGACGGAAAAAAGGCAAGCCTTTTCAAACATAACTCTCT 

CTACAAGCCAGCTATTATGGCAAGGGAAAAAAGAAAGCATCTAGATAAAT 

AT CTATCj^MTTAACTTTMGAGAAATACTCTCTTTCCTTAAAAGCCCT 

TAn i 1 1 i AAGACACTAGAAAATAAGTTACTATAAAAAGTGGTGGTCTGG 

GGGCTAAAAACAAAACAAAAAAAATCCTCTTTTCTACATTTTTTAGTTTT 
CTG 

> 746.1 

Aoi 1 1 1 1 1 1 1 1 1 III 1 1 1 1 mTAGTTAAAATGCTTTACCTCAATGftTTft 

AGATATTTTGAATGGATTTTTCAAGGGGGGGAAATGCTTATTATAATAAT 
AAACCAAAATACTTAACAGAAAATTGTCAGCT ATTCTGACAAAAATAAAC 

ATTTTGAGAGACTTTATTTCTTTTGTCCGTTTCTGTGGTATCACTCATTG 
TCGTTAAGTAAGTAAAG CTTTTTATATTTAG GTAAG AACTG ATTTT ATTT 

TTTAAATTATATTTTATATTTATTAGCACAGAAGAATAATGAGAGCCACA 
1 1 1 1 AGTTCAACTT 

>747.1 

ACTCTTTTGTTTAGGTATTTCCCTCCTGCTGTGTCCAGGATTGCTGTGTG 

GTGGTGATGAGTGCTGGGAGGTGAAAAATTAAAATAAGCCATTTACCAGT 

CAGCATCCCAATTAAATATTTGATGTAACTGTGATCTTTGAGCGAGGCTT 

ATATATTCATTTTCAAGCAGAGGAG7TCCCCATTTTAAATAGAGGCATTG 

TCTGATG TGTTTATGGTTMCTGCATCTGGmGGGTCTTTfH-RTTTTr.r. 

1 1 101 i iGCT6MTTAGMGGGGTtACTCTGAAG>VGTCCAGGTCTTACAG 
TGTGGi 1 1 
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>748.1 

A CI I 1 1 I I 1 1 1 1 1 1 1 1 1 | 1 1| | | | 1 1 1 | 1 1 | 1 1 1 1 ICATTCAAGAAAGAT 

AATTTTACACmTTCTTTGAAAGAAAAATTCTATGGAATnTCTTCTTC 

TAATTAAATTCCAAAATACATTCTCTCAACCCTATGCCCTCATACTAGTA 

ACTTGATGGTTAGCGGGTAAGTAGGTAGTAGTAAAAGAGCAAAAGGGGAA 

ATTTGGGGAGCAAAAAAGGGAGAAAAAGAAAAAAAGGGACCCTTCTAGTT 

TCCTAATAGAAAAGCTAGAGAATTCCATTCCTGAAAATTAAAGA 
>749.1 

ACCACTCACTACATTACAAAATAGTCTCTAACATAAAATTGCCTTAATAA 

CTATACTATTATAGAATCTGATAAACCTTACATTATTAAATTGATTATAA 

AATCTTCTTG G AAAAACTTTG GTATGTATCTTCAG AAGGTTTTTTAAAAA 

TAATATTTTAAGGGCCTGTAAACATTCCATTCTATTAAAGCACAGCAGAA 

TAAGTAATGGATATTCAACTGCATACAGAATATAGAATCAAAAAAACAAT 

TTATTATGTATTTGTAGAAAATCATTACCAGAGTAAGCAAAAAA 

>750.1 

ACATTTGATTGTGGCATATTCAACTATGATTTTAGACAAGATGTGTGTGT 

GTGTGTGTGTGTGTGTAGACAAAATAAAATTCAGAAAGAGAAAATCTATT 

CTACAATGAAATTCAATCTCTTACTTAGCTATTTTGAAATTGTGTCCCAA 

TACCACATTAACAGAGCCAAAATGAAATTTAAAATTATGGTTATACTATT 

ATTCACACTAGGTAGGGTCAGGTTTTTTTGTCTGAATTAAATGGCTCCTT 

TACGCTAGCTACTTAGGAACCACTTCCCATACCCTCAAGCTAGAGTAATA 
>751.1 

ACATTTGATTGTGGCATATTCAACTATGATTTTAGACAAGATGTGTGTGT 

GTGTGTGTGTGTGTGTAGACAAAATAAAATTCAGAAAGAGAAAATCTATT 

CTACAATGAAATTCAATCTCTTACTTAGCTATTTTGAAATTGTGTCCCAA 

TACCACATTAACAGAGCCAAAATGAAATTTAAAATTATGGTTATACTATT 

ATTCACACTAGGTAGGGTCAGGTTTTTTTGTCTGAATTAAATGGCTCCTT 

TACGCTAGCTACTTAGGAACCACTTCCCATACCCTCAAGCTAGAGTAATA 
GATACCTGACCC 

>7 52.1 

AC i i i i i 1 1 1 I 1 1 1 1 1 1 1 | rTTTTTTGGGAGCCATGGCAATCTTTTTACA 

CTTGATnTAGCCAAAAGGCCAAGAAGCAATGAAAGCCATGATAATCTTT 

TTATGCAATGTTATCAGGTAAAAAAATGGCTAAAGTATATTAGCATTTAC 

CCGAGTGGTATTCTTTTATAGAACTCAGCTACTAAAACCAGGGAGAGTAC 

TTGGTGTATTTCTGAAACACTCTGCGAAGTTGTGGATAGCTTCTGGTGGT 

AAGGATGGTAtTGAACACGTTTACGTCTGTCCCCTTTCTCCTTTCTCCTG 
CTTCATACAAGG 

>753.1 

ACI I 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 GGTATTATATAAAATAATAATGC 

ATCTTACAGGGGAAGTCATAAATCCAATGAAATAAAGTATTTACCTGACA 

TATTTTTCCCA TCTTCT TATTTCAACCATTTGACTGGTTGTCCAGCCCCA 

AATTGTTGGACTTTTTTAAACAATTCACACTGACTGGCAGTCTTCACCTT 

TAAATAGTTGAGTTCCATCCCTTTAAAATCATTTAAAAACATGATTTTTA 

AArTTATCTCCATTACCTTATTTTGTGTTTACrrTTTTTACTTTTATTTAT 
TTCCT 

>754.1 

ACI 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 IGGTGGGGAGCTGTATTTATTTCCCAGGGCT 

GTCAAAACAAATATCCATAAATTGGGTGGATTAGAACAACAAAAATTTAT 

TCTCTCTAGAGAAGAACGTTTTCTTGCCATTCCCTGGCTGCTGGTCATTG 

CTGGCAGTCCTTGTCCTTCCCTGACTAGTAGCTACATCATTCTCATTTCT 

GCCTCTGTCnTCATATGGCTGTCATTTCACTGTGTGCTTGTCTCTGGGTC 

TTCAAGTGGCCTTTTTATAAGGACACTGGTCATTGGATGTAGGGCCTACC 
CCAAT 

>755.1 

ACATGnGGMGGGTTTTTAAMTGTtTTGAAACTGTGCACAGGCXjAAAC 
CCAACTTTCAGGACATGGGTTTTCAACTTCTGGATGGTATGATGGGGTGA 
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TAGTAGGGTATAAAAGTATCCTGAGAAGTTGAAAGCAGTGTGTGAATGGG 
GTGTTCTTTTCTCCCCACAATCCTTTCCCATCTGCTGACAGTAGACTTAG 
CACCTCACAGATGCTTGGGCCTGGAAATGAAGCCATGAAAATGAAGCCCT 
CAGCCTTCTTGGAGATCAGAGCCATGGTCCTCACCCACAGCACATGGG 

ACACAAAATA TTAAATAG GATATTTATTTCTAAGCCAAATTTCAGAAAAC 

MmACAMCTTTTTTTAAAGTATAAACATAGTGTATGCTTACTATAAA 

AGGAAAAGTATAAAACATTACTCAAGTATATATAGAAAATGAGTGGGCTG 

CTGATCCCCCTCTATATTATCTATTGCTGTGTGACAGTATTACCACAAAT 

ACAGTAGCTGAAACAACACATTTGTTTTCTCACAGTTTCTGTGGGTGAGG 

AGTTCAAGCATAGCTTGGTCCTCTGCAAGCTTACAATCCAAGGGTTGG 
>757.1 

ACTTCI I I I I 1 1 I I I I I 1 1 1 1 1 1 I I AAATGAGTAGGAAGAGATGGTATCA 

CAAACACAAAGCACAGGTTACTGTCTTTAAAAATTTGCGTTCTTCTATTC 

TCCAATGGAAGTGGGAACAAAGAGAAAACCCCTGTGTGTCCTAGCACAAT 

ATGGGCATTTGTGTGGATTTAATAAATGGGCATTTGGATTGTTGGGAAAA 

TGTGATCAATCAGCA GGCTATA GAAACACAGTTTGATACGATGGTGAAAA 

CTrGTCTACAATGATGTTTTTTCAGAAATGTTGGTGTGAITAGAACAAGT 

CAGCAATGATGATGACAAAATATTTACATAATGTTATAGATGTGGCTTGC 

TAATGGAAATACCTATCTGAGGCTGTTTAGGAATACACAAATTGAGAACC 

GTTTAGTTCAGTTTGCTTTAAAACAGTGGTTTTCTGAACCCT7TTTATGT 

TCGTGATCCTATGATTAGTAACATCTTACCATTTTAGAATCACT 
>758.1 

ACTTGTTTTAAAACAATGTTGGAAATGAGGAAAATGAGCAATATCAACAT 

TTTATCCTGAGGGACAGGGAGTAGAAAACAAGCCAGAGGCTGCTAGTTAC 

ATAGTTCAGTCTTAGGGATGAAGGGATTTATGTCTCTCCTCCCTCAGGTA 

CGCGGGGACTACACTGGTGTCTGACTTTTTTCCTAGAGATTTCTCCCTGA 

AAAATACAAGGGCTGTTGGTGAGAGCAGACTTGAGGTGATAATAGTTGGC 

CTCTGGTCTACAAAGATTTCATAACTCCTTGGAAAGCTTCT 

>759.1 

ACTCCGATTGCCTCTCCCATGCTTCTCTGCTTTCCAAAGAAAAAACTGAC 

CTTGTATAGATCCTGTCAGCTGATTGCAGTGCTCTTAACTTCTCCATTGT 

GAGTTGTTCAGTCTGAGGAGTTAGGTATAAACCCAGAGTGGTATTCTCTT 

TTCTGTTGTGTTTGGTTTT GCTTACA TATTCAGGAGCTGCTCTTTACCCC 

CAGAACATCCGTATATATGTTTTTTTCTGTTTCTAGATTTAAAAATATTC 

CAGAAGCCTGGCCTCAAGATAGATAATATTTTACTTTTA 

>760J 

ACI 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I | | 1 1 1 1 | lAAAAAAATATCCTTAATTAGGTA 

AAAATTCTCCTTTA 

>760.2 

TCAAGCG GGTAATTG G GTTATTT AATG G GG G GTTTTTTTTAAAGTTTAAG 

GGA 

>761.1 

AACCGAATCAAAAGCACTGGCTTATTAGACAAGAGTTTCCCAAACTATCA 
TGCTA AAACAGTAACAGCG AGCTTCCAAATTAATGTTGC C I 1 1 1 1 1 1 1 1 1 

TTTTTCCAAACTGAAAGGAGGGTGGGGAAAACAAACGCATCATATGTAAA 

GCACTGAGTCCAGCCTG 

>762.1 

ACGCGGGTATGGTTTTACGAACAAATTTTTAAGGAAAAAAATTATCATGG 

TTCTAATCTTACATGTTAACATTTCCTTGTTATGTAGGGATCAGACTTGT 

TATAACATAATTCCACTTTATAATTCAATGAAGAAGAAAGTTTTGTCTGA 

TTCTGAGGTATGTAATATTTCATTATTATTACCATATTGATATTCTCTAT 

ATAAAAAAATTTACATATTGTAGTmCAGGTAAAAGCTGTTGTGAACAT 

TAi 1 1 1 1 IGTCTAGTGTAGTTAATTTAAAAAAAAAAAACAACTGA 

>763.1 

ACGCCTAAGGGAGAGCTGGGAACTCATCAAAGAGACAAAAAGATGCTTTT 
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TTGCTCTGAAGGCATCGCTGTGGTG 
>764.1 

CGCCAGTGTGATGGGATATCTGCAGAAATTCGCCCTTAGCGGGCCCGCCC 

GGGCAGGTACCGCGGGATTCAmGAGTGGGAATCTCAAAGCAGTTGAGT 
AGGCAAAAAAAA 

>764.2 

TTCATTAAGGGATTAAAAATGTATAAGGCCAGCACCGTGTAAACCTTCGA 

CTTTCAAAGAATTTTCCTGGAAA 

>764. 3 

TTTTAACCI I 1 1 I I I I AAATAAAGGGGGAAGGCCAAG I I I I I 1 1 I rCAAA 

AACTTCCC CTTAAAA AAAATG G 

>765.1 

^ < f A ^ GCAATG ' 1 1 1 1 1 GAAAGTTTTCTATCTGAGGATTGTTGAATCCA 

CAGATGCAGAACTCATGGAAACAGTGCCCACTGTATGTCACAATTTCAGA 

AAATCAGTATTTCATACAATCAGCTAATAGCCTAATTTGTTGAGCACAGA 

AAAATACACTGAACCAATTCTGATTATTGCAGAGAAATGATTGGCAGGAT 

ATTGGGAAATAGAATGAAGGGCGGAAAGAATTTCACATGGATTCAGTATA 

CTCTCCGTCAGGAATTTTTGTTCCCTTGATCTTTTTGTGTTTATTGCCTT 

ATTTATTGGGGCCCT 

>766.1 

^? A ^S CAATG " m ^ GAAAG " mcTAT CTGTGGm^ 

CAG ^J G P AGAACTCATGGAAACAGTGCCCACTGTAT GTCACAATTTCAGA 

AAA I^ T ^ mCATACAATCAGCTAATAGCCTAA "nTGTTGAGCACAGA 

AAAATACACTGAACCAATTCTGATTATTGCAGAGAAATGATTGGCAGGAT 

A II GGGAAATAGAATGAAG GGCGGAAAGAATTTCACATGGATTCAGTATA 

CTCTCCGTCAGG AATTTTGTTCCCTTGATC 

>767.1 

^ CAA I CAAAGGAGTCTAATGGAACCAAGTAGCAAT G'fTCCCGAAAACAAA 

CAAACAAAAMCCCCAMCATmGCTGmcmCCCCTCTGTATTTGC 

TAACTTTATCATGACTTTATTCTTAAAGCCTATCACTGGTCTGCTTTTAT 

TAATAGATTAGTGGAAATTTTCACCTGGCCTATTAGCACCTTATAAAGAA 

^ A 3 A ^^ A 5 TAGGAAATATATAGATGAAGATGTA CTGTATAGMGTT 

G J?7^ AAATCAGTATGAAAG ^ CAATG '^ G CTGTTCTTGCTCAGTGATTT 

TAAAG AAATTGAGTAGTTCCTATGTGA 1 1 1 1 1 1 1 1 1 1 1 CTTTTCTAAACT 

>768.1 

A^AT^AmTGTMTGAAAAAGCGTGCATGGGGATGAAAAAAAATTT 

TTTTGTTTATATGCGGATACAATATATACAATAAAACACCTAAA 
>769.1 

A 9IT A ' ' ' 1 1 ' rACTAAGGTTTTGTTTTGGAGACTTGTTTGAAATAAAGT 

GATGC T CA 13 C / G ^^ 

I^ G , A ^I A AT CAAC1 ^ AGGTAAmGATACT GCTATAAT^ 

GA II GAG T A ^ GnCA ^ 

C^QCCCAGTCAGCCTAACACCACCAGGGATAAACCAGTAGTCTGAT 

p GG ^ G ^ G ^J GGGGA p^ A CACTCTG CAACTCTTTCTTCT GAG CCAGG 
^^^J A CTGTCTTTTCATTTATGTCAAGGCAGGGGMGACCTCAMGG 

tgtggggacaggmctttggggcmgccggggctgtccagmgatc^Sda 

G ^ GG ?P^ TAGTAGAAAGGAGAGTC ^ A ^ 

C Z™ A ^ GATAGCCTCCAGTGTGGAGCAAAGA TGCTC(^CnCAAAG 

gaggggagccaactacatgggcaatggataaacatacatgtaacacatcc 
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CATGTTCAC 
>771.1 

3^^ GGMGGC ^ C/UCTTGTTGACATTTGG GAAATTGGGATATCCTT 
I GGGG /^ TGTAGTAATC ^^ 

GAATAAATAAAATTCCATTGAATTTGGAATATGTTGTCCATTCTTCCCTG 

TAACTAATGCTATCAAGATAAAGTTAGAAATACCACATTTCAGAAACAGC 

TGGAAGTAGACAGGGTCTTCATAGGGCTAGCTTGGGAAACCTAAATAGCT 
ATTAAATAAATGAA 

>772.1 

ACCACCAATAATGATGCCCACATTTGTATCCTAAAAAAAAGTGATTTCTT 

GTTCCTTTGCCTACAAGAACAT 

>773.1 

ACTATCATCCCCCAAGGCCTTTTACAGTCTGAAATATCAAAATTGAAAGC 

AAAAATAGGATGACCAAAGGAACTACTATTTTACCTTCTTTTC 
>774.1 

ACATATACATTATGTAATTAAAAAGCGTGCATGTGTATGTATTAAAAATA 
ATGGTATATAAACAAATACAATATATACAATAAAACACCTAAACGTCAGA 

g -S G tS3 G a GA ]?^ a ^ ggagaa ^ agg ^ aa ^^ gga ^^ g tatttaatgaa 

TTGTGTAATGTATGACAACAAGACAAAAAAGCA 
>775 1 

AC il'l 'J ' ' " I I 1 1 I I I I | IGAGAGGGGTCATCCTCCAATCATTAACT 

^ GGG III GC1T ^ ACCTTATAGATG AGGCCAAAGCACCAGGTAGGTGGAA 

^ G IZx™^J CGG ^ CGAACCCCGACAGCGCGC ^ 

G ^A G J G ^ GGAGCAACACGCTG ' mAACGAGCGGG TGGGTGCAGGCGTGC 

TTGAGCTGAAAATGGCATTCAGCCCCAAGTGAGGACAGGG 
>776.1 

AGAGCTTTGTTTAGAGGCTGTTGTAGTAATCCAGGTAAAGGCTTTTAATC 

tI g Z cc I^ aacaatgatcagcaatggcaatggagatga cagaacagaatt 

>777.1 

^ G ^9^wS G ? A ^ A ^ GGAA ^ GAAGAAAGGAAGG ^ A ^ GA ^ AA TT^T A CAT 

CA ?™IS A ^ GCTACTGAAGAAAAGC TCTTGGATCTrGATGCACTTCGG 

AA ^^o AG ZT A C i^ GGTAAATCGGAAATGAAAGAAAC 

AGCTTGAGGCAGCTTGAGAAACAGAATTAAACA 

>778.1 

AAAAACTCCTTATTAAG G AAATTTTTTAACATACCAAAAAATAGTAAG AA 

^l AG J9^^^ A '^^CTTATACTTCCCCTCCCCAACACCTTAC 

TCTnTGGCGGGGGCTGAAATTATTTTAAAGTAAATCCCAAACATATCAT 

TCACCTTTAAATACTTCMTGTATATCTCTAACAGATAAAGACT 
>779.1 

ACTACGAAGCTGCAGATCATTACGCTGATATGAATGACTGCTTGAAAGAA 

CAGAATGGCTTTGATTTATACTTTGCACACCATTGAGAGAATAAAAAGAA 
A ^T G I A ^ G 3I AGTC ^ AGAGGA TACAMCATTCTATATACTATTTCAT 

TTATCTAATGTATCTTT ATAATTAAGAAATCA 
>780.1 

TCT AA 1 1 1 1 1 1 1 1 CCTGTTGAATGGGTAAAAACAAAACAAAACTTTTTTT 
^ G ^^ A I GAA ^ GCTGTCA T G "nTTTGTGGAAATGAGGGATCCGTTGA 

GCTTCACTATCCACCTTGGMGTTrGAGTTTGAAGCCATGAM^^ 
>781 .1 
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ACI 1 1 1 1 1 1 1 1 1 I I 1 1 1 | | 1 1 1 1 1 1 GGCGGATGAGTCTTTTAATAGAAAA 

ACACACGTGCAACAGTATCAACACACATTTTTTGGCAATCCTGACAGCGC 

TGAACTTCAGTTCTTCACCTTGGGGGGTGGCCTGTACATATCAAAATCTA 

TCAAATTGGACCCTCAACTATGCATTTTTCTGTGTGCAAGTTATATCTCA 

ATTACAAACAAACAAAAACACAAAACCCTATGGTTAACCCAAAACCTAAA 

CTATCACCAAGAAATATCAATTGGGGTTATGGCATGACCATCCTCCCCAA 

GAAAATAAAATGCTTGACAGATTCTGAGCGGGACAAATTTCACTGATCAT 
ATCCCA 

>782.1 

ACAAATAAATGAGTTTGCAGTGAATTGGGCCTTCAAATTACCTCAAGTGA 
CAGATAGTAAGAAAAGCTTCTTGAGCAGGTGGAGGTCACTGAATCCCCTA 
CTATGCACTTATCMGATTTTACTTAC7TTAATTTACTGGAAATTGATTT 
TTTAAAAAATGA CTACACTG TAACAAGGGAAGGGATCTGGGTTTTTTTGT 
TGTTT TATTCT TG I ) I I II I I AAGTAGTTCAAATTCTGAAACTGTGATTT 
AAAAAl 1 1 1 1 I ACAGTCAAGCATTCTGATTTTGAACATAACTCCCTTCCC 

TTTCTGTGTAACAAAGGTCTCTCTGTTATCTCTTAAATTTTGTTACA 
>783.1 

ACTCTTCACTGTCTTTGCCATGAAACTTTATAACATGGCTCTCCAGGTGT 

TGAATCTGGTGCCCTGTCACCCTGTGCTCAGGGAACACATGGCGGCAATC 

AGCATGTGAGGCGCAGAGGGAGGGCAAGCTCCCCTTGTGATATTTGAGGT 

ATCAGCTGACTCAAGTCTCTCTCCCTTCTCTCCTTATTCTCATGCTACCT 

CTCCCAACCATTGTCTTAACTTCCCTGGCCAGGATGCCTGCCATATTAGA 

TGGAGAGGAGGCAGTTTCTAAATGGCTTGACTTTGGTGAAGTCTCAACTC 

AAGAAGCTCTGAAATTAATCCACCCAACAGAGAACATTACCTTCCATG 
>784.1 

ACTACTCGATTGTCAACGTCAAGGAGTCGCAGGTCGCCTGGTTCTAGGAA 

TAATGGGGGAAGTATGTAGGAGTTGAAGATTAGTCCGCCGTATTCGGTGT 

ACCCCTGGGAGGTGCCAGTCATTGAATAGATAAGGCTGTGCCTACAGGAC 

TTCTCTTTAGTCAGGGCATGCTTTATTAGTGAGGAGAAAACAATTCCTTA 

GAAGTCTTAAATATATTGT 

>785.1 

ACAAGAGGATATGTGTGCATTACATGCAACCACTACACCATTTAATATCT 

GGGGTGTGAGTATCCGTGGGTTTTGGGTATCCGTGGGGGTCCTGGAACCA 

AmCTCCTGGATACTGAGGGATGACTGGATTACTGTGTGTTTGTGTGCT 

TGTTrTTAAGCTTCAAAAGATTATGTGATCTAGGAGTTGTTAGATTTTAT 

TATTGGTCTTAAAAGATAAGCTTAGATGTGTTACTTTTTTGGAGTTTTAG 

TTTACAGTGATTCATGAATCGGGCAGCTTCAGACCACAGGAGACATGAAG 

CAGGTAGAAGTTTAAGAAAGCTTGACAAGCAAAATATTTGATTTGGT 

>786.1 

ACTAAAACTAAAACTGAGCAGTTTAAAACATTCATTTAAAGGGATATCTA 

ATGTGTTTATTATTAACATAAATAATGTTTTATGAAAAATGTAACCTTAG 

TTITCCAAMCAAAAATGTTTAGGGCAAGAGTAACATTATTTTACATTAT 

TGCATCTCAGTGAAA AATAAATGG CAACAAAATTCTTATATCTGCTTCTG 

CAGTTM7TCTGTTCATTTTGTTTTGGTTGAAATATATGAAGGAAATCTG 

TCCTCACACAGTTGTGTAGTGGAAAAAGGGGGACTATTGTAACAGGCTG 
>787.1 

ACGCGGGATTCCTGGTTAAGCAGGCATTGCTTTGCCCTGGAGCAGCTATT 

TTAAGCCATCTCAGATTCTGTCTAAAGGGGTTTTTTGGGAAGACGTTTTC 

TTTATCGCCCCTGAGAAGATCTACCCCAGGGAGAA 

>788.1 

ACCTGCAGGCCTCCTACACCTACCTCTCTCTGGGCTTCTATTTCGACCGC 

GATGATGTGGCTCTGGAAGGCGGGAGCCACTTTCTTCCGTGAACTGGCCG 

AGGAGTAATCGCGAGGGCTACGAAGCGTTTTCCTGAAGATGC 
>789.1 . 

ACT7TAATT I CI 1 1 ATAATTTGTTbAGCTATTTAAAAAGATAAf CCACAA 
TCTCCTACCGCCATTAGAGCACAGGAAAAAAAAATTCAAAAATAAAGGAA 
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AAACATGGCTCATATATCTACAGAAGTCACAAAAATACTATAGGGCACAT 

ATACCCAGGCCTCAGCGGTGGGAAGAAAACATACAACCACCGGGCAAAAT 

GTTTGAACACTGAAGACGGGAATTTTTTAGGGCCAT 

>789.2 

TCAAGACCATGTTGAAGGTAACTGGGAAAGTCCTGGATAGAAATAGATTA 
AA 

>790.1 

ACTCAAGTCGCCCTTATGGAGCCCTTGATTCAGGCTTCAATAGTGTGGAC 

AGTGGTGATAAGAGATGGTAGGGMTGMGTMGTGTTTTTTATGTTCCG 

I®I3I TATAACACCTGA1TAAGAGAAAA CAGAATGATGAAAATGAAAAGC 

GTCTTAACTGGATTCAGTTTCTCACTACATAAAATACAGAAAAGTCAAGG 

TGGAGGCAAGATTCCCACCCTCTCCAGCAGAATTGGCATTCTGCGTCCTT 

A ?? GGC JI rCTGTCACGT GGATTTCCGCCTGTTTCCTCATTGCCTCATGG 

^*I A ^3I rC i VTATCATAGAAAGGCAAACAGGAGCT GAGCCAGTTGAAAC 

TGAAGCCTACAATCTGAGGTGGGGGGTAATCTCG 

>791.1 

ACTAATTCTmCCTCTTTCCTAGACCGATTCTAGTTTGTTGCCTTCCCT 

7TCCTCGGAAACCCCAAGTTTGGGATGCTGCAGACACTCTGTGCCCCCCT 

GGA !S C I GGGTGCCTGGGG AGCTGCCAGGGCATAAAGACAGAGACGATGT 

GGCCTTTGTCCTTAAGAATGAGGTTTGAAAGCCTCAGTTCTTCCATGTTA 

??7?J^ C ^ GCAGCTC ^ GGTATCTGCAGAATT AGTGTGAATGCTTAA 

AAAATATTAACAGCTTTATATCATCAAAGTTTTAACAGT 

>7 92.1 

AC 'L' '''',) ' "I" 1 1 1 1 I I 1 1 1 1 1 1 1 1 1 1 rGAAGCTGAAGGCCACAGT 

AGG J AGCTAAAGGCCACAC CACTGMCACTAAMCTTAACCTTTACTGGC 

I A ?JII GTAGATAACATTCACAGCTCACCATGAATGG AGCTGCAGTCAAC 

I A ^ CAGATATGAAGTTACC ACTGTATTACATGGTTATATTAGGGACTGCT 

^ CC J AC J GGAGGGTGGGG AGGAATGTAACAGCACAAGCCATAATGAA 

?I2 A T^ TACAGGCTTAATATAAA AGAAAACCCTAGAATGAACTCAACAC 
AA I I A Iva 

>793.1 

ACCATGCAGGGATAGCTGAGTCTTCATCCTCCTCAGCCCCTATCTGTTCA 
?J GCA CTG^CACCAGCTGCTCTCTTCCTCTCTGGCTCCCATGG^ 

I GG J C J G XT G ^ GAGAGAAGAGGA ^ GGGTG ^CCCTCTTTAAGGGMCC^ 

TCCGTTTTGCTTTCTGGAACCACTCTCTTAATG 

>794.1 

AGG ^ A ,9X[ A ^ A ^^ A ^ GA ^ GAA ^ A ^ G ^^ G ATAATGAGAAATCCTGAGAG 
^IT^J^ CAA ' mA1 ^ AA1 ^ GAAAGAGGA TATGACATCTGGAA 

J A ?^^£ A ™7^ 

CAAAAAAGCGAACAACAGAGGCTTCATCTTTTGAAAACTTCATTGGCTAA 
A ^ G I G I C IT C T GTAATACTG ATAGTGMGAMCTGTTTTTACATCCGAGA 

>795.1 

AGCTCTCCCAAGCTCTAAATTGATTAATTTATTAGTTCCTAGAAGAAAGA 
GAmCATGmATCTTTTTGTTACAGMGAMCm^^ 

mGAAGGAATAAAATGGAATTATTTATAAAGTTTTCATTTGTATTAGAG 

AG . . • 

>796.1 

ACACTATCTGACCTAATCCTCAACACAAACTAAGGCAGGAGACACAGGGC 
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TGCAAGGACATTTGCTGCCATCCAATTTGTGCCAGCCTGTTTTATCAATC 

TGAACCTATATTATTTTTAAGACCTCACGGCATCACTGAAAGATGAGTAT 

TATTAGTTGGAATTTTAGGGATGAGAAAACTGACCCTCAGGGAGAATAAC 

TGACTTGCCCCGGCTCCAACAGTAAGTGGCCCTGCTGGGATTTGAACCCA 

GGTGTGTCTGACCCCGAAGCCTGATCTGACCTCTGACAGTCGTGATAAAA 

ATAA 

>797.1 

ACCGAAAAATGATTTTGTTATATATATTTACCACAATAAAAAAGTTTTAA 
ATTTATTAT AGGTGA CACTGTTTGC TCACTGTAGGTCAGGT A I I 1 I I 1GG 
I I I I I I I I I CTCTTTATTTTA I I I I I GACCAATGGATTCACGTCACCAGG 
TGATTTTT 
>797.2 

TTCTGCACCTCTTATGACAATAAATGTTAGAATATTTTCATCACTCAAAA 

AGAAACCAGTATCCATTAGCAAT 

>798.1 

ACAATTTTTATGTTTACAGCTGTAACCCCTGAGTTATCAAGAGATGGAAC 

A TTAG ATATGATTTATTCCTATTTAAGATAATAGGACATTGCTTGATTAC 

ATTTTCAGAAGATATTTATCCAAAG AAA I I I I I I I 1 I I I AATCTAAAGGA 

AAGGTTTTGATTCTTATGAGAAAAGAATGAGATTTCTTTAACTGGAAAAT 

TGATTTATGTCCTACAGTCCATTGTGTAGTGATGTTGGATCAATCAGGTA 

TCGCTAGGGTGTCTGTAGAAGTATCTATATATTGCI I I I I AAGTTCTTAT 

>799.1 

ACCATGTAGCTCTACTTTTCCATATACAGAGTTGTTTCCTAGCTTTCTGC 

TAATCTAACTGGATTCCTCTTCCCCATTTCCTCATTTACTAGATTATAAT 

GCACAT CACATAATAAMGCTTA AAAAT GGGCTTTCACAGTTACTGTTTT 

CTTTTTAAATAATTGTGAGAGAGCTTTTGCATCATTTATTATCTAATCAT 

GATTCAAGTGACTAGGCTGTAGCACCCAAGAACCTTGCCTTAAAACAGTT 

TATTTTACCCAATAATACTACTTTGCCTTCTTACTTAAAAATGTCCCGTG 

CTTAACCCTTTTGCTCTTTATTTTGATTTAAGCACTTGACCC 

>800.1 

ACTCTCTA7TTTTAACAAGGCTCCCTCAAGATATTAATGTGACAAACTTA 

CATAGCCAGCTGTAAGATATCTTTCAAATGCGCAAGTAACCTAACAGATT 

TGTGCATGTCAGCCAGTAATTTCAACATACATTATAAATATGGCCAATTT 

TCCCAAATTCTAAATGAATGGAGATAAAATGCTATATAATAAATATGTTA 

GAGCACCTTTCTTGAGAAACTTCTAAAAGGAAAAAATAAAAGACATAATT 

ATACTCACACCACCAGTAAAACCTCTGGTCACCTGTTTTGGGTTGTGGAA 

TGCCCCCAGCAGCCGAGAGACCTATATTAATATCAACAGAGAAATATCAC 

ACACAGAATTAAACCACATACAGTAAACAAGAGCGAGGAAGTCCTGATGG 

ATGGTAATGCTGCAACTTG 

>801.1 

ACTG ATTA TTCTCCTGCTTAGGGAGAAGCGGAAGAAGGCCCTTGGAACTG 

TGAGTTTTGCATTCCAACTTGCTAATTCAACATAGATCCTAATTCCTTAA 

ATGCTTGTAATTAGAAATTCTCGTGAACTGTATTGG I I 1 1 1 GTCAAGCAA 

TCTGTTTGGGGAACTTGAGCAACTGGGGCACTGCTGGCTAGGGTGAAGTT 

TATTTAATTTGTTTTTATGACATTCTTCATCTTGGAMTGGGGTTTTCAA 

ATATTGCTTTCCCAGGCATCATTACTTATTTGCTGGTTTTTATTTCAAGA 

TTGGGAC 

>802.1 

ACGATAGGCATGCAATTAAAGAAGACCTGCCTCAAACATTTTCTGTGTGA 

CCTGAG GCAAGTCCTTTTATAGCTATAAACTAGGGACAATATTTGCTGTC 

ATTTTTTCTACAAATGTCACAAAGAACAAATTTGAGCCTGTCGCTGTGAA 

AGAACTTAGCAAATGAAAGCATCCTAGGGAGTGTTTTAGATATCGATATT 

TTTATCCAATTMCTTTTCAAAATGAAGTTATTTGCTCACTGAAACTGAA 

GT h 

>803.1 

CCCTTTCGAGCGGCCGCCCGGGCAGGTACGCGGGGGGTTCAGCTGTCTCT 
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TACTTTTAACCAGTGAAATTGACCTGCCCGTGAAGAGGCGGGCATGACAC 
AGCAAGAC 

>803.2 

AGAAGACCCTATGGAGCTTTAATTTATTAATGCAAACAGTACGCTTGGGA 

GTCCTCAGCAGGGGGATCATTCACAGTGAGGACAGACACAGGTGAACCTA 

TGGGTCGTGGAACAAAAGTTATCCTACACCTGAAAGAAGACCA 

>804.1 

ACCTTGCACAGTGCCTTTTAAATTCATTTTGCTGGACAGTTGGCAGGCTC 

TTTCACTTGAGAGGCTATATCTTAACGATTTAGAATGGAGAGTTTGGCTC 

AAG CTCCCTGTGTGTGGTC TGTGC T7TCTATACTTTTATTCTTG GTATTC 

CAGAGTCTGGAGGCTTCTCTTTTTAAAAATTGCTAGGCTCCTGCCAAATG 

TTATAATTTGGGGATGTGAGTTCACTAAGAAATCAACTGACAAGAGGCAG 

ATTAATAGGAGAAATGACATCGAAATTTATTAGCATGCAGGGGGAAAAAA 

TTGATTACCAAATATCCCAGTAGGGTAGAGATGCTTATATACCCCACCTC 

TTAAGAGAGAGGGAAGTGGATGATTTTAGGGGAATAGTAAATACTTT 

>804.2 

TATGGGAACTCACTGGGCTTGAAGAATATAACAAAAGCCTGGGACAAAGT 

CTGTTGGGCCCACAGAACAGACAGTGGTTTATGACAAAAGTC 

>805.1 

CCGGGCAGGTACTATTACTAGGTTCATTGTTTCCAGAGGGGTGAAACGGG 

GCTTTGGAGAGGTTAAATAACTTGCCCAGGGTCACACAGCTATTAAGTGG 

TAAAGCTGGGATTTACATGAGCCCAGACAAAGAACCCAAGAAGCTAAGCT 

ATTCTCTTGTAATACCTCCAACATAGGAGGCAAGAAGTGAGGTATTATAC 

AGGTTGAGGAGATAAAGGGGAGAGAGGCCTGCAGTGCTAACAGGAGGAGC 

TGGGATTCATCCTGGCTTGTTCTGATAGGTCAGTTAGTCTTAGAGATACC 

CATGAGGTCACCTACTCAAAATGGGGCTCAGAGTAGCCTTGTCCCATTCT 

TGTCCAGTGGGCGCAGCTACAGTCTTCCTGGCCTGGAGTGACTGGAGGCT 

GTCCCCACGTCCCACTTCAGTGAGGCATTCATGTGCACCCAACACACTTT 

CTAGCTTTATTTGCCTGGAGGGGAAGATTCTCCAGAACCTTG7TAAGATG 

CACAGTGTGGTCCTCGGACTGGCAGTGTGGCCTCGGCAGTCCCTGGGAGC 

TTGTTAGGAATGCAGAATCTCAAGCTCCTCCCTACTG 

>806.1 

CCCTTAGCGTGGTCGCGGCCGAGGTACACATATATACACACATATATAGA 

TATATACACCCACATATATATTTGCTGACATTTTAATGTGAAGTTTTAGT 

CTGGGATATAAAATGGAATGTATGACATCCTCAAATGTCTGAATACTGTT 

CA CTCC TATGTTTTACATTTAATTTTCCAAAGCAAAACATTTCAGTTGAG 

GATTTTATTAGAAAATAAATAATCATTTAGCCATATCTAGAAACCAGAAT 

AAACAATGCCATAAAGCCTATAGGAAAATGCAGGTCAGATTCATAAATAT 

TCATGTGTTTACTTTCAGTACAGGGAGGAATTTGAAGTAGATAGAAACCG 

ACCTGGATTACTCCGGTCTGAACTCAGATCACGTAGGGACTTTAATCGTT 

GAACAAACGAACCTTTAATAGCGGCTGCACCATCGGGATGTCCTGATCCA 

ACATCGAGGGTCGTAAACCCTATTGGT 

>807.1 

AATTCCCATGATGTCAGACCACTGGAGTTTCCAGGGGCAACACCCCATAA 

CCGTCCCGCTGCAGAAGAGCATCAGACGTTCAGTAAGAATGCAAAGGGTA 

TCTCAGTGGGAACCGCGGACCAGGAGAGCTCCCAAACCAACACATGGCTA 

GGGCTCTCTAGGCCCTTTCAGGCTAGATCTTGACGAGAGAAGAGTAAAGA 

TCTTTCTGAGGTTGGTGCAACTGAAGAAACGAAAGTTTCGGCCTCTGCTG 

TCAGATCTATGAMGGAAAGAACTGTGAACTTGTCCCCTTTTGTTTTCTT 

TGACTTAAAACAAAAGAAAATCACTGGAACAAAGTCTTAAAGTAATAACA 

GAAATGTCAGAAAAGTTGAACATCTTATGGGCACATGCGGTGAGTTACGC 

TAACTTATAGGATCCACTGAGATTAGCCGCATAGGATTCTTCCCATGTTA 

GAGCTAAAAGGACCTACTGTCCGCCAGCTGCATTGCAGT 

>808.1 

ACTATCCCCTACCTATAAGGCATTTATMtiGTGCTGG 
TTTCATATATTATCTCATG AAATCCT CAC 
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>808.2 

MTAATTCTGAAGGGTAGCTGGTATTTTTATCTCCACTTTACAATTCTGA 
GGCTTACAGAAGTTAATTCAGTGGCCCAGGGTCACACAGTTTACAAGTGC 
CACATTGGTGAATATAAAGTAGCAACTTCTAAGTTTCACTCTCCCACTTC 
CCTAGTTATTTTCCTAAGGCATGAATGTCTGGGAAATAGCATGCATCAGA 

>808.3 

TAGGGTGTGACTATTCATAGATACCTTTGAGCTAATCTTCTGGGAGCCAA 

TGTAACCGCAATGCACACTGCAAAACAATGCACGCTTTCTCTGTAAATTA 

AAAATGCCAACCGAGCTTGGGAAAAGCCCATCTTTTGATATGAACCAATA 

GGG CAGTTTAGTTTTAGAAATAAAGAAAGTCCACTGTTCCTGCTTTTCTT 

TTTTACAC 

>8 09.1 

ACi i i i i iCT TTTCI I I I I I I I I I I I I I I GGAAGAATATTGCATACCTAT 

TAGAAAAGTCTTTTAACAATTAAAATTGAAAATGACTGACAAACTTACAC 

TATTTGATTTAAATAAATAAATAAATGGTCACATGATAACAATCTCCTGA 

TT GATA TGCTTTATTTAACCAGGTTCTCAAACCATTGGATGTGAAAACCA 

AATTTTACAATGCAGAGGTAAGTGTTGAGTGTTTAATGGGATTTCATATT 

AAACATTAAGATCGTATTTGACTAAAAATCTCTTATATACATTTCTAATA 

CTGAAGCAAATCGCCAACGTGACTGTAAATTATTTGAAAAAATCACAAAT 

TTCAGTTAAAATTGAATAATTTTATTATAGGTCTCATAATCTTTTTCAGC 

TTACATGGAATCAATGTGTCTTGATTTTTATTCTCGTTAATTTTATAAGG 

CCTTCATCTCCTTTCGGTAAATGATTGCCCTCTCATTCCATTTAATGGTG 

GTTGTTACACTAGCAATCTGTGGAATTTTACATGTGGTTCGGGATTTTAC 
AAAAATTGGA 

>810.1 

TACTCAAGAAACAGGTTCTCCAGAAACTAAGCTAAACTTGTTTGAAATGT 
AAATTCTCAGGTATT CTCAG TATAGACCTATAGATTCACTTAGCTGGTGG 
GGTCCACCCAACTTCTTTTAACAAGTCCTCCAGTGGATTCTGATGCAATG 
CTAACATTTGTGAACACTGTCAAAATCAAAATGGAGTCACTTGTGTTTAA 

AAATCCTGACAAATAAAGCCAGGGACAGCTATGAAGAGAGGGTTCTCATG 

CATCAATGCCTGATTAACA 

>810.2 

AAACCACAATCCTG CACAAAG GTC ATCACAACCTTACAC AAAAAATATCT 

TCACAAGGACATC 

>811.1 

ACAATCATTAAAACTATGTTGTAATACTGTTTGTCTTTGTATCCATTCTG 

GCGTGTCTCCATACACTTCACTAATATTTGATATACCTGTTTTATACCAA 

TATAATGC TGCTGCT GTACGTAGAAGCTGTAGTCACCATATCCTCTATTT 

GTTCAATTATmTTCATCTTCTGGCACACTAGGATCTATAACAATGACA 

ATATCTTCAAAGCCATTATTATTCAGCTTAATGAAGGAAGTATTTGACTG 

GTGCAGCAGGCACAGAACTAAGAGGAAAACAAAACCTCTGAATAACCCCA 

TTGTTCCTCTCTAGTTATTCCTGGCTCAAATGTTGGTTTGTTCCCCGCGT 
>812.1 

ACCTAAGAGTTATTAATACTATTTCAGTAAAAAAAAAAATTTAATAAACC 
CTGTGTGATCCCATTGTAACAGAAAGGCTGATGTTTTCTGTTGTGAAATA 
C AAATG C AAG G AAAAAATCATTTCTTTGTTTC AAAG G ATGCATTTCTTCC 
ATAAAG AATAATTTGTATTTATTTTTAAG G GTTTATTTTAACTTATAC AT 
CAGCCTATATAAAATACATTTCAAAATGATCTGTGCTCTTTAAATTACCA 
AAAGCAAA TGTTAA 1 1 1 1 1 1 1 1 I CCCTCTAAC AG ATAACAAGTTTTACTC 

CTATGCTGATTTTTCTGGTGCCACTGAAGTTATTTTGGA 
>813.1 

ACATGTGCATAAGAGGGAATGCTTCCCTACATTACTCCAGAATACAAAGC 
TTCTTTCTGCCTTTCTCATCCACATAATGGAAGACACTTCTTGGGTGAAA 
TACTCCACAGTTATTTCAGTTCTCACTGGfGAGTCTGAATATAAGCTCTA 
TGAGAGCAGGGACCTTGTCAGTCTTATTCACAATATCCCCAGCCTCTAGA 
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ACAAGGCTGGCACATAGTAGATGCACAAAAGGTGTTTGCTGAATGAATGG 

ATGACTGAGTCTGTGTGGGGTAATGATAGGGCTAAGGATGGGACTCTAAA 

CTCAGGTTTCCTCTGTGGGTTTCACAGTTTACTGGTCTTAAGAGGAGAGT 

TTCCTAAACTTGCCTTATGATAAAAACCACCTTCAGCATTTGGTAAAAAT 

TACC CATTCC TGTAGATTCTGAGTCAGTGAGCTGAAGTGGAGCTGATGAA 

TCTGi I 1 1 1 IGTGATACTGCTGCTGCTGCGGTTTTTAACACATGCTTCAG 

GTGGTTCTAAGCTTAGGAAACCTTGCCCAAGGATACCATCCTGTCTCTTG 
GGA 

>814.1 

TTATCAAAAACCAACAACCAAACAAAAAAAATATTACAACAAACAGAGAA 

ACGAATCAAACCAAAAACCAAAAATACTTTCTGGAATTCAAATGATACAT 

TATATATACCTATCAAGACAACAAACTACTAACTACCTAAACTACAAATT 

ATCATAAAAATGACTCCTGTCCTATATCAATAAAAAACTGCTATTAAAAT 

TGAGTATTATAACACA 

>815.1 

ACAAGTATTATGTATCCATAAAAATTAAAAAATCTTTAAAAATGCATATG 
GGGGTCAGTAGGTAAAAGAAAAGAGAACCAAGAGAGCTGCAGCGGGGAGC 
ACAGCTTGCTTTAAACATGAGATCCAGCTCAGTGATCATGCGGGGGAAAA 
GGCCCGGCATTGCTGGAACTCCTAATATTTAAAAAGATGATGGAAACTTG 
AAATTTTAT ATTTMTCTTCTC ATTTTTAAG TGTTG GCAATGTATTG AAG 

ACTTTGAAGCCTCTGTGCTGGTCAAACAAGATGTATCTGTAGGCTGGATT 

TAGTCCACAGC 

>816.1 

ACAACTGTAATAGCTATTGGTCTTCAAGTGGGTTTAGATTTGGTGACATC 

AGTTTGATATTCTCTTAAAGGAAATAAATATTCAAGAACTGATTATGTTC 

TAA CATGA TTATATTCATGGTGTTACATAGGCCTCAATTTTTTCACAGAA 

AGATTTTTGGMCAGGACTGTGAAGTGAGGCTTTTTAAAAAATTATTTTA 

TAAGCAGAGAACACAGCCTGATAACTTAGTCAAGGATATACTGTCTGTCT 

CACTACTTTGGACTTATATGGCTTCAGATTAAGTCATCCAAGAAACATAC 
ATA 

>817.1 

ACATGTAATAGACACTATGCTACAGCAAAAGCTTTTCTTATTGTCTTTAA 

AATTTTCCTGGGTGCATAAAACTATGT 

>817.2 

GGTAACTCTTTCCCMTTTTTAACTTTTACATTACAAGTCATTTTCAGAG 

TAAAAAGTCATTTAACA AAGG CAGATAGAAAGGCCTCAAATCCCTGAGGA 

CCAAAAATCCC AACAC ATTTTCAAAAGGGAGAAAATTTCTTTAAACTTCA 

TGGGAAAAGTATTTTTAACATAATAGAGAGGCTTTATGCAGTCTTTGACA 

AGATGATACTTTTGGAATAGAACAAGAAGAGGAAAATATTTCATATTATA 

ATATTACTGTGTCAAATTCTATGTTGTCAAAAGAGTGACTATCTCTGATG 
AGAAAAAAT 

>818.1 

AGGGAACAAAATTAAATTTTTCAATTCTA A 1 1 1 1 1 1 1 1 1 1 1 1 1 GGACACA 
TGTATTCCTTTT AGTGGAAACAAAGGAAAAAATAACTTTTTTCTCCAAAT 
AGTCGGCCTGGAAAAA 
>819.1 

ACMCTGTMTAGCTATTGGTCTTCAAGTGGGTTTAGATTTGGTGACATC 
AGTTTGATATTCTCTTAAAGGAAATAAATATTCAAGAACTGATTATGTTC 
TAACATGATTATATTCATGGTGTTACATAGGCCTCAATTTTTTCACAGAA 
AGATTTTTG G AACAG G ACTGTG AAGTG AG G CTTTTTAAAAAATTATTTTA 

TAAGCAGAGAACACAGCCTGATAACTTAGTCAAGGATATACTGTCTGTCT 
CACTACTTTGGACTTATATGGCTTCAGATTAAGTCATCCAAGAAACATAC 
ATACATTCTAAATGGTATATATTGGGAATATATGCCCCTTTAAAAGAATC 
. AGGTCAGAAATGCAATAACAATTAGACTAGACTGTTGCCCGTGTTAGGAG 
AATGTGTGGTCATCCTAGTTACTAATTACTCTCACTCAAGATGGAGATGT 
TGTCCAGTTTAACATAGTCTTAAGTTTTCTTAAACCCAAATAATTTATGA 
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GTAGCTTATTACATCTGCAGAGCTACCTTATTATAATAGTACCTGCCCGG 
GC 

>820.1 

ACTA GAATT AGTTCCAACTACTGCTGGTGATAAACTCACCATCTACCTTC 

ACTTGTTTTCTCTTAATTCTCCAAGAAGTAATCAGGTGAATAAAGAATCA 

TCATCAGATAATATTCTCCAAGATTCTTTAAGAAATTAATTTTTATCTAC 

TCTTAAATGATTGCACAATTATAGGATAGAAATTACTATCTTGTGCTCTA 

ATTCAAAT TGCT CTTAATGATCCTAGAGAGAAATGAATTACTAGAGATAA 

AAGATAAATTTTGCTGTGGTTTGCGATCTTTGTTTCTTTCCTTAAAACTT 

AAC 

>821.1 

ACTGGAAACCAGACCTTACTTAAGCCCACCAAAGGCAAGGTTTGGGCCTG 

CCAC AG CGG ATTTCAAAAAG AC AAAGC AATG CAAGCCACGTGTTCAAAAT 

GCCCTAAGTGGCTATTCAGGTAATATATAAAAGTAAGACCAGGCTAATTA 

GTATACAATGGGGTAAACCAGAGAGCAGAAAGCCCTTCTTTAAAATGAGC 

CTACCACTGCTTGGCCTCAGTGTGAATTTAGACCCCATCTTCTGATATTT 

CAGGAGAAAGTAAAMTCTAGATTTTTATCTAAAATCTTTTTAATTTTTA 

AACAGTCACCTGATTTT 

>822.1 

ACAGAGCATCTTAAGGTTGGAAGGACTCTTAGAGACCATAGTCCAGCCTC 

CCACTTGATACTGAAACACGTTTGTGAATTCATGGCCGATGTCTAACTTC 

CCTCACCACCTTTCCGATATGGACAGTTCTCATGCCCAGAAGCAAAACCT 

TCTTTATTGTGCCTGTCCTCCCTTGACTGTCATGCATATAATCAGCATCT 

TTCCCACTAAGTGAAGGGCCCAGACTCGAGCACAGGAGCACAGCACCCCT 

TAAACTCACGAGGGGCTGCATTCACACCATCAGCAGGGAGATTACACTTG 

TGTCATTTG 

>823.1 

ACCAAGACTTTAGAGGGCAAAGAACAGAGGATTCTTGAGAAAGGGGACTT 

GAAGGTGAAGAGATAAAGGCTGGTGCTTCCAGGAGCGTGGGTCTCCTACG 

TTTGTGTTCCTGGGAAGAATCTTGGACTCAGGCGTGGGCAGCTGGATGCC 

TGGGTTCCTTAGGCTTCCTCCAGGCAATGTAGTTGCCTCTTTCTCTCCCC 

GCGTACATAGTAAGTGTATGATAGATGTTTGATTTGTAAATTACAAATAT 

AAATTATCACCCCCATTTCCATTTATTTTCTTGATATATCAAAATGTGTT 

>824.1 

ACCCCCATTATAGTAGGGAGACTGAATCTTCAAAGTTACAGGGTGAATCA 

ATGATAATGATCTTTGCAGCTTTCTGGAGTTAAAAAGCATCAAAATTGGG 

AGATATTAGATGATGACATCTAAGTATTAAAATAAGGAGATATTAAATGA 

TGACTCCTAGAAATG AACCT GAATAAGGACTACCGCAATGTGTGTGGTGT 

GGGAAAGGACAGTTCTTTTAATGGCTGGCTGACCCAGCCTCAATTTTCTT 

GCAGCTTCGCCGACACGAGGTGACCATCTGCAATTACGAAGCATCTGCCA 

ACCCAGCAGACCATAG 

>825.1 

ACCTCTCATGGCTTTTTGGTTCCAGCAGTGAGGGCATTGGTGAGATCAGT 

GGTA AACTG TG CAAG CTTTCTTTTTATCATTAGGAAATGTGAAACGTTGG 

ACAAATTTTGAGTTTTAACAAGGACAAAAAGTTGAAAGAAAAGGCACAGT 

TAACAAAAAAGGGTGGCTAGATTTATCTTGGGTGATGGAGGAAATGAGAG 

AGGAATGCTCTTGAAAGGTGGTCTGTGGATCTGTCTGAATAGAAAGAGCA 

CAGTAAGTATGCATTGCCGGAGAAAACGTCCTTGAAGCTGCTTGTCTCAT 

GTGTATGATGTG 

>826.1 

ACTCAACAAGCAGCTGACTTATGTTTTATTGGACATTGTGATACAGGAAC 
TGTTTCCAGAGCTCAATAAGGTACGCGGGAAAGTCAACTCAGTTACCTCT 
GTTTGGTGTGTGTATCACTTGCAGATGCTGTCTACCACCTTTTCAGTGAC 
ATCCTAG AAGCTT CTCTATTACCACAGTAACTGGCTAACTAGATATGATC 
TTTCCCTAATTTTCATGAGCATC1 1 1 1 1 I CTGATATAAACCAGGGAGGGA 
AAATAAC AAAGTTGCTTCACT CTG AAG G AGTATTCT CCTCTAGTACCTG 
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>827.1 

ACATATATGAAMGCCAACATTCTAAAGTAGAGGTTCACTTAATTTTTTT 

I II I I ICMGAGAGGCTTCTTGGTAGTTTCATCACACAGTGGTTTTATTA 

GGGGATGTMGGATTACAGAMCATCGTATTTTTTAACATATAGTATTTT 

TTGAATATGATTTGAATTAATATAGAAAAGTGCA I Mil ICCAGl I ! I i I 

TAGGGAAAAGGAGATACTTCACCAGGAGGATAAAAAGGAACAAGAGGGGA 

AGGGGAAATAAAAATTCCAGAAAGATGAAAAATTGTTGATGTAAGATGGA 

GGCACA 

>828.1 

ACAAACMGCTTTGTTAAACTAACCCTTGCCATCCTGGCTACTTTACCCA 

ATTAACCACCCTAGCCCAGGACGTTTGCTTTATCACATGTTCACAGTTTG 

CTATTCTTTGTTCAATCTTGTAACTGACTGCAACTGCTTCTGTGGGTCTC 

TGTTTCTTTATGAAGTTTCCCAGGCCATACAAAACTTGTGTTAGCCTATC 

TTCTGTCAGTTTAATTGTGGAACTCAGCCAGGCCCTTAAGAGGATGGAGG 

AGAGTTTTTCCCACAGCAGTTCTGAATGGGATGAAGTGAAAAATAAAATC 

TCCCCATTGCCACTACACCACCTCCTGATGAGTCTTGCAGCAGAAATACC 

GTTTAACTGTTTCTGCTTTTA I I I I I I I CTGATTATCATCCAGTTTTATA 

TATTCATATCTGGGTGCTTTGATAATTATATATACATACI I I I I IGATAT 

TATTTACTTATTCTTTAC 

>829.1 

ACTCACAAGCAATAACAGATTCATAGATCAGTTGACATTGGCTGGTCTCC 
AGGACAGGAATGTGGCCAAAAGGTGCTTTGTATAGACGCGGGGCACTGAA 
TCTGTGTCTCCCCTGTTACCTACTTTTGCCAGTGAAATTTAAGTTTTAAA 
ATACTTTCAG AATGTA I I I I I ACTACTGCAAG I I I I I GGTCTTTAAAATG 
TCAAGTAGCATCTCTCTCTTTCTCTCTGTCTCTTTCTGTTTCTCTCTCCA 
Gi l I 1 1 I I I II I I I II I AATTTCCATATGGGCTAAAGAATCCAAATATTT 
TAA AAATC TGGCTCTCTTTTCTTCTCTCA TAAAGT GAATTATTCCTCTTT 
TTTGni^ATGTAAGTGTATATATTCITAG'rill'l'Cl'lGAAATCATTGTA 
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>1 

GGG ^ ACAGGCGCCCAC CACCATGCCCGGCTMTTTTTTTmGTAT^ 

^ G ^? A ?^I9JI GGCCAAGCTGATmGMCTCCTGAC 

CTCCCAAAGTGCTGGGATTACAGGCATAAGCCACTGCGCCCCGCCTCTAATAATAAATATTT 
^I^^^^^^^^^AAAA^^^^GATAAGATTTATGAGGTTTACAAGAAAGAGTAAGGCA 

AAAGGAACATCACAAGAAGATGCTATTAGTTGTAMTGATTAAATATTTTGTGACATACAGrAT 

TTTATTCATTCATATTTATATCTTCTCACATTTCACAAAAGCCATTTAGTGGTTAGGTAAAGAG 

TATAAATAGTAAAAGCTCAGAGAGGTTGAAGAGATCATTATGGCTGGGGAAAATTCATAAAG 

A ^??J G ^ GAAC ™^ GAACCTCAGAGGCTGAGTGGGATCAGA ^ 
AGAAGACACTCCACATGAAGAAAAAACATGAACAAACAATTCAAGATGCTTTAGGACATAGG 

issues 

>2 

NCGCCTGTGGGAGGACGTCCGGGTGGGCGGAACTCCTAGCGGACACCTCGTGGA 
G I CCGGCCGGAAGAGCAACCGAG ATGAAGGTGAAGATGCTGAGCCGGAATCCGGACAATT 
^1 G JE GGGGGAAAGGAAG ^ G G ACTTACAG AGAGTTCCAAG AAACTATG ATCCTG CTTTAC AT 

GC ir? GAGG i^^^ 

GGAAAACGA IJ£^^^ 

TCCAGAGMGCTGGCTACTGTCCmCTGGGGCGTGTGATGGAGAGGTTAGMTTTGGAAT 

C J AAG I CAGCGGA ^^ 

T AC J GGC J^ G J^ 

G J G ™™TGGGAJTGATCATCACT^ 

AGACA I^? ATGAACAAAGAACTAATCCTATATG ^ C ^^ 

™ AG 7i£r AAA ^^ 

TATAGTACTGTACGATATGAGGCAAGCTACTCCTTTGAAAAAGGTTATCTTAGATATGAGAAC 

A ^T AGAA I C J G JT GGA ^ 
T GGAG J GG TTP ^ 

TGCAACATGTTATCTGTGTAAAATGGACTTCTGACAGCAAGTATATTATGTGTGGATCTGATG 

AAATGAACATTCGCCTGTGGAAAGCTAATGCTTCTGAAAAATTGGGTGTGCTTACATCACGA 

GAAAAAGCAGCCAAGGATTATMCCAGAAATTGAAGGAGAAATTTCAGCATTATCCTCATATA 

CA I£ A T GA ^ 

c™ gaa 7cctcatgtatm^ 

^ G ^^ GATTAATTGCAAACA1 ^ AG ^ ATATGTGTAGAG 
TAC^TGA^WVATGATCCTTAMGGTGGCCTAGTTGGTMGACTGTTTTAT^ 
JTCTTCmCATTGTAGAATACAGTATTTGCMCTCATTTTTTCTTGTTT^ 
S^CJTCTTT^CTAmTTGTAG^ 

CTCTTATGTTATCTTTAATATTACTTTGAATWGATTGCAATGATGTTTCTTCCTGTGATTCCA 

CA I AA £ A I!™ GAA I A ^^ 



